MOTIFSIM - MOTIF SIMilarity Detection Tool

Version 2.1

INPUT

Input Parameters

Number of files: 1

Number of top significant motifs: 10

Number of best matches: 5

Similarity cutoff >= 0.75

Matching motif database: UniProbe Mus Musculus
Phylogenetic tree: Yes

Combined similar motifs: Yes

Output file type: All

Output file format: All

Input files and motif counts

File name Count of motifs Dataset number
CisFinder_DM721_Cluster.txt 153 1
RESULTS

Best Matches in Database for Each Motif (Highest to Lowest)

Dataset #: 1 Motif ID: 1 Motif name: C001
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Original motif
Consensus sequence: WWWAAAAAWWAAAAAWAAAAAWWAAAAHWW
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Best Matches for Motif ID 1 (Highest to Lowest)

Motif ID: UP00528

Motif name: Foxm1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 23

Similarity score: 0.0846473
Alignment:

——————— HADTBVADGATGCATCMTGMVHB
WWWAAAAAWWAAAAAWAAAAAWWAAAAHWW-—

Original motif
Consensus sequence: HADTBVADGATGCATCMTGMVHB
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WebiLog 34

Reverse complement motif
Consensus sequence: WWHTTTTWWTTTTTWITTTTWWT
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Welogo 34

Reverse complement motif
Consensus sequence: VHVRCAYGATGCATCDTVVADTH
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Motif ID: UP00034

Motif name: Sox7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 22

Similarity score: 0.561689
Alignment:

———————— HHBDHDDAACAATDRHHHHHBW
WWWAAAAAWWAAAAAWAAAAAWWAAAAHWW-

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW
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Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH
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Motif ID: UP00032

Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 22

Similarity score: 0.566383
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Alignment:

———————— HBHDVHDTCTTATCTHTDDHDV
WWHTTTTWWTTTTTWTTTTTWWTTTTTWWW

Original motif

Consensus sequence: BDHDDADAGATAAGADHBDHVD
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Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HBHDVBWGATHBTATCRVBHHH-—-———-——

UP00032
Gata3_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

7

22

0.575767

—————— WWWAAAAAWWAAAAAWAAAAAWWAAAAHWW

Original motif

Consensus sequence: HBHDVBWGATHBTATCRVBHHH

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH
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Motif ID: UP00034

Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 6

Number of overlap: 22

Similarity score: 0.578275

Alignment:

———————— VVYDDDCHCAVACAATTDBVAC
WWHTTTTWWTTTTTWTTTTTWWTTTTTWWW—————

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB
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Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC
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Dataset #: 1 Motif ID: 2 Motif name: C002
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Original motif
Consensus sequence: TAYRYACACACACACACRYAYRY
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Best Matches for Motif ID 2 (Highest to Lowest)

Motif ID: UP00538

Motif name: Glil_v015681_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 1

Number of overlap: 23

Similarity score: 0.0589959

Alignment:

MHHHWHYTMCCHCCCACVAABVH
TAYRYACACACACACACRYAYRY

Original motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

Reverse complement motif
Consensus sequence: MKKTKKGTGTGTGTGTGTKKKTA
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Reverse complement motif
Consensus sequence: DVWTTVGTGGGHGGYAMHWHHHY
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

YDYBDHTMCACGTGGADDBMDGT
TAYRYACACACACACACRYAYRY

Original motif

UP00050
Bhlhb2_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

23

0.0678722

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT
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Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM
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Motif ID:

UP00538
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBBDVVRGACCACCCAVGABBAB
TAYRYACACACACACACRYAYRY

Original motif

Glil_v015681_primary

Mus musculus
Original Motif
Original Motif
Backward

1

23
0.0739216

Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0
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Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB
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Motif ID: UP00539
Motif name: Gli2_v016060_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Original Motif
Original Motif
Backward

1

23
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Similarity score: 0.077586

Alignment:
DTVBDDRGACCACCCAGDWDGBH
TAYRYACACACACACACRYAYRY

Original motif
Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

20

UAWVAWWAA.

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBAFK

20

S e T eSS o
Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2
Number of overlap: 22
Similarity score: 0.55938

Alignment:
—-HVBDAGCGBGGGTGGCRDBDDDB
MKKTKKGTGTGTGTGTGTKKKTA-

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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Dataset #: 1 Motif ID: 3 Motif name: C003
Original motif Reverse complement motif
Consensus sequence: GSCYCHSCCYVCCYCCCCCCSSCCCCccssC Consensus sequence: GSSGGGGGSSGGGGGGKGGVYMGH
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Best Matches for Motif ID 3 (Highest to Lowest)

Motif ID: UP00540

Motif name: Gli3_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 2

Number of overlap: 23

Similarity score: 0.0504417

Alignment:

——————— VYWVVHCRCCACMCACGAHSBHH
GSCYCHSCCYVCCYCCCCCCSSCCCCCssC—-
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Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
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Motif ID: UP00538

Motif name: Glil_v015681_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 3

Number of overlap: 23

Similarity score: 0.0508168

Alignment:

——————— MHHHWHYTMCCHCCCACVAABVH
GSCYCHSCCYVCCYCCCCCCSSCCCCCSSC—-

Original motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH
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Reverse complement motif
Consensus sequence: DVWTTVGTGGGHGGYAMHWHHHY

20
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BDDHVDKGCCACCCVCGCTDBVH-——————
-GSSGGGGGSSGGGGGGKGGVMGGSHGKGSC

Original motif

UP00538

Glil_v016060_secondary
Mus musculus

Reverse Complement
Original Motif

Forward

2

23

0.0518257

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

WebiLogo 34

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UuP00400
Zif268

Mus musculus
Original Motif
Original Motif
Backward

1

23
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Similarity score: 0.05306

Alignment:
——————— BADHBDHCGCCCMCGCAHHDBRBRV
GSCYCHSCCYVCCYCCCCCCSSCCCceessce

Original motif

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

20
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Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB
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Motif ID: UP00538
Motif name: Gli1l_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6
Number of overlap: 23
Similarity score: 0.0591633
Alignment:

——————— BTBVTCVTGGGTGGTCMVVDVEB
GSSGGGGGSSGGGGGGKGGVMGGSHGKGSC—————

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB
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Dataset #: 1 Motif ID: 4 Motif name: C004
Original motif Reverse complement motif
Consensus sequence: SSSSSCSSSSSCCSSSSCCSCSSSSSS Consensus sequence: SSSSSSGSGGSSSSGGSSSSSGSS
ccecClcsC cC CCCC CcaC CCGGC * C c
LJEGGGGGGC C c CC AGGC 94;: SGCC (_:CC LEGCCLCCE<cCCCLCCCECLCCCCCCL

Webslago 14 Weslogo 34

Best Matches for Motif ID 4 (Highest to Lowest)

Motif ID: UP00540

Motif name: Gli3_v016060_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 2

Number of overlap: 23

Similarity score: 0.0378869

Alignment:

HHBSHTCGTGRGTGGKGDBVWMV ————
-SSSSSSGSGGSSSSGGSSSSSGSSSSS
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Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH
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Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
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Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 23

Similarity score: 0.042097

Alignment:

-—-——-HVBDAGCGBGGGTGGCRDBDDDB
SSSSSCSSSSSCCSSSSCCSCSSSSSS———-

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB
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Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VVVDHHTGCGYGGGCGDHVHHTB-———--
——-SSSSSSGSGGSSSSGGSSSSSGSSSSS

Original motif

UP00400

Zif268

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

23

0.042858

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

1
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Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

10
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00538

Glil_v015681_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

23

0.0467324
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Alignment:
BTBVTCVTGGGTGGTCMVVDVBB————
-—SSSSSSGSGGSSSSGGSSSSSGSSSSS

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

AWAWVA ¢ o

00 —_— ===t i N =¥ e gt

5 10 15

sl

WebiLogo 34

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB
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Motif ID: UP00540

Motif name: Gli3_v015681_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward

Position number: 4

Number of overlap: 23

Similarity score: 0.0486423

Alignment:

—-—-——-ABBBBVVRGACCACCCACRDBBM
SSSSSCSSSSSCCSSSSCCSCSSSSSS———

Original motif
Consensus sequence: ABBBBVVRGACCACCCACRDBBM

Reverse complement motif
Consensus sequence: YBYVDMGTGGGTGGTCKVVBVBBT
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Dataset #: 1 Motif ID: 5

Original motif

Motif name: C005

Consensus sequence: TCTGTAGMCCAGGCTGGCCTYGW

20
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Best Matches for Motif ID 5 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVBDAGCGBGGGTGGCRDBDDDB
TCTGTAGMCCAGGCTGGCCTYGW

UP00538

Glil_v016060_secondary
Mus musculus

Original Motif

Reverse Complement
Backward

1

23

0.0620662

Reverse complement motif
Consensus sequence: WCKAGGCCAGCCTGGYCTACAGA

AGCCOAL AT VTCA.

LA - s W S
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Original motif Reverse complement motif

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
2.0 20
sl L é-*:-—q:_LITI —‘GG%QA - O = e ACS_EC‘.cA CQA :":—.(_.J!..:_.: T
: 5 10 20 i 20 i
Motif ID: UP00539
Motif name: Gli2_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2
Number of overlap: 22
Similarity score: 0.553936
Alignment:

-DTVBDDRGACCACCCAGDWDGBH
TCTGTAGMCCAGGCTGGCCTYGW-

Original motif Reverse complement motif
Consensus sequence: DTVBDDRGACCACCCAGDWDGBH Consensus sequence: DBCDWHCTGGGTGGTCMDHBBAK
=" o s - = A A_, = A}_-m_é"-‘-?;-: 00 _:_9 :I: Ql - T y I_..._ = ==

10
WesLogo 34 Weblaga 3.4
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Motif ID: UP00538

Motif name: Glil_v015681_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward

Position number: 2

Number of overlap: 22

Similarity score: 0.556669

Alignment:

—BBBDVVRGACCACCCAVGABBAB
TCTGTAGMCCAGGCTGGCCTYGW-

Original motif Reverse complement motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB
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Motif ID: UP00538

Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 2

Number of overlap: 22

Similarity score: 0.55849
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Alignment:
HGDHVHKGACCACCCGGBGBGDB-
-WCKAGGCCAGCCTGGYCTACAGA

Original motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0
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Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

Motif ID: UP00528

Motif name: Foxm1_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 22

Similarity score: 0.56544

Alignment:

DCATDBTGHGCATKMTTBRSWR-
WCKAGGCCAGCCTGGYCTACAGA

Original motif
Consensus sequence: MWSMBAARRATGCDCABHATGD

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR
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Dataset #: 1 Motif ID: 6

Original motif

Motif name: C006

Consensus sequence: SWCACACASWCACACWSW

20
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WebLaga 3.4

Best Matches for Motif ID 6 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UP00034

Sox7_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

3

18

0.0361661

Reverse complement motif
Consensus sequence: WSWGTGTGWSTGTGTGWS

* CIEI’}T‘QI?I&Té-{!:QXC

Watsloga 34
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VVYDDDCHCAVACAATTDBVAC
—-—-SWCACACASWCACACWSW--

Original motif

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB
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Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

10

bits

WablLogo 34

Motif ID: UuP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 18

Similarity score: 0.0406554

Alignment:
BADHBDHCGCCCMCGCAHHDBBV
-——SWCACACASWCACACWSW--

Original motif

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBV

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VYWVVHCRCCACMCACGAHSBHH
—-SWCACACASWCACACWSW———-—

Original motif

Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

Eggg !;;&g;(;éi(;&gg;l\q:mﬁé;%€=

e —_— e —_— e T "

UP00540
Gli3_v016060_secondary
Mus musculus

Original Motif

Original Motif

Forward

2

18

0.040868

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
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Motif ID:

UP00538
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Motif name: Glil_v016060_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 1

Number of overlap: 18

Similarity score: 0.0421858

Alignment:

HVBDAGCGBGGGTGGCRDBDDDB

WSWGTGTGWSTGTGTGWS——-—~

Original motif Reverse complement motif

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
20
ol = SR ,_=I~;$QAI_-_ P : AEQGCA Cg_ VL @

5 10 15 20 S 5 19 15 20 Weblagn 3.4

Motif ID: UP00098

Motif name: Rfx3_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 4

Number of overlap: 18
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Similarity score: 0.0427432

Alignment:
VCTBHBVCTTGGWTACVVVVVDB
—-——-SWCACACASWCACACWSW--

Original motif
Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

20

0.0 c:l=_ === C:—-';IA—XT_ M =

20

WesLogo 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

i " A
- ____AT__Q-- s _‘_A

002 e ==

5 10 15 20

bits

Weblaga 3.4

Dataset #: 1 Motif ID: 7 Motif name: C007

Original motif
Consensus sequence: KTTSTGAGTTCVAGGMCAGCCTS

20

s TONUTTE A, CACC.

WesLogo 34

bits

Best Matches for Motif ID 7 (Highest to Lowest)

Motif ID: UP00034

Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement

Reverse complement motif
Consensus sequence: SAGGCTGYCCTVGAACTCASAAY

ACT L GAACTO. oo

‘-_-. 2 =1
Weblaga 3.4

'\
i|'
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Direction: Forward

Position number: 2

Number of overlap: 22
Similarity score: 0.0642913
Alignment:

VVYDDDCHCAVACAATTDBVAC-
—SAGGCTGYCCTVGAACTCASAAY

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

1.0

=28 GIéAlI%_I_ re = o oS
5 10 15

bits

WabLogad 4

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

10

bits

5
WablLogo 34

Motif ID: UP00098

Motif name: Rfx3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 22

Similarity score: 0.0664801

Alignment:

-VCTBHBVCTTGGWTACVVVVVDB
KTTSTGAGTTCVAGGMCAGCCTS-
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Original motif
Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

1 ex CITA_,H B

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

a\eh

0. r = === === g—;— == . 0.0-= === ; =
Motif ID: UP00098
Motif name: Rfx3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2
Number of overlap: 22
Similarity score: 0.0672967

Alignment:
—-HDTBHHCCHTAGCAACVVDHHHH
SAGGCTGYCCTVGAACTCASAAY-

Original motif
Consensus sequence: HDTBHHCCHTAGCAACVVDHHHH

2.0
e R e SR e ‘ — === ==
5 10 15

20

it
=

0.0

WebiLogo 34

Reverse complement motif
Consensus sequence: HHHHDVVGTTGCTAHGGDHBAHH

20

——1
>

=== — _— —o 2 { a . —_——

5 10 15 20

Webloga 3.4
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Motif ID: UP00538

Motif name: Glil_v015681_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 22

Similarity score: 0.0707277

Alignment:

—-DVVTTVGTGGGHGGYAMHWHHHY
KTTSTGAGTTCVAGGMCAGCCTS-

Original motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

=t —> -

5

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

Motif ID: UP00540

Motif name: Gli3_v015681_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif

Direction: Forward

Position number: 3
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Number of overlap: 21
Similarity score: 0.562337

Alignment:
VMYDHDGMCCHCCKBGVVAAVH--
-—SAGGCTGYCCTVGAACTCASAAY

Original motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

5 Ell Q:«gf .-u;E;_,?@%Q =_ad

5

WabLogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

E10 Q A
& - léA o ¥ SA - _._=_:A4._
10 15

5
WablLogo 34

Dataset #: 1 Motif ID: 8 Motif name: C008

Original motif
Consensus sequence: SSCCSSCCCCSSCCSS

el 000 e

WabiLogad 4

Best Matches for Motif ID 8 (Highest to Lowest)

Motif ID: UP00022

Motif name: Zfp740_primary
Species: Mus musculus
Matching format of first motif: Original Motif

Reverse complement motif
Consensus sequence: SSGGSSGGGGSSGGSS

20

w0

=10
C

- ’_xe%!:'ztz‘-&ex;_@___ngs:g—_—_;ﬁc;,

5 10 15
WablLogo 34

cC
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Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVBCCCCCCCCMHHHB
SSCCSSCCCCSSCCSS

Original motif

Consensus sequence: HVBCCCCCCCCMHHHB

2.0

bits

LI X

t%gggcccggé$

Original Motif
Backward

1

16
0.0353177

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

2.0

=1.0

oA . - = —

15 10 15
WabiLogad 4 WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00539
Gli2_v016060_secondary
Mus musculus

Original Motif

Original Motif

Forward

3

16

0.0353208
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RTHBSYCGCCMCMYVCGBTVDH
—--SSCCSSCCCCSSCCSS——-—--

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

e _— i ———a . __ {\._1 ¥ AT =EwcrZar=s_~AcC
: e P . 5 o s
Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 8
Number of overlap: 16
Similarity score: 0.0416492
Alignment:
HHBSHTCGTGRGTGGKGDBVWMV

——————— SSGGSSGGGGSSGGSS

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
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2.0

Lx gAQQéggCACRQ%?

= - —_——

WesLaga 34

20

A-AEQELIQ%CIT¢FI-_-_-);£’} £ =
5 10 15 20

Webblaga 3.4

Motif ID: UP00538

Motif name: Glil_v015681_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 8

Number of overlap: 16

Similarity score: 0.0427346

Alignment:

DVVTTVGTGGGHGGYAMHWHHHY
SSGGSSGGGGSSGGSS———————

Original motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

5 10

WesLago 34

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

== o e e T -

Motif ID: UP00538
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Motif name: Glil_v016060_secondary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 2

Number of overlap: 16

Similarity score: 0.0428588

Alignment:

HVBDAGCGBGGGTGGCRDBDDDB

-SSGGSSGGGGSSGGSS———-—--

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

- TuCa,

IO SR - ). - 5 L R
20

5 10
WebiLog 34

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

Dataset #: 1 Motif ID: 9 Motif name: C009

Original motif
Consensus sequence: ABGCCTTTAATCCCAGCACTHR

Reverse complement motif
Consensus sequence: MHAGTGCTGGGATTAAAGGCBT
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2.0

S=ELA

" o Qb TTAATCOCALCACT

.....

20
WebLogad 4

Best Matches for Motif ID 9 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DVVTTVGTGGGHGGYAMHWHHHY
MHAGTGCTGGGATTAAAGGCBT-

Original motif

UP00538

Glil_v015681_secondary
Mus musculus

Reverse Complement
Reverse Complement
Forward

1

22

0.0664875

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

s . X=X é - cé
. 15

20

WebiLogo 34

20

Reverse complement motif

Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

bits

dx
= ==

001= ==

P e, i e
5 10

Motif ID:

UP00032

Page 35 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=032

Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HBHDVBWGATHBTATCRVBHHH-
—ABGCCTTTAATCCCAGCACTHR

Original motif

Gata3_secondary
Mus musculus
Original Motif
Original Motif
Forward

2

21

0.56321

Consensus sequence: HBHDVBWGATHBTATCRVBHHH

2.0

240 AT ATC
= I% —~ e _-_1__];:7,_:?:‘9 ===
: 10 s

[EE1]

WabLogad 4

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH

20

"
N AI ATC
—
ol e WmB S R yX.
10 15

5

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UuP00400
Zif268

Mus musculus
Original Motif
Original Motif
Backward

3

21

0.565627
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Alignment:
—-BADHBDHCGCCCMCGCAHHDBBV
ABGCCTTTAATCCCAGCACTHR--

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

f=-{

- _elﬂg XWvie2
5 10 15

Webloga 3.4

P — =L s VYV T T =X _ S 3 = = = I,
5 10 15 20 o
Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2
Number of overlap: 21
Similarity score: 0.56702

Alignment:
HVGVSAGGAGGGTCYHHHHYVH-
—-ABGCCTTTAATCCCAGCACTHR

Original motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH
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2.0

20

00 = =t = g3 N — = o= o — Ié?r-%— VA= =
: 5 10 15 20 - 5 10 15 20
Motif ID: UP00098
Motif name: Rfx3_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
——-BDBBVBVGTAWCCAAGVBHBAGE
MHAGTGCTGGGATTAAAGGCBT---

Original motif

Reverse Complement
Reverse Complement
Backward

4

20

1.06431

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

“
210

L EE . o CTTAUIT_E

—

WesLago 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

Dataset #: 1

Motif ID: 10

Motif name: C010
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Original motif
Consensus sequence: WWWAAAAWWAAAAAAAAAAWW

18AR IAAAAAAT Ada,

5

Weblaga 34

Best Matches for Motif ID 10 (Highest to Lowest)

Motif ID: UP00032

Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 21

Similarity score: 0.0528064

Alignment:

HBHDVHDTCTTATCTHTDDHDV
WWITTTTTTTTTWWTTTTWWW—

Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

Reverse complement motif
Consensus sequence: WWTTTTTTTTTTWWTTTTWWW

2.0

LI Taat T .

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV
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2.0

5 10 15 20 G e 5 10 15
Motif ID: UP00034
Motif name: Sox7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 21
Similarity score: 0.0586273

Alignment:
HHBDHDDAACAATDRHHHHHBW
-WWWAAAAWWAAAAAAAAAAWW

Original motif

Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

_AMUARL,

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

2.0

- A I

0.0 == e Ny, g - s I—AI-:‘E: - I‘I—; % 0.0 s ———_ - - E s _u AAE?E—-&*—{E —
5 10 15 20 - 5 10 15 20 o
Motif ID: UP00032
Motif name: Gata3_secondary
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Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HHHBBMGATAVHATCWVVDHVH
—-WWWAAAAWWAAAAAAAAAAWNW

Original motif

Mus musculus
Original Motif
Reverse Complement
Backward

1

21

0.0606713

Consensus sequence: HBHDVBWGATHBTATCRVBHHH

2.0

%m AT ATC
N = Z%’.“-—:—E _'_I A
: 5 10 3

[=£1]
i
£

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH

20

w
N AI ATC
el = TX¥ L 111 “I_"&_— =
10 15

5 20

Weblogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00034
Sox7_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

1

21

0.0617422
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Alignment:
VVYDDDCHCAVACAATTDBVAC
WWWAAAAWWAAAAAAAAAAWNW-

Original motif

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

1.0

bits

0.0 LI N ?IéAlI%-I-- L= =
; T o 15

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

10

bits

WablLogo 34

X g e o
i WabiLogad 4 3
Motif ID: UP00098
Motif name: Rfx3_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDTBHHCCHTAGCAACVVDHHHH
WWWAAAAWWAAAAAAAAAAWNW-—

Original motif

Original Motif
Original Motif
Forward

1

21

0.065491

Consensus sequence: HDTBHHCCHTAGCAACVVDHHHH

Reverse complement motif
Consensus sequence: HHHHDVVGTTGCTAHGGDHBAHH
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2.0

2
'_ﬁ”]
- C
—_——— . DG == s
5 10 15

0.0 =
20

WesLaga 34

20

—7
>

Dataset #: 1 Motif ID: 11 Motif name: C011

Original motif
Consensus sequence: KMGAGAKMGAGAGAGAKM

20

" reoAchrzcAGAcAGAs

WebLaga 3.4

Best Matches for Motif ID 11 (Highest to Lowest)

Motif ID: UP00034
Motif name: Sox7_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward
Position number: 2

Number of overlap: 18
Similarity score: 0.0404807
Alignment:

Reverse complement motif
Consensus sequence: RRTCTCTCTCRRTCTCRR

2.0

“calCTeIclcealcTosa

Watsloga 34
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VVYDDDCHCAVACAATTDBVAC

———RRTCTCTCTCRRTCTCRR-
Original motif Reverse complement motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB Consensus sequence: VVYDDDCHCAVACAATTDBVAC

2.0 20

bits
bits

a X cféA]:I%I s O ¥ ﬁ e c?$gAA5lIAEéQ

15 20 5 20
WabLogad 4 WablLogo 34

Motif ID: UP00538

Motif name: Glil_v016060_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 2

Number of overlap: 18

Similarity score: 0.0471227

Alignment:

BDDHVDKGCCACCCVCGCTDBVH

————RRTCTCTCTCRRTCTCRR-

Original motif Reverse complement motif
Consensus sequence: HVYBDAGCGBGGGTGGCRDBDDDB Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

WesLaga 34

20

7]
o CC c
=X ——H%IQIE_,--._&AA-'Q &= LA
5 10

Webblaga 3.4

Motif ID: UP00098

Motif name: Rfx3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 18

Similarity score: 0.0474739
Alignment:

BDBBVBVGTAWCCAAGVBHBAGB
RRTCTCTCTCRRTCTCRR—=—=--

Original motif
Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

20

ol EE CTTA“IT

e X =

20

5
Wetlogo 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

S

= e — T —

bits

00— ===

5 10 15 20

Webhlogo 3.4

Motif ID: UP00539

Motif name: Gli2_v016060_secondary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDBABCGBKRGYGGCGMSBHAK
--KMGAGAKMGAGAGAGAKM--

Original motif

Mus musculus
Original Motif
Reverse Complement
Forward

3

18

0.0475854

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

Reverse complement motif

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

A = C g K

= T w Al can= ~Ac
5 10 15

Weblogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00540

Gli3_v016060_secondary
Mus musculus

Original Motif

Reverse Complement
Forward

4

18

0.0500023
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Alignment:
HHBSHTCGTGRGTGGKGDBVWMV

—-——-KMGAGAKMGAGAGAGAKM--
Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
2.0 20
o ggl o gig'créGAgA?cxé;—c?_--ﬁﬂ =S A‘EQ‘?‘IQ'EIIT‘FIé}.E‘B ES ‘9‘2?
5 10 15 20 o 5 10 15 20 i
Dataset #: 1 Motif ID: 12 Motif name: C012
Original motif Reverse complement motif
Consensus sequence: MKAGAGMKAGAGAGAGAKM Consensus sequence: YRTCTCTCTCTRYCTCTRR
2.0

20

24
1.

:CTQEéQéTA%AEA$AEATa EwTéIQIQICIQIéTC;CIéI

00-l==

Wablogod 4

Wablogad 4

Best Matches for Motif ID 12 (Highest to Lowest)

Motif ID: UP00539

Motif name: Gli2_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement
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Direction: Forward

Position number: 2

Number of overlap: 19
Similarity score: 0.0419739
Alignment:

HDBABCGBKRGYGGCGMSBHAK
-MKAGAGMKAGAGAGAGAKM--

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

..... T ———— =

20

\x . ?ggggcAcggﬁge?Iﬁ

5
Weblogad 4

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

+MC I

o X E Al s Gans _~ACc

5 10 15 20
WeblLogod4

Motif ID: UP00032

Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 19

Similarity score: 0.0446412

Alignment:
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HBHDVHDTCTTATCTHTDDHDV
YRTCTCTCTCTRYCTCTRR-—-

Original motif

Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

)
E10
0.0 _-__,!__—;Ie___A_ ! f._.QA‘_“A:_ =

_ am e

5 10

WabLogad 4

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

101 [AIV] &

e N SRR = ]

pol—== —— N

5 10 15 20
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVBDAGCGBGGGTGGCRDBDDDB
—-—-MKAGAGMKAGAGAGAGAKM--

Original motif

UP00538
Glil_v016060_secondary
Mus musculus

Original Motif

Original Motif

Backward

3

19

0.0455704

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

WesLaga 34

20

¥ ACQCCA c..c.

=K =

|\
rﬁ'
|

B

Webblaga 3.4

Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3

Number of overlap: 19

Similarity score: 0.0502954
Alignment:

VVVDHHTGCGYGGGCGDHVHHTB
--MKAGAGMKAGAGAGAGAKM--

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

it
=

A C é @TA

. =9

5 10

iy

WesLago 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

bits

- TSOUWWeG, 1

WebbLaga 34

Motif ID: UP00540
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Motif name: Gli3_v016060_secondary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 19

Similarity score: 0.0510365

Alignment:

HHBSHTCGTGRGTGGKGDBVWMV
—-—MKAGAGMKAGAGAGAGAKM—--

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

B T QQQQéGEQAg*Q*?

==

15
WebiLog 34

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

bits

5 10

00

Dataset #: 1 Motif ID: 13 Motif name: C013

Original motif
Consensus sequence: WVCTGGAACTCACTHTGTAGACCAGGM

Reverse complement motif
Consensus sequence: YCCTGGTCTACADAGTGAGTTCCA!
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Webslago 14

Best Matches for Motif ID 13 (Highest to Lowest)

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:

Similarity score:

Alignment:

————— MWSMBAARRATGCDCABHATGD
WVCTGGAACTCACTHTGTAGACCAGGM

Original motif

UP00528
Foxm1_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

6

22

0.0456555

Consensus sequence: MWSMBAARRATGCDCABHATGD

2.0

20

Reverse complement motif

Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

WablLogo 34

[ A
ga=g aBg AR[WV.ca oz caxr  Igg c cgl.; g
v v = 00 = - _._-t_..—z
10 15 20 5
Motif ID: UP00034
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Motif name: Sox7_secondary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 6

Number of overlap: 22

Similarity score: 0.0503111

Alignment:

VVYDDDCHCAVACAATTDBVAC—-———-
————— YCCTGGTCTACADAGTGAGTTCCAGVW

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

=28 GIéAII%_I_ re < 1
i 5 10

15

bits

WabLogad 4

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

10

bits

5
WablLogo 34

Motif ID: UP00526

Motif name: Foxnl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 22

Similarity score: 0.0518427
Alignment:
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————— WHVBVVMACGCGCGTCDYHWDH
WVCTGGAACTCACTHTGTAGACCAGGM—-——---

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

2.0

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

aCeUCeT .

WablLogo 34

LR S A ac X = ==  AGITAVITACS ==X A
5 10 15 20 o 5 10 15
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 7
Number of overlap: 21
Similarity score: 0.546981
Alignment:

—————— BHCBCBCCGGGTGGTCYHVHDCH
WVCTGGAACTCACTHTGTAGACCAGGM-————~

Original motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
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2.0

[Tk,

20

(:'_ EE-T—-Q%A 4 e 9{'« N = & e - _
2 5 = o 10 _21]_ e g 5 - N 10 15 20 = Wi
Motif ID: UP00538
Motif name: Glil_v015681_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

—————— BTBVTCVITGGGTGGTCMVVDVEB
YCCTGGTCTACADAGTGAGTTCCAGVW--

Original motif

Reverse Complement
Reverse Complement
Backward

3

21

0.549369

Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

— =AT=V

0.0 e

== =

5 10

15

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

bits

” ¢ I T T Y.

g eSS == =1 V= ve=
1 15

20
WebbLaga 34

Dataset #: 1

Motif ID: 14

Motif name: C014
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Original motif Reverse complement motif
Consensus sequence: YSGGAGGCAGAGGCMS Consensus sequence: SYGCCTCTGCCTCCSK

2. 20

&

jgcAAAAQQAAAAAQAq DQETQQQECL¢ICIQQ¢A

L1 X
10
Weblagad 4 Weblogod 4

1

bits

Best Matches for Motif ID 14 (Highest to Lowest)

Motif ID: UP00527

Motif name: Foxn4_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 3

Number of overlap: 16

Similarity score: 0.0331356

Alignment:

VHYTCCDWCCGCGTCMMTHWHV

--SYGCCTCTGCCTCCSK-—---

Original motif Reverse complement motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHV Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV
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2.0

20

bits

LG lgg .

Reverse complement motif

Consensus sequence: VVBVCKACACCTHVBV

2.0

©caldeT

o ‘E‘.\I e o oy I v ??‘%%E-:—@I —
5 10 15 20 e

Motif ID: UP00068
Motif name: Eomes_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1
Number of overlap: 16
Similarity score: 0.034812
Alignment:
VVBVCKACACCTHVBV
SYGCCTCTGCCTCCSK
Original motif
Consensus sequence: VBVDAGGTGTYGVBBV

2.0

ool ==l T | ,‘:’:TI‘E‘:“-: -
Motif ID: UP00539
Motif name: Gli2_v015681_secondary
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Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVGVSAGGAGGGTCYHHHHYVH
YSGGAGGCAGAGGCMS——————

Original motif

Mus musculus
Original Motif
Original Motif
Backward

7

16

0.034835

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

Reverse complement motif

Consensus sequence

20

: DVMHHDHKGACCCTCCTSVCBH

TAQIQ9T <

20
Weblogo 34

o == ?21{“}:{' T = 0.0-== == :!-._é =t
5 10 15 20 o 5
Motif ID: UP00002
Motif name: Sp4_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Reverse Complement

Original Motif
Forward

2

16

0.034915
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Alignment:
BDHHMCGCCCCCTHVEB
-SYGCCTCTGCCTCCSK

Original motif
Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB

2.0

bits
=

0.0 0=— i‘e.c_-._l_,., = T..-__ S somes
15

5 10
Webiloga 3.4

Motif ID: UP00031

Motif name: Zbtb3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 16

Similarity score: 0.0350751
Alignment:

BBBAVTGCAGTGBBVDD

-SYGCCTCTGCCTCCSK

Original motif

Consensus sequence: DDBBBCACTGCABTBBB

Reverse complement motif
Consensus sequence: BBBAVTGCAGTGBBVDD
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2.0

%:é? ?CAC WCAérﬁ

Websiags 3.4

2.0

WebiLags 1.4

Dataset #: 1 Motif ID: 15 Motif name: C015

Original motif
Consensus sequence: DVAGCCWKGGCTACAVAGCK

ool ‘E&%CCéIAI v TACA “%I

cr=w

Weblaga 34

Best Matches for Motif ID 15 (Highest to Lowest)

Motif ID: UP00098

Motif name: Rfx3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 20

Similarity score: 0.0486537
Alignment:

Reverse complement motif
Consensus sequence: RGCTVTGTAGCCYWGGCTVD

20

a0

PSS =

10 15

Websloga 1.4
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VCTBHBVCTTGGWTACVVVVVDB
——-DVAGCCWKGGCTACAVAGCK-

Original motif

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

{ ex CTTA,_H

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

Webloga 3.4

Motif ID: UP00098
Motif name: Rfx3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 20

Similarity score: 0.0536153
Alignment:

HDTBHHCCHTAGCAACVVDHHHH
——DVAGCCWKGGCTACAVAGCK-

Original motif
Consensus sequence: HDTBHHCCHTAGCAACVVDHHHH

Reverse complement motif
Consensus sequence: HHHHDVVGTTGCTAHGGDHBAHH
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2.0

%m
o AW G TA —
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e

WesLaga 34

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BDDHVDKGCCACCCVCGCTDBVH
—RGCTVTGTAGCCYWGGCTVD--

Original motif

UP00538
Glil_v016060_secondary
Mus musculus

Reverse Complement
Reverse Complement
Forward

2

20

0.0624325

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

e N e

— E— é-:—-q; T QAI_

N

5 10 15

20
WesLago 34

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

—

5 10 15 20
WebbLaga 34

Motif ID:

UP00539
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Motif name: Gli2_v015681_primary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 20

Similarity score: 0.0635845

Alignment:

CBDMCMGGGTGGTCCHVBVBAH

——RGCTVTGTAGCCYWGGCTVD

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

2.0

bits
=

i C

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

L B C A,

WabiLogod4

= = A IV Lo = ol =Sreew e § A ¥xT =__
: e 5 o 5 e "
Motif ID: UP00540
Motif name: Gli3_v016060_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3
Number of overlap: 20
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Similarity score: 0.0640763

Alignment:
CVHBSCGGGTGGTCMHVHHCDH
—-—RGCTVTGTAGCCYWGGCTVD

Original motif
Consensus sequence: HDGHHBHRGACCACCCGSVDVG

20

P = =7 =S LF= <V ¥ =

5 10 15

bits

B4

Weblogad 4

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

o odille

Dataset #: 1 Motif ID: 16 Motif name: CO16

Original motif
Consensus sequence: HWAAWAAAHWAAMAWAMAAWW

20

LTAA AAACQAA Agﬂx,ﬁ,‘l\%z

bits

Webiloga 34

Best Matches for Motif ID 16 (Highest to Lowest)

Motif ID: UP00034

Motif name: Sox7_primary
Species: Mus musculus
Matching format of first motif: Original Motif

Reverse complement motif
Consensus sequence: WWTTYTWTYTTWDTTTWTTWH

20

g:égII;lXTTITX*IgIXII%?

Wetiloga 34
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Matching format of second motif: Original Motif

Direction: Backward
Position number: 1

Number of overlap: 21
Similarity score: 0.0445695
Alignment:

HHBDHDDAACAATDRHHHHHBW
—HWAAWAAAHWAAMAWAMAAWW

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

bits

ARVAR - 5

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

e s S — WA Lsms . K. = ol . ag£ | | ==X . - _
5 10 15 20 o 5 10 15 20 R o
Motif ID: UP00032
Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1
Number of overlap: 21
Similarity score: 0.0472803

Alignment:
HBHDVHDTCTTATCTHTDDHDV
WWTTYTWTYTTWDTTTWTTWH-
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Original motif

Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

7}
E10
00— :_A_—;Ié_-_& —.—._..QA‘_“—;-_ =

5 10

WebLogad 4

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

TCHAILT -

e, e R = | P —

e e = : 1 8 ===

= e
20

5 10 15
Weblogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HBHDVBWGATHBTATCRVBHHH
-HWAAWAAAHWAAMAWAMAAWW

Original motif

UP00032

Gata3_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

1

21

0.0518988

Consensus sequence: HBHDVBWGATHBTATCRVBHHH

20

0.0 = =

H
|
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Zé AAl =n ;!;A__‘Iﬁ_ge ===

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH

20

v
N AI ATC
o o %“;“: e:‘; — e I_""—_,_ =
= 5 10 15 y

20

Weblogo34
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVYDDDCHCAVACAATTDBVAC
HWAAWAAAHWAAMAWAMAAWNW-

Original motif

UP00034

Sox7_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

2

21

0.0523549

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

20

1.0

5.8 GT;éAlI%_I_ s

bits

Reverse complement motif

Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

=140

bits

20
Weblogo34

g = T "
Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Original Motif
Original Motif
Forward

2

Page 67 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=034
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=540

Number of overlap: 21
Similarity score: 0.0599775

Alignment:
VYWVVHCRCCACMCACGAHSBHH
-HWAAWAAAHWAAMAWAMAAWW-

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

m X = Qﬁ CACCCAC A.c

0=

bits

——

e - T

i)

WesLago 34

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

nN
s
2 C=4 - ==
15

ol A‘EE?IQ‘EIIT“FI&

5 10

Dataset #: 1 Motif ID: 17 Motif name: C017

Original motif
Consensus sequence: WSWGAGASWSAGAGASWS

CT A ACTCA A ACAC

WebLaga 3.4

Best Matches for Motif ID 17 (Highest to Lowest)

Motif ID: UP00527
Motif name: Foxn4_secondary
Species: Mus musculus

Reverse complement motif
Consensus sequence: SWSTCTCTSWSTCTCWSW

_eelele]erelCleres

WatrLoga 3.4
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDWDARRGACGCGGWHGGAKHV
——WSWGAGASWSAGAGASWS—-

Original motif

Original Motif
Original Motif
Backward

3

18
0.0370092

Consensus sequence: VDWDARRGACGCGGWHGGAKHV

2.0

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

2.0

it
P

00 'E‘?‘I = ﬁz:-'}z:: - i, “?“"F‘%'-—’E R 56 - gxggf_-_lgg A LS . S X _ ég_-_
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Motif ID: UP00034
Motif name: Sox7_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

Reverse Complement
Reverse Complement
Backward

3

18

0.0399153
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Alignment:
VVYDDDCHCAVACAATTDBVAC

—-—SWSTCTCTSWSTCTCWSW—-~—
Original motif Reverse complement motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB Consensus sequence: VVYDDDCHCAVACAATTDBVAC

2.0 20

bits
bits

15 20 5 20
WabLogad 4 WablLogo 34
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Motif ID: UP00538

Motif name: Glil_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 6

Number of overlap: 18

Similarity score: 0.0422644

Alignment:

HVBDAGCGBGGGTGGCRDBDDDB

WSWGAGASWSAGAGASWS——--—

Original motif Reverse complement motif
Consensus sequence: HVYBDAGCGBGGGTGGCRDBDDDB Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0 20

o= - OFESET T T T nGE. o N==F =8 aSSE T
3 10 L & WebsLago 3.4 ! 2 Weblaga 3.4

Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5
Number of overlap: 18
Similarity score: 0.0425861
Alignment:
HHBSHTCGTGRGTGGKGDBVWMV
————-WSWGAGASWSAGAGASWS-
Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

2.0 20

Ix gAQQﬂgggAckgé? .

it:
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WesLago 34

Motif ID: UP00098
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Motif name: Rfx3_secondary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 18

Similarity score: 0.0439386

Alignment:

BDBBVBVGTAWCCAAGVBHBAGRE
——WSWGAGASWSAGAGASWS———

Original motif
Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

o
-_E'HZI

¢ = C_IIAIT A R

20
WebiLog 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

bits
b=

Weblagn 3.4

Dataset #: 1 Motif ID: 18 Motif name: C018

Original motif
Consensus sequence: AAMYAAAAAAAHA

Reverse complement motif
Consensus sequence: THTTTTTTTMYTT
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Best Matches for Motif ID 18 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDCDBRAAAAAADD
-AAMYAAAAAAAHA

Original motif

Consensus sequence: HDCDBRAAAAAADD

2.0

UP00028
Tcfap2e_secondary
Mus musculus
Original Motif
Original Motif
Backward

1

13

0.0145388

- géT,TlITT_IﬁTIg

0.0

Wablagod 4

Reverse complement motif
Consensus sequence: DDTTTTTTMBDGDH

2.0

Motif ID:

UuP00077
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VBDDAAAAAAAAMVBHH
-—-—-—-AAMYAAAAAAAHA

Original motif

Srf_secondary
Mus musculus
Original Motif
Original Motif
Backward

1

13

0.0166921

Consensus sequence: VBDDAAAAAAAAMVBHH

2.0

L ——

~AAsAAA

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00061
Foxl1_secondary
Mus musculus
Original Motif
Original Motif
Backward

3

13
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Similarity score:
Alignment:

ADDDYAWAACAAMAHH
-AAMYAAAAAAAHA--

Original motif

0.0192633

Consensus sequence: ADDDYAWAACAAMAHH

20

bits

:é$3?ééAA%AA$A

15
Weblogad 4

Reverse complement motif

Consensus sequence: HDTYTTGTTWTKDDDT

2.0

bits

AAE:—S —

P g

—

0.0

= IIlEIA_,T-I?

15

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VRHCCAATAAAAWHHV
-AAMYAAAAAAAHA--

Original motif

UP00134
Hoxb13

Mus musculus
Original Motif
Original Motif
Forward

2

13
0.0204511

Consensus sequence: VRHCCAATAAAAWHHYV

Reverse complement motif

Consensus sequence: VDHWTTTTATTGGDKB
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20

2.0
£i0 c AAIAAAA 10
i ——— .:,""g$-__. a_1 —_——— P —— ..5..%__1__':_
5 10 \:Msb_ogaﬂ.d 5 10
UP00041
Foxjl_primary

Motif ID:
Motif name:

Species:
Matching format of first motif

Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
HDHRTAAACAAAHDDD

-AAMYAAAAAAAHA--

Mus musculus

Original Motif
Original Motif
Forward

2

13
0.0217367

Original motif
Consensus sequence: HDHRTAAACAAAHDDD

2.0

bits
5

o
LLE s

Al

Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH

ITIATITAQﬁL

bits
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Dataset #: 1 Motif ID: 19 Motif name: C019

Original motif
Consensus sequence: MWYCCCAGCACTTGGGAGGCAG

&TTCCQA CACT QWY CA

Best Matches for Motif ID 19 (Highest to Lowest)

Motif ID: UP00050

Motif name: Bhlhb2_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward

Position number: 1

Number of overlap: 22

Similarity score: 0.041956
Alignment:

YDYBDHTMCACGTGGADDBMDGT
MWYCCCAGCACTTGGGAGGCAG-

Original motif
Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

Reverse complement motif
Consensus sequence: CTGCCTCCCAAGTGCTGGGMWR

2.0

Qe OTobe ATV

Weblogo 34

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM
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2.0 20

e — < VUIIWWALYTS: - X =7 . =X —=_ =AN A A U= = .
3 10 L & Weblago 3 3 10 12 2 Weblaga 3.4
Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1
Number of overlap: 22
Similarity score: 0.0441925
Alignment:

HHBSHTCGTGRGTGGKGDBVWMV
CTGCCTCCCAAGTGCTGGGMWR-

Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

2.0 20

Lx gAQQﬂgggAckgé? .

e e —_— = 0

it:
P

T
; A-AE-,:;?IQ-ECIT?I.#AG@ . G
5 10 15 20

WesLago 34

Motif ID: UP00539
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
MWYCCCAGCACTTGGGAGGCAG

Original motif

Gli2_v016060_secondary
Mus musculus

Original Motif

Reverse Complement
Forward

1

22

0.0552063

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

Reverse complement motif

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00539
Gli2_v015681_primary
Mus musculus

Original Motif

Original Motif

Forward

1

22

0.0596824
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Alignment:
HTBVVVDGGACCACCCRGRDBG
MWYCCCAGCACTTGGGAGGCAG

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

2.0

S C

00 —_— —== . 1 A\ W o
5 10 15

WabLogad 4

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

P i i AW ==
5 10 15

L G- C 8,

WablLogo 34

Motif ID: UP00050

Motif name: Bhlhb2_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 22

Similarity score: 0.0599404

Alignment:

DDHBHBSTCACGTGAHBBDHHM
CTGCCTCCCAAGTGCTGGGMWR

Original motif
Consensus sequence: RDHDBVDTCACGTGASBHVHDH

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM
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2.0

20

Dataset #: 1 Motif ID: 20 Motif name: C020

Original motif
Consensus sequence: BSCVCCSCCVCSCCCACS

e el Clle

WebLaga 3.4

Best Matches for Motif ID 20 (Highest to Lowest)

Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward
Position number: 1

Number of overlap: 18
Similarity score: 0.0350167
Alignment:

Reverse complement motif
Consensus sequence: SGTGGGSGVGGSGGVGSB

2.0
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HDBABCGBKRGYGGCGMSBHAK
SGTGGGSGVGGSGGVGSB———-

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

e o ?E%ﬁgg“cggﬁgﬂ?tﬁ — . e . Y AT x e--‘_‘--::-—-A{’*E
% 10 8 WebLogad 4 % 10 8 WebLogod4
Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5
Number of overlap: 18
Similarity score: 0.0412841
Alignment:
HVBDAGCGBGGGTGGCRDBDDDB
-SGTGGGSGVGGSGGVGSB——-——
Original motif Reverse complement motif

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

20

i ACQCCA c..c.

|

B

Webblaga 3.4

I, _ACCE T E o e e I = S X

2 10 e WebsLagn 24

Motif ID: UP00400

Motif name: Zif268

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 3

Number of overlap: 18

Similarity score: 0.0415056

Alignment:
BADHBDHCGCCCMCGCAHHDBBV
--BSCVCCSCCVCSCCCACS—---

Original motif

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

it
=

- = =VV¥FC e

A _C A A

iy

5 10

WesLago 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

bits

. TWOVIWWNeG. 1

0.0 - oy - - — —

WebbLaga 34

Motif ID:

UP00540
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Motif name:

Gli3_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 5

Number of overlap: 18

Similarity score: 0.0438926

Alignment:

VYWVVHCRCCACMCACGAHSBHH

-BSCVCCSCCVCSCCCACS—----

Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

2.0

20

bits

- . ‘E-,:-:‘?-IQ-ECIT?I& X

e a0l

15

Clha.c .
20 5 10
WebiLago 3.4 Wabiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00538
Glil_v015681_secondary
Mus musculus

Original Motif

Original Motif

Backward

6

18
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Similarity score:

Alignment:
MHHHWHYTMCCHCCCACVAABVH
BSCVCCSCCVCSCCCACS—————

Original motif

0.0475246

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

20

»
o

0.0 —— B = =2 = = e e

A—rllé - Qég _éé.—r. =

5 10 15

WesLogo 34

Reverse complement motif
Consensus sequence: DVWVTTVGTGGGHGGYAMHWHHHY

20

Dataset #: 1 Motif ID: 21

Original motif

Consensus sequence: MKAGMVAGAKAGMK

Motif name: C021

A
c L

Aea Acaxh
0.0 L= EC:‘_—T: === =

Welilogo 3.4

Best Matches for Motif ID 21 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

UP00101

Sox12_secondary
Mus musculus
Reverse Complement
Reverse Complement

Reverse complement motif
Consensus sequence: RYCTRTCTVYCTRY

EWQTCIélgI?IEIéT

0.0

Webitoga 3.4
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Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDTMCTTTGTSTVDBB
—-—-RYCTRTCTVYCTRY

Original motif

Backward
1

14
0.0269394

Consensus sequence: VVDBASACAAAGRADH

2.0

) _ A¢AQAAAEQéI

WabiLogad 4

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB

2.0

:eIcCIIIéIgl L

bits

e T =

15
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VBBACTCYCGGKHDV
-MKAGMVAGAKAGMK

>UP00011

Irf6_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

1

14

0.0331495
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Original motif
Consensus sequence: VBBACTCYCGGKHDV

2.0

. #ﬁ;TCEGﬁ%I

15
Webilaga 34

Reverse complement motif
Consensus sequence: VDDRCCGMGAGTBBB

2.0

bits

0.0

15
WetsLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHDAHCGAGARTHBV
-MKAGMVAGAKAGMK

Original motif
Consensus sequence: BHDAHCGAGARTHBYV

2.0

|
|

UuP00040

Irf5_secondary
Mus musculus
Original Motif
Original Motif
Forward

2

14

0.0341976

o ALQ"AEAelﬁ

15
Webioga 34

Reverse complement motif
Consensus sequence: VBHAKTCTCGHTHHYV

2.0

n&§CIcﬁﬂl _

bits

15
Wetilogo 3.4

0.0 -
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HVDDVCAGATGKYHBBV
MKAGMVAGAKAGMK---

Original motif

UP00046
Tcfe2a_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

14

0.0359613

Consensus sequence: HVDDVCAGATGKYHBBV

2.0

T
0.0 f‘:a=ﬁ=AAIATTC ——

Webriogo 3.4

Reverse complement motif

Consensus sequence: VBBDMYCATCTGVHHBH

2.0

ngIQT_ETA

Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00042
Gm397_second
Mus musculus

Reverse Complement
Reverse Complement

Forward
3
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Number of overlap: 14

Similarity score: 0.0368158
Alignment:
HBGYGTGTGTGCVRVD
-—-RYCTRTCTVYCTRY
Original motif Reverse complement motif
Consensus sequence: DVMVGCACACACKCVH Consensus sequence: HBGYGTGTGTGCVRVD
2.0 2.0
- CACACAC b syl T
0.0 Z= W = ?AIJ‘_ — o = =1 W' i1 W' s ) Twm
3 10 fmkoarsa ? 1o oo
Dataset #: 1 Motif ID: 22 Motif name: C022
Original motif Reverse complement motif
Consensus sequence: BGCCYCBGSCYCCCSVS Consensus sequence: SVSGGGKGSCBGMGGCV
2.0 2.0
czC ¢ A
o6 ..':-?g Cr C:-Q‘:—:g TQEES o6 C,--:-eesﬁé-;sgc AGAAS=S
5 10 15

5 10 15
Webiiaga 3.4 WebiLags 3.4

Best Matches for Motif ID 22 (Highest to Lowest)

Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGRBTVDH
BGCCYCBGSCYCCCSVS———-—--

Original motif

Original Motif
Original Motif
Backward

6

17
0.0352062

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

2.0

-

AT-‘-Z*"—-I‘FI(?& A ~AC
10

A

0.0 = ?L-“ -

5

15 20
Weblogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00033

Zfp410_secondary
Mus musculus
Original Motif
Original Motif
Backward

1

17

0.0384374
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Alignment:
BHHBHCCGCCCCDHHHH
BGCCYCBGSCYCCCSVS

Original motif

Consensus sequence: BHHBHCCGCCCCDHHHH

2.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

2.0

e, —— —_—— =
10

f0l=—— == —
5 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HVBDAGCGBGGGTGGCRDBDDDB
—————— SVSGGGKGSCBGMGGCV

Original motif

UP00538

Glil_v016060_secondary
Mus musculus

Reverse Complement
Original Motif

Forward

7

17

0.0394824

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

WesLaga 34

20

Webblaga 3.4

Motif ID: UP00002
Motif name: Sp4_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 17

Similarity score: 0.0470502
Alignment:

BDHHMCGCCCCCTHVEB

BGCCYCBGSCYCCCSVS

Original motif
Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

Reverse complement motif
Consensus sequence: BVWWHAGGGGGCGRDHHB

2.0

Motif ID: UP00540
Motif name: Gli3_v016060_secondary
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Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 7

Number of overlap: 17

Similarity score: 0.0477827

Alignment:

HHBSHTCGTGRGTGGKGDBVWMV

—————— SVSGGGKGSCBGMGGCV

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

e allalnc, .

= — e = e

5 10 15 20
WesLaga 34

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

it
b=

n aE-{:z?IngIT?I-L- XER | 8-

5 10 15 20

0.0

Dataset #: 1 Motif ID: 23 Motif name: C023

Original motif
Consensus sequence: SSCCSCBHCSCCSS

2.0

bits

1.

‘ecC.cc S .Ccc

a

Reverse complement motif
Consensus sequence: SSGGSGDBGSGGSS

2.0

1.0

bits

LSO . =S2CSXEXCC

10

Webilaga 3.4
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Best Matches for Motif ID 23 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
-—--SSCCSCBHCSCCSS—-—-—---

Original motif

UP00539
Gli2_v016060_secondary
Mus musculus

Original Motif

Original Motif

Forward

4

14

0.0233667

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

Reverse complement motif

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

UP00099
Ascl2_secondary

Mus musculus
Reverse Complement
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Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVDVGGGHGGGGDBHB
SSGGSGDBGSGGSS—-

Original motif

Reverse Complement
Forward

1

14

0.0308308

Consensus sequence: BHVDCCCCDCCCBDBH

2.0

Reverse complement motif
Consensus sequence: HVDVGGGHGGGGDBHB

2.0

Ny —— e e R
5 10 15
WablLogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UuP00013

Gabpa_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

3

14

0.0321962
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DBVVDRSGGAWKVHKG
--SSGGSGDBGSGGSS

Original motif
Consensus sequence: CYDBYWTCCSMHBVVH

2.0

o
-_E‘I.EI

15
WabiLogad 4

LI X

e <xICCo

Reverse complement motif
Consensus sequence: DBVVDRSGGAWKVHKG

2.0

bits

= — o —— e W

0.0 = e

5
WablLogo 34

Motif ID: UP00021

Motif name: Zfp281_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 14

Similarity score: 0.0322741

Alignment:

GKRGGGGGGGGGGBD

-SSGGSGDBGSGGSS

Original motif
Consensus sequence: DBCCCCCCCCCCMYC

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD
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2.0

o -?%QGQQCCGCGE%Q ST SO P ="w o W

Webiloga 3.4 Websloge 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

UP00538

Glil_v016060_secondary
Mus musculus

Original Motif

Reverse Complement

Direction: Backward

Position number: 3

Number of overlap: 14

Similarity score: 0.0324541

Alignment:

BDDHVDKGCCACCCVCGCTDBVH

——————— SSCCSCBHCSCCSS—--

Original motif Reverse complement motif

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

2.0

1 aeee. GUTUMCA

. R e e N e e

20

5 10 15

Dataset #: 1 Motif ID: 24

Motif name: C024
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Original motif
Consensus sequence: TDAAYRWAAAAWYDAAHA

2.0

EM EAQC AAAATTA

Best Matches for Motif ID 24 (Highest to Lowest)

WebLaga 3.4

Motif ID: UP00034

Motif name: Sox7_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 18

Similarity score: 0.0410905

Alignment:

WBHHHHHMDATTGTTHDHDVHH

——THTTDMWTTTTWKMTTDA--

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

Reverse complement motif
Consensus sequence: THTTDMWTTTTWKMTTDA

2.0

#u;eTTTATTTII TeITgﬁ

0.0

WatrLoga 3.4

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

Page 98 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=034
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5 10 15 20 G e 10 15 20
Motif ID: UP00034
Motif name: Sox7_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VVYDDDCHCAVACAATTDBVAC
—-———-TDAAYRWAAAAWYDAAHA

Original motif

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

1.0

bits

s 2 ¥ ‘:‘-IéAlIé_I__ s =
: 5 K 15

Original Motif
Reverse Complement
Forward

5

18

0.0441479

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

10

bits

w.. Jl =

20

Motif ID:

UP00032
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBHDVHDTCTTATCTHTDDHDV
THTTDMWTTTTWKMTTDA--——

Original motif

Gata3_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

18

0.0508186

Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

)
EN0
00 :'_.?:._—;Ie_—_A_ A —.—._.QA‘_‘—';-_

o e

5 10

WabLogad 4

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

TCHRIVT -

- N - =

- — N

5 10 ’ 15 20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00032

Gata3_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

3

18
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Similarity score: 0.0546986

Alignment:
HHHBBMGATAVHATCWVVDHVH
-—-TDAAYRWAAAAWYDAAHA--

Original motif
Consensus sequence: HBHDVBWGATHBTATCRVBHHH

20

% : AT ATC
E%f_\-:-!,?_— _-_;;-:-:.Ie_——_ o
e 5 10 5

H
& |
g N
2

B

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH

20

' AI ATC
o %‘“—"‘: ‘5:‘- = e = I_"‘_._
5 10 15

00

20
Weblogo34

Motif ID: UP00528
Motif name: Foxm1_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 18

Similarity score: 0.0553
Alignment:

MWSMBAARRATGCDCABHATGD
TDAAYRWAAAAWYDAAHA-—--

Original motif
Consensus sequence: MWSMBAARRATGCDCABHATGD

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR
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2.0
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-_E‘I.CI

e

5 10

gaug eAéA Woca

20

= W

5 10 20
WabiLogod4

Dataset #: 1

Original motif

Motif ID: 25

Motif name: C025

Consensus sequence: KMGAKAGAGMGAKM

- T = b—

EjTEJATA A_gchrs

Webiioga 3.4

Best Matches for Motif ID 25 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UP00080
Gatab5_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

4

14

0.036512

Reverse complement motif
Consensus sequence: RRTCRCTCTRTCRR

DjTélggnglélQTé

Wabioga 3.4
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VVBHRAGATATCWDHBB
RRTCRCTCTRTCRR---

Original motif Reverse complement motif

Consensus sequence: VVBHRAGATATCWDHBB Consensus sequence: VVHHWGATATCTMHBBV
20 20
 AGATAT, L GaTATCT,
% 10 15 Webiloga 3.4 % 10 8 Webioga 3.4
Motif ID: UP00034
Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 14
Similarity score: 0.0377627
Alignment:
VVYDDDCHCAVACAATTDBVAC
————— RRTCRCTCTRTCRR-—--

Original motif Reverse complement motif

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB Consensus sequence: VVYDDDCHCAVACAATTDBVAC
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2.0

4]
1.0

E TI
: LB N ?Iééé_ -é_I__ = =
: 5 K P

20

) CEu 00
B 5

Motif ID: UP00098

Motif name: Rfx3_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 10

Number of overlap: 14

Similarity score: 0.0384238

Alignment:

VCTBHBVCTTGGWTACVVVVVDB

————————— KMGAKAGAGMGAKM

Original motif

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

ol EE CTTAUIT_QQAﬁ

5 20

WesLago 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

sk
P __.__AT__Q--- aX . AR

5 10 15 20

Motif ID:

UP00100
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HKCBSCGATATCGVBBC
RRTCRCTCTRTCRR---

Original motif

Gata6_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

4

14

0.0394703

Consensus sequence: GBBVCGATATCGSVGYD

2.0+

0.0 e

T

o QIéIAIC e
5 10

Watiloga 3.4

Reverse complement motif

Consensus sequence: HKCBSCGATATCGVBBC

2.0

e clalbile

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

uP00040

Irf5_secondary
Mus musculus
Original Motif

Original Motif

Forward

1

14

0.0405383
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Alignment:
BHDAHCGAGARTHBV
KMGAKAGAGMGAKM-

Original motif
Consensus sequence: BHDAHCGAGARTHBYV

2.0

m —m— A A
=10
— == 8 ‘_E____ =

15
Webiloga 34

Reverse complement motif
Consensus sequence: VBHAKTCTCGHTHHYV

n&§TCIcﬁﬁl .

15
Wetilogo 3.4

it
5

a.0

Dataset #: 1 Motif ID: 26 Motif name: C026

Original motif
Consensus sequence: KMGAGAKMKMGAGAKM

ﬁﬂTﬁéAeATﬁTﬁéAeATg

WabiLogad 4

Best Matches for Motif ID 26 (Highest to Lowest)

Motif ID: UP00095

Motif name: Zfp691_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Reverse complement motif
Consensus sequence: RRTCTCRRRRTCTCRR

20

AIC TCTCLQIQ

un_ugaa-a

Page 106 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=095

Position number: 1

Number of overlap: 16
Similarity score: 0.0454643
Alignment:

VHBDDAGGAGTCWBBTD

RRTCTCRRRRTCTCRR-

Original motif
Consensus sequence: DABBWGACTCCTHDVHV

2.0

@
=10 ‘
_— e W AAC S — -
5 1

0.0 == =
o 15
Waslaga 3.4

Reverse complement motif
Consensus sequence: VHBDDAGGAGTCWBBTD

2.0
S_N__ W A._Ieu_fn-..'-_- R i
10 15

bits
=

5

0.0

Webiloga 3.4

Motif ID: UP00037

Motif name: Zfp105_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 16

Similarity score: 0.0459821
Alignment:

HDMAVTTATTGARVCMH

KMGAGAKMKMGAGAKM-
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Original motif

Consensus sequence: DYGVKTCAATAABTYDD

2.0

w0
=10

0.0

L ae ;IQAA;AAI%T

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HDMAVTTATTGARVCMH

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDBBVBVGTAWCCAAGVBHBAGB
—————— RRTCTCRRRRTCTCRR-

Original motif

UP00098

Rfx3_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

7

16

0.0470026

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

&
=10

¢1_5? CIIA“ITH_;ﬁﬂ

WebiLogo 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

_ =

sheh
A %:T v g » 111_?.’:5 i A

20
Webloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HKCBSCGATATCGVBBC
RRTCTCRRRRTCTCRR-

Original motif

UP00100

Gata6_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

1

16

0.0472484

Consensus sequence: GBBVCGATATCGSVGYD

2.0+

gole=mm e =

I T
. C s l A I c
| *E‘“IC_,__-;:__.._‘E‘*_’__EC_:-%*F%
5 10 15

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HKCBSCGATATCGVBBC

2.0

" eeclalbiCe o

0.0 —— —

—

15
WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00080
Gatab5_secondary
Mus musculus
Original Motif
Reverse Complement
Forward
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Position number: 2

Number of overlap: 16
Similarity score: 0.0489582
Alignment:

VVHHWGATATCTMHBBV

—KMGAGAKMKMGAGAKM

Original motif
Consensus sequence: VVBHRAGATATCWDHBB

2.0

L AdkTare,

——
. =
5

Wabiloga 3.4

Reverse complement motif
Consensus sequence: VVHHWGATATCTMHBBV

2.0

%mﬂ EgéIAlQI¢w"

—
=

Wabioga 3.4

Dataset #: 1 Motif ID: 27 Motif name: C027

Original motif
Consensus sequence: MRCAGRGAAACCCTGTCTYDW

2.0

e ?AQAAACQCIfll¥§%

0.0
WetiLoga 34

Best Matches for Motif ID 27 (Highest to Lowest)

Motif ID: UP00538
Motif name: Glil_v016060_secondary

Reverse complement motif
Consensus sequence: WHKAGACAGGGTTTCMCTGKY

E:IfAAséQAA&ﬂIIIg%%T§1

10

Wetiloga 34
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Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVBDAGCGBGGGTGGCRDBDDDB
-WHKAGACAGGGTTTCMCTGKY -

Original motif

Mus musculus
Reverse Complement
Original Motif
Forward

2

21

0.0379369

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

2
:D T
LN

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

e R — e M Ey e N 00 =X o e S i
5 10 15 Vs 5 10 15 20
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Original Motif
Reverse Complement
Forward

3

21

0.0428251
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Alignment:
HGDHVHKGACCACCCGGBGBGDB
-—-MRCAGRGAAACCCTGTCTYDW

Original motif

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

e

5 10

¢ <.Cc T ng c

4

WebiLogo 34

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

Motif ID: UP00098

Motif name: Rfx3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 2

Number of overlap: 21

Similarity score: 0.0432221

Alignment:

VCTBHBVCTTGGWTACVVVVVDB
-WHKAGACAGGGTTTCMCTGKY -

Original motif
Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB
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2.0

20

Webblaga 3.4

o8 . e — B == ==
Motif ID: UP00539

Motif name: Gli2_v015681_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 1

Number of overlap: 21

Similarity score: 0.0454185

Alignment:
DVMHHDHKGACCCTCCTSVCBH
MRCAGRGAAACCCTGTCTYDW-

Original motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

= ‘Ié*Tlggk[Szgkrc_ <
10 15

20

Weblogod4

Motif ID: UP00032
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Motif name: Gata3_secondary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 2

Number of overlap: 21

Similarity score: 0.0491194

Alignment:

HBHDVBWGATHBTATCRVBHHH
-WHKAGACAGGGTTTCMCTGKY

Original motif
Consensus sequence: HBHDVBWGATHBTATCRVBHHH

2.0

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH

20

% : AI ATC
e %‘eﬂ:’ "6,—:"-— - s I_""V
5 10 15

00

WabiLogod4

Dataset #: 1 Motif ID: 28 Motif name: C028

Original motif
Consensus sequence: BVGASSCASAGVSABV

Reverse complement motif
Consensus sequence: VBTSVCTSTGSSTCVB
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bits

Best Matches for Motif ID 28 (Highest to Lowest)

Motif ID: UP00000

Motif name: Smad3_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 2

Number of overlap: 16

Similarity score: 0.0351716

Alignment:

HDHDDCCAGACABBHVH

BVGASSCASAGVSABV-

Original motif Reverse complement motif

Consensus sequence: HDHDDCCAGACABBHVH Consensus sequence: HVHBVTGTCTGGDDHDD
F SQQA WA 1 IvGE

Webiiogo 3.4 Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
-—-—-BVGASSCASAGVSABV---

Original motif

UP00539

Gli2_v016060_secondary
Mus musculus

Original Motif

Original Motif

Backward

4

16

0.0393573

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

Reverse complement motif

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

A +~wIC L

= T s AT an= ~Ac

5 10 15 20
Weblogo34

00

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00013

Gabpa_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

1
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Number of overlap: 16
Similarity score: 0.0397911

Alignment:
CYDBYWTCCSMHBVVH
VBTSVCTSTGSSTCVB

Original motif
Consensus sequence: CYDBYWTCCSMHBVVH

2.0

bits

5 10

0.0

Reverse complement motif
Consensus sequence: DBVVDRSGGAWKVHKG

20

Motif ID: UP00011

Motif name: Irf6_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 2

Number of overlap: 16

Similarity score: 0.0399886

Alignment:

DHDBTKGTTTCGHTHDD

-VBTSVCTSTGSSTCVB

Original motif

Reverse complement motif
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Consensus sequence: HDDAHCGAAACYAVDDD

20

bits

A WAARVE..

=
5 5

Webiiogo 3.4

Consensus sequence: DHDBTKGTTTCGHTHDD

20

LsWllw sz

Motif ID: UP00034

Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 16

Similarity score: 0.0408182
Alignment:

GTVBDAATTGTVTGHGDDHKVB
--VBTSVCTSTGSSTCVB———-

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

1.0

=28 ?Iééllél_ X = 0 3
: 5 K B

bits

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

240

bits

20
WeblLogod4

5
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Dataset #: 1 Motif ID: 29 Motif name: C029

Original motif
Consensus sequence: AAWWWAAAAWWWAA

2.0

Aa,.. ARAA,.AA

bits

Webilogo 3.4

Best Matches for Motif ID 29 (Highest to Lowest)

Motif ID: UP00121

Motif name: Hoxd10

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 14

Similarity score: 0.0387466

Alignment:

HDDDATTTTATTKVRDB

TTWWWTTTTWWWTT———

Original motif
Consensus sequence: VDKVYAATAAAATDDDH

Reverse complement motif
Consensus sequence: TTWWWTTTTWWWTT

2.0

g O

Webiogo 34

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB
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2.0
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— 0.0 —

. f;lilt[j[‘;][T[l\ f?e%r:

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DDHBTTTTTTTTHDAVH
TTWWWTTTTWWWTT———

Original motif

Consensus sequence: DBTHHAAAAAAAAVHDH

2.0

bits

P e = Ll =
5

ééééééée_ﬁ_}: = Sl z:_-juSEIIII;F[I -_-_--:,-‘--%:__ =

UP00090

Elf3_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

14

0.0414949

Reverse complement motif
Consensus sequence: DDHBTTTTTTTTHDAVH

2.0

1.0

bits

-——

WebiLags 3.4

Webiiaga 3.4

Motif ID:

UP00077
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Motif name: Srf_secondary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 14

Similarity score: 0.0415039
Alignment:

VBDDAAAAAAAAMVBHH

———AAWWWAAAAWWWAA

Original motif
Consensus sequence: VBDDAAAAAAAAMVBHH

2.0

o

E==

15
Wabiloga 3.4

~AAaAAAAL

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

2.0

Webiloga 3.4

Motif ID: UP00061

Motif name: Foxl1_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 14

Similarity score: 0.0434847
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Alignment:
ADDDYAWAACAAMAHH
AAWWWAAAAWWWAA-—

Original motif

Consensus sequence: ADDDYAWAACAAMAHH

2.0

bits

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT

2.0

= IILIAIIAAA"“—I - " 5

bits

0.0

15
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HARTHAATTAWTAVDHD
—AAWWWAAAAWWWAA-—

Original motif

UP00255

Dbx1

Mus musculus
Original Motif
Original Motif
Forward

2

14

0.045306

Consensus sequence: HARTHAATTAWTAVDHD

Reverse complement motif
Consensus sequence: DHDBTAWTAATTHAKTH
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2.0

2.0

Dataset #: 1 Motif ID: 30 Motif name: C030

Original motif
Consensus sequence: WYAAAAAMAAAAAAAAWAM

i =

5 10 15

jﬁ%g&éAAéAééééégAxéé

Best Matches for Motif ID 30 (Highest to Lowest)

Motif ID: UP00034
Motif name: Sox7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 19

Similarity score: 0.0369294
Alignment:

Reverse complement motif

Consensus sequence: YTWTTTTTTTTYTTTTTMW

20

g TTTITITIléTTTA%

N e

15

pol==== e =y

5
Wabilaga .4
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HHBDHDDAACAATDRHHHHHBW
-—-WYAAAAAMAAAAAAAAWAM-

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

bits

AR . .

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

WablLogo 34

ol el 1 Q = S g " X AQ% | 1 YVl ==x .. 5
: e 5 D 5 0 &
Motif ID: UP00034
Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 19
Similarity score: 0.0399523
Alignment:
GTVBDAATTGTVTGHGDDHKVB
——=YTWTTTTTTTTYTTTTTMW

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC
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20
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2 WabLogad

Motif ID: UP00032

Motif name: Gata3_primary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HBHDVHDTCTTATCTHTDDHDV
——YTWTTTTTTTTYTTTTTMW-

Original motif

Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

bits

T —
e i e

1.0
Y= '_—::“:6 - It K QA‘_“ e

Reverse Complement
Reverse Complement
Forward

3

19

0.0431733

Reverse complement motif

20

it
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= _ e wt=cs | 1
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Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

IE;’H‘N:‘:‘:‘\' s

5 10 15

20
WebLogad 4

10 15 20

Motif ID:

UP00032
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HHHBBMGATAVHATCWVVDHVH
-—-WYAAAAAMAAAAAAAAWAM

Original motif

Gata3_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

1

19

0.0503657

Consensus sequence: HBHDVBWGATHBTATCRVBHHH

2.0

% m AT ATC
I%’.‘--:-‘,;‘_- _-_-:‘—I::-?__-:.Ie_——_ —
5 10 -:';-

B

WabLogad 4

Reverse complement motif

Consensus sequence: HHHBBMGATAVHATCWVVDHVH

20

% : AI ATC
e %‘eﬂ:’ "6;"‘-; - s I_""V
5 10 15

00

WabiLogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UuP00540

Gli3_v016060_secondary
Mus musculus

Original Motif

Original Motif

Forward

3

19
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Similarity score: 0.0507131

Alignment:
VYWVVHCRCCACMCACGAHSBHH
--WYAAAAAMAAAAAAAAWAM-—

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

20

N T QQQQ&QECACAQ*G

g0 = o = ——

i

5 20
WesLogo 34

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

bits

alagﬁengcIT?Iélge . 28

5 10 15 20

Dataset #: 1 Motif ID: 31 Motif name: C031

Original motif
Consensus sequence: WHAAAMRWWYAAAMAWW

20
w
£1.0
L{iAA\
0= =

=
= -— L 3 -

5 10 15
Webiiogo 3.4
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Best Matches for Motif ID 31 (Highest to Lowest)

Motif ID: UP00077

Motif name: Srf_secondary
Species: Mus musculus
Matching format of first motif: Original Motif

Reverse complement motif
Consensus sequence: WWTYTTTMWWKYTTTHW

20

DMTIIIIII&XEEITIT¢¢

Webiloga 3.4
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Matching format of second motif: Original Motif

Direction: Forward
Position number: 1

Number of overlap: 17
Similarity score: 0.0458825
Alignment:

VBDDAAAAAAAAMVBHH

WHAAAMRWWYAAAMAWW

Original motif
Consensus sequence: VBDDAAAAAAAAMVBHH

2.0

—— e W e e

15
Wabiloga 3.4

{J_\AAAQAAA

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

2.0

5 10 15
Webiloga 3.4

Motif ID: UP00090

Motif name: EIf3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 17

Similarity score: 0.0488194

Alignment:
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DDHBTTTTTTTTHDAVH

WWTYTTTMWWKYTTTHW
Original motif Reverse complement motif
Consensus sequence: DBTHHAAAAAAAAVHDH Consensus sequence: DDHBTTTTTTTTHDAVH

2.0 2.0

_—

15

r. 086ARRA, P 8 o c P

Wabiloga 3.4 Webiloga 3.4

Motif ID: UP00034

Motif name: Sox7_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 6

Number of overlap: 17

Similarity score: 0.0501404

Alignment:

WBHHHHHMDATTGTTHDHDVHH

WWTYTTTMWWKYTTTHW—-————

Original motif Reverse complement motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW Consensus sequence: WBHHHHHMDATTGTTHDHDVHH
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2.0

20

o= ==L 1¥ > O W ol = 1 Tl
5 10 15 20 G e 5 10 15 20
Motif ID: UP00255
Motif name: Dbx1
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDBTAWTAATTHAKTH
WWTYTTTMWWKYTTTHW

Original motif

Reverse Complement
Reverse Complement
Forward

1

17

0.0539477

Consensus sequence: HARTHAATTAWTAVDHD

2.0

w0
10

0.0 ==

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DHDBTAWTAATTHAKTH

2.0

it
5

WebiLags 3.4

Motif ID:

UP00078
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Motif name: Arid3a_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement

Direction: Forward
Position number: 1

Number of overlap: 17
Similarity score: 0.0545289
Alignment:

DHHYTTTAATTAAHBBV

WWTYTTTMWWKYTTTHW

Original motif
Consensus sequence: VBBHTTAATTAAAMHHH

2.0

%j %IQAI%AééA

Wabiloga 3.4

Reverse complement motif
Consensus sequence: DHHYTTTAATTAAHBBV

2.0

T arTab]nAs

bits

0.0

15
Webiloga 3.4

Dataset #: 1 Motif ID: 32 Motif name: C032

Original motif
Consensus sequence: HWAAWYDAAAMWRWAMWR

T%AAAQ,A AA AAAA A

Webiloga 3.4

Reverse complement motif
Consensus sequence: KWYTWKWYTTTDMWTTWH

I %eTIITﬁééITgﬁ

_..A

Webiioga 34
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Best Matches for Motif ID 32 (Highest to Lowest)

Motif ID: UP00034
Motif name: Sox7_primary
Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward
Position number: 4

Number of overlap: 18
Similarity score: 0.0461423
Alignment:

WBHHHHHMDATTGTTHDHDVHH
———KWYTWKWYTTTDMWTTWH-

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

20

Reverse complement motif

Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

—

-
=

e =

15 20

gom——— ATQ'}"" o - - P -
Motif ID: UP00034
Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
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Matching format of second motif: Original Motif

Direction: Backward

Position number: 2

Number of overlap: 18

Similarity score: 0.050828

Alignment:

GTVBDAATTGTVTGHGDDHKVB

———HWAAWYDAAAMWRWAMWR -

Original motif Reverse complement motif

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB Consensus sequence: VVYDDDCHCAVACAATTDBVAC

2.0 20

1.0

M X cféAII%I xs 2 ¥ 1 & e c?$gAA5lIAEgQ

20 5 20
WabLogad 4 WablLogo 34

bits
bits

Motif ID: UP00032

Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 2

Number of overlap: 18

Similarity score: 0.0516978

Alignment:
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HBHDVHDTCTTATCTHTDDHDV

—KWYTWKWYTTTDMWTTWH-—-
Original motif Reverse complement motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD Consensus sequence: HBHDVHDTCTTATCTHTDDHDV
2.0
00 - = _-;Ie___A_ ) S QA‘_‘ e R e P e _-_-_!—:IC__,_n ! I:T:;;'—‘:——_;— —
5 10 15 20 o 5 10 15 20 R o
Motif ID: UP00032
Motif name: Gata3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1
Number of overlap: 18
Similarity score: 0.0517018
Alignment:
HBHDVBWGATHBTATCRVBHHH
—-———HWAAWYDAAAMWRWAMWR
Original motif Reverse complement motif
Consensus sequence: HBHDVBWGATHBTATCRVBHHH Consensus sequence: HHHBBMGATAVHATCWVVDHVH
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2.0

20

} AI ATC
pole=— = %‘.\": ‘5:1 — e = I_,-.__ =
10 15

5

bits

Weblogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

ACHRBHDTCCACGTGYAHHBMHM
——HWAAWYDAAAMWRWAMWR-—-—

Original motif

UP00050

Bhlhb2_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

4

18

0.0667428

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

XL

@
=10 T
A c
== === = = &~ — = w — = =N
5

10 15 20

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20
TA
ALl =3 —t
15 20

T %

po-=== == —_— - = e -

WebbLaga 34

Dataset #: 1 Motif ID: 33

Motif name: C033
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Original motif
Consensus sequence: WWAAWYAAAMRWAAAW

jngCXE AAéAé_égé

Weblagad 4

Best Matches for Motif ID 33 (Highest to Lowest)

Motif ID: UP00061

Motif name: Foxl1_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 16

Similarity score: 0.0226221

Alignment:

VVVWTTGTTTAMATTWD

“WTTTWKYTTTMWTTWW

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

Reverse complement motif
Consensus sequence: WTTTWKYTTTMWTTWW

T;IIIETTTTeéTTéé

Weblogod 4

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD
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2.0

2.0

Motif ID: UP00073

Motif name: Foxa2_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 2

Number of overlap: 16

Similarity score: 0.0262386

Alignment:

BDVTTTKTTTACWTWHH

“WTTTWKYTTTMWTTWW

Original motif
Consensus sequence: HHWAWGTAAAYAAAVDB

2.0

. = {_e-a‘?AIAA g é%

5
Webiiaga 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

x¥ A TIAgglf_h

WebiLags 3.4

it
5

0.0

Motif ID: UP00025
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBVTTTGTTTACATTDD
“WTTTWKYTTTMWTTWW

Original motif

Foxkl1_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

16

0.0287316

Consensus sequence: DDAATGTAAACAAAVVB

2.0

0.0 =

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

2.0

Zuo 1I v TT_Q@IIL

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00061
Foxl1_secondary
Mus musculus
Original Motif
Original Motif
Backward

1

16
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Similarity score:
Alignment:
ADDDYAWAACAAMAHH
WWAAWYAAAMRWAAAW

Original motif

0.0296838

Consensus sequence: ADDDYAWAACAAMAHH

20

bits

:é$3?§éAA%AA$A

15
Weblogad 4

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT

2.0

bits

0.0

s IIlIAIIAI L A= X

—

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VBDDAAAAAAAAMVBHH
-WWAAWYAAAMRWAAAW

Original motif

UP00077
Srf_secondary
Mus musculus
Original Motif
Original Motif
Backward

1

16

0.0300495

Consensus sequence: VBDDAAAAAAAAMVBHH

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

Page 139 of 645
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2.0 2.0

AAAAAAAA TTTrTTTT
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18 Webilaga 3.4 2 Wabloga 3.4
Dataset #: 1 Motif ID: 34 Motif name: C034
Original motif Reverse complement motif
Consensus sequence: SCACTGSGGAGSMAGAGS Consensus sequence: SCTCTRSCTCCSCAGTGS

20

“aCT_o5ale. ACnGe qﬁi&ch

go =" L =2 =B S~ — L - 0.0 _ T — =

WebLaga 3.4 Watsloga 34

Best Matches for Motif ID 34 (Highest to Lowest)

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 3

Number of overlap: 18

Similarity score: 0.0434619

Alignment:

Page 140 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538

HVBDAGCGBGGGTGGCRDBDDDB
—-——-SCACTGSGGAGSMAGAGS—--

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

o e Wy S ool A . e
5 0 18 2 WebiLogn 34

Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3
Number of overlap: 18
Similarity score: 0.0468771
Alignment:
RTHBSYCGCCMCMYVCGBTVDH
--SCTCTRSCTCCSCAGTGS--

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK
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2.0

20

bits

Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 18

Similarity score: 0.0486672
Alignment:

BADHBDHCGCCCMCGCAHHDBBV
-——-SCTCTRSCTCCSCAGTGS--

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

it
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: 5 10 15 20

WesLago 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

bits
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5 10 15

WebbLaga 34

Motif ID: UP00540
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VYWVVHCRCCACMCACGAHSBHH
--SCTCTRSCTCCSCAGTGS—---

Original motif

Gli3_v016060_secondary
Mus musculus

Reverse Complement
Original Motif

Backward

4

18

0.0500626

Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

Reverse complement motif

Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

bits

00

= o ‘EE‘?‘Igfch’FI&

5 10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UuP00098

Rfx3_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

1

18
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Similarity score: 0.0522233

Alignment:

VCTBHBVCTTGGWTACVVVVVDB

————— SCTCTRSCTCCSCAGTGS

Original motif Reverse complement motif

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20 20

X - C_IIA;I\-T Y = pr——— A%QAA‘E - _AC

T 0.0-= T
20 5 10 15 20
WesLogo 34

2]
=10

bits
b=

Weblaga 3.4

Dataset #: 1 Motif ID: 35 Motif name: C035
Original motif Reverse complement motif
Consensus sequence: WWACCYKGTCTMRAAAWW Consensus sequence: WWTTTMYAGACRKGGTWW

2.0

" TéeQQQIAlCTéAAAA%E | T#IFl cI 528 AAGééA&;IX

Wetiloga 3.4

Webilogo 3.4

Best Matches for Motif ID 35 (Highest to Lowest)

Motif ID: UP00032

Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
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Matching format of second motif:

Reverse Complement

Direction: Forward
Position number: 5

Number of overlap: 18
Similarity score: 0.0424694
Alignment:

HBHDVHDTCTTATCTHTDDHDV
—-———WWACCYKGTCTMRAAAWW

Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

0.0 A A : f---QA‘—‘A £~ A_-_-_L_—IC _ T

e e e e

5 10 15 20 5 10 15
WabLogad 4 WablLogo 34

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

it
p=

i

oot N =

2

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00538

Glil_v016060_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

18

0.0529352

Page 145 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538

BDDHVDKGCCACCCVCGCTDBVH
——-WWTTTMYAGACRKGGTWW--

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

o B e e E e
5 0 18 2 WebiLogn 34

Motif ID: UP00050
Motif name: Bhlhb2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6
Number of overlap: 18
Similarity score: 0.0530184
Alignment:
YDYBDHTMCACGTGGADDBMDGT
WWTTTMYAGACRKGGTWW—————

Original motif
Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM
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2.0

20
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5 10 15 20 St 5 10 15 20
Motif ID: UP00098
Motif name: Rfx3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1
Number of overlap: 18
Similarity score: 0.0572016
Alignment:
VCTBHBVCTTGGWTACVVVVVDB
WWACCYKGTCTMRAAAWW—————

Original motif
Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

20

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

bits

£10 C A C

0.0 c:l=__ == - :-!‘-:IA—-IT_ e '1:5:"": e == ESE e = S —_éT = T =l = = ‘—é-g—'

i 5 10 15 20 Vi § L 15 # Weblagn 34
Motif ID: UP00400
Motif name: 2if268
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVVDHHTGCGYGGGCGDHVHHTB
————WWTTTMYAGACRKGGTWW-

Original motif

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

18

0.0574877

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV
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it
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A _CoUyVA

S E Y

0.0

(a.

ST =T =

5 10

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

Dataset #: 1

Original motif

Motif ID: 36

Motif name: C036

Consensus sequence: MKAGMKMGAGAKMKAGMK

20

i
10

0.0 A,

TcT
AGK

10

JE) T

WebLaga 3.4

Reverse complement motif
Consensus sequence: RRCTRRRTCTCRRRCTRY

2.0

£1o 3
0.0 CIgléTCEQTQIéIgléI

Watsloga 34
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Best Matches for Motif ID 36 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDBABCGBKRGYGGCGMSBHAK
————-RRCTRRRTCTCRRRCTRY

Original motif

UP00539

Gli2_v016060_secondary
Mus musculus

Reverse Complement
Reverse Complement
Backward

1

18

0.0426031

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

Reverse complement motif

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

0.0 =

Motif ID:

Motif name:

Species:

Matching format of first motif:

UuP00034

Sox7_secondary
Mus musculus
Reverse Complement
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Matching format of second motif: Original Motif

Direction: Forward

Position number: 5

Number of overlap: 18

Similarity score: 0.0454827

Alignment:

GTVBDAATTGTVTGHGDDHKVB

————RRCTRRRTCTCRRRCTRY

Original motif Reverse complement motif

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB Consensus sequence: VVYDDDCHCAVACAATTDBVAC

2.0 20

1.0

M X cféAII%I xs 2 ¥ 1 & e c?$gAA5lIAEgQ

20 5 20
WabLogad 4 WablLogo 34

bits
bits

Motif ID: UP00526

Motif name: Foxnl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 1

Number of overlap: 18

Similarity score: 0.0473662

Alignment:
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WHVBVVMACGCGCGTCDYHWDH
RRCTRRRTCTCRRRCTRY-—---

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

2.0

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

=10
esme AC i T
a =S ST AV ACST == L NH
5 10

WablLogo 34

X ST A ac 25 = pole== < Ls &
4 e = B =
Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
Number of overlap: 18
Similarity score: 0.0480971
Alignment:
HVBDAGCGBGGGTGGCRDBDDDB
—-—-MKAGMKMGAGAKMKAGMK—-—-—

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

20

i CC c
-_.-nggﬁﬁﬂéhegf:g:
5 10 15

bits

|

B

Webblaga 3.4

e = é‘i‘¢¢I1c_=_I i N A ==K = *;('_.s_:__..:..
Y 5 10 15 S

Motif ID: UP00527

Motif name: Foxn4_secondary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VDWDARRGACGCGGWHGGAKHV
—RRCTRRRTCTCRRRCTRY---

Original motif

Reverse Complement
Original Motif
Backward

4

18

0.0493902

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

S e iy ‘F‘F%%E-:—QI—_—

-
5 10 15

20
WebLogad 4

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

it
=

5§I99¢;29 ViVe..x a¢

Dataset #: 1

Motif ID: 37

Motif name: C037
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Original motif Reverse complement motif
Consensus sequence: SVCCGBCMCCSYCMCCVB Consensus sequence: BVGGYGKSGGYGBCGGVS

2.0 2.0

cge = Cg‘: ACC ﬁ":IéIf—_ é?I L _EQIA-=C
z 5

o —___ W —.—A_

WebLaga 3.4 WatrLoga 3.4

Best Matches for Motif ID 37 (Highest to Lowest)

Motif ID: UP00539

Motif name: Gli2_v016060_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 2

Number of overlap: 18

Similarity score: 0.0265916

Alignment:

HDBABCGBKRGYGGCGMSBHAK

-BVGGYGKSGGYGBRCGGVS—--

Original motif Reverse complement motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH Consensus sequence: HDBABCGBKRGYGGCGMSBHAK
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2.0

20

bits

M__rémgé;érgl¢196?¢+%@l
5 10 15 20

Weblogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVBDAGCGBGGGTGGCRDBDDDB
-—-BVGGYGKSGGYGBCGGVS—---

Original motif

UP00538
Glil_v016060_secondary
Mus musculus

Reverse Complement
Original Motif

Forward

3

18

0.0363116

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

:

D

Ca,

- = -¢—e~'t: e e B N e e w

N

5 10

5

20
WesLago 34

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

E e EQGGA cgf:n‘-: Ex

5 10 15 20

Motif ID:

UP00540
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VYWVVHCRCCACMCACGAHSBHH
-—-—-SVCCGBCMCCSYCMCCVB--

Original motif

Gli3_v016060_secondary
Mus musculus

Original Motif

Original Motif

Backward

3

18

0.0376504

Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

Reverse complement motif

Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

bits

00

= o ‘EE‘?‘Igfch’FI&

5 10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UuP00400

Zif268

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

18
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Similarity score: 0.0409627

Alignment:
VVVDHHTGCGYGGGCGDHVHHTR
-———-BVGGYGKSGGYGBCGGVS-

Original motif

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

20

A C ACA

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

i

= _“_\IAQ A gé_._
5 10 15

Weblaga 3.4

.t ey = :';,m, - = ?T-_—_E e = 06 =
Motif ID: UP00540
Motif name: Gli3_v015681_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 18
Similarity score: 0.0454859
Alignment:
VMYDHDGMCCHCCKBGVVAAVH
—-———-BVGGYGKSGGYGBCGGVS

Original motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH
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2.0

20

Dataset #: 1 Motif ID: 38 Motif name: C038

Original motif
Consensus sequence: RRRATCCDSCTGCCTYT

skl LTl

Websiags 3.4

Best Matches for Motif ID 38 (Highest to Lowest)

Motif ID: UP00528

Motif name: Foxm1_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 17

Similarity score: 0.0332889

Alignment:

VHVRCAYGATGCATCDTVVADTH

—————— AKAGGCAGSDGGATKKK

Reverse complement motif
Consensus sequence: AKAGGCAGSDGGATKKK

gﬁAAAATCA1¢%AMAI§z$

WebiLags 1.4
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Original motif
Consensus sequence: HADTBVADGATGCATCMTGMVHB

2.0

" adalUWATeT

Reverse complement motif
Consensus sequence: VHVRCAYGATGCATCDTVVADTH

20

bits
P

t-:;sAIAA:G L | lg-;l 2 I

grmEmEERSE 5 10 - ? 20 :;-_;w—_“ R
Motif ID: UP00022
Motif name: Zfp740_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1
Number of overlap: 17
Similarity score: 0.0415981
Alignment:
HVKDCCGGGGGGWADDD
AKAGGCAGSDGGATKKK

Original motif
Consensus sequence: DDDTWCCCCCCGGDRVH

20

Reverse complement motif
Consensus sequence: HVKDCCGGGGGGWADDD

20

—— EEEQEE_— NVVi¥aA .

0.0 =
5 10 15

Webiloga 3.4

Page 158 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=022

Motif ID: UP00046

Motif name: Tcfe2a_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 1

Number of overlap: 17

Similarity score: 0.0467833

Alignment:

HVDDVCAGATGKYHBBV

AKAGGCAGSDGGATKKK

Original motif Reverse complement motif

Consensus sequence: HVDDVCAGATGKYHBBV Consensus sequence: VBBDMYCATCTGVHHBH
0.0 el =L TGA?_‘_AT - —_[E—_- a— == o - ?ECAIQT - --E'El-;fé

Motif ID: UP00050

Motif name: Bhlhb2_secondary

Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Original Motif
Reverse Complement
Forward

4
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Number of overlap: 17
Similarity score: 0.0476081

Alignment:
ACHRBHDTCCACGTGYAHHBMHM
—-——-RRRATCCDSCTGCCTYT---

Original motif

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

TA A <
r.%

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20
— liaes —tn
15 20

T %

o T6V

WebbLaga 34

e S S WL T = A XK o e = v
5 e I B e 5 b
Motif ID: UP00526
Motif name: Foxnl_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2
Number of overlap: 17
Similarity score: 0.0482666
Alignment:
DDRMHBACGCGYGCGTDGBBDB
—-RRRATCCDSCTGCCTYT—-—-—-—

Original motif

Reverse complement motif
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Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

20

Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

20

0.0 = e --.AQ c

bi

.

(i
'|

2 L

? l

Dataset #: 1 Motif ID: 39 Motif name: C039

Original motif
Consensus sequence: SMAGRSCAGSSYGGBS

20

" CA C VCeelil c©

L=l LD =5 & -9 S

5 10 15
WebLogad 4

Best Matches for Motif ID 39 (Highest to Lowest)

Motif ID: UP00539

Motif name: Gli2_v015681_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward

Position number: 6

Number of overlap: 16

Similarity score: 0.0381161

Reverse complement motif
Consensus sequence: SBCCKSSCTGSMCTRS

o fo el

0.0
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Alignment:
HTBVVVDGGACCACCCRGRDBG

————— SMAGRSCAGSSYGGBS-
Original motif Reverse complement motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

2.0 20

T C 9 C c A

= = A LIV Lo = 06 e AVT _=_
% 10 8 2 WebLogad 4 % 10 8 2 WebLogod4

Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 16
Similarity score: 0.0406922
Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
---SBCCKSSCTGSMCTRS—----
Original motif Reverse complement motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

Page 162 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538

2.0

ATiTle.

20

0.0 ¢— Q-T_'gg% == —‘—9{_"* 0.0 '_"?:_4_“"-“_ L s Y - —_— =
é 5 20 P 5 10 15 20
Motif ID: UP00000
Motif name: Smad3_primary
Species: Mus musculus

Matching format of first motif:

Matching format of se
Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

cond motif:

HVHBVTGTCTGGDDHDD
-SBCCKSSCTGSMCTRS

Original motif

Reverse Complement
Reverse Complement
Backward

1

16

0.0416812

Consensus sequence: HDHDDCCAGACABBHVH

2.0

bits

I

SQGA VA

o
=
b

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HVHBVTGTCTGGDDHDD

2.0

it
=

- — HI £ S

0.0 l== == ———
5 10 15

Motif ID:

UP00540
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDGHHBHRGACCACCCGSVDVG
————— SMAGRSCAGSSYGGBS-

Original motif

Gli3_v016060_primary
Mus musculus

Original Motif

Original Motif
Backward

2

16

0.0417968

Consensus sequence: HDGHHBHRGACCACCCGSVDVG

2.0

bits

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

<

WabiLogod4

i = i = == =
. 2 19 & Wablogad 4 ‘
Motif ID: UP00540
Motif name: Gli3_v015681_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Reverse Complement
Reverse Complement
Backward

6

16
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Similarity score: 0.0424976

Alignment:

YBVDMGTGGGTGGTCKVVBVBRBT

--SBCCKSSCTGSMCTRS——---

Original motif Reverse complement motif

Consensus sequence: ABBBBVVRGACCACCCACRDBBM Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT
o6 = = _-__T_‘E—_—_-é © A é -8 A("-:A‘T\-n-?é 00 -.I-__E:“—_z‘;%r!:l_-_ - 9 I T I‘:"’:—’ ——— :I:

Dataset #: 1 Motif ID: 40 Motif name: C040

Original motif Reverse complement motif

Consensus sequence: RSTGASYTCMARSYCAGY Consensus sequence: KCTGMSKTYGAMSTCASM

2.0 20

DeqT AcllQéAAcécégg DﬂglqagzlzqﬂAc;CAgg

= 0.0

Webilogo 3.4 Wetiloga 3.4

Best Matches for Motif ID 40 (Highest to Lowest)

Motif ID: UP00539

Motif name: Gli2_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif
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Matching format of second motif: Original Motif

Direction: Backward
Position number: 5

Number of overlap: 18
Similarity score: 0.0426851
Alignment:

RTHBSYCGCCMCMYVCGBTVDH
RSTGASYTCMARSYCAGY——-—--

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

= n s o= ?E%ﬁ—%,\c ~ i S polem e a_ g;-:_-_ AI:.%ZE‘-‘-I?%".‘--::-—--? <
: i P D s 5 o s »
Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 18
Similarity score: 0.0443113
Alignment:
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HVBDAGCGBGGGTGGCRDBDDDB
————— KCTGMSKTYGAMSTCASM

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

o B e e E e
5 0 18 2 WebiLogn 34

Motif ID: UP00539
Motif name: Gli2_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5
Number of overlap: 18
Similarity score: 0.0450319
Alignment:
DTVBDDRGACCACCCAGDWDGBH
—-———-RSTGASYTCMARSYCAGY-

Original motif
Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBAK
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Motif ID: UP00050
Motif name: Bhlhb2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6
Number of overlap: 18
Similarity score: 0.0455665
Alignment:
ACHRBHDTCCACGTGYAHHBMHM
KCTGMSKTYGAMSTCASM————-

Original motif
Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

@
=10 T
A c
== === = = &~ — = w — = =N
5

XL

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20

0
EH] T A
) . ch;_;_ —t
15 20

T %

po-=== == —_— - = e -

WebbLaga 34

Motif ID: UP00540
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Motif name: Gli3_v016060_secondary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 18

Similarity score: 0.0457782
Alignment:

VYWVVHCRCCACMCACGAHSBHH
—-——RSTGASYTCMARSYCAGY--

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

B T QQQQéGEQAg*Q*?

==

15
WebiLog 34

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

bits

5 10

00

Dataset #: 1 Motif ID: 41 Motif name: C041

Original motif
Consensus sequence: CSGAGGCMKAGGCASS

Reverse complement motif
Consensus sequence: SSTGCCTYRGCCTCSG
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Best Matches for Motif ID 41 (Highest to Lowest)

Motif ID: UP00098

Motif name: Rfx3_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 3

Number of overlap: 16

Similarity score: 0.0297471

Alignment:

HDTBHHCCHTAGCAACVVDHHHH

--SSTGCCTYRGCCTCSG——---

Original motif Reverse complement motif
Consensus sequence: HDTBHHCCHTAGCAACVVDHHHH Consensus sequence: HHHHDVVGTTGCTAHGGDHBAHH

WesLogo 34 Weblaga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHYTCCDWCCGCGTCMMTHWHV
-SSTGCCTYRGCCTCSG————-

Original motif

UP00527

Foxn4_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

2

16

0.0308327

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

20

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

0.0 E%I = ﬁ——’:"-:-—'- — ‘?;!;2% =2 - 0.0 = =i e S LI
Motif ID: UP00527
Motif name: Foxn4_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Original Motif
Backward

6
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Number of overlap: 16
Similarity score: 0.0317547

Alignment:
DBBVDDDRTRGCGTCBBYTHGA
-SSTGCCTYRGCCTCSG-——-—

Original motif
Consensus sequence: DBBVDDDRTRGCGTCBBYTHGA

2.0

Reverse complement motif
Consensus sequence: TCDAMVBGACGCMAKDDDVBBD

20

——

20

Weblogod4

UG - P f‘lé Al PSS o - xC_an _VIIVY QAET_-;.:%;—
; e 5 B 5 e T
Motif ID: UP00093
Motif name: KIf7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1
Number of overlap: 16
Similarity score: 0.0317742
Alignment:
DHHDGGGCGRGGKHBH
CSGAGGCMKAGGCASS

Original motif

Reverse complement motif
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Consensus sequence: HBDRCCMCGCCCHHHD

20

0.

1 AGQRA

Consensus sequence: DHHDGGGCGRGGKHBH

2.0

=10 c
— ’}%% B N T__J-__—__—_—_l—:- _—

5 10 15
Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHVDCCCCDCCCBDBH
CSGAGGCMKAGGCASS

Original motif

UP00099
Ascl2_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

1

16

0.0321641

Consensus sequence: BHVDCCCCDCCCBDBH

2.0

<CCc

— = -

5 10

Reverse complement motif
Consensus sequence: HVDVGGGHGGGGDBHB

2.0

Dataset #: 1

Motif ID: 42

Motif name: C042
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Original motif

Consensus sequence: WGTCCKRGAACYMACTCW

CCTA AAC gACTCA

WebLaga 3.4

Best Matches for Motif ID 42 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
YBVDMGTGGGTGGTCKVVBVBBT
———-WGAGTRMGTTCKRGGACW-

Original motif

UP00540

Gli3_v015681_primary
Mus musculus

Reverse Complement
Reverse Complement
Forward

5

18

0.0266184

Consensus sequence: ABBBBVVRGACCACCCACRDBBM

Reverse complement motif
Consensus sequence: WGAGTRMGTTCKRGGACW

2.0

T TTCC alilaca

WatrLoga 3.4

Reverse complement motif
Consensus sequence: YBYVDMGTGGGTGGTCKVVBVBBT
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2.0

. I\ Aﬁ jé_ nghvﬁ+ﬁ£é

= _ =0

WesLaga 34

20

Motif ID: UP00098
Motif name: Rfx3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 18

Similarity score: 0.0330025
Alignment:

HDTBHHCCHTAGCAACVVDHHHH
—-——-WGTCCKRGAACYMACTCW-

Original motif
Consensus sequence: HDTBHHCCHTAGCAACVVDHHHH

2.0

m A
- c
e e == o
5 10 15

0.0 e

bits

WesLago 34

Reverse complement motif
Consensus sequence: HHHHDVVGTTGCTAHGGDHBAHH

20

10 ‘
PN

=~ — === L= Fa de — — = e e e

bits

WebbLaga 34

Motif ID: UP00538
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Glil_v016060_secondary
Mus musculus

Original Motif

Reverse Complement

Direction: Backward
Position number: 5
Number of overlap: 18
Similarity score: 0.03417
Alignment:
BDDHVDKGCCACCCVCGCTDBVH
-WGTCCKRGAACYMACTCW———-
Original motif Reverse complement motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
2.0
- A - oy ’_-ul@h — E:‘:"}‘:I,‘ =

0.0

5 10

WebiLog 34 Weblagn 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UuP00540

Gli3_v016060_secondary
Mus musculus

Reverse Complement
Reverse Complement
Forward

5

18
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Similarity score: 0.0347873

Alignment:
HHBSHTCGTGRGTGGKGDBVWMV
————-WGAGTRMGTTCKRGGACW-

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

20

ﬁf B QggcégggAQAQ*c

- = e

15 20
WesLogo 34

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

bits

—Lagan;cgafcxx1:?];h'
5 10

00

Motif ID: UP00098
Motif name: Rfx3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 18

Similarity score: 0.035399
Alignment:

VCTBHBVCTTGGWTACVVVVVDB
—-———-WGTCCKRGAACYMACTCW-

Original motif
Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB
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2.0

S0

0.0 == __S=_ —

10 20
WebiLog 34

20

Weblagn 3.4

Dataset #: 1 Motif ID: 43 Motif name: C043

Original motif
Consensus sequence: WWAAWAAAAAARAATW

E;ZL%AA:ZEAAAA& A

Best Matches for Motif ID 43 (Highest to Lowest)

—

Motif ID: UP00077
Motif name: Srf_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 16

Similarity score: 0.0232401
Alignment:

Reverse complement motif
Consensus sequence: WATTMTTTTTTWTTWW

2.0
=L l?%lllllllxl
5 10 15

bits

0.0—=

WablLogo 34
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VBDDAAAAAAAAMVBHH
-WWAAWAAAAAARAATW

Original motif
Consensus sequence: VBDDAAAAAAAAMVBHH

2.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

2.0

Motif ID: UP00054
Motif name: Tcf7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 16

Similarity score: 0.0288687
Alignment:

BHHASATCAAAGGAHHH

-WWAAWAAAAAARAATW

Original motif
Consensus sequence: BHHASATCAAAGGAHHH

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHYV

Page 179 of 645

Webiloga 3.4


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=054

2.0

0

-—

" aehlotle..

Websiags 3.4

2.0

s TS :-:Iggm‘ _‘I.;:AICE e

WebiLags 1.4

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DHDBTAWTAATTHAKTH
-WATTMTTTTTTWTTWW

Original motif

UP00255

Dbx1

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

16

0.0296812

Consensus sequence: HARTHAATTAWTAVDHD

2.0

Reverse complement motif
Consensus sequence: DHDBTAWTAATTHAKTH

2.0

Webloga 3.4

Motif ID:
Motif name:

UP00051
Sox8_primary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DDATBWATTGTTHHDDD
-WATTMTTTTTTWTTWW

Original motif

Mus musculus
Reverse Complement
Original Motif
Forward

2

16

0.0320831

Consensus sequence: DDATBWATTGTTHHDDD

2.0

0.0 =

S | 16

-

Websiags 3.4

Reverse complement motif
Consensus sequence: DDDHDAACAATWBATDD

2.0

ETTAAAQAAI@ s

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00061
Foxl1_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

16

0.0327018
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Alignment:
HDTYTTGTTWTKDDDT
WATTMTTTTTTWTTWW

Original motif
Consensus sequence: ADDDYAWAACAAMAHH

2.0

[}
= 1.0

Dwég,%é%AA%Aéée

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT

2.0

= IILIAIIAAA"“—I - " 5

bits

0.0

15
WablLogo 34

Dataset #: 1 Motif ID: 44 Motif name: C044

Original motif
Consensus sequence: BVAGAGGCAGRVSGATB

2.0

*_AGAG s GAT

— e = "

15
Wabiloga 3.4

Best Matches for Motif ID 44 (Highest to Lowest)

Motif ID: UP00527

Motif name: Foxn4_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif

Reverse complement motif
Consensus sequence: BATCSVMCTGCCTCTVB

2.0

E:EAlg?fggI?chcézf

Wabiloga 3.4
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Direction: Backward

Position number: 2

Number of overlap: 17
Similarity score: 0.0438724
Alignment:

VDWDARRGACGCGGWHGGAKHV
—-—-—-—-BVAGAGGCAGRVSGATB-

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

bits

=k 2= IVVIVESL Foad e QIE?Q,_%ZAZEQ ViVe.x A
5 1 i Bl 5 b 15 2
Motif ID: UP00540
Motif name: Gli3_v015681_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2
Number of overlap: 17
Similarity score: 0.046578
Alignment:
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VMYDHDGMCCHCCKBGVVAAVH
-BATCSVMCTGCCTCTVB----

Original motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

Ell Q:«gfl E_.Tr_-%g _A-L;):-“_“:E_-_

o = - =

5

WabLogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

w
- C CQ A
¥ A__.__ — Ao g W X 6_1_:': == -:A_._
10 15

WablLogo 34

Motif ID: UP00031

Motif name: Zbtb3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 17

Similarity score: 0.046833
Alignment:

DDBBBCACTGCABTBBB

BATCSVMCTGCCTCTVB

Original motif
Consensus sequence: DDBBBCACTGCABTBBB

Reverse complement motif
Consensus sequence: BBBAVTGCAGTGBBVDD
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2.0

2
F10
——
— == % = ===
5 10

0.0

Websiags 3.4

2.0

WebiLags 1.4

Motif ID: UP00527

Motif name: Foxn4_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5

Number of overlap: 17

Similarity score: 0.049551
Alignment:

TCDAMVBGACGCMAKDDDVBBD
-—-—--BVAGAGGCAGRVSGATB-

Original motif
Consensus sequence: DBBVDDDRTRGCGTCBBYTHGA

2.0

Reverse complement motif
Consensus sequence: TCDAMVBGACGCMAKDDDVBBD

20

e ———] -

20

Weblogod4

o e Y ?l L A A _:.'_-_—C.«_érl‘éiﬁe 00 ;g _—_Aé:':'_:_ Ll L M QAE: —
5 10 15 20 B o 5 10 15
Motif ID: UP00095
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Motif name: Zfp691_secondary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 1

Number of overlap: 17

Similarity score: 0.0496109

Alignment:

DABBWGACTCCTHDVHV

BATCSVMCTGCCTCTVB

Original motif
Consensus sequence: DABBWGACTCCTHDVHV

2.0

o
=10
e e W O - i
5 10

15
Watiloga 3.4

Reverse complement motif
Consensus sequence: VHBDDAGGAGTCWBBTD

2.0
- —S¢ S 1 ¥ AQI%‘H-‘.—- 5..4
5 10 15

Wabiogs 3.4

bits
P

0.0===

Dataset #: 1 Motif ID: 45 Motif name: C045

Original motif
Consensus sequence: RYAGMCMKGKCTRY

Reverse complement motif
Consensus sequence: MKAGYCYRGRCTKK
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bits
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5 10

Welsloge 34

Best Matches for Motif ID 45 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDBABCGBKRGYGGCGMSBHAK
-RYAGMCMKGKCTRY-=-===-—-

Original motif

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

20

L f;%cﬂggécggrﬁ 2 X

T 00

UP00539

Gli2_v016060_secondary
Mus musculus

Original Motif

Reverse Complement
Forward

2

14

0.0303562

5 10

Reverse complement motif

20

e

= g.’#_- == AI$I¢19

Webilaga 3.4

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

-

ans_~ACc

20
Weblogad 4

10 15

20

Weblogo34
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDAGAADGGDSCDV
RYAGMCMKGKCTRY

Original motif

Consensus sequence: DDAGAADGGDSCDV

2.0

bits
B

0.0-1=—=

e %&A&’} ———— "=:—“=Q

UP00086
Irf3_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

14

0.0355506

Welilogo 3.4

Reverse complement motif
Consensus sequence: BHGSDCCDTTCTHH

2.0

e
=1.0

Eape— é‘ffscg?;j[lgl- P

Webitoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00099
Ascl2_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

2
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Number of overlap:
Similarity score:

Alignment:
HVDVGGGHGGGGDBHB
-MKAGYCYRGRCTKK-

Original motif

14
0.0391606

Consensus sequence: BHVDCCCCDCCCBDBH

2.0

bits

0.0

. .cCCc Ccc

15
Weblagad 4

Reverse complement motif
Consensus sequence: HVDVGGGHGGGGDBHB

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BVVDVRYACGTRYVBHB
--MKAGYCYRGRCTKK-

Original motif

uP00084

Gmebl_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

14

0.0399089

Reverse complement motif
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Consensus sequence: BHBBKKACGTMMVDBVB

20

— W .

0.0 —————

L TAWa,

5

Webiiogo 3.4

Consensus sequence: BVVDVRYACGTRYVBHB

20

- TAYUla,

—_ e .
5 10

1

5

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

GTVBDAATTGTVTGHGDDHKVB
—————— MKAGYCYRGRCTKK--

Original motif

UuP00034

Sox7_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

7

14

0.0406925

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

1.0

bits

19 : D o

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

240

bits

5 20
WeblLogod4
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Dataset #: 1

Original motif
Consensus sequence: KSTGKCCTRGAACWSM

2.0

Best Matches for Motif ID 46 (Highest to Lowest)

Motif ID: UP00043
Motif name: Bcl6b_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 16

Similarity score: 0.033819
Alignment:

DCTTTCKAGGAATHHV

KSTGKCCTRGAACWSM

Original motif
Consensus sequence: DCTTTCKAGGAATHHYV

Motif ID: 46 Motif name: C046

Reverse complement motif
Consensus sequence: YSWGTTCKAGGYCASY

2.0

“reTTaall Ohe

Reverse complement motif
Consensus sequence: VHHATTCCTYGAAAGD
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2.0

20

Motif ID: UP00414
Motif name: Etsl

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 16

Similarity score: 0.0383006
Alignment:

BDDDHACCGGAARTVDD

KSTGKCCTRGAACWSM-

Original motif
Consensus sequence: BDDDHACCGGAARTVDD

2.0

- ,_IACQ AA;] _

Webriogo 3.4

Reverse complement motif
Consensus sequence: DDBAMTTCCGGTDHDHB

2.0

w
240

ToasliWL

0.
10 15
Webloga 3.4

Motif ID: UP00538
Motif name: Glil_v015681_secondary
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Species:
Matching format of first motif:

Matching format of second motif:

Mus musculus
Reverse Complement
Reverse Complement

Direction: Backward

Position number: 5

Number of overlap: 16

Similarity score: 0.0428174

Alignment:

DVVTTVGTGGGHGGYAMHWHHHY

-——-YSWGTTCKAGGYCASY—-——-

Original motif Reverse complement motif

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

2.0

0 e . = I}‘E;é v sz-:_ _éA

20

WesLaga 34 Webblaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UuP00400

Zif268

Mus musculus
Reverse Complement
Reverse Complement
Backward

6

16

0.0436721
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Alignment:
VVVDHHTGCGYGGGCGDHVHHTB
-—YSWGTTCKAGGYCASY—-——-—-

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

]

- _elﬂg XWvie2
5 10 15

Webloga 3.4

= =R EIVT S¥SE. ”iw ol = >
Motif ID: UP00213

Motif name: Hoxa9

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 16

Similarity score: 0.0441221

Alignment:

WDTAWTTTWATGKCCGD

—YSWGTTCKAGGYCASY

Original motif
Consensus sequence: DCGGYCATWAAAWTADW

Reverse complement motif
Consensus sequence: WDTAWTTTWATGKCCGD
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2.0

EIAE+¢32AI$AAAET??I

Websiags 3.4

2.0

Dataset #: 1 Motif ID: 47 Motif name: C047

Original motif
Consensus sequence: TSGAAMTCACTMKGTASA

0.0 ACIAAéI r CI%TIIACA

WebLaga 3.4

Best Matches for Motif ID 47 (Highest to Lowest)

Motif ID: UP00528

Motif name: Foxm1_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 18

Similarity score: 0.0369958

Alignment:

Reverse complement motif
Consensus sequence: TSTACRYAGTGAYTTCSA

ACTAQez_E_éTTTQCA
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DCATDBTGHGCATKMTTBRSWR
—-—--TSGAAMTCACTMKGTASA-

Original motif

Consensus sequence: MWSMBAARRATGCDCABHATGD

2.0

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

WablLogo 34

[ A
SRR AN WVca I 1 €ax IGe c C‘T:I; FoXF
10 15 5 10
Motif ID: UP00527
Motif name: Foxn4_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
TCDAMVBGACGCMAKDDDVBBD
—-———-TSTACRYAGTGAYTTCSA

Original motif

Reverse Complement
Original Motif
Backward

1

18

0.045149

Consensus sequence: DBBVDDDRTRGCGTCBBYTHGA

Reverse complement motif
Consensus sequence: TCDAMVBGACGCMAKDDDVBBD
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2.0

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVYDDDCHCAVACAATTDBVAC
—-—-TSTACRYAGTGAYTTCSA--

Original motif

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

1.0

bits

0.0 lI ?IéAlI%—I—— = = -
5 10 15

UP00034
Sox7_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

18

0.0467709

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

10

n.. 1 & € C?QQAAELIAEQQ

bits

20 5 20
WebLogad 4 Weblogod4

Motif ID:

UP00540
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVTTVVCVYGGHGGYCHHDMYB
—-—-TSTACRYAGTGAYTTCSA--

Original motif

Gli3_v015681_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

3

18

0.047063

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

%1.0 T
s O Elﬁ—-. Q_,_gl . 4 E_,fr_-lg 2= ,_J‘_‘:E___
5 10 15 20

WabLogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

E10 Q A
‘A.__.__ —— 12}. - A—E—I = -=A_-_
10 15

WabiLogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00098
Rfx3_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

6

18
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Similarity score: 0.0479788

Alignment:
BDBBVBVGTAWCCAAGVBHBAGB
————— TSGAAMTCACTMKGTASA

Original motif
Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

20

7]
=10

¢ = C_IIA;I\-T B R

20

WesLogo 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

bits
b=

>

 faaleh

5 10 15 20

==

0.0-=

Weblaga 3.4

Dataset #: 1 Motif ID: 48 Motif name: C048

Original motif
Consensus sequence: SGAGGCWSWGGCAGSC

20

“lA _CTcé_ cA\l_.

e e W
5 10 15
Weblogad 4

Best Matches for Motif ID 48 (Highest to Lowest)

Motif ID: UP00527

Motif name: Foxn4_secondary
Species: Mus musculus
Matching format of first motif: Original Motif

Reverse complement motif
Consensus sequence: GSCTGCCWSWGCCTCS

2.0

0.0 === l%CCIC%A
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Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDWDARRGACGCGGWHGGAKHV
—————— SGAGGCWSWGGCAGSC

Original motif

Original Motif
Forward

7

16
0.0237024

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

it
p=

WablLogo 34

0 E%I = —‘-\-&"_“"_:: - . *‘7"?5;2%'_—-1—:—214: 00 == gj:ggﬁﬁlgg B LB B EE’T‘I— ég
5 10 20 o 5 10 15 20
Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVMHHDHKGACCCTCCTSVCBH
GSCTGCCWSWGCCTCS——————

Reverse Complement
Reverse Complement
Forward

1

16

0.0327172
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Original motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

w
= LAY YACCx. <
XA VW .
10

Weblogod4

&6 = =i F o T AV=— = ool -
5 o 5 B i ; p P
Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 5
Number of overlap: 16
Similarity score: 0.034796
Alignment:
VVVDHHTGCGYGGGCGDHVHHTB
—-——SGAGGCWSWGGCAGSC————

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

bits

A C ACA

_— = =8 = 5 T =X P Sy

0.0

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

10

bits

. ;eIAQﬁTA e, I

0.0 == — ———

Webloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
-——GSCTGCCWSWGCCTCS—---

Original motif

UP00539

Gli2_v016060_secondary
Mus musculus

Reverse Complement
Original Motif

Forward

4

16

0.036242

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

=

0.0

. ?;gggcAcggﬂg‘-‘?-’[

=

5 10

WebLogad 4

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

0o - . g;-:_-_ AT=T—== -et“.“-:-—--}‘?‘g
5 10 15 20
WabLogod 4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00098
Rfx3_primary

Mus musculus
Reverse Complement
Original Motif
Forward
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2
16

Position number:
0.0393403

Number of overlap:
Similarity score:

Alignment:
HDTBHHCCHTAGCAACVVDHHHH

-GSCTGCCWSWGCCTCS
Original motif
Consensus sequence: HDTBHHCCHTAGCAACVVDHHHH
2.0
- . W TA e
3 I I TR
Motif name: C049

Reverse complement motif
Consensus sequence: HHHHDVVGTTGCTAHGGDHBAHH

20
_—

e — _— e -_— N c —= = 3
5 10 15 20
Weblag 3.4

bits

Reverse complement motif
Consensus sequence: AWTTATTTTWWTW

Dataset #: 1 Motif ID: 49

Original motif
Consensus sequence: WAWWAAAATAAWT

gtTﬁé%%AAAIA$Al

Best Matches for Motif ID 49 (Highest to Lowest)

UP00061
Foxl1_secondary

Motif ID:
Motif name:

- TITAIll T
0.0 A =" = M ;IAI;
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

ADDDYAWAACAAMAHH
-WAWWAAAATAAWT --

Original motif

Consensus sequence: ADDDYAWAACAAMAHH

2.0

MéeagééAAQAaéa

Mus musculus
Original Motif
Original Motif
Forward

2

13
0.0235016

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT

20

orkoarsis ? 10
Motif ID: UP00073
Motif name: Foxa2_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Original Motif
Original Motif
Forward

3

13
0.0251228
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Alignment:
HHWAWGTAAAYAAAVDB
- —-WAWWAAAATAAWT--

Original motif
Consensus sequence: HHWAWGTAAAYAAAVDB

2.0

AQ?AIAA 5 g é—e:‘ :

=

5
Wabiloga 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

2.0

o7 I¥ X TIAGEI

15
Webiloga 3.4

Motif ID: UP00121

Motif name: Hoxd10

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 13

Similarity score: 0.0269927

Alignment:

HDDDATTTTATTKVRDB

AWTTATTTTWWTW—-———

Original motif
Consensus sequence: VDKVYAATAAAATDDDH

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB
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2.0

0.0

L. gAA TAAA

2.0

1A —

Weksiags 3.

UP00061

Motif ID:
Motif name:

Species:
Matching format of first motif
Matching format of second motif

Direction:
Position number:

Number of overlap
Similarity score:

Alignment:
DWAATRTAAACAAWVVEB
--WAWWAAAATAAWT --

Original motif

FoxI1_primary
Mus musculus
Original Motif
Original Motif
Forward
3

13
0.0270626

Consensus sequence: DWAATRTAAACAAWVVB

2.0

D . &‘T\I Ia & ée-

5
Websiaga 3

UP00037

Reverse complement motif
Consensus sequence: VWWWTTGTTTAMATTWD

_II A M_géllx?

bits
5

0.0
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Motif name: Zfp105_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward
Position number: 2

Number of overlap: 13
Similarity score: 0.0290157
Alignment:

HHHTTRTTDTTTKDH

—AWTTATTTTWWTW-

Original motif
Consensus sequence: HDYAAAHAAMAADHD

2.0

e AEAAQEAAQAé e

00=—=

WetiLoga 34

Reverse complement motif
Consensus sequence: HHHTTRTTDTTTKDH

2.0

IT | ‘ | T
T e W e = Y e
10

5 15
Wetiloago 3.4

Dataset #: 1 Motif ID: 50 Motif name: C050

Original motif
Consensus sequence: CBGCCKCYSCCTCYMG

Reverse complement motif
Consensus sequence: CYKGAGGSMGRGGCVG
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Weblogad 4

Best Matches for Motif ID 50 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
————— CBGCCKCYSCCTCYMG-

Original motif

UP00539
Gli2_v016060_secondary
Mus musculus

Original Motif

Original Motif

Forward

6

16

0.0274857

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

20

A f;%gggécg%? ha X

20
Weblogad 4

20

bits

C

Wablogo 3.4

0.0

Reverse complement motif

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

A C A [

- == AT =X e =
5 10 15 20

Weblogo34
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHYTCCDWCCGCGTCMMTHWHV
—-—CBGCCKCYSCCTCYMG——---

Original motif

UP00527
Foxn4_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

3

16

0.0294264

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

20

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

SR AV | e O =7\, S i QIEQ%EEQ ViVe.x A%
Motif ID: UP00022
Motif name: Zfp740_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Reverse Complement
Forward

1

16
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Similarity score: 0.0295783

Alignment:
BHHDYGGGGGGGGBVD
CYKGAGGSMGRGGCVG

Original motif
Consensus sequence: HVBCCCCCCCCMHHHB

2.0

eilllli..

0.0

15
WabiLogad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

2.0

=1.0

oA . - = —

10 15
WablLogo 34

Motif ID: UP00099

Motif name: Ascl2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 16

Similarity score: 0.0315534

Alignment:

HVDVGGGHGGGGDBHB

CYKGAGGSMGRGGCVG

Original motif
Consensus sequence: BHVDCCCCDCCCBDBH

Reverse complement motif
Consensus sequence: HVDVGGGHGGGGDBHB
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2.0

20

— Iggggnggﬁ?% —— e — e Y L e
2ET i = 15 & — 5 — 10
Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDDHVDKGCCACCCVCGCTDBVH
————— CBGCCKCYSCCTCYMG--

Original motif

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

D

= B ;_LI-_:.I o Tt

TUUCa

Original Motif
Reverse Complement
Backward

3

16

0.0322386

Reverse complement motif

20

5 10 15

Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

Dataset #: 1 Motif ID: 51

Motif name: C051
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Original motif
Consensus sequence: SGCCCCCHCCCS

2.0

cﬁggngﬂccgq

bits

0.0

Wekiloga A4

Best Matches for Motif ID 51 (Highest to Lowest)

Motif ID: UP00021

Motif name: Zfp281_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 12

Similarity score: 0.00935805

Alignment:
DBCCCCCCCCCCMYC
-SGCCCCCHCCCS—--

Original motif

Consensus sequence: DBCCCCCCCCCCMYC

Reverse complement motif
Consensus sequence: SGGGHGGGGGCS

2.0

bits
5

ool VI Wi = 5 o W —w W

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD
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2.0

bits

- obelllllecs

Webiloga 3.4

ool W o W o o A N — -

5 10 15
Websloge 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHHDGGGCGRGGKHBH
-——-SGGGHGGGGGCS-

Original motif

UP00093

KIf7_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

12

0.0122535

Consensus sequence: HBDRCCMCGCCCHHHD

2.0

1 AGQRA

LiX

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH

20

bits

= "}%—4_':_; g T_.p,_—_-_:l—_— ——

0.0
5 140 15
Weblogod 4

Motif ID:

UP00022
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVBCCCCCCCCMHHHB
-SGCCCCCHCCCS—--

Original motif

Zfp740_primary
Mus musculus
Original Motif
Original Motif
Backward

4

12

0.0145224

Consensus sequence: HVBCCCCCCCCMHHHB

2.0

bits

s,

15
Wabiogad 4

Reverse complement motif

Consensus sequence: BHHDYGGGGGGGGBVD

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00539
Gli2_v016060_secondary
Mus musculus

Original Motif

Original Motif

Forward

4

12
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Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
-—--SGCCCCCHCCCS—===——-

Original motif

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

0.0145616

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

- s é‘:c“ g.’#_-_-_ AT.‘::—ICFI?AA.zhf‘?‘E
Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VYWVVHCRCCACMCACGAHSBHH
-—--SGCCCCCHCCCS—====———

Original motif

Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

Original Motif
Original Motif
Backward

9

12
0.0226961

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
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2.0

e

< giggégggAgaié?

15
WebiLog 34

20

== ;‘Eg‘?xg-f-crIT?I&

5 10

Dataset #: 1 Motif ID: 52 Motif name: C052

Original motif
Consensus sequence: GAGTBVSAGGCMAGVC

2.0

Best Matches for Motif ID 52 (Highest to Lowest)

Motif ID: UP00539

Motif name: Gli2_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5

Number of overlap: 16

Similarity score: 0.0423398

Alignment:

Reverse complement motif
Consensus sequence: GVCTYGCCTSVVACTC

2.0+

WablLogo 34
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HDBABCGBKRGYGGCGMSBHAK
—-—-——-GAGTBVSAGGCMAGVC--

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

e o ?E%ﬁgg“cggﬁgﬂ?tﬁ — . e . Y AT x e--‘_‘--::-—-A{’*E
% 10 8 WebLogad 4 % 10 8 WebLogod4
Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6
Number of overlap: 16
Similarity score: 0.047746
Alignment:
BDDHVDKGCCACCCVCGCTDBVH
--GVCTYGCCTSVVACTC-—----
Original motif Reverse complement motif

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

20

5 10 15

Webblaga 3.4

e = é‘a‘¢¢IlI — e s = =
Y 5 10 15 S 94 20
Motif ID: UP00064
Motif name: Sox18_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DBVBTRAATTYADDHV
GAGTBVSAGGCMAGVC

Original motif

Consensus sequence: DBVBTRAATTYADDHV

2.0

_z.ah]

bits

—_— e == - =

a

Original Motif
Original Motif
Backward

1

16
0.0490125

ool ==
7

Reverse complement motif
Consensus sequence: VDHDTKAATTMABBBH

20

0.0 = =

Motif ID:

uP00400
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Motif name:
Species:
Matching format of first motif:

2if268
Mus musculus
Reverse Complement

Matching format of second motif: Original Motif

Direction: Backward

Position number: 8

Number of overlap: 16

Similarity score: 0.0499529

Alignment:

BADHBDHCGCCCMCGCAHHDRBRV

GVCTYGCCTSVVACTC--—-———-

Original motif Reverse complement motif

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

2.0

bits

A CoVYVA

- - ===
= _ == = ¥

- i =

20

10

bits

5 10

e == “_“IAQ - v g%_—_ _ I =
5 10 15

0.0 =t

WebiLog 34 Weblagn 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00538

Glil_v015681_secondary
Mus musculus

Original Motif

Reverse Complement
Forward

1

16

0.0535021
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Alignment:
MHHHWHYTMCCHCCCACVAABVH

GAGTBVSAGGCMAGVC———————
Original motif Reverse complement motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY
2.0 20
E o K= EEC - c :-:__AAT = = ﬂl‘!ﬁ-_.e\Ie—.— V. ¥ .-.T"}ﬂ%—e‘- -
h — 2 = Webilogo 3.4 * 3 1 - } . .15- 2 Wablogn 34
Dataset #: 1 Motif ID: 53 Motif name: C053
Original motif Reverse complement motif
Consensus sequence: RMACRGAGAAAYCCTGKY Consensus sequence: MRCAGGMTTTCTCKGTYK

2.0

Mz ST | [ S I

Webiloga 3.4

Webiioga 34

Best Matches for Motif ID 53 (Highest to Lowest)

Motif ID: UP00538

Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
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Direction: Backward

Position number: 4

Number of overlap: 18
Similarity score: 0.0388232
Alignment:

HGDHVHKGACCACCCGGBGBGDB
—--MRCAGGMTTTCTCKGTYK—---

Original motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

20

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

o6 (;-—g?ggﬁ T I g?: = 90 = "-‘A_ Y A A Q“}’F-u? =
2 10 18 2 WebsLago 3.4 : 10 13 2 Weblaga 3.6
Motif ID: UP00098
Motif name: Rfx3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2
Number of overlap: 18
Similarity score: 0.0410442

Alignment:
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HDTBHHCCHTAGCAACVVDHHHH
—-—-—-—-RMACRGAGAAAYCCTGKY-

Original motif
Consensus sequence: HDTBHHCCHTAGCAACVVDHHHH

20
.L.—____,, = == =
= 15

=== o

20

it
=

0.0

5 10
WebiLogo 34

Reverse complement motif
Consensus sequence: HHHHDVVGTTGCTAHGGDHBAHH

20

=== — _— —o 2 { a . —_——

Webloga 3.4

Motif ID: UP00526

Motif name: Foxnl_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 4

Number of overlap: 18

Similarity score: 0.0413339
Alignment:

DDRMHBACGCGYGCGTDGBBDB
—-——-MRCAGGMTTTCTCKGTYK-

Original motif
Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

Reverse complement motif
Consensus sequence: BDVBCDACGCKCGCGTBHRKHD
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" - g_ﬁ. =X = | == A e —
: 5 10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VCTBHBVCTTGGWTACVVVVVDB
RMACRGAGAAAYCCTGKY—-—--—-—

Original motif

UP00098

Rfx3_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

1

18

0.0440408

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

20

ol EE CTTA“IT

s X =

5

Wetlogo 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

T Ul

= e — T —

bits

00— e

5 10 15 20

Webhlogo 3.4

Motif ID:
Motif name:

UP00539
Gli2_v015681_primary
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Species: Mus musculus

Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 18

Similarity score: 0.0442508

Alignment:

CBDMCMGGGTGGTCCHVBVBAH

-RMACRGAGAAAYCCTGKY-—--

Original motif Reverse complement motif

Consensus sequence: HTBVVVDGGACCACCCRGRDBG Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

T C C G C A

= —5=__A IIVV L as="cw & po e xS § AW __=__
5 10 15 20 5 10 15 20
WablLogad 4 WeblLogo 34

Dataset #: 1 Motif ID: 54 Motif name: C054

Original motif Reverse complement motif

Consensus sequence: SSCCDCCCCCCCSS Consensus sequence: SSGGGGGGGHGGSS

2.0

1.0

el o0
- (:-: _ g?g A %‘———:EQC " 9?:%;.-_-?_ T x==x VcC

bits

10
Welsloge 34 Webilaga 3.4
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Best Matches for Motif ID 54 (Highest to Lowest)

Motif ID: UP00043
Motif name: Bcl6b_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
Number of overlap: 14
Similarity score: 0.0162118
Alignment:
HBBBCCGCCCCWHHHV
--SSCCDCCCCCCCSS
Original motif Reverse complement motif
Consensus sequence: HBBBCCGCCCCWHHHV Consensus sequence: BHHHWGGGGCGGBBVH
cC.CO0C
o . ; - = A = L oo l== — i?__&f-——f:;-:‘ﬁ“%%&_ = -
Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
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Matching format of second motif: Original Motif

Direction: Forward
Position number: 4

Number of overlap: 14
Similarity score: 0.0185646
Alignment:

RTHBSYCGCCMCMYVCGBTVDH
---SSCCDCCCCCCCSS—————

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

ool ?E%ﬁ—%“c ~ —— . - a_ g;-:_-_ AT%:';‘FIC.:-F.\‘?‘-&-—-? <
: i P . 5 o s »
Motif ID: UP00021
Motif name: Zfp281_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2
Number of overlap: 14
Similarity score: 0.0201409
Alignment:
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DBCCCCCCCCCCMYC
-SSCCDCCCCCCCSS

Original motif

Consensus sequence: DBCCCCCCCCCCMYC

2.0

* L0000

15
Webiloga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHHDGGGGCGGDBHDV
SSGGGGGGGHGGSS——-

Original motif

UP00033

Zfp410_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

1

14

0.0221949

Consensus sequence: BHHBHCCGCCCCDHHHH

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV
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2.0

2.0

0ol == —?-f-gg‘__gggcfu = ool=—c 2 g‘%z‘glgé‘f‘ e
5 10 15 Sitiah 5 10 15 e
Motif ID: UP00022
Motif name: Zfp740_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HVBCCCCCCCCMHHHB
-SSCCDCCCCCCCSS—-

Original motif

Original Motif
Original Motif
Backward

2

14
0.0265213

Consensus sequence: HVBCCCCCCCCMHHHB

2.0

g:?gggcccggég

15
Weblagad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

20

it
o

0.0 = =

Dataset #: 1 Motif ID: 55

Motif name: C055
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Original motif
Consensus sequence: MKAGAGMKMKAGAGMK

2.0

8.0 e e =

5

TAAAAETEIBQAééT

Weblagad 4

Best Matches for Motif ID 55 (Highest to Lowest)

Motif ID: UP00101
Motif name: Sox12_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 16

Similarity score: 0.039204
Alignment:

VVDBASACAAAGRADH

MKAGAGMKMKAGAGMK

Original motif
Consensus sequence: VVDBASACAAAGRADH

2.0

1 A¢AQAAAE¢41

15
Wabiogad 4

Reverse complement motif
Consensus sequence: RYCTCTRRRRCTCTRR

20

_asclCTasasCICTas

Weblogod 4

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB

20

Lonellleles

0.0

15
WabiLogo 34
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VVBHRAGATATCWDHBB
-MKAGAGMKMKAGAGMK

Original motif

UP00080

Gatab_secondary
Mus musculus
Original Motif
Original Motif
Forward

2

16

0.0398738

Consensus sequence: VVBHRAGATATCWDHBB

20

. _?AIATéIgﬁvw

Webiiogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00019
Zbtb12_primary
Mus musculus

Reverse Complement
Reverse Complement

Backward
1

Reverse complement motif
Consensus sequence: VVHHWGATATCTMHBBV

SoaThler.
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Number of overlap: 16
Similarity score: 0.0427919

Alignment:
BBGATCTAGAACBKHDB
—RYCTCTRRRRCTCTRR

Original motif
Consensus sequence: BDHRBGTTCTAGATCVB

2.0

Reverse complement motif
Consensus sequence: BBGATCTAGAACBKHDB

2.0

WebiLags 3.4

R - | _ALQF J _A@I A AA &
: 10 T 3 10 s
Motif ID: UP00075
Motif name: Sox15_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 16
Similarity score: 0.0433178
Alignment:
HDDDDAACAATWRRBHD
-MKAGAGMKMKAGAGMK

Original motif

Reverse complement motif
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Consensus sequence: HDDDDAACAATWRRBHD Consensus sequence: DHVKMWATTGTTHDHDH

20 20

T M

LU e
15

15
Webiloga 3.4

Webiiogo 3.4

Motif ID: UP00540

Motif name: Gli3_v016060_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 8

Number of overlap: 16

Similarity score: 0.0454282

Alignment:

VYWVVHCRCCACMCACGAHSBHH

——————— RYCTCTRRRRCTCTRR

Original motif Reverse complement motif

Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
20 20
i -E—‘!'-‘_:.._E o= giggégggﬁg,xgé*?,_#g " AA‘EQGIQECIT-?I&)_.Ee gL 4‘2"?

5 10 5 » 5 e b »

Weslaga 3.4 Webblaga 3.4
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Dataset #: 1 Motif ID: 56 Motif name: C056

Original motif Reverse complement motif
Consensus sequence: AWMAAAYWRAMAAWH Consensus sequence: HWTTYTKWMTTTYWT

2.0

D : XéAéAE%f‘%éAAA%_ D ?TlTTI;X’;\lTT?:%%

Webilogo 34 Weblogo a4

Best Matches for Motif ID 56 (Highest to Lowest)

Motif ID: UP00077

Motif name: Srf_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 2

Number of overlap: 15

Similarity score: 0.0213582

Alignment:

VBDDAAAAAAAAMVBHH

—AWMAAAYWRAMAAWH-

Original motif Reverse complement motif
Consensus sequence: VBDDAAAAAAAAMVBHH Consensus sequence: HHVBYTTTTTTTTDDVV
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2.0

2.0

15
Weblogo a4

Motif ID: UP00037

Motif name: Zfp105_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 1

Number of overlap: 15

Similarity score: 0.0251847

Alignment:

HDYAAAHAAMAADHD

AWMAAAYWRAMAAWH

Original motif Reverse complement motif

Consensus sequence: HDYAAAHAAMAADHD Consensus sequence: HHHTTRTTDTTTKDH
2.0 2.0
| _<ARs RA_RA i TlellalE.

Motif ID: UP00090

Motif name: EIf3_secondary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DBTHHAAAAAAAAVHDH
—-AWMAAAYWRAMAAWH-

Original motif

Mus musculus
Original Motif
Original Motif
Forward

2

15
0.0274993

Consensus sequence: DBTHHAAAAAAAAVHDH

2.0

Reverse complement motif
Consensus sequence: DDHBTTTTTTTTHDAVH

2.0

bits

-

> ?lfIIII¥II:AA

0.0—= =3
15
WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00255
Dbx1

Mus musculus
Original Motif
Original Motif
Backward

2

15

0.027785
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Alignment:
HARTHAATTAWTAVDHD
-AWMAAAYWRAMAAWH-

Original motif
Consensus sequence: HARTHAATTAWTAVDHD

2.0
0
S 1.0

0.0 I=====

E 10

15
Wabiloga 3.4

Reverse complement motif
Consensus sequence: DHDBTAWTAATTHAKTH

2.0

Webiloga 3.4

Motif ID: UP00121

Motif name: Hoxd10

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 2

Number of overlap: 15

Similarity score: 0.02926

Alignment:

HDDDATTTTATTKVRDB

—HWTTYTKWMTTTYWT -

Original motif
Consensus sequence: VDKVYAATAAAATDDDH

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB
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WebiLags 1.4

Dataset #: 1 Motif ID: 57 Motif name: C057
Original motif Reverse complement motif
Consensus sequence: WRMARYAAMARYAAMAWH Consensus sequence: HWTRTTMKTYTTMKTYKW

2.0

ﬂengITeETTITeETI%X

20

%]
=1.0

AA ?EAAéAﬁgécﬁAA

0.0

-—
===

10

WebLaga 3.4 Watsloga 34

Best Matches for Motif ID 57 (Highest to Lowest)

Motif ID: UP00034
Motif name: Sox7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 18

Similarity score: 0.0381479
Alignment:
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HHBDHDDAACAATDRHHHHHBW
-WRMARYAAMARYAAMAWH---

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

bits

AR . .

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

WablLogo 34

ol el 1 Q = S g " X AQ% | 1 YVl ==x .. 5
. . bt - o - - -

Motif ID: UP00034

Motif name: Sox7_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 1

Number of overlap: 18

Similarity score: 0.052401

Alignment:

VVYDDDCHCAVACAATTDBVAC

—-—-—-WRMARYAAMARYAAMAWH

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC
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bits
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blogadd

Motif ID: UP00528

Motif name: Foxm1_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 3

Number of overlap: 18

Similarity score: 0.0540821

Alignment:

DCATDBTGHGCATKMTTBRSWR

——HWTRTTMKTYTTMKTYKW--

Original motif Reverse complement motif

Consensus sequence: MWSMBAARRATGCDCABHATGD Consensus sequence: DCATDBTGHGCATKMTTBRSWR
2.0 2.0
0 Cé?g éAé o —_—‘?Q%— — _ i;g 00 gél— — ll% 2 Sow w T -C_("_—:l; I-EEII

5 10 15 20 o 5 10 15 20 Fiiieosi
Motif ID: UP00032
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBHDVHDTCTTATCTHTDDHDV
—-—HWTRTTMKTYTTMKTYKW-—

Original motif

Gata3_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

18

0.0542401

Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

)
EN0
00 :'_.?:._—;Ie_—_A_ A —.—._.QA‘_‘—';-_

o e

5 10

WabLogad 4

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

TCHRIVT -

=" S . “S—— -l -

0.0-l= — == s

5 10 ’ 15 20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00032
Gata3_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

4

18
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Similarity score: 0.0552305

Alignment:

HHHBBMGATAVHATCWVVDHVH

-——-WRMARYAAMARYAAMAWH-

Original motif Reverse complement motif

Consensus sequence: HBHDVBWGATHBTATCRVBHHH Consensus sequence: HHHBBMGATAVHATCWVVDHVH
o0 =y - Eé-’.\Al _-_;Algé_—-_ e = pole=—m = :%%AIAF“ AIgIA—-— :

Dataset #: 1 Motif ID: 58 Motif name: C058

Original motif Reverse complement motif

Consensus sequence: CYCCBCSGVCYCCBC Consensus sequence: GVGGMGVCSGBGGMG

B C C C QT Q N A
TN =CGCE= Qg__ ~< o AL _As;=(?cgﬁAé2A

Webiloga 34 Weblogo a4

Best Matches for Motif ID 58 (Highest to Lowest)

Motif ID: UP00539

Motif name: Gli2_v016060_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement

Page 241 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=539

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDBABCGBKRGYGGCGMSBHAK
-GVGGMGVCSGBGGMG——————

Original motif

Reverse Complement
Backward

7

15

0.0246506

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

- CEY C QCQ S,

WabLogad 4

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

=B G _AI:,::';&‘-IC_:AA.:._.A <

e

5 10 15 20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
GGDGBGVCTGTKVVB
GVGGMGVCSGBGGMG

UP00036

Myf6_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

15

0.0266507
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Original motif

Consensus sequence: VVVRACAGVCBCDCC

2.0

Webilaga 34

Reverse complement motif
Consensus sequence: GGDGBGVCTGTKVVB

2.0

1.0

bits

0.0

e, W =T QI& Z
e o . ——
5 10

WetsLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BHHBHCCGCCCCDHHHH
CYCCBCSGVCYCCBC—--

Original motif

UP00033
Zfp410_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

15

0.0296277

Consensus sequence: BHHBHCCGCCCCDHHHH

20

0.0

. _ CceCCCC_

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

20

= e fﬁzﬁlgg —_ =

f0= ... = = == e— =
5

10 15

Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDHHMCGCCCCCTHVEB
-—CYCCBCSGVCYCCBC

Original motif

UP00002

Sp4_primary
Mus musculus
Original Motif
Original Motif
Backward

1

15
0.0309574

Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

210 C Q
<=AVY

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB

2.0

bits

0.0 0=— i‘e.c_-._l_,., = T..-__ D i
15

5 10
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00099
Ascl2_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

15
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Similarity score: 0.0331968

Alignment:
BHVDCCCCDCCCBDBH

CYCCBCSGVCYCCBC-

Original motif
Consensus sequence: BHVYDCCCCDCCCBDBH

20

Reverse complement motif
Consensus sequence: HVDVGGGHGGGGDBHB

2.0

g === _Qggghcgg ———— po =" LR == '
Dataset #: 1 Motif ID: 59 Motif name: C059

Original motif
Consensus sequence: SYCCDCCCCCRG

ts

b

0.0
Wekiloga A4

Best Matches for Motif ID 59 (Highest to Lowest)

Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Reverse complement motif
Consensus sequence: CMGGGGGDGGKS

2.0

bits

1.

{n}
o === ; A-A-#;-C-‘:-“‘ 3 | P - N —
5

0.
10

Wetiloga 34
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Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
—————— SYCCDCCCCCRG——--

Original motif

Original Motif
Backward

5

12
0.0197332

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

WabLogad 4

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

10

2 = W
15 20

5

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00033
Zfp410_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

3

12

0.0224264
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HHHHDGGGGCGGDBHDV
—-—-CMGGGGGDGGKS—--

Original motif

Consensus sequence: BHHBHCCGCCCCDHHHH

2.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

2.0

P =— .

—c—E W A - o
10

=
5

15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVDVGGGHGGGGDBHB
CMGGGGGDGGKS——--

Original motif

UP00099
Ascl2_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

12

0.0231684

Consensus sequence: BHVDCCCCDCCCBDBH

Reverse complement motif
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Consensus sequence: HVDVGGGHGGGGDBHB
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2.0

20
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o — Igggg@ggg —— pol=— — O\ W W =% o —_—
2 10 orkoarsis ? L o
Motif ID: UP00043
Motif name: Bcl6b_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3
Number of overlap: 12
Similarity score: 0.023387
Alignment:
BHHHWGGGGCGGBBVH
-—-CMGGGGGDGGKS—--

Original motif
Consensus sequence: HBBBCCGCCCCWHHHV

2.0

" oc.cCCc, .

15
Weblagad 4

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH

20

— =N g
0.0 l== S e e o T —
5 10

Weblogod 4

Motif ID: UP00540
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Motif name: Gli3_v016060_secondary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 7

Number of overlap: 12

Similarity score: 0.0246213

Alignment:

HHBSHTCGTGRGTGGKGDBVWMV

————— CMGGGGGDGGKS-—-—-——-

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

==

B T QQQQéGEQAg*Q*?

15
WebiLog 34

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

bits

5 10

00

Dataset #: 1 Motif ID: 60 Motif name: C060

Original motif
Consensus sequence: SMGGCAKMGGCAKS

Reverse complement motif
Consensus sequence: SYTGCCYYTGCCYS
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Best Matches for Motif ID 60 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHKGCCYSRGGCWAD
SYTGCCYYTGCCYS-

UP00010
Tcfap2b_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

2

14

0.0309254

sTuClrerCeCre

Webilaga 3.4

Original motif
Consensus sequence: DTWGCCKSMGGCRHH

2.0

s g o CQTCAA QA
10

a0 e -

5 15

Webiloga 34

Reverse complement motif
Consensus sequence: HHKGCCYSRGGCWAD

2.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HHBVHTGACCTTGVDHD
———SYTGCCYYTGCCYS

Original motif

UP00079

Esrra_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

14

0.0349665

Consensus sequence: DHDBCAAGGTCAHVBDH

20

“__cAAGLTCA,

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

20

L — -
i s

e W e W
10 15
Webiloga 3.4

5

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00539
Gli2_v015681_secondary
Mus musculus

Reverse Complement
Reverse Complement
Forward

6
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Number of overlap:
Similarity score:

Alignment:
DVMHHDHKGACCCTCCTSVCBH
————— SYTGCCYYTGCCYS——-

Original motif

14
0.0406726

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

bits
b=

=A =XA" AIQQ%
10 15

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

bits
=

== TATAQIQQI <
10 15

20
Weblogod4

0.0 — 5 e E‘;{:A_—_‘ [ —_— ==
5 20 o 5
Motif ID: UP00028
Motif name: Tcfap2e_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DTHGCCTSAGGCHHH
SYTGCCYYTGCCYS-

Original motif

Consensus sequence: HHHGCCTSAGGCDAD

Reverse Complement
Reverse Complement
Forward

1

14

0.0419455

Reverse complement motif
Consensus sequence: DTHGCCTSAGGCHHH
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2.0

TGEA C TCA C
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Motif ID: UP00099
Motif name: Ascl2_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHVDCCCCDCCCBDBH
SYTGCCYYTGCCYS—--

Original motif

Consensus sequence: BHVDCCCCDCCCBDBH

2.0

Reverse Complement
Original Motif
Forward

1

14

0.0436588

Reverse complement motif
Consensus sequence: HVDVGGGHGGGGDBHB

20

Dataset #: 1 Motif ID: 61

Motif name: C061
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Original motif
Consensus sequence: MRGMMBAGGCHGGCCK

2.0

""E‘ICI
s

0.0 = l -_—— —

GéTg? _A cg o &

15
Weblagad 4

Best Matches for Motif ID 61 (Highest to Lowest)

Motif ID: UP00526
Motif name: Foxnl_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 16

Similarity score: 0.0354983
Alignment:

DDRMHBACGCGYGCGTDGRBEBDB
MRGMMBAGGCHGGCCK-—-—-—---

Original motif
Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

2.0

o A_E‘, A¢¢GégsﬁgAI = R

00 . £ — = =

5 10 15 20
WabLogad 4

Reverse complement motif
Consensus sequence: RGGCCDGCCTBRRCMY

GAL_’}?CQ — GCC¥ ‘TTQ%T

Weblogod 4

Reverse complement motif
Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

20

= . AQeQACAC==;T~ -Tl_ =
5 10 1 20

e
5

WabiLogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDDHVDKGCCACCCVCGCTDBVH
————— RGGCCDGCCTBRRCMY --

Original motif

UP00538

Glil_v016060_secondary
Mus musculus

Reverse Complement
Reverse Complement
Forward

6

16

0.0371599

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

20

bits

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

| CC
- A
= Acg AAA

E‘l:

Weblaga 3.4

oS &I:x»ﬁw = S o
Motif ID: UP00538
Motif name: Glil_v015681_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Original Motif
Backward

2
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Number of overlap: 16
Similarity score: 0.0397188

Alignment:
BBBDVVRGACCACCCAVGABBAB
—————— RGGCCDGCCTBRRCMY -

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

bits

 cUAWAWLA . .

0.0 == = = W e

5 10 15

WesLago 34

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

bits

T.=l-.£g,__]c:,_._T T _1 9-:.‘--_- s

P = —
20

WebbLaga 34

Motif ID: UP00540

Motif name: Gli3_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 8

Number of overlap: 16

Similarity score: 0.0410046

Alignment:

ABBBBVVRGACCACCCACRDBBM

——————— RGGCCDGCCTBRRCMY

Original motif

Reverse complement motif
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Consensus sequence: ABBBBVVRGACCACCCACRDBBM

20

bits

2 = CUUyySYYvilco. _&
5 10 15 20

0.0

Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

e e —

Wi T; T

{
-,—_::—h_g L
5 20

Weblogo 3.4

Motif ID: UP00527
Motif name: Foxn4_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 16

Similarity score: 0.0416624
Alignment:

VDWDARRGACGCGGWHGGAKHV

————— MRGMMBAGGCHGGCCK-

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

. ""F-‘F%fg—:—fé\.:'_

= e
5 10 15 20
WabLogad 4

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20
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Dataset #: 1 Motif ID: 62 Motif name: C062
Original motif Reverse complement motif

Consensus sequence: WWAMAWRMAMAYWAAHWW Consensus sequence: WWDTTWMTRTRKWTYTWW

2.0+ 2.0+

gﬁ%%AéA%AgAgAEXAAEAA %f TI%AI TTCATTI -

5

Webilogo 3.4 Wetrioga 3.4

Best Matches for Motif ID 62 (Highest to Lowest)

Motif ID: UP00034

Motif name: Sox7_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 4

Number of overlap: 18

Similarity score: 0.0496099

Alignment:

WBHHHHHMDATTGTTHDHDVHH

—WWDTTWMTRTRKWTYTWW———

Original motif Reverse complement motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW Consensus sequence: WBHHHHHMDATTGTTHDHDVHH
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Motif ID: UP00032
Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 4
Number of overlap: 18
Similarity score: 0.0618489
Alignment:
HBHDVHDTCTTATCTHTDDHDV
———WWDTTWMTRTRKWTYTWW-

Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

1.0
Y= '_—::“:6 - 108 K QA‘_“ . S

5 10 15 20

bits

WebLogad 4

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

o= - =

20

it
=

Weblogod4

Motif ID: UP00528

Page 259 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=032
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=528

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
MWSMBAARRATGCDCABHATGD
-WWAMAWRMAMAYWAAHWW-——

Original motif

Foxm1_secondary
Mus musculus
Original Motif
Original Motif
Backward

4

18

0.0618699

Consensus sequence: MWSMBAARRATGCDCABHATGD

2.0

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

cax II.QA-lgl; XS

20
WabiLogod4

Cé E A =N - .;:A:-__AQA—_ A;Q — 4
5 10 - — 15 - _2'? i ik 5 = _m
Motif ID: UP00034
Motif name: Sox7_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Original Motif
Reverse Complement
Forward

4

18
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Similarity score: 0.0626028

Alignment:
VVYDDDCHCAVACAATTDBVAC
——-WWAMAWRMAMAYWAAHWW-

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

20

1.0

=28 GT;éAlI%_I_ < S ;.

bits

15 20

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

=140

bits

20
Weblogo34

5

Motif ID: UP00032

Motif name: Gata3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2

Number of overlap: 18

Similarity score: 0.065917
Alignment:

HHHBBMGATAVHATCWVVDHVH
-——-WWAMAWRMAMAYWAAHWW-

Original motif
Consensus sequence: HBHDVBWGATHBTATCRVBHHH

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH
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20

WabiLogod4

Dataset #: 1

Original motif

Motif ID: 63

Motif name: C063

Consensus sequence: MAAKMWAAAAWKHAA

2.0

Best Matches for Motif ID 63 (Highest to Lowest)

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDTYTTGTTWTKDDDT
TTHRWTTTTWYRTTY -

UP00061

Foxl1_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

15

0.0344456

Reverse complement motif
Consensus sequence: TTHRWTTTTWYRTTY

2.0

bits

IIQIIII;I—L—%;QI

15
Wetilogo 3.4
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Original motif

Consensus sequence: ADDDYAWAACAAMAHH

2.0

bits

:éﬁJ%ééAAQAAéa

15
Weblagad 4

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT

20

IﬂlIA_

a6 ~ —

_..,AIAEE -
10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVHWDTGTTWTGDTBDH
TTHRWTTTTWYRTTY--

Original motif

UP00039

Foxj3_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

1

15

0.0345147

Consensus sequence: HDBAHCAWAACADWDVD

2.0

bits

1 Qg%AAQAqé-

0.0 =

Wabiloga 3.4

Reverse complement motif
Consensus sequence: DVHWDTGTTWTGDTBDH

2.0

oo _ %XATAIIIT‘B =
5 10
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DDHBTTTTTTTTHDAVH
——TTHRWTTTTWYRTTY

Original motif

UP00090

Elf3_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

15

0.0355538

Consensus sequence: DBTHHAAAAAAAAVHDH

2.0

Reverse complement motif
Consensus sequence: DDHBTTTTTTTTHDAVH

2.0

1.0

bits

- . _._fIIIIp:I - .;f_ﬂ.% -

WebiLags 3.4

Motif ID: UP00255
Motif name: Dbx1
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Reverse Complement
Reverse Complement
Backward
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Position number:
Number of overlap:
Similarity score:

Alignment:

DHDBTAWTAATTHAKTH
——TTHRWTTTTWYRTTY

Original motif

1
15
0.0356888

Consensus sequence: HARTHAATTAWTAVDHD

2.0

s
£1.0

hJéflééAllAéléﬂI
5 10 15

Wabiloga 3.4

Reverse complement motif

Consensus sequence: DHDBTAWTAATTHAKTH

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

WDTAWTTTWATGKCCGD
TTHRWTTTTWYRTTY--

Original motif

uP00213

Hoxa9

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

15

0.0367298

Reverse complement motif
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Consensus sequence: DCGGYCATWAAAWTADW

20

" cechlalla. .

Webiiogo 3.4

Consensus sequence: WDTAWTTTWATGKCCGD

20

e ‘?IHIAIIAQ%_k_-:

bits

0.0—=
Webiloga 3.4

Dataset #: 1 Motif ID: 64 Motif name: C064

Original motif
Consensus sequence: DAAAKAAAAMAAK

20

DAéeATAAAéééA:

a0 == ——
5

Webilogod 4

Best Matches for Motif ID 64 (Highest to Lowest)

Motif ID: UP00077
Motif name: Srf_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward
Position number: 3

Number of overlap: 13
Similarity score: 0.0175156

Reverse complement motif
Consensus sequence: RTTYTTTTRTTTD

EjéTTIIIIléI;Ié

Weblogod 4
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Alignment:
HHVBYTTTTTTTTDDVV
-—RTTYTTTTRTTTD--

Original motif
Consensus sequence: VBDDAAAAAAAAMVBHH

2.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

2.0

Webiloga 3.4

Motif ID: UP00028
Motif name: Tcfap2e_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 13

Similarity score: 0.0210094
Alignment:

HDCDBRAAAAAADD

DAAAKAAAAMAAK-

Original motif
Consensus sequence: HDCDBRAAAAAADD

Reverse complement motif
Consensus sequence: DDTTTTTTMBDGDH
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a
Webilaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

UP00025
Foxkl_secondary
Mus musculus
Reverse Complement
Reverse Complement

Direction: Backward

Position number: 1

Number of overlap: 13

Similarity score: 0.030589
Alignment:

HDDTGTTKTTKTHHD

——RTTYTTTTRTTTD

Original motif Reverse complement motif

Consensus sequence: HHHAYAAYAACAHHH Consensus sequence: HDDTGTTKTTKTHHD

2.0 2.0
£10 L0
Aca —Cr QA T Qlxsl
_— =" ° - : 0.0 o e é“'.:--_‘_ = — e P -
2 19 wa:_ng:z» 3 0 wa:_uglz.u

Motif ID: UP00090

Motif name: EIf3_secondary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DDHBTTTTTTTTHDAVH
-RTTYTTTTRTTTD---

Original motif

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

13

0.0322312

Consensus sequence: DBTHHAAAAAAAAVHDH

2.0

Reverse complement motif
Consensus sequence: DDHBTTTTTTTTHDAVH

2.0

bits

-

> ?lfIIII¥II:AA

0.0—= =3
15
WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00180

Hoxd13

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

13

0.0326524
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Alignment:
HDHHTTTTATTKKHDD
-——RTTYTTTTRTTTD

Original motif
Consensus sequence: HDHYYAATAAAAHHHH

2.0

"~ oqahlMRA

LI X

WabiLogad 4

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD

2.0
=

A?ITTIAIIA& .

0.0 =

15
WablLogo 34

Dataset #: 1 Motif ID: 65 Motif name: C065

Original motif
Consensus sequence: MSTGAGWTCMASK

i 9TCAETLQ$AQT

0.0
5

Wablogod 4

Best Matches for Motif ID 65 (Highest to Lowest)

Motif ID: UP00080

Motif name: Gatab_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement

Reverse complement motif
Consensus sequence: YSTRGAWCTCASR

Wablogo 3.4
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Direction: Backward

Position number: 3

Number of overlap: 13
Similarity score: 0.0144176
Alignment:

VVHHWGATATCTMHBBV

-—-MSTGAGWTCMASK--

Original motif
Consensus sequence: VVBHRAGATATCWDHBB

20

Reverse complement motif
Consensus sequence: VVHHWGATATCTMHBBV

2.0

™ Tg%AIAIQI¢m"

WekiLags 3.4

10 W o =
Motif ID: UP00148

Motif name: Hdx

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 4

Number of overlap: 13

Similarity score: 0.0160219

Alignment:
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DDKDHGAAATCAHHBHV
-YSTRGAWCTCASR---

Original motif
Consensus sequence: DDKDHGAAATCAHHBHV

2.0

%: I_SAAAAICAT =

15
Wabiloga 3.4

Reverse complement motif
Consensus sequence: BDBDHTGATTTCDHYDD

2.0

L Tl

15
Webiloga 3.4

Motif ID: UP00066
Motif name: Hnf4a_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 13

Similarity score: 0.0188193
Alignment:

BDBVMGGGGTCAARBRHDV

-—-MSTGAGWTCMASK--

Original motif
Consensus sequence: BDBVMGGGGTCAABHDV

Reverse complement motif
Consensus sequence: BHHVTTGACCCCYVVDB
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2.0

0.0

2.0

Motif ID: UP00020
Motif name: Atf1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3

Number of overlap: 13

Similarity score: 0.0224584
Alignment:

DMDMTGACGTCAKHBD

--MSTGAGWTCMASK-

Original motif
Consensus sequence: DBDRTGACGTCAYHRD

2.0

% 1.0
A -
gol=—=—mm=C = L_ "W .. T
5 15

-

10

Weblagad 4

Reverse complement motif
Consensus sequence: DMDMTGACGTCAKHBD

+ ToMeTeh,

it
o

e

10

0.0
Weblogod 4

Motif ID: UP00054
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHASATCAAAGGAHHH
YSTRGAWCTCASR-—---

Original motif

Tcf7_primary

Mus musculus
Reverse Complement
Original Motif
Backward

5

13

0.0232284

Consensus sequence: BHHASATCAAAGGAHHH

2.0

o :AGQIQAAAﬂﬂﬂﬁ R

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHYV

2.0

. =S —-:Iggﬂ‘ 4‘I?AIC1&" s

Wabiogs 3.4

Dataset #: 1 Motif ID: 66

Original motif

Motif name: C066

Consensus sequence: MAMTCCCMSKGCCTCTK

Reverse complement motif
Consensus sequence: YAGAGGCRSYGGGARTR
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15

Websiags 3.4 WebiLags 1.4

Best Matches for Motif ID 66 (Highest to Lowest)

Motif ID: UP00527

Motif name: Foxn4_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 6

Number of overlap: 17

Similarity score: 0.03808

Alignment:

VDWDARRGACGCGGWHGGAKHV

————— YAGAGGCRSYGGGARTR

Original motif Reverse complement motif

Consensus sequence: VDWDARRGACGCGGWHGGAKHV Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV
=k A =VlIWIVESL _Foay . QTCQHICC ViVe-x A%,
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVBDAGCGBGGGTGGCRDBDDDB
—-——-YAGAGGCRSYGGGARTR--—-

Original motif

UP00538

Glil_v016060_secondary
Mus musculus

Reverse Complement
Original Motif

Backward

4

17

0.0499224

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

20

bits

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

| CC
- A
= Acg AAA

E‘l:

Weblaga 3.4

oS &I:x»ﬁw = S o
Motif ID: UP00033
Motif name: Zfp410_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Reverse Complement
Backward

1
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Number of overlap: 17
Similarity score: 0.0510562

Alignment:
HHHHDGGGGCGGDBHDV
YAGAGGCRSYGGGARTR

Original motif
Consensus sequence: BHHBHCCGCCCCDHHHH

2.0

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

2.0

A —

15
WebiLags 3.4

10

oo l=— == ——
5

Motif ID: UP00540

Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 17

Similarity score: 0.0517099

Alignment:

HHBSHTCGTGRGTGGKGDBVWMV
—-——YAGAGGCRSYGGGARTR-—--

Original motif

Reverse complement motif
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Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

20

i QQCQéQECA°~2*“

el sl e

20
WesLogo 34

Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

it
b=

Jua;t?ejjgsazzﬂﬂ?lihzgge . G

5 10 15 20

00

Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward
Position number: 3

Number of overlap: 17
Similarity score: 0.0522208
Alignment:

HDBABCGBKRGYGGCGMSBHAK
-—YAGAGGCRSYGGGARTR---

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

20
Weblogad 4

e, ?;ggggécggn e L.

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

it
P

P

S e RPNV MICE e oL
5 10 15 20
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Dataset #: 1 Motif ID: 67

Original motif
Consensus sequence: WDAAAAAARKAAAD

TAA%AAAAIéAAI

blts

Motif name: C067

Reverse complement motif
Consensus sequence: DTTTRKTTTTTTDW

2.0

%IIIAILLIITIix

Best Matches for Motif ID 67 (Highest to Lowest)

Motif ID: UP00077
Motif name: Srf_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 14

Similarity score: 0.0232781
Alignment:

VBDDAAAAAAAAMVBHH

-——-WDAAAAAARKAAAD

Original motif
Consensus sequence: VBDDAAAAAAAAMVBHH

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV
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2.0

2.0

Motif ID: UP00037

Motif name: Zfp105_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 1

Number of overlap: 14

Similarity score: 0.0263721

Alignment:

HDYAAAHAAMAADHD

-WDAAAAAARKAAAD

Original motif Reverse complement motif

Consensus sequence: HDYAAAHAAMAADHD Consensus sequence: HHHTTRTTDTTTKDH
2.0 2.0
0.0 :__7_,.2__') i é ﬂ__:;_ 0 ——— AM_ __AA

Motif ID: UP00014

Motif name: Sox17_primary
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Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDWTBAATTGTTDDB
-DTTTRKTTTTTTDW

Original motif
Consensus sequence: VDDAACAATTVAWHD

2.0

bits

00—

mnféégAAI;Agz

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

14

0.0301541

15
Webiloga 3.4

Reverse complement motif
Consensus sequence: DDWTBAATTGTTDDB

20

bits

%Ifé_ﬁ_%lll__

15

Websloge 34

a0 ==

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00062
Sox4_primary
Mus musculus
Original Motif
Original Motif
Forward

4

14
0.0307495
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Alignment:
HBDDDAACAAAGRVBHH
-——-WDAAAAAARKAAAD

Original motif

Consensus sequence: HBDDDAACAAAGRVBHH

2.0

w
E‘I.IJ A
g et Y AAgf:
10 1

5

5

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

- U] 1]

0.0-= =
15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HBDDRAACAAAGRABHH
-—-WDAAAAAARKAAAD

Original motif

UP00030

Sox11_primary
Mus musculus
Original Motif
Original Motif
Forward

4

14

0.0312958

Consensus sequence: HBDDRAACAAAGRABHH

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH
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0.0 1= _——
5

5
Websiags 3.4

2.0

Dataset #: 1 Motif ID: 68 Motif name: C068

Original motif
Consensus sequence: BGCYKCTGCMTCCM

2.0

E ,-_egng;qz élcgé

Welsloge 34

Best Matches for Motif ID 68 (Highest to Lowest)

Motif ID: UP00527

Motif name: Foxn4_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 14

Similarity score: 0.0242069

Alignment:

Reverse complement motif
Consensus sequence: YGGAYGCAGYKGCV

2.0

bits
&

- L .

PEE———F = — o D _
5

- AL /CAa C
S 2 W

Webilaga 3.4
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VHYTCCDWCCGCGTCMMTHWHV
—-—--BGCYKCTGCMTCCM-—----

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

it
p=

w=ak 2. HlIWIVEER Foay i e QIEQ._‘XE'Q ViVe.x A%
% 10 8 WebLogad 4 % 10 8 WebLogod4
Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 14
Similarity score: 0.02581
Alignment:
RTHBSYCGCCMCMYVCGBTVDH
---BGCYKCTGCMTCCM-----

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK
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2.0

20

bits

o _rémgé;éfgl¢196?¢+%@l
5 10 15 20

Weblogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BBBAVTGCAGTGBBVDD
—-YGGAYGCAGYKGCV--

Original motif

UP00031
Zbtb3_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

14

0.0294733

Consensus sequence: DDBBBCACTGCABTBBB

2.0

Reverse complement motif
Consensus sequence: BBBAVTGCAGTGBBVDD

2.0

= === <= M = == e

Motif ID:

UP00538
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BDDHVDKGCCACCCVCGCTDBVH
BGCYKCTGCMTCCM—-————————

Original motif

Glil_v016060_secondary
Mus musculus

Original Motif

Reverse Complement
Backward

10

14

0.0297174

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

gy B — e s T

g

5 10

: A L} CAI_ |

WebiLog 34

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00033
Zfp410_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

14

0.0300511
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Alignment:
BHHBHCCGCCCCDHHHH
BGCYKCTGCMTCCM—---

Original motif
Consensus sequence: BHHBHCCGCCCCDHHHH

2.0

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

2.0

w
CC
5 10 10

it
a

06 = = = R ople— — T =
5

— —
15
Webloga 3.4

Wabiloga 3.4

Dataset #: 1 Motif ID: 69 Motif name: C069
Original motif

Consensus sequence: AHAAMAAYWDYAAMAAHD

2.0

MegéAAAAééaéAéé Ax_. §:1¢lIIIl2;I?lTTII@§

5 10
Webiloga 3.4

Reverse complement motif
Consensus sequence: DHTTYTTMDWMTTYTTHT

Webiioga 34

Best Matches for Motif ID 69 (Highest to Lowest)

Motif ID: UP00034

Motif name: Sox7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
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Direction: Backward

Position number: 3

Number of overlap: 18
Similarity score: 0.0547241
Alignment:

HHBDHDDAACAATDRHHHHHBW
--AHAAMAAYWDYAAMAAHD--

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

bits

A A ~

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

. e ==l 1] =y o Oy = X = AQ% | B \J B =2
0.0 : ;s - - = o 99 : 10 T s 20 -
Motif ID: UP00032
Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 18
Similarity score: 0.0556229

Alignment:

Page 288 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=032

HBHDVHDTCTTATCTHTDDHDV

-DHTTYTTMDWMTTYTTHT ---
Original motif Reverse complement motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD Consensus sequence: HBHDVHDTCTTATCTHTDDHDV
2.0
00 - = _-;Ie___A_ ) S QA‘_‘ e R e P e _-_-_!—:IC__,_n ! I:T:;;'—‘:——_;— —
5 10 15 20 o 5 10 15 20 R o
Motif ID: UP00034
Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1
Number of overlap: 18
Similarity score: 0.0564427
Alignment:
VVYDDDCHCAVACAATTDBVAC
AHAAMAAYWDYAAMAAHD—----
Original motif Reverse complement motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB Consensus sequence: VVYDDDCHCAVACAATTDBVAC
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2.0
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1.0

E TI
=38 ?Iéé.e_-_ -é_I__ e = ..
: 5 0 B

20

Motif ID: UP00032

Motif name: Gata3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4

Number of overlap: 18

Similarity score: 0.058939
Alignment:

HHHBBMGATAVHATCWVVDHVH
-AHAAMAAYWDYAAMAAHD—-—-

Original motif
Consensus sequence: HBHDVBWGATHBTATCRVBHHH

2.0

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH

20

w
- AI ATC
P~
I B =L .._..?%I_’“r__
10 15

5

)

Motif ID: UP00528
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DCATDBTGHGCATKMTTBRSWR
-DHTTYTTMDWMTTYTTHT---

Original motif

Foxm1_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

4

18

0.064465

Consensus sequence: MWSMBAARRATGCDCABHATGD

2.0

bits

AA

LAR= E a 150 25

10

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

CAT IS¢ CA cgl

i — l-t;;

WabiLogod4

Dataset #: 1

Original motif

Consensus sequence: GVGABAGAVAGASVK

Motif ID: 70

Motif name: C070

Reverse complement motif
Consensus sequence: RBSTCTVTCTBTCVC
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Best Matches for Motif ID 70 (Highest to Lowest)

Motif ID: >UP00011
Motif name: Irf6_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 15

Similarity score: 0.0371635
Alignment:

VBBACTCYCGGKHDV

RBSTCTVTCTBTCVC

Original motif
Consensus sequence: VBBACTCYCGGKHDV

2.0

m o c C L
=1.0 |
— It I i 42--_‘% —
5 10 15

Webiloga 34

D -n éé‘?lglﬁ | Egilg-?g

Websloge 34

Reverse complement motif
Consensus sequence: VDDRCCGMGAGTBBB

2.0

bits

a —— . e s —— -

Page 292 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=001

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVDBASACAAAGRADH
—-GVGABAGAVAGASVK

Original motif
Consensus sequence: VVDBASACAAAGRADH

20

. ?¢AQAAAQBA

bits

0.0 R

UP00101

Sox12_secondary
Mus musculus
Original Motif
Original Motif
Backward

1

15

0.0394179

fal

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB

2.0

) _—_ I : IIIéI‘El -

bits

0.6 e T oy

15
Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00018
Irf4_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

1
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Number of overlap: 15
Similarity score: 0.0452113

Alignment:
VVBAYTCTCGGWHDB
RBSTCTVTCTBTCVC

Original motif
Consensus sequence: VVBAYTCTCGGWHDB

2.0
5 10

it
5

15
Webilaga 34

0.0

Reverse complement motif
Consensus sequence: BHHWCCGAGAMTVVB

2.0

bits

a.0 — = - =

Motif ID: UP00077
Motif name: Srf_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 15

Similarity score: 0.0480451
Alignment:

VBDDAAAAAAAAMVBHH

GVGABAGAVAGASVK--

Original motif

Reverse complement motif
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Consensus sequence: VBDDAAAAAAAAMVBHH

20

Consensus sequence: HHVBYTTTTTTTTDDVV.

20
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15
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVHBVTGTCTGGDDHDD
—-—RBSTCTVTCTBTCVC

Original motif

UP00000
Smad3_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

15

0.0486114

Consensus sequence: HDHDDCCAGACABBHVH

20

Py : | E—

Reverse complement motif
Consensus sequence: HVHBVTGTCTGGDDHDD

2.0

8
=1 1.0
= = ml £ B
5 10

0.0

WekiLags 3.4
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Dataset #: 1 Motif ID: 71 Motif name: C071

Original motif
Consensus sequence: SVCCACSVSCACCBS

EICQC%C°~CGQCQ9

Webilogo 34

Best Matches for Motif ID 71 (Highest to Lowest)

Motif ID: UP00022
Motif name: Zfp740_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 15

Similarity score: 0.0205519
Alignment:

HVBCCCCCCCCMHHHR

-SVCCACSVSCACCBS

Original motif
Consensus sequence: HVBCCCCCCCCMHHHB

Reverse complement motif
Consensus sequence: SBGGTGSVSGTGGVS

2.0

0.0 T

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD
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2.0

0.0
15
Weblogad 4

20

Motif ID: UP00002
Motif name: Sp4_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 15

Similarity score: 0.020698
Alignment:

BDHHMCGCCCCCTHVEB

SVCCACSVSCACCBS--

Original motif
Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

0.0

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB

2.0

bits
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Motif ID: UP00539
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDBABCGBKRGYGGCGMSBHAK
-SBGGTGSVSGTGGVS——————

Original motif

Gli2_v016060_secondary
Mus musculus

Reverse Complement
Reverse Complement
Forward

2

15

0.0211186

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

WabLogad 4

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

0.0 = =

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00540
Gli3_v016060_secondary
Mus musculus

Original Motif

Original Motif

Backward

3

15
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Similarity score: 0.022472

Alignment:
VYWVVHCRCCACMCACGAHSBHH
—————— SVCCACSVSCACCBS--

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

20

- = e

E:Ezg QQQQéQEQAQAQ%G

15 20
WesLogo 34

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

bits

—Lagan;cgafcxx1:?];h'
5 10

00

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 7

Number of overlap: 15

Similarity score: 0.0250115

Alignment:

BDDHVDKGCCACCCVCGCTDBVH

—————— SVCCACSVSCACCBS--

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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Dataset #: 1 Motif ID: 72 Motif name: C072

Original motif
Consensus sequence: SWAGCCVDGGCW

2.0

0
=

1.0
-

o= —— - T

10

%Aucg =5 CrAr

WatiLoga 3.4

Best Matches for Motif ID 72 (Highest to Lowest)

Motif ID: UP00010

Motif name: Tcfap2b_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 2

Number of overlap: 12

Similarity score: 0.00558864
Alignment:

Reverse complement motif
Consensus sequence: WGCCHVGGCTWS

2.0

e =>4 S-S i lﬁrr—.
% 5 10

Webiloga 3.4

bits
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HHKGCCYSRGGCWAD
—-SWAGCCVDGGCW--

Original motif
Consensus sequence: DTWGCCKSMGGCRHH

2.0

15
Webiloga 34

Reverse complement motif
Consensus sequence: HHKGCCYSRGGCWAD

2.0

Motif ID: UP00002
Motif name: Sp4_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 12

Similarity score: 0.00743548
Alignment:

BDWAGGCGTGBCHHD

-SWAGCCVDGGCW--

Original motif
Consensus sequence: BDWAGGCGTGBCHHD

Reverse complement motif
Consensus sequence: HHDGBCACGCCTWDB
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2.0

et

0.0
UuP00028

Tcfap2e_primary
Mus musculus

Motif ID:
Motif name:
Species:
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
: 2
12
0.0141542

Position number
Number of overlap
Similarity score:

Alignment:
HHHGCCTSAGGCDAD

-SWAGCCVDGGCW--

Original motif
Consensus sequence: HHHGCCTSAGGCDAD

C .

15

Webilaga 34

2.0

N = CCCGQ.: b4

0.0
uP00087

Reverse complement motif
Consensus sequence: DTHGCCTSAGGCHHH

1.0
i

CCTCA C? )

bits

a.0
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
WHHSCCYSRGGSDAD
-—-WGCCHVGGCTWS -

Original motif

Consensus sequence: WHHSCCYSRGGSDAD

2.0

TGA

o = CCoCS A

Tcfap2c_primary

Mus musculus
Reverse Complement
Original Motif
Forward

3

12

0.0187577

00—
5 10

Reverse complement motif

2.0

Consensus sequence: DTHSCCKSMGGSHHW

_ayvzca C

-

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00539

Gli2_v016060_secondary
Mus musculus

Original Motif

Reverse Complement
Forward

2

12
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Similarity score: 0.0187696

Alignment:
HDBABCGBKRGYGGCGMSBHAK
-SWAGCCVDGGCW-——=—————

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

20

50 ‘:E%CQCAcgg;ﬁ Q‘:-%-T

..... = =
20
WabLagad 4

Reverse complement motif

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

" _ —w—— = 3 '-____AII_‘E:I_=¢;=T ¥ e&-“_\.:_ -_-A.' ‘?hc
5 10 15 20
Weblogod s

Dataset #: 1 Motif ID: 73 Motif name: C073

Original motif
Consensus sequence: YMWGSMYAGCCRKSKCTR

2.0

2
10

e = —_—

géécgg%A ggl}:-:g:;Tch'L

Webilogo 3.4

Best Matches for Motif ID 73 (Highest to Lowest)

Motif ID: UP00538

Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif

Reverse complement motif
Consensus sequence: KAGYSYKGGCTKRSCWYK

IQTCCITA

L _ e

w0
=10

ZAURegZVGY

15
Wetiloga 3.4
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Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HGDHVHKGACCACCCGGBGBGDB
—-———-YMWGSMYAGCCRKSKCTR-

Original motif

Reverse Complement
Forward

5

18

0.0271167

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

C.

e e

210 ¢ C% T l gx

5 10

4

WebiLogo 34

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

=
i b
p
f
V
)
b

00l e ‘5A vis=s =
5

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UuP00400

Zif268

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

18

0.0280669
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VVVDHHTGCGYGGGCGDHVHHTB
————— KAGYSYKGGCTKRSCWYK

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

bits

A C A CA

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

]

- _elﬂg XWvie2
5 10 15

Webloga 3.4

- — = 1,10_ = 3 ?T?E e -‘:wiwa‘ 00 = -
Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3
Number of overlap: 18
Similarity score: 0.0284377
Alignment:
BDDHVDKGCCACCCVCGCTDBVH
———YMWGSMYAGCCRKSKCTR--

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

WesLaga 34

20

=

Webblaga 3.4

Motif ID: UP00539

Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 18

Similarity score: 0.0313979

Alignment:

HDBABCGBKRGYGGCGMSBHAK

-—-KAGYSYKGGCTKRSCWYK--

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

20
W

L ?;ggggécggﬁg%?-r“

tLagad 4

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

Motif ID: UP00538
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Motif name: Glil_v015681_primary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 18

Similarity score: 0.032852
Alignment:

BBBDVVRGACCACCCAVGABBAR
————YMWGSMYAGCCRKSKCTR~-

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

AWAWVA o o

a0 —_— === AW = ¥ L = =

5 10 15

sl

WebiLog 34

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

10

bits

20

= =====

T-=A£g._.1§-.-_»T ..[ .c[ ?-cr--_-

Weblagn 3.4

Dataset #: 1 Motif ID: 74 Motif name: C074

Original motif
Consensus sequence: CCAGGCWGGCSKS

Reverse complement motif
Consensus sequence: SRSGCCWGCCTGG
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Best Matches for Motif ID 74 (Highest to Lowest)

Motif ID: UP00538

Motif name: Glil_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 6

Number of overlap: 13

Similarity score: 0.0257723

Alignment:

BBBDVVRGACCACCCAVGABBAB

————— SRSGCCWGCCTGG—---~

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

20

AWAWVA o oo

0.0 == ===l W=V e W

5 10 15 20

2.0

q:'—.

Wablagod 4

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

j Tr__x€ lAT T 1

bits

Weblaga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDRMHBACGCGYGCGTDGBBDB
————— SRSGCCWGCCTGG———--

Original motif

UP00526

Foxnl_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

5

13

0.0270649

Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

20

F= = e = o A

0.0 ==

5 10

20
Weblogad 4

Reverse complement motif
Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

20

P = .~ AQ#:QAQAC==I == i

.

20

|

WebiLago

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00000
Smad3_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

2
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Number of overlap: 13
Similarity score: 0.0283276

Alignment:
BHBHDTGGCGGGGBDHD
—-——CCAGGCWGGCSKS-

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

: = EQQCﬁCCé e~ — S

bits

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

Motif ID: UP00002

Motif name: Sp4_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 13

Similarity score: 0.0313235

Alignment:

HHDGBCACGCCTWDB

—-SRSGCCWGCCTGG-

Original motif

Reverse complement motif
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Consensus sequence: BDWAGGCGTGBCHHD

LAUUCUTG C_

2.0

GG__

Wd.l_ugu a4

Consensus sequence: HHDGBCACGCCTWDB

2.0

= 1.0

e A._..T.:—,l:c: GA_': -

Wd.l_ug a»

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVBDAGCGBGGGTGGCRDBDDDB
—————— CCAGGCWGGCSKS——---

Original motif

UP00538

Glil_v016060_secondary
Mus musculus

Original Motif

Original Motif

Backward

5

13

0.0327573

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

20

— N 'F-G-G_LI ! I,-hc.-—_.-—g-

5 10

Weslaga 3.4

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

e ACQCCA e o.c.

= e

bits

?."*

20
Webblaga 3.4
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Dataset #: 1 Motif ID: 75 Motif name: C075

Original motif
Consensus sequence: MGGCAGMSGCAGSCK

2.0

0.0 =

Webilogo 34

Reverse complement motif
Consensus sequence: YGSCTGCSYCTGCCY

2.0

" el ueet( Geg.

—
18

Weblogo a4

Best Matches for Motif ID 75 (Highest to Lowest)

Motif ID: UP00099
Motif name: Ascl2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 15

Similarity score: 0.0343574
Alignment:

BBYVVCAGCTGCBVHHD

--MGGCAGMSGCAGSCK

Original motif
Consensus sequence: BBYVVCAGCTGCBVHHD

Reverse complement motif
Consensus sequence: HHDVVGCAGCTGVBKVB

Page 313 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=099

2.0

ﬁ”_gﬂACAQQTQLE_-

0.0
15
Websiags 3.4

8
£1.0 :
= -t — A=< = B = =
5 10
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Motif ID: UP00043

Motif name: Bcl6b_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 2

Number of overlap: 15

Similarity score: 0.0352972
Alignment:

HBBBCCGCCCCWHHHV

-YGSCTGCSYCTGCCY

Original motif
Consensus sequence: HBBBCCGCCCCWHHHV

2.0

. cc.cCCe, |

0.0

15
Weblagad 4

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH

20

— =N g
0.0 l== S e e o T —
5 10

Weblogod 4

Motif ID: UP00079
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHBVHTGACCTTGVDHD
-YGSCTGCSYCTGCCY-

Original motif

Esrra_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

15

0.0363915

Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

0.0

“ chAGLTCA,

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

2.0

’-*1 A = .

0.0 o W = B

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00033
Zfp410_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

3

15
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Similarity score: 0.036959

Alignment:
BHHBHCCGCCCCDHHHH
—-—YGSCTGCSYCTGCCY

Original motif
Consensus sequence: BHHBHCCGCCCCDHHHH

20

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

20

Motif ID: UP00526
Motif name: Foxnl_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 15

Similarity score: 0.0381017
Alignment:

DDRMHBACGCGYGCGTDGBBDB
MGGCAGMSGCAGSCK———————

Original motif
Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

Reverse complement motif
Consensus sequence: BDVBCDACGCKCGCGTBHRKHD
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Dataset #: 1 Motif ID: 76 Motif name: C076

Original motif
Consensus sequence: ASCTRCCTCYBCSB

2.0

“laclires ¢

0.0 =

Welsloge 34

Best Matches for Motif ID 76 (Highest to Lowest)

Motif ID: UP00043

Motif name: Bcléb_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.0266758

Alignment:

Reverse complement motif
Consensus sequence: VSGBKGAGGMAGST

2.0

bits

5 10

i S
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BHHHWGGGGCGGBBVH
VSGBKGAGGMAGST--

Original motif

Consensus sequence: HBBBCCGCCCCWHHHV

2.0

bits

 cC.00Cc,

15
WabiLogad 4

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHHDGGGGCGGDBHDV
VSGBKGAGGMAGST---

Original motif

UP00033

Zfp410_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

4

14

0.0272671

Consensus sequence: BHHBHCCGCCCCDHHHH

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV
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2.0

. _ CceCCCC

0.0

Websiags 3.4

2.0

Motif ID: UP00013

Motif name: Gabpa_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.0302132

Alignment:

DBVVDRSGGAWKVHKG

VSGBKGAGGMAGST--

Original motif
Consensus sequence: CYDBYWTCCSMHBVVH

2.0

Reverse complement motif
Consensus sequence: DBVVDRSGGAWKVHKG

20

it
o

Motif ID: UP00022
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHDYGGGGGGGGBVD
-VSGBKGAGGMAGST-

Original motif

Zfp740_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

14

0.0328017

Consensus sequence: HVBCCCCCCCCMHHHB

2.0

bits

s,

15
Wabiogad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UuP00022

Zfp740_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

4

14
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0.0330521

Similarity score:
Reverse complement motif
Consensus sequence: HVKDCCGGGGGGWADDD

Alignment:
HVKDCCGGGGGGWADDD
-—--VSGBKGAGGMAGST
Original motif
Consensus sequence: DDDTWCCCCCCGGDRVH
‘T?—?—IIQGCCCG*E-F?‘?‘_-L ET‘:CEQ h A 4 _-FAQAETZ_-__
Dataset #: 1 Motif ID: 77 Motif name: C077
Original motif Reverse complement motif
Consensus sequence: SBCCCCGGSSCCCCCB Consensus sequence: BGGGGGSSCCGGGGBS
= Egg ggcggg‘? === VIACS EQTTAQE?
Best Matches for Motif ID 77 (Highest to Lowest)
Motif ID: UP00002
Motif name: Sp4_primary
Species: Mus musculus
Original Motif
Page 321 of 645
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=002

Matching format of second motif: Original Motif

Direction: Backward
Position number: 2

Number of overlap: 16
Similarity score: 0.0480753
Alignment:

BDHHMCGCCCCCTHVEB

SBCCCCGGSSCCCCCB-

Original motif
Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

gg ) 4 Q r_

0.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB

2.0

bits

0.0 0=— i‘e.c_-._l_,., = T..-__ D i
15

5 10
Webiloga 3.4

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 1

Number of overlap: 16

Similarity score: 0.0484396

Alignment:

BDDHVDKGCCACCCVCGCTDBVH

——————— BGGGGGSSCCGGGGRS
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Original motif

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

: X CA

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

"l

)

WebbLaga 34

sl L -;-*:-—q:_!—ITI —xcc%f o e = o - :":(_.J!-..:—l:
5 10 20 T
Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGRBTVDH
SBCCCCGGSSCCCCCB—————-

Original motif

Original Motif
Original Motif
Forward

1

16
0.0490479

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

n o ?;ggggécggnge?j-ﬂ

Wablogad 4

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

A C C T

=8 ¥ AT=ferdan=s. ~Ac
5 10 15
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHHDGGGGCGGDBHDV
-BGGGGGSSCCGGGGBS

Original motif

UP00033
Zfp410_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

1

16

0.0535184

Consensus sequence: BHHBHCCGCCCCDHHHH

2.0

0.0 - - = -

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

2.0

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00527

Foxn4_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

1
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Number of overlap: 16
Similarity score: 0.0543092

Alignment:
VDWDARRGACGCGGWHGGAKHV
SBCCCCGGSSCCCCCB—————-

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

ﬁesl_ A SV IVY -r;.-.s;‘%.__—-—___z,.\_xg_‘

- R
5 10 15

WabLogad 4

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

it
p=

=

=

QIQSE,_‘;;EQ ViVe_ x

x>

WablLogo 34

Dataset #: 1 Motif ID: 78 Motif name: C078

Original motif
Consensus sequence: YRGAYAGAGRGAYR

2.0

ezggAzA AEgCAzg

a e e

Webiioga 3.4

Best Matches for Motif ID 78 (Highest to Lowest)

Motif ID: >UP00011
Motif name: Irf6_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement

Reverse complement motif
Consensus sequence: KMTCKCTCTMTCKM

2.0

N (95, 18 O

0.
Wabioga 3.4
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15
Wetilogo 3.4

Matching format of second motif: Original Motif

Direction: Backward

Position number: 1

Number of overlap: 14

Similarity score: 0.0289623

Alignment:

VDDRCCGMGAGTBBB

-KMTCKCTCTMTCKM

Original motif Reverse complement motif

Consensus sequence: VBBACTCYCGGKHDV Consensus sequence: VDDRCCGMGAGTBBB
2.0 2.0
N qﬁchlceéI ~ N _"éggqﬁﬁgxx=
: 5 10 wmmlsa“ i 5 10

Motif ID: UP00007

Motif name: Egrl_secondary

Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

Reverse Complement
Reverse Complement
Backward

1

14

0.0334841
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BHHDTCCCACTCBDBV
——KMTCKCTCTMTCKM

Original motif
Consensus sequence: BBHBGAGTGGGAHHDB

2.0

>
—
>

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV

2.0

bits

) gélQCQéCLQ

ot = oS — oA T W S m 00
? 9 Wartsgat.a

Motif ID: UP00040
Motif name: Irf5_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1
Number of overlap: 14
Similarity score: 0.0339287
Alignment:
BHDAHCGAGARTHRV
YRGAYAGAGRGAYR-

Original motif
Consensus sequence: BHDAHCGAGARTHBV

Reverse complement motif
Consensus sequence: VBHAKTCTCGHTHHV
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2.0

. AEQ“AHAe;J

— 0.0

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHVVRTATCRDVDHD
-YRGAYAGAGRGAYR

Original motif

Consensus sequence: HHVVRTATCRDVDHD

2.0

0.0 —

UP00078
Arid3a_secondary
Mus musculus
Original Motif
Original Motif
Forward

2

14

0.0352486

Reverse complement motif
Consensus sequence: DHDBDKGATAMVVDH

20

Webilaga 34

Motif ID:

UP00539
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Motif name: Gli2_v016060_secondary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 8

Number of overlap: 14

Similarity score: 0.0392148

Alignment:

HDBABCGBKRGYGGCGMSBHAK

——————— YRGAYAGAGRGAYR-

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

A TC L

=2 T Al et ~AC
5 10 15

00

WabiLogod4

Dataset #: 1 Motif ID: 79 Motif name: C079

Original motif
Consensus sequence: ADAAAKWAAAAWAKARW

Reverse complement motif
Consensus sequence: WKTRTWTTTTWRTTTDT
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Websiags 3.4

Best Matches for Motif ID 79 (Highest to Lowest)

Motif ID: UP00077
Motif name: Srf_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 17

Similarity score: 0.0265367
Alignment:

VBDDAAAAAAAAMVBHH

ADAAAKWAAAAWAKARW

Original motif
Consensus sequence: VBDDAAAAAAAAMVBHH

Wabiloga 3.4

2.0

Reverse complement motif

Consensus sequence: HHVBYTTTTTTTTDDVV

2.0

0.0

Motif ID: UuP00034
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WBHHHHHMDATTGTTHDHDVHH
———-WKTRTWTTTTWRTTTDT -

Original motif

Sox7_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

17

0.0319437

Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

WabiLogod4

= — o B < = —_— (X e *QE ) A =
g0 5 10 -‘2‘5_““_:; A 5 . -
Motif ID: UP00090
Motif name: EIf3_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Original Motif
Original Motif
Backward

1

17
0.0359246
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Alignment:

DBTHHAAAAAAAAVHDH

ADAAAKWAAAAWAKARW

Original motif Reverse complement motif

Consensus sequence: DBTHHAAAAAAAAVHDH Consensus sequence: DDHBTTTTTTTTHDAVH
2.0 2.0

x. AA0AARMA, . _ S 15 51 s o i B

Motif ID: UP00032

Motif name: Gata3_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 1

Number of overlap: 17

Similarity score: 0.036697

Alignment:

BDHDDADAGATAAGADHBDHVD

————— ADAAAKWAAAAWAKARW

Original motif Reverse complement motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD Consensus sequence: HBHDVHDTCTTATCTHTDDHDV
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2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DDAATGTAAACAAAVVB
ADAAAKWAAAAWAKARW

Original motif

UP00025

Foxkl_primary
Mus musculus
Original Motif

Original Motif

Backward

1

17

0.0381106

Consensus sequence: DDAATGTAAACAAAVVB

2.0

-ﬁa:u nAA:::ATAA i éﬁ :

5

Webriogo 3.4

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

2.0

210 11 v TTQ&IIL

Webloga 3.4

Dataset #: 1 Motif ID: 80

Motif name:

C080
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Original motif
Consensus sequence: WWAAVAAMMHAAWW

2.0

ngéﬁgnAéécAA%%

0.0

Best Matches for Motif ID 80 (Highest to Lowest)

Motif ID: UP00077
Motif name: Srf_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 14

Similarity score: 0.0245388
Alignment:

VBDDAAAAAAAAMVBHH

-——-WWAAVAAMMHAAWW

Original motif
Consensus sequence: VBDDAAAAAAAAMVBHH

Reverse complement motif
Consensus sequence: WWTTHRYTTBTTWW

E%IXTTTTTI$IIII

0.0 e

Webitaga 3.4

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV
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2.0

2.0

Websiags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HWDTTAATYKMTTHHR
—-WWTTHRYTTBTTWW-

Original motif

Consensus sequence: MHHAAYYMATTAADWH

2.0

D En&éézgééEA

A

UP00170

Isl2

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

14

0.0341915

Reverse complement motif
Consensus sequence: HWDTTAATYKMTTHHR

—
= - e i = - —
0. v

s
.
15
Wk

a

Logad 4

Motif ID:

UP00090
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBTHHAAAAAAAAVHDH
-——WWAAVAAMMHAAWW

Original motif

EIf3_secondary
Mus musculus
Original Motif
Original Motif
Backward

1

14

0.0349632

Consensus sequence: DBTHHAAAAAAAAVHDH

2.0

bits

= — =

-VV.Y.1.V.V- V.

5

Watiloga 3.4

Reverse complement motif
Consensus sequence: DDHBTTTTTTITTHDAVH

2.0

1.0

bits

- . _._?IIIIF[I - .:f_‘.% S

0.0

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00061
Foxl1_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

14
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Similarity score:
Alignment:
ADDDYAWAACAAMAHH
WWAAVAAMMHAAWW-—

Original motif

0.0362632

Consensus sequence: ADDDYAWAACAAMAHH

20

bits

:é$3?§éAA%AA$A

15
Weblogad 4

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT

2.0

bits

0.0

—

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDYAAAHAAMAADHD
WWAAVAAMMHAAWW -

Original motif

Consensus sequence: HDYAAAHAAMAADHD

UP00037

Zfp105_primary
Mus musculus
Original Motif
Original Motif
Forward

1

14

0.0380401

Reverse complement motif
Consensus sequence: HHHTTRTTDTTTKDH

Page 337 of 645
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2.0

- AEAA—EEAAQAQ -

0.0==

15
Webiloga 3.4

Dataset #: 1 Motif ID: 81 Motif name: C081

Original motif
Consensus sequence: BCCSHCCCSCMG

MGQCQIQQQEQQE

5 10
Wetiloga 34

Best Matches for Motif ID 81 (Highest to Lowest)

Motif ID: UP00021

Motif name: Zfp281_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 12

Similarity score: 0.0133435
Alignment:

Reverse complement motif
Consensus sequence: CYGSGGGHSGGB

2.0

1

bits

C—.'— «

0
=" 7.\ = P APt =
5

1]
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DBCCCCCCCCCCMYC
--BCCSHCCCSCMG-

Original motif

Consensus sequence: DBCCCCCCCCCCMYC

2.0

* L0000

15
Webiloga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBBBCCGCCCCWHHHV
-—-—-BCCSHCCCSCMG-

Original motif

uP00043

Bcl6b_secondary
Mus musculus
Original Motif
Original Motif
Backward

2

12

0.0173124

Consensus sequence: HBBBCCGCCCCWHHHV

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH
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2.0 20

&2 2
£1.0 Cg 10
C__ Q - 1 c—r —— e W WO 0
O - = o = - = o=
5 10

0.0 .
15 5
Weblogad 4 Wablogo 3.4

Motif ID: UP00033

Motif name: Zfp410_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 2

Number of overlap: 12

Similarity score: 0.0193295

Alignment:

BHHBHCCGCCCCDHHHH

-—-—--BCCSHCCCSCMG-

Original motif Reverse complement motif

Consensus sequence: BHHBHCCGCCCCDHHHH Consensus sequence: HHHHDGGGGCGGDBHDV
20 20

. _ CceGCCC

= e - - =X AR — =
5 10 15
Webilago 3.4 Wablagn 3.4

0.0

Motif ID: UP00022
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVBCCCCCCCCMHHHB
-BCCSHCCCSCMG—---

Original motif

Zfp740_primary
Mus musculus
Original Motif
Original Motif
Forward

2

12

0.0214278

Consensus sequence: HVBCCCCCCCCMHHHB

2.0

bits

s,

15
Wabiogad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00539
Gli2_v016060_secondary
Mus musculus

Reverse Complement
Reverse Complement
Backward

7

12
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Similarity score: 0.0230163

Alignment:

HDBABCGBKRGYGGCGMSBHAK

--—-CYGSGGGHSGGB---—--

Original motif Reverse complement motif

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20 20

it
P

ne- ‘:%—gccgécggaﬂc Q’a‘h:-TA =

RESRSLS =4 = . éi‘gé_-_é\:lufgla‘:x?ﬁ\f*-;-f‘jﬁl
Dataset #: 1 Motif ID: 82 Motif name: C082
Original motif Reverse complement motif
Consensus sequence: WKAAARAAARAAW Consensus sequence: WTTKTTTMTTTYW

= 1.0

a0 e, ey M .0

5

IIEIII%lIlEX

Webilogod 4 Weblogod 4

Best Matches for Motif ID 82 (Highest to Lowest)

Motif ID: UP00077

Motif name: Srf_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
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Matching format of second motif: Original Motif

Direction: Forward
Position number: 3

Number of overlap: 13
Similarity score: 0.0105695
Alignment:

VBDDAAAAAAAAMVBHH

-—-WKAAARAAARAAW--

Original motif
Consensus sequence: VBDDAAAAAAAAMVBHH

2.0

—— e W e e

{J_\AAAQAAA

15
Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

2.0

5 10 15
Webiloga 3.4

Motif ID: UP00028

Motif name: Tcfap2e_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 13

Similarity score: 0.0217842

Alignment:

Page 343 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=028

DDTTTTTTMBDGDH
-WITKTTTMTTTYW

Original motif
Consensus sequence: HDCDBRAAAAAADD

2.0

Reverse complement motif
Consensus sequence: DDTTTTTTMBDGDH

2.0

JIxITT.

a0 l=—

Motif ID: UP00037

Motif name: Zfp105_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 13

Similarity score: 0.0234988

Alignment:

HHHTTRTTDTTTKDH

——WTTKTTTMTTTYW

Original motif
Consensus sequence: HDYAAAHAAMAADHD

Reverse complement motif
Consensus sequence: HHHTTRTTDTTTKDH
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2.0 20

5 10 15 5 10 15

Motif ID: UP00090
Motif name: Elf3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 13
Similarity score: 0.0265681
Alignment:
DDHBTTTTTTTTHDAVH
-WITTKTTTMTTTYW——-
Original motif Reverse complement motif
Consensus sequence: DBTHHAAAAAAAAVHDH Consensus sequence: DDHBTTTTTTTTHDAVH
2.0 2.0
R — ﬂ-éééééééég—_{e E . =~ J:-_-_IIIIIHI '_'-_":_.-—;:é:—_."?:
z 5 10 15 e i 5 10 15 e
Motif ID: UP00097
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDTHTTTHHTATDH
WITKTTTMTTTYW-

Original motif

Consensus sequence: HDATAHDAAAHADV

2.0

bits
B

Mtf1_secondary
Mus musculus

Reverse Complement
Reverse Complement

Forward

1

13
0.0267248

-~ ~xa__AAA

o= — ==

Webiioga 3.4

Reverse complement motif
Consensus sequence: VDTHTTTHHTATDH

2.0

Dataset #: 1

Original motif

Motif ID: 83

Motif name: C083

Consensus sequence: CKBCCTSYRSCTCMMG

2.0

QI___CQI‘?QACgL?géA

WabiLogad 4

Reverse complement motif
Consensus sequence: CYRGAGSMKSAGGBRG

20

=2
E1.0

grj:s;. VACSFAcAY Y X
5 10 15
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Best Matches for Motif ID 83 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VHYTCCDWCCGCGTCMMTHWHV
—-—-CKBCCTSYRSCTCMMG——--

Original motif

UP00527
Foxn4_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

5

16

0.0269608

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

20

=aA A ST IWY -‘;.-s;:@'u—r_--_fg\,:r

20
Weblogad 4

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

bits

IEQ ViVe..x ALY

00

Weblogo34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

UuP00043

Bcl6b_secondary
Mus musculus
Original Motif
Original Motif
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Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBBBCCGCCCCWHHHV
CKBCCTSYRSCTCMMG

Original motif

Consensus sequence: HBBBCCGCCCCWHHHV

2.0

bits

Backward
1

16
0.0336468

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH

2.0

. eg.ccCe, . .

15 : 5
Wablogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
—CKBCCTSYRSCTCMMG———---

UP00539
Gli2_v016060_secondary
Mus musculus

Original Motif

Original Motif

Backward

6

16

0.0351892
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Original motif

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

TA

5

S ?;%cﬂggécggﬁ S

20
WebLogad 4

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

it
=

C T

= g;-:_-_ ATELEZ s _~Ac
5 10 15

P>

Weblogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVDVGGGHGGGGDRBHB
CYRGAGSMKSAGGRRG

Original motif

UP00099
Ascl2_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

16

0.035551

Consensus sequence: BHVYDCCCCDCCCBDBH

20

it
&

00—

.<CCc Ccc

15
Weblogad 4

Reverse complement motif
Consensus sequence: HVDVGGGHGGGGDBHB

2.0

. — Y e o _—

5 10 15
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BHHBHCCGCCCCDHHHH
—CKBCCTSYRSCTCMMG

Original motif

UP00033
Zfp410_secondary
Mus musculus
Original Motif
Original Motif
Backward

1
16

0.035682

Consensus sequence: BHHBHCCGCCCCDHHHH

2.0

0.0 - - = — -

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

2.0

e — —_—

15

— _ = -’:‘—‘,:I-%EIQ%E
10

=
5

Webiloga 3.4

Dataset #: 1 Motif ID: 84

Original motif
Consensus sequence: SCTGCMKCTGCVB

bns

Motif name: C084

“.Cen.0rsC_

Wablogod 4

Reverse complement motif
Consensus sequence: VVGCAGYRGCAGS

1.4

bits

0.01= e

10
Wablogo 3.4
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Best Matches for Motif ID 84 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHDVVGCAGCTGVBKVB
—-——-VVGCAGYRGCAGS—

Original motif

UP00099
Ascl2_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

13

0.0229768

Consensus sequence: BBYVVCAGCTGCBVHHD

20

0.0

gm_g&ACAqu C._

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHDVVGCAGCTGVBKVB

20

bits

[
|

I C ‘
e A N Wi = __
10 15

0.0-= — e e —_—

5
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

UP00036

Myf6_secondary

Mus musculus
Original Motif
Reverse Complement
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Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVVRACAGVCBCDCC
SCTGCMKCTGCVB--

Original motif

Consensus sequence: VVVRACAGVCBCDCC

2.0

bits

ﬁéQA

= —_—

Forward

1

13
0.0256725

10 15

Webiloga 34

Reverse complement motif
Consensus sequence: GGDGBGVCTGTKVVB

2.0

1.0

bits

— --QI‘E'*—_ _E
gy = —_—
5 10

Wetilogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
CYDBYWTCCSMHBVVH
SCTGCMKCTGCVB—---

UP00013
Gabpa_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

13

0.0310274
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Original motif

Consensus sequence: CYDBYWTCCSMHBVVH

2.0

E‘ICI
E1

LiX

i 10

15
Weblagad 4

Reverse complement motif
Consensus sequence: DBVVDRSGGAWKVHKG

20

—— - -.:-:4%_»1_\1‘9_--._,\ P

0.0 = —_— e T -

Weblogod 4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHBHCCGCCCCDHHHH
-——-SCTGCMKCTGCVB

Original motif

UP00033
Zfp410_secondary
Mus musculus
Original Motif
Original Motif
Forward

5

13

0.0325376

Consensus sequence: BHHBHCCGCCCCDHHHH

2.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

2.0

= e mw . O- U
10

aol= . - == e =
5

15
Wabiloga 3.4

Page 353 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=033

Motif ID: UP00102

Motif name: Zicl_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 13

Similarity score: 0.0348713
Alignment:

BHDCVCAGCAGGHVD

-—-VVGCAGYRGCAGS

Original motif
Consensus sequence: BHDCVCAGCAGGHVD

2.0

"0 (Aceach

15
Webilaga 34

Reverse complement motif
Consensus sequence: DVHCCTGCTGBGDDB

20

cl T |
A A, . -

oo — = = - S e

10 15
WetsLogo 34

Dataset #: 1 Motif ID: 85 Motif name: C085

Original motif
Consensus sequence: VSGRSBHAGARDVSGRS

Reverse complement motif
Consensus sequence: SKCSVHMTCTDBSKCSV
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2.0

%”] C 2 A AA . C A

AAr-._.___-

fo=—— = e e

5

Websiags 3.4

Best Matches for Motif ID 85 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
—-———-SKCSVHMTCTDBSKCSV-

Original motif

UP00539

Gli2_v016060_secondary
Mus musculus

Reverse Complement
Original Motif

Forward

5

17

0.0345982

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

20

EWCEC%%EQICT ngcc

0.0="

WebiLags 1.4

Reverse complement motif

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

A C A [

- == AT =X e =
5 10 15 20

Weblogo34

Page 355 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=539

Motif ID: UP00099

Motif name: Ascl2_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 17

Similarity score: 0.0368478
Alignment:

BBYVVCAGCTGCBVHHD

SKCSVHMTCTDBSKCSV

Original motif
Consensus sequence: BBYVVCAGCTGCBVHHD

20

gm_$£QCA¢QTg$E_

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHDVVGCAGCTGVBKVB

20

s
£1.0 :
= et Mc= Vis—=—wm_T
: 10 15

Webiloga 3.4

Motif ID: UP00540

Motif name: Gli3_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1
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Number of overlap: 17
Similarity score: 0.0387638

Alignment:
HHBSHTCGTGRGTGGKGDBVWMV
—————— VSGRSBHAGARDVSGRS

Original motif

Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

e Gl

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

bits

==X AGE R s ol AEQ?IQ'ECIT?I«LAEQ . =8
% 13 a2 WebLogn 3.4 3 19 13 2 Weblagn 3.4
Motif ID: UP00034
Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3
Number of overlap: 17
Similarity score: 0.0394694
Alignment:
GTVBDAATTGTVTGHGDDHKVB
—-——SKCSVHMTCTDBSKCSV—--

Original motif

Reverse complement motif
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Consensus sequence: GTVBDAATTGTVTGHGDDHKVB Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20 20

1.0 10

R ?fééll%ln£ﬁﬁ%. s I 1 & < Q?HQQA%lIﬂETQQ

20 5 20
Weblogad 4 Weblogo34

bits
bits

Motif ID: UP00016
Motif name: Sry_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 17

Similarity score: 0.0403194
Alignment:

HHDHDRAACAATDDVHV

VSGRSBHAGARDVSGRS

Original motif
Consensus sequence: HHDHDRAACAATDDVHV

20

0.0

Websiaga 3.4

Reverse complement motif
Consensus sequence: VHVHDATTGTTMHDDDH

2.0

bits

0.0——=
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Dataset #: 1 Motif ID: 86 Motif name: C086

Original motif
Consensus sequence: CSGGAGKCWGMGGSASG

2.0

%)
=10

C T A
. TCEACéA_ A %BCAAE_A_QA
5

10 15
Webriogo 3.4

Best Matches for Motif ID 86 (Highest to Lowest)

Motif ID: UP00540

Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 5

Number of overlap: 17

Similarity score: 0.0432994

Alignment:

VYWVVHCRCCACMCACGAHSBHH

-———-CSTSCCYCWGRCTCCSG--

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

Reverse complement motif
Consensus sequence: CSTSCCYCWGRCTCCSG

2.0

EﬁgszggngxﬁéglcgﬂA

Webloga 3.4

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
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2.0

Lx gAQQéggCACRQ%?

= - —_——

WesLaga 34

20

A-AEQELIQ%CIT¢FI-_-_-);£’} £ =
5 10 15 20

Webblaga 3.4

Motif ID: UP00539

Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 17

Similarity score: 0.0456174

Alignment:

HDBABCGBKRGYGGCGMSBHAK

—-CSGGAGKCWGMGGSASG————

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

- —_——— e P

by ?;%ﬁgcAcggﬂgf‘?t“

WebLogad 4

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

Motif ID: UP00538
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDDHVDKGCCACCCVCGCTDBVH
-——-CSTSCCYCWGRCTCCSG—--

Original motif

Glil_v016060_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

17

0.0460804

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

w
b T
N —

gy B — e s T

g

5 10

WebiLog 34

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

S e

—

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00527

Foxn4_secondary
Mus musculus
Original Motif
Original Motif
Backward

2

17

Page 361 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=527

Similarity score: 0.052654

Alignment:
VDWDARRGACGCGGWHGGAKHV
—-———CSGGAGKCWGMGGSASG-

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

20

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

Ww=Rh 2oVl IVIVESS Foay ool == QTC‘EHLEQ | VYeoX A%
Motif ID: UP00098
Motif name: Rfx3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3
Number of overlap: 17
Similarity score: 0.0530373
Alignment:
BDBBVBVGTAWCCAAGVBHBAGB
-———-CSGGAGKCWGMGGSASG--

Original motif
Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB
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2.0

= c-__l:__ C TA_ - ot _E W = o —

20

WebiLog 34

20

Weblagn 3.4

Dataset #: 1 Motif ID: 87 Motif name: C087

Original motif
Consensus sequence: WRGACCRSSYTGGCYW

E;GECCA CTI_¢Q9A

w:uog ad4

Best Matches for Motif ID 87 (Highest to Lowest)

Motif ID: UP00540

Motif name: Gli3_v015681_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif

Direction: Forward

Position number: 3

Number of overlap: 16

Similarity score: 0.0240508

Alignment:

Reverse complement motif
Consensus sequence: WKGCCAMSSKGGTCKW

AIQCAeCCs_MIsz

15
WablLogo 34

0.0
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DVTTVVCVYGGHGGYCHHDMYB
—--WKGCCAMSSKGGTCKW—-—-—--

Original motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

0.0-== = =

5

Ell Q:«gf_.u;s:ﬂl_-.%g ok

WabLogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

E10 A
S — TA_.A . ‘?‘&QA_LI == -:A_._
10 15

P ————

WablLogo 34

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 6

Number of overlap: 16

Similarity score: 0.0273083

Alignment:

BDDHVDKGCCACCCVCGCTDBVH

————— WKGCCAMSSKGGTCKW--

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

20

1]
o CC c
= __nggsehﬂéheg SESCEL
5 10

Webblaga 3.4

ool e s B = o = = L .
5 10 15 20 T 15
Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1
Number of overlap: 16
Similarity score: 0.0299939
Alignment:
HVGVSAGGAGGGTCYHHHHYVH
—————— WRGACCRSSYTGGCYW

Original motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

>

n
—i
D>
5

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

2.0

g A QIQQI.: <

bits

20
Weblogod4

f0l= === = == a2 AV a= = EE‘_—_ P st . TéT-%— — v
5 10 18 20 it 5 10
Motif ID: UP00538
Motif name: Glil_v015681_primary
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Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBBDVVRGACCACCCAVGABBAB
WRGACCRSSYTGGCYW--

Original motif

Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

Mus musculus
Original Motif
Original Motif
Forward

6

16
0.0316295

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

T

=1.0

o6 == ===k .I& v A ,Hé—héééf—é‘F 6 ::I'f_.’:lg._.;a_»T = W 1 9‘-‘--_- s
5 10 15 20 Vs 5 10 15 20 Siasi
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Original Motif
Reverse Complement
Forward

6

16

0.031888
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Alignment:
HGDHVHKGACCACCCGGBGBGDB
————— WRGACCRSSYTGGCYW—-—

Original motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

i, o

WebiLogo 34

bits
=

= =
e

0.0

¢_gcgg

B

10

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

o s hWARe

g e — = e

bits

5 10 15 20
Webloga 3.4

Dataset #: 1 Motif ID: 88 Motif name: C0O88

Original motif
Consensus sequence: SKCACTCWGTAGAMS

Webioga 34

Best Matches for Motif ID 88 (Highest to Lowest)

Motif ID: UP00201

Motif name: Emx2

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif

Reverse complement motif
Consensus sequence: SYTCTACWGAGTGYS

2.0

ETCTTQTAQIAACT'X?

P

Wetilogo 3.4
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Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WVVVCTAATTAGYBGHB
-SYTCTACWGAGTGYS—

Original motif

Backward
2

15
0.028571

Consensus sequence: WVVVCTAATTAGYBGHB

20

o oIMTTh

Websiaga 3.4

Reverse complement motif
Consensus sequence: BHCBMCTAATTAGBVVW

bits

2.0

F S

15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00123

HIxb9

Mus musculus
Reverse Complement
Original Motif
Forward

1

15

0.0306813
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BBASTAATTAGTGVHV
SYTCTACWGAGTGYS-

Original motif
Consensus sequence: BBASTAATTAGTGVHV

2.0
R

T

15
WabiLogad 4

Reverse complement motif
Consensus sequence: VDVCACTAATTASTVB

2.0

D;f? %éQIAATTAGI,

15
WablLogo 34

Motif ID: UP00162
Motif name: Evx1

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 15

Similarity score: 0.0319373
Alignment:

WVHVCTAATTAGYBVDV

-SYTCTACWGAGTGYS-

Original motif
Consensus sequence: WVHVCTAATTAGYBVDV

Reverse complement motif
Consensus sequence: VDVBMCTAATTAGBHVW
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2.0

Websiags 3.4

2.0

1 _Ac A | e I

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
WRBGCTAATTAGCRGBB
-SYTCTACWGAGTGYS-

Original motif

UP00132

Evx2

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

15

0.0320303

Consensus sequence: BVCMGCTAATTAGCBKW

2.0

" < c A e —
="=n— 111 Cet=_ o -
5 10 15

Webiiaga 3.4

Reverse complement motif
Consensus sequence: WRBGCTAATTAGCRGBB

2.0
-;:—Q—-— ==

i : A
== nIc =
5 10 15

0.0
WebiLags 3.4

Motif ID:

UP00116
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WVHVYTAATTARTBSDH
—SYTCTACWGAGTGYS-

Original motif

Rhox6

Mus musculus
Reverse Complement
Original Motif
Forward

2

15

0.0322217

Consensus sequence: WVHVYTAATTARTBSDH

ﬁﬂxﬂ=-%IAAIlAAI*T

Watiloga 3.4

Reverse complement motif
Consensus sequence: DDSBAKTAATTAMVDVW

2.0

o MITA .

Wabiogs 3.4

Dataset #: 1 Motif ID: 89

Original motif

Motif name: C089

Consensus sequence: YKCACTMYRDAGRCMR

Reverse complement motif
Consensus sequence: MRGKCTDMKYAGTGRK
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Best Matches for Motif ID 89 (Highest to Lowest)

Motif ID: UP00132

Motif name: Evx2

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 16

Similarity score: 0.0412748

Alignment:

WRBGCTAATTAGCRGBB

MRGKCTDMKYAGTGRK-

Original motif
Consensus sequence: BVCMGCTAATTAGCBKW

2.0

w

=10 c A

ol =EE=AF 111 ‘ ‘ = =X
: 5 10 15

Wabiloga 3.4

20

A
- _:-_GA

F A=

m

)
(H
—
=)
>
)

s

Reverse complement motif
Consensus sequence: WRBGCTAATTAGCRGBB

2.0

w
=10 A
&-:,EAIG -L:“:Q:-:-':-_'.
5 10

0.0
15
Webiloga 3.4

Motif ID: UP00131
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DVDVKCTAATTAGMVVD
-MRGKCTDMKYAGTGRK

Original motif

Gbx2

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

16

0.0424502

Consensus sequence: DVVRCTAATTAGYVDBD

2.0

"L CIRNIIA

Reverse complement motif
Consensus sequence: DVDVKCTAATTAGMVVD

2.0

Wabiogs 3.4

= —"- % L @= I "-;-=_cr e W -
10 15 ek
Motif ID: UP00201
Motif name: Emx2
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Reverse Complement
Original Motif
Backward

2

16
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Similarity score: 0.0439615

Alignment:
WVVVCTAATTAGYBGHB
MRGKCTDMKYAGTGRK-

Original motif
Consensus sequence: WVVVCTAATTAGYBGHB

20

ﬁ:é:~n?IATTAAEJT

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BHCBMCTAATTAGBVVW

20

AQTA
‘_:'l__.,:__:_.l - —C = = = ;-.=X
5 10

Motif ID: UP00184
Motif name: Lhx8

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 16

Similarity score: 0.0454659
Alignment:

CAHHGCTAATTAGVVVH

MRGKCTDMKYAGTGRK-

Original motif
Consensus sequence: HVVVCTAATTAGCDDTG

Reverse complement motif
Consensus sequence: CAHHGCTAATTAGVVVH
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2.0
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—
P
(—d
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O

2.0

WebiLags 1.4

e o=l wE=E=aaa o = =
5 10 15 Sitia 5 10 15
Motif ID: UP00084
Motif name: Gmeb1l_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DGVBCRACGTYGTYHH
YKCACTMYRDAGRCMR

Original motif
Consensus sequence: DGVBCRACGTYGTYHH

2.0

bits

==

Original Motif
Reverse Complement
Forward

1

16

0.0461544

0.0 ST
5 10

e @ QC?I?.I;Z-_,}

Weblogod 4

Reverse complement motif
Consensus sequence: HHMACKACGTMGBVCD

2.0

15
Weblogod 4

Dataset #: 1 Motif ID: 90

Motif name: C090
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Original motif
Consensus sequence: WAAWWAAADWWWAW

2.0

"‘ﬂ‘ll:l
=

Webslogo 3.4

Best Matches for Motif ID 90 (Highest to Lowest)

Motif ID: UP00090

Motif name: EIf3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.0393475

Alignment:

DDHBTTTTTTTTHDAVH

WTWWWDTTTWWTTW———

Original motif
Consensus sequence: DBTHHAAAAAAAAVHDH

Reverse complement motif
Consensus sequence: WTWWWDTTTWWTTW

2.0

Webitaga 3.4

Reverse complement motif
Consensus sequence: DDHBTTTTTTTTHDAVH
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2.0

2.0

= - UEIIIIFI - _;J_‘__%: =

5
WebiLags 1.4

Motif ID: UP00255
Motif name: Dbx1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 14

Similarity score: 0.0396489
Alignment:

HARTHAATTAWTAVDHD

WAAWWAAADWWWAW-——

Original motif
Consensus sequence: HARTHAATTAWTAVDHD

2.0

Reverse complement motif
Consensus sequence: DHDBTAWTAATTHAKTH

2.0

Webloga 3.4

£L10 £10
g s $ATTA_AllA§;!;é&I . g, e ﬁE%QIlAAIIQQEI _—
5 10 15 5 10 15
Motif ID: UP00077
Motif name: Srf_secondary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHVBYTTTTTTTTDDVV
WIWWWDTTTWWT TW———

Original motif

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

14

0.0396638

Consensus sequence: VBDDAAAAAAAAMVBHH

2.0

o I===

~AAAAAAAA

Websiags 3.4

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

2.0

8
£1.0

=
. = L T > e

TIITxTx

15

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00097

Mtfl_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

14

0.0432915
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Alignment:
VDTHTTTHHTATDH
WIWWWDTTTWWTTW

Original motif
Consensus sequence: HDATAHDAAAHADV

2.0

bits
B

a0 == e e _— =

e oxa_ AAA o _

Webiioga 3.4

Reverse complement motif
Consensus sequence: VDTHTTTHHTATDH

2.0

Motif ID: UP00061

Motif name: Foxl1_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 2

Number of overlap: 14

Similarity score: 0.0464108

Alignment:

HDTYTTGTTWTKDDDT

—“WTWWWDTTTWWTTW-

Original motif
Consensus sequence: ADDDYAWAACAAMAHH

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT
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2.0

1o QAAAAQAAAA

15
Weblogad 4

bits

Dataset #: 1 Motif ID: 91 Motif name: C091

Original motif
Consensus sequence: KMACTCAMKYTGTAKM

éACTQ@éTlT_ﬁéjf

Best Matches for Motif ID 91 (Highest to Lowest)

Motif ID: UP00050

Motif name: Bhlhb2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 4

Number of overlap: 16

Similarity score: 0.0271799

Alignment:

Reverse complement motif
Consensus sequence: YRTACAMRYTGAGTYY

20

0.0
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YDYBDHTMCACGTGGADDBMDGT
—-———-YRTACAMRYTGAGTYY---

Original motif

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

%T.u T A
= x  JAVIIYWIWYY _ <

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20

e

15 20

Webloga 3.4

= = = ITe - A =KX WX e= =AY VWV
5 10 15 20 o 5 10
Motif ID: UP00540
Motif name: Gli3_v015681_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1
Number of overlap: 16
Similarity score: 0.0333934
Alignment:
VMYDHDGMCCHCCKBGVVAAVH
YRTACAMRYTGAGTYY——————

Original motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH
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2.0

bits

Mnﬁllz c GUM . Wxe _ _x

5 10 15 20

20

Motif ID: UP00528
Motif name: Foxm1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 16

Similarity score: 0.0347276
Alignment:

HADTBVADGATGCATCMTGMVHB
KMACTCAMKYTGTAKM—-=————-—--

Original motif
Consensus sequence: HADTBVADGATGCATCMTGMVHB

20

Reverse complement motif
Consensus sequence: VHVRCAYGATGCATCDTVVADTH

20

0
§1U A A
= I":—E-I_A_ ¥
5

lg;l a.l

Webhlogo 3.4

wmmaX Qe ATLVWIIATOoox - ol |
5 10 18 20 i 10

Motif ID: UP00034

Motif name: Sox7_secondary
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Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVYDDDCHCAVACAATTDBVAC
-—-YRTACAMRYTGAGTYY-—---

Original motif

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

16

0.0370054

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

1.0 T
=L ':‘-IéA&Ié_I__. xrs =
g 5 K 15

bits

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

=10

bits

X < C?$QAA51IAE _aC

20

Weblogo 34

Motif ID: UP00165
Motif name: Titf1

Species: Mus musculus
Matching format of first motif: Original Motif

Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Reverse Complement
Backward

1

16

0.0386898
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Alignment:
BVABCCACTTGAMHTT
KMACTCAMKYTGTAKM

Original motif
Consensus sequence: BVABCCACTTGAMHTT

2.0

m_HA CQA a TX

P e

bits

w:nog ad4

Reverse complement motif
Consensus sequence: AAHYTCAAGTGGBTBV

2.0

e &__-__IIQA _AA¢;=?;_— ==

0.0

15
WablLogo 34

Dataset #: 1 Motif ID: 92 Motif name: C092

Original motif
Consensus sequence: RYCAGRSTGGCSYCGARY

ECA%AEA 2Oezlina

Best Matches for Motif ID 92 (Highest to Lowest)

Webiloga 3.4

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Reverse complement motif
Consensus sequence: KKTCGMSGCCASKCTGMM

2.0

o
10

Z1¢GAcOV CZQT_A9

Webiioga 34

0.0
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Position number: 1

Number of overlap: 18
Similarity score: 0.0336539
Alignment:

HVBDAGCGBGGGTGGCRDBDDDB

————— RYCAGRSTGGCSYCGARY

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

== B e e E e —— =
: e " H s 5 o 15 P
Motif ID: UP00539
Motif name: Gli2_v015681_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3
Number of overlap: 18
Similarity score: 0.0406327
Alignment:
CBDMCMGGGTGGTCCHVBVBAH
--RYCAGRSTGGCSYCGARY--
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Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

it:
b=

-

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

9 Cos C A,

= == A LIV o = - i el Nilvr ==
5 e 5 B ; e e P
Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5
Number of overlap: 18
Similarity score: 0.0436535
Alignment:
HDBABCGBKRGYGGCGMSBHAK
————-RYCAGRSTGGCSYCGARY

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Py L=

5

. ‘:Egﬁggécggﬂ Cxot

Wablogad 4

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

A T

e Aé_—_AI$:I.=‘FI A=~ AC
5 10 15

WablLogod4

Page 386 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=539

Motif ID: UP00538

Motif name: Glil_v016060_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 2

Number of overlap: 18

Similarity score: 0.0459987

Alignment:

BHCBCBCCGGGTGGTCYHVHDCH

—-———-RYCAGRSTGGCSYCGARY-

Original motif Reverse complement motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

2.0

1 & _5.':.7_.99% T l gz;.

20

- 9,-. —— I_SQ,A i A A c‘c}s.—-—,__? =

— &3 0.0

5 10

g

5 10 15 20
WesLago 34 WebbLaga 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00538
Glil_v015681_primary
Mus musculus

Original Motif

Reverse Complement
Forward
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Position number: 5
Number of overlap: 18
Similarity score: 0.0476871

Alignment:
BTBVTCVTGGGTGGTCMVVDVEB
—-———RYCAGRSTGGCSYCGARY-

Original motif Reverse complement motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

2.0 20

bits
bits

0 AW e — W e = = s S o=

—
5 10 15 10 15 20

O—I

s

WebiLogo 34 Weblag 3.4

Dataset #: 1 Motif ID: 93 Motif name: C093
Original motif Reverse complement motif
Consensus sequence: AKCCASMBSCCKSTGCMT Consensus sequence: ARGCASYGGSVYSTGGYT

2.0

ngAcé CCQICIQCEI c—-—,‘(;ecg,; C TCIAQCT

5 10

2.0

Wetiloga 3.4 WetrLoga 3.4

Best Matches for Motif ID 93 (Highest to Lowest)

Motif ID: UP00400
Motif name: Zif268
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Species: Mus musculus

Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position nhumber: 1

Number of overlap: 18

Similarity score: 0.0389257
Alignment:

BADHBDHCGCCCMCGCAHHDBBV
AKCCASMBSCCKSTGCMT—----

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

= . “_‘*IAQ A  J gé
5 10 15

f=-{

Webloga 3.4

Pt e = 1,10, = ?TL?E = - U:w-iw‘ - = == e X5
Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 18
Similarity score: 0.0409936
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Alignment:
VYWVVHCRCCACMCACGAHSBHH

—-——AKCCASMBSCCKSTGCMT -~
Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

2.0 20

Et Ty QgggégggAg*ééc

bits

wE=CA =X=7 S _ = = A‘EQ?IQ‘%CIT‘FI«_L-}‘E‘.\ 55 ‘?2?
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Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
Number of overlap: 18
Similarity score: 0.0442874
Alignment:
RTHBSYCGCCMCMYVCGBTVDH
-—-AKCCASMBSCCKSTGCMT--
Original motif Reverse complement motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH Consensus sequence: HDBABCGBKRGYGGCGMSBHAK
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2.0

20

bits
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Weblogo 34

Motif ID: UP00526

Motif name: Foxn1_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 1

Number of overlap: 18

Similarity score: 0.0446823
Alignment:

DDRMHBACGCGYGCGTDGBBDB
ARGCASYGGSVYSTGGYT————

Original motif
Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

2.0

Jo 8% A¢ﬂgé$¢QAI

Reverse complement motif
Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

5

= L
= -
1

3034

Wabis

Motif ID: UP00526
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Motif name: Foxnl_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Backward

Position number: 2

Number of overlap: 18

Similarity score: 0.0463423

Alignment:

WHVBVVMACGCGCGTCDYHWDH

-—-—-ARGCASYGGSVYSTGGYT-

Original motif Reverse complement motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

2.0 20

IR =T A ac =X - e A >
5 10 15 20 e 10 15 S i
Dataset #: 1 Motif ID: 94 Motif name: C094
Original motif Reverse complement motif
Consensus sequence: SSHCCCSGCCCCSG Consensus sequence: CSGGGGCSGGGDSS
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Best Matches for Motif ID 94 (Highest to Lowest)

Motif ID: UP00033
Motif name: Zfp410_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 14

Similarity score: 0.0170835
Alignment:

BHHBHCCGCCCCDHHHH

SSHCCCSGCCCCSG—--

Original motif
Consensus sequence: BHHBHCCGCCCCDHHHH

20

0.0 = == == -

Cc—

ogl==—==

5 10

Webilaga 3.4

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

20
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
-—-—-SSHCCCSGCCCCSG———-—-

Original motif

UP00539

Gli2_v016060_secondary
Mus musculus

Original Motif

Original Motif

Forward

4

14

0.0203409

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

Reverse complement motif

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

A +~wIC L

= T s AT an= ~Ac

5 10 15 20
Weblogo34

00

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00099
Ascl2_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

2
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Number of overlap: 14
Similarity score: 0.0229345

Alignment:
HVDVGGGHGGGGDBHB
-CSGGGGCSGGGDSS-

Original motif
Consensus sequence: BHVDCCCCDCCCBDBH

2.0

bits

. .cCCc Ccc

15
Weblagad 4

0.0

Reverse complement motif
Consensus sequence: HVDVGGGHGGGGDBHB

20

Motif ID: UP00093

Motif name: KIf7_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 14

Similarity score: 0.0239192

Alignment:

DHHDGGGCGRGGKHBH

-CSGGGGCSGGGDSS—

Original motif

Reverse complement motif
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Consensus sequence: HBDRCCMCGCCCHHHD

20

Consensus sequence: DHHDGGGCGRGGKHBH

2.0

bits

1.0 c
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5 10 15
WebLoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVBCCCCCCCCMHHHB
-SSHCCCSGCCCCSG-

Original motif

UP00022
Zfp740_primary
Mus musculus
Original Motif
Original Motif
Forward

2

14

0.0245603

Consensus sequence: HVBCCCCCCCCMHHHB

2.0

0.

gt%ugggcccggé% z

15
Weblogad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

20
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Dataset #: 1 Motif ID: 95 Motif name: C095

Original motif
Consensus sequence: KCCAKMSTGGTSKMCAGM

TQCATCCA Aché ég

Webilogo 3.4

0.0

Best Matches for Motif ID 95 (Highest to Lowest)

Motif ID: UP00540

Motif name: Gli3_v015681_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 18

Similarity score: 0.0278633

Alignment:

VMYDHDGMCCHCCKBGVVAAVH

RCTGYYSACCASYYTGGY——-——

Original motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

Reverse complement motif
Consensus sequence: RCTGYYSACCASYYTGGY

2.0

it
a

Grse.Ohere s

Wetrioga 3.4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH
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2.0 20

Motif ID: UP00539

Motif name: Gli2_v016060_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 1

Number of overlap: 18

Similarity score: 0.0281669

Alignment:

HDBABCGBKRGYGGCGMSBHAK

RCTGYYSACCASYYTGGY—---

Original motif Reverse complement motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

2.0 2.0

: ===__ pol=—==== '?-L—“ -'--.;;5_-,-,‘6,' =% N - i L= <
15 20 5 10 15 20
WabiLognd 4 WebLogod s

Motif ID: UP00538
Motif name: Glil_v016060_secondary
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Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BDDHVDKGCCACCCVCGCTDBVH
—-———RCTGYYSACCASYYTGGY-

Original motif

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

18

0.033095

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

2
:D T
LN

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

e R — e M Ey e N 00 =X o e S i
5 10 15 Vs 5 10 15 20
Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Original Motif
Reverse Complement
Forward

6

18

0.036897
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Alignment:
HHBSHTCGTGRGTGGKGDBVWMV
————— KCCAKMSTGGTSKMCAGM

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

—

E:Ezg QQQQQGEQAQ*Q*C

15 20
WebiLogo 34

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

bits

e ‘EQ?IQ?CIT‘FI«L- X
5 10

0.0

Motif ID: UP00538

Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 18

Similarity score: 0.0379359

Alignment:

HGDHVHKGACCACCCGGBGBGDB

—RCTGYYSACCASYYTGGY—-———

Original motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
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WesLaga 34 Webblaga 3.4

Dataset #: 1 Motif ID: 96 Motif name: C096

Original motif Reverse complement motif

Consensus sequence: MRMCMYGSCYRGCCYK Consensus sequence: RKGGCMMGSCKRGRKY
2.0 2.0

ol
240

” CAggg%xcgge‘IEQ%-‘r " CAQE%%ATC%eIA:-:%I

Weblogad 4 Wablogo 3.4

Best Matches for Motif ID 96 (Highest to Lowest)

Motif ID: UP00538

Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 16

Similarity score: 0.0346607

Alignment:
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HGDHVHKGACCACCCGGBGBGDB
————— RKGGCMMGSCKRGRKY--

Original motif

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

1 gt T I_Q;

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

2 — '5: — - 17: :2-; = Jw::_: 00-= = 10 - 15 = S 20 -
Motif ID: UP00033
Motif name: Zfp410_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHHBHCCGCCCCDHHHH
-MRMCMYGSCYRGCCYK

Original motif

Original Motif
Original Motif
Backward

1

16
0.0356309

Consensus sequence: BHHBHCCGCCCCDHHHH

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV
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Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 5
Number of overlap: 16
Similarity score: 0.0379898
Alignment:
HDBABCGBKRGYGGCGMSBHAK
--MRMCMYGSCYRGCCYK—-—--

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

20
W

T, ?;ggggécggﬁ R L.

tLagad 4

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

Motif ID: UP00000
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Motif name: Smad3_secondary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 16

Similarity score: 0.0407626
Alignment:

DHHBCCCCGCCAHHBHB

—-MRMCMYGSCYRGCCYK

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

:-? %ggCﬁCCéI?_

bits

Watiloga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

g
- HR
— i —= =

— . e e — o ==

Wabiogs 3.4

Motif ID: UP00022

Motif name: Zfp740_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 1

Number of overlap: 16
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Similarity score: 0.0416066

Alignment:

DDDTWCCCCCCGGDRVH

—RKGGCMMGSCKRGRKY

Original motif Reverse complement motif

Consensus sequence: DDDTWCCCCCCGGDRVH Consensus sequence: HVKDCCGGGGGGWADDD

20 20

)

)

)

-
™
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-
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<D
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@

)

>

= = = B A A —— = 0.0 ;:-'::EQEE__ A 4 Jg_euéé%;;
Dataset #: 1 Motif ID: 97 Motif name: C097
Original motif Reverse complement motif
Consensus sequence: WBAASWWAAAAWWSAAVW Consensus sequence: WVTTSWWTTTTWWSTTBW

20

{ AA T%A AAATE 2 D xII«:-Ar%IITTXTGIT L

Webilogo 3.4

its

Best Matches for Motif ID 97 (Highest to Lowest)

Motif ID: UP00034

Motif name: Sox7_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
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Matching format of second motif: Reverse Complement

Direction: Backward
Position number: 2
Number of overlap: 18
Similarity score: 0.032986
Alignment:

WBHHHHHMDATTGTTHDHDVHH
———WVTTSWWTTTTWWSTTBW—

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

bits

A A S V-

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

ol e W] A X & " X AQ% | 1 YVl ==x .. 5
% 10 8 2 Wablogad 4 % 10 8 2 WeblLaga 34
Motif ID: UP00032
Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 5
Number of overlap: 18
Similarity score: 0.0395253

Alignment:
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HBHDVHDTCTTATCTHTDDHDV

WVTTSWWTTTTWWSTTBW————
Original motif Reverse complement motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD Consensus sequence: HBHDVHDTCTTATCTHTDDHDV
2.0
00 - = _-;Ie___A_ ) S QA‘_‘ e R e P e _-_-_!—:IC__,_n ! I:T:;;'—‘:——_;— —
5 10 15 20 o 5 10 15 20 R o
Motif ID: UP00032
Motif name: Gata3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1
Number of overlap: 18
Similarity score: 0.0483356
Alignment:
HHHBBMGATAVHATCWVVDHVH
—-———-WBAASWWAAAAWWSAAVW
Original motif Reverse complement motif
Consensus sequence: HBHDVBWGATHBTATCRVBHHH Consensus sequence: HHHBBMGATAVHATCWVVDHVH
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5

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VVYDDDCHCAVACAATTDBVAC
————-WBAASWWAAAAWWSAAVIW

Original motif

UP00034

Sox7_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

5

18

0.0488925

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

1.0

bits

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

10

bits

5 20
Weblogod4

Motif ID:

UP00528
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Motif name: Foxm1_secondary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2
Number of overlap: 18
Similarity score: 0.0549213
Alignment:
MWSMBAARRATGCDCABHATGD
-WBAASWWAAAAWWSAAVW———
Original motif Reverse complement motif
Consensus sequence: MWSMBAARRATGCDCABHATGD Consensus sequence: DCATDBTGHGCATKMTTBRSWR
2.0 2.0
I A
zacs A AAIW.ca axc | eax llgg_ edx g.xe
5 10 15 20 e 5 15 S i
Dataset #: 1 Motif ID: 98 Motif name: C098
Original motif Reverse complement motif
Consensus sequence: AAAAWWAMAAWWAAWH Consensus sequence: HWTTWWTTYTWWTTT]I
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Best Matches for Motif ID 98 (Highest to Lowest)
Motif ID: UP00077
Motif name: Srf_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 16
Similarity score: 0.0386561
Alignment:
VBDDAAAAAAAAMVBHH
-AAAAWWAMAAWWAAWH

Original motif
Consensus sequence: VBDDAAAAAAAAMVBHH

20

.AAAAAAAL

e

15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

20

bits

0.0 o — =

*TTTTaTr.

15
Webiloga 3.4

Page 410 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=077

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDDHDAACAATWBATDD
AAAAWWAMAAWWAAWH -

Original motif

UP00051

Sox8_primary

Mus musculus
Original Motif
Reverse Complement
Forward

1

16

0.0410043

Consensus sequence: DDATBWATTGTTHHDDD

20

S || 3¢5

Reverse complement motif
Consensus sequence: DDDHDAACAATWBATDD

20

bits

L abeMTL .

Webiloga 3.4

0.0 == — —_— == = e
Motif ID: UP00090
Motif name: EIf3_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Original Motif
Original Motif
Forward

1
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Number of overlap: 16
Similarity score: 0.0419783

Alignment:
DBTHHAAAAAAAAVHDH
AAAAWWAMAAWWAAWH-

Original motif
Consensus sequence: DBTHHAAAAAAAAVHDH

2.0

T;A%éééééégnf =

5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DDHBTTTTTTTTHDAVH

2.0

1.0

bits

-——

15
WebiLags 3.4

- . _._fIIIIFI -

0.0

Motif ID: UP00255
Motif name: Dbx1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 16

Similarity score: 0.0419915
Alignment:

HARTHAATTAWTAVDHD

AAAAWWAMAAWWAAWH -

Original motif
Consensus sequence: HARTHAATTAWTAVDHD

Reverse complement motif
Consensus sequence: DHDBTAWTAATTHAKTH
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Motif ID: UP00034
Motif name: Sox7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5
Number of overlap: 16
Similarity score: 0.0430251
Alignment:

HHBDHDDAACAATDRHHHHHBW
-—-AAAAWWAMAAWWAAWH-——-

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

bits

. ARvAAL.

— o e S D £ e N o e

0.0-= —_—
5 10 15 20

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

JE = G 1V e
1

[1] 15 20
Weblogod4

Dataset #: 1 Motif ID: 99 Motif name:

C099
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Original motif Reverse complement motif
Consensus sequence: MYCCCMGCACTCKGGARK Consensus sequence: RKTCCRGAGTGCYGGGKR

2.0
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WebLaga 3.4 WatrLoga 3.4

Best Matches for Motif ID 99 (Highest to Lowest)

Motif ID: UP00540

Motif name: Gli3_v016060_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 4

Number of overlap: 18

Similarity score: 0.0318658

Alignment:

HHBSHTCGTGRGTGGKGDBVWMV

———RKTCCRGAGTGCYGGGKR~--

Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
-——-MYCCCMGCACTCKGGARK

Original motif

UP00539

Gli2_v016060_secondary
Mus musculus

Original Motif

Original Motif

Backward

1

18

0.0366211

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

L ?E%ﬁgcAcggﬁ < L

ey i

WebLogad 4

Reverse complement motif

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

Motif ID:

UP00526
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDVBCDACGCKCGCGTBHRKHD
--MYCCCMGCACTCKGGARK--

Original motif

Foxnl_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

3

18

0.0404912

Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

2.0

— A_E‘,. A¢:—:Gégqﬁgél _——e . =—

00 .

5 10 15

20
WabLogad 4

Reverse complement motif

Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

20

. heleell

5

|

e

WabiLogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00538
Glil_v015681_secondary
Mus musculus

Original Motif

Original Motif

Forward

4

18
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Similarity score:

Alignment:
MHHHWHYTMCCHCCCACVAABVH
-——-MYCCCMGCACTCKGGARK--

Original motif

0.0438598

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

20

a2 IIE;C_ — Q

0.0 e

=t B-—-: <=

WesLogo 34

Reverse complement motif
Consensus sequence: DVWVTTVGTGGGHGGYAMHWHHHY

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVBDAGCGBGGGTGGCRDBDDDB
—-——RKTCCRGAGTGCYGGGKR-—

Original motif

UP00538

Glil_v016060_secondary
Mus musculus

Reverse Complement
Original Motif

Backward

3

18

0.0443498

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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Weblagn 3.4

Dataset #: 1 Motif ID: 100 Motif name: C100

Original motif
Consensus sequence: WDWCSCTGTSTCHW

2.0

“a 40LTUTTC &

a.p—==

Webiioga 3.4

Best Matches for Motif ID 100 (Highest to Lowest)

Motif ID: UP00031

Motif name: Zbtb3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 14

Similarity score: 0.0211347
Alignment:

Reverse complement motif
Consensus sequence: WHGASACAGSGWDW

GG%I = IHAQACAA(?AIJI

Wabioga 3.4
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CHVTCACTGGBADHDD
-WDWCSCTGTSTCHW-

Original motif

Consensus sequence: CHVTCACTGGBADHDD

2.0

15
WabiLogad 4

Reverse complement motif
Consensus sequence: DDHHTBCCAGTGABHG

2.0

| = . = %nQQATlIQ:- -

P e———— N
5

bits

1
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDTMCTTTGTSTVDBB
-WDWCSCTGTSTCHW-

Original motif

Consensus sequence: VVDBASACAAAGRADH

UP00101

Sox12_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

2

14

0.0255389

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB
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10

bits

5
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20

0.0

UP00210

Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
DBHTTGACAGSTVDTD

-WHGASACAGSGWDW-

Original motif
Consensus sequence: DADBASCTGTCAAHVH

Mrg2
Mus musculus
Reverse Complement

Reverse Complement
Backward

2

14
0.0263585

UP00098

Reverse complement motif
Consensus sequence: DBHTTGACAGSTVDTD
2.

1

bits

0 "
1]
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5 140 15
Weblogod 4
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VCTBHBVCTTGGWTACVVVVVDB
————————— WHGASACAGSGWDW

Original motif

Rfx3_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

10

14

0.0316143

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

o
-_E'HZI

GI_S? CIIA“ITH'R

_—

WebiLog 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

bits
b=

Weblagn 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00186

Meisl

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

14
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0.0316571

Similarity score:

Alignment:
DBWTTGACAGSTBVTW

-WHGASACAGSGWDW-

Original motif
Consensus sequence: WAVBASCTGTCAAWVH

£10
ol A CT T I, =
& 5

Motif name: C101

Reverse complement motif
Consensus sequence: DBWTTGACAGSTBVTW

—__ AI
= = = | | i TAN
5 10 15
WebLoga 3.4

Reverse complement motif
Consensus sequence: MTGGGASVSYSAGGSAK

Dataset #: 1 Motif ID: 101

Original motif
Consensus sequence: YTSCCTSKSVSTCCCAR

TA¢GCICTC-EC ngé

Best Matches for Motif ID 101 (Highest to Lowest)

Motif ID: UP00527
Motif name: Foxn4_secondary
Mus musculus
Reverse Complement

Species:
Matching format of first motif

cA

CC
.‘:C_

bits
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Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDWDARRGACGCGGWHGGAKHV
-——MTGGGASVSYSAGGSAK--

Original motif

Original Motif
Backward

3

17
0.0379768

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

it
p=

WablLogo 34

0.0 E%I = ﬁ&@-_::_-_ 5 1 *‘7"?5;2%'_—-1—:—214: 00 == gj:ggﬁﬁlgg B LB B EE’T‘I— ég
i 5 10 20 = 5 10 15 20
Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

Reverse Complement
Original Motif
Backward

6

17

0.043481
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HVBDAGCGBGGGTGGCRDBDDDB
-MTGGGASVSYSAGGSAK————-

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

o B e e E e
5 0 18 2 WebiLogn 34

Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 17
Similarity score: 0.0446789
Alignment:
RTHBSYCGCCMCMYVCGBTVDH
————— YTSCCTSKSVSTCCCAR

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK
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20
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Weblogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVTTVVCVYGGHGGYCHHDMYB
-—YTSCCTSKSVSTCCCAR---

Original motif

UP00540
Gli3_v015681_secondary
Mus musculus

Original Motif

Original Motif

Backward

4

17

0.0447452

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

oh Hﬁll_.-. Qﬁg:fx;:-:ﬂ@§§ A?%E-:_

WebLogad 4

Reverse complement motif

Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20
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5 10 15 20

Weblogod4

Motif ID:

uP00400
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BADHBDHCGCCCMCGCAHHDBBV
-MTGGGASVSYSAGGSAK-—--—-

Original motif

Zif268

Mus musculus
Reverse Complement
Original Motif
Forward

2

17

0.0464938

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

A C TA

— =— W =

- i =

=

—
5 10

WebiLog 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

" -

Weblagn 3.4

: T
= . “_“IAQ y-N v g& "
5 10 15

Dataset #: 1 Motif ID: 102

Original motif

Consensus sequence: SCMCCSSSVCCMSS

Motif name: C102

Reverse complement motif
Consensus sequence: SSRGGVSSSGGYGS
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Webilaga 3.4

bits

Welsloge 34

Best Matches for Motif ID 102 (Highest to Lowest)

Motif ID: UP00021

Motif name: Zfp281_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 2

Number of overlap: 14

Similarity score: 0.0109986

Alignment:

DBCCCCCCCCcCCMYC

-SCMCCSSSVCCMSS

Original motif Reverse complement motif
Consensus sequence: DBCCCCCCCCCCMYC Consensus sequence: GKRGGGGGGGGGGBD

2.0 2.0

bits

= =N = ¥ 8 & SN -

0.0

1.
0.
5 10 15

:-TQQQQQCCQCGE%Q

Webiloga 34
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
--SCMCCSSSVCCMSS———-———

Original motif

UP00539

Gli2_v016060_secondary
Mus musculus

Original Motif

Original Motif

Backward

7

14

0.0204348

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

Reverse complement motif

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

A +~wIC L

= T s AT an= ~Ac

5 10 15 20
Weblogo34

00

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00540
Gli3_v015681_secondary
Mus musculus

Original Motif

Reverse Complement
Backward

1

Page 428 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=539
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=540

Number of overlap: 14

Similarity score: 0.0214073

Alignment:

VMYDHDGMCCHCCKBGVVAAVH

———————— SCMCCSSSVCCMSS

Original motif Reverse complement motif

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

2.0 20

polm S = —_—K
20

a o
E10 T E10 C cg A
LIl o eW.WIe | ax_. AW VWG o RA
é 10 15 20 10 15
WabLogad 4

Weblogod4

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 14

Similarity score: 0.0236835

Alignment:

BDDHVDKGCCACCCVCGCTDBVH

———————— SCMCCSSSVCCMSS-

Original motif Reverse complement motif
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Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

20

X ==

Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

| CC c
£10
00 —"‘-l“'——-—-"'gg‘;& AAAQAE_ cT
5

S = e S
10 20

Weblaga 3.4

ootz _ACSES o
Motif ID: UP00022
Motif name: Zfp740_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVBCCCCCCCCMHHHB
SCMCCSSSVCCMSS—-

Original motif

Original Motif
Original Motif
Forward

1

14

0.024744

Consensus sequence: HVBCCCCCCCCMHHHB

2.0

g:%ugggcccggéﬁ

15
WabiLogad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

2.0

B A d vy = — e

10 15
WablLogo 34

Dataset #: 1

Motif ID: 103

Motif name: C103
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Original motif
Consensus sequence: RRAGRAACCYTGYY

2.0

AA_ﬁéACQEI_EE

P

0.0—1—= —

Webslogo 3.4

Best Matches for Motif ID 103 (Highest to Lowest)

Motif ID: UP00098

Motif name: Rfx3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 9

Number of overlap: 14

Similarity score: 0.0387119

Alignment:

HHHHDVVGTTGCTAHGGDHBAHH

-MMCAMGGTTKCTKM—-—===————

Original motif
Consensus sequence: HDTBHHCCHTAGCAACVVDHHHH

Reverse complement motif
Consensus sequence: MMCAMGGTTKCTKM

~VA~ <la ]
ML = C:I.—_ TCllC A__t.z__

5 10

Reverse complement motif
Consensus sequence: HHHHDVVGTTGCTAHGGDHBAHH
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2.0

£
'_ﬁ”]
LB l:‘ p— =
=== = S — = == < -+ 1

WesLaga 34

20

Motif ID: UP00036
Motif name: Myf6_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 14

Similarity score: 0.0405304
Alignment:

VVDBAACAGBTGBYHB

RRAGRAACCYTGYY--

Original motif
Consensus sequence: VVDBAACAGBTGBYHB

2.0

=_—
—_—— - - g ——— — ———

5 10 15

Reverse complement motif
Consensus sequence: BDKVCABCTGTTBDBV

2.

Wl

0
140 15
Weblogod 4

Motif ID: UP00098
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDBBVBVGTAWCCAAGVBHBAGB
—-—-——-RRAGRAACCYTGYY—-———--

Original motif

Rfx3_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

5

14

0.0407907

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

o
-_E'HZI

Gl_s? CEIAUITH-E

_—

WebiLog 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

bits
b=

lalgh o,

- ==

5 10 15 20
Weblagn 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00056

Rfx4_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

1

14

0.0414662
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Alignment:
HVVGTAWCKADGBHH
-MMCAMGGTTKCTKM

Original motif

Consensus sequence: HHBCHTRGWTACVVH

0.0

gi_ CTIA IIACf

15
Webiloga 34

Reverse complement motif
Consensus sequence: HVWGTAWCKADGBHH

2.0

TA&C@& 4

a.0

Wetilogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDRMHBACGCGYGCGTDGBBDB
—-—-MMCAMGGTTKCTKM-—----

Original motif

UP00526

Foxnl_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

6

14

0.0421016

Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

Reverse complement motif
Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

Page 434 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=526

2.0 20

A_0eclal AoiCeel0.T
00 _— Ag-—a E¢ﬁb GéTqIA - 0.0 — ‘_‘:_-_=_E= - F B ‘-‘-.--.—A = = =
5 10 15 5 15

10

n.
51
"

1
E
w |

Dataset #: 1 Motif ID: 104 Motif name: C104
Original motif Reverse complement motif
Consensus sequence: SSCCYCCCCDCCSS Consensus sequence: SSGGHGGGGKGGSS
2.0 2.0
C Cc ccC
i QQCE%CQ42—-~Q (> o6 L D) N X W Wl o= WICC
5 10 5 10
Best Matches for Motif ID 104 (Highest to Lowest)
Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5
Number of overlap: 14
Similarity score: 0.0212662
Alignment:
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RTHBSYCGCCMCMYVCGBTVDH
—-—-—-SSCCYCCCCDCCSS—---

Original motif

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHDYGGGGGGGGBVD
SSGGHGGGGKGGSS—--

Original motif

UuP00022

Zfp740_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

14

0.0241093

Consensus sequence: HVBCCCCCCCCMHHHB

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD
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2.0

0.0
15

Weblogad 4

20

Motif ID: UP00021
Motif name: Zfp281_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 14

Similarity score: 0.0261421
Alignment:

DBCCCCCCCCCCMYC

SSCCYCCCCDCCSS-

Original motif
Consensus sequence: DBCCCCCCCCCCMYC

2.0

- eclU0C...c

Webilaga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

20

Motif ID: uP00043
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBBBCCGCCCCWHHHV
--SSCCYCCCCDCCSS

Original motif

Bcl6b_secondary
Mus musculus
Original Motif
Original Motif
Forward

3

14

0.0264558

Consensus sequence: HBBBCCGCCCCWHHHV

2.0

bits

. cc.clCe, .

15
Wabiogad 4

Reverse complement motif

20

Consensus sequence: BHHHWGGGGCGGBBVH

PN
= M= e
1

5
WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00538
Glil_v016060_secondary
Mus musculus

Original Motif

Reverse Complement
Forward

8

14
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Similarity score: 0.0275752

Alignment:
BDDHVDKGCCACCCVCGCTDBVH
——————— SSCCYCCCCDCCSS—-

Original motif

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

20

A CA

bits

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

N e o AWy ""-‘3“:7'?—-— o - : e 6 = - e —
Dataset #: 1 Motif ID: 105 Motif name: C105

Original motif
Consensus sequence: TGCCKMBSCCKMCCVA

TETCTQ 99@ TCA

w:uga

Best Matches for Motif ID 105 (Highest to Lowest)

Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement

Reverse complement motif
Consensus sequence: TVGGRYGGSBRRGGCA

2.0

it
5

C
-:-_--AE:-—AAGQA lé .::Q

10

0.0

'l‘\rquga
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Matching format of second motif: Original Motif

Direction: Forward
Position number: 2

Number of overlap: 16
Similarity score: 0.0398676
Alignment:

HVBDAGCGBGGGTGGCRDBDDDB
-TVGGRYGGSBRRGGCA-————~

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

Webloga 3.4

0= B e o N e E T AN N o =
5 o b H s he P
Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3
Number of overlap: 16
Similarity score: 0.0413056

Alignment:
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HDBABCGBKRGYGGCGMSBHAK
--TVGGRYGGSBRRGGCA----

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

X = ":Eggggécggﬁ c2

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

SE o= e S =B G ATXETXY ﬁ.\“_‘*-:-—-A‘?‘g
a0 - 2 00 g - - -
Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2
Number of overlap: 16
Similarity score: 0.0445913
Alignment:
HHBSHTCGTGRGTGGKGDBVWMV
—————— TVGGRYGGSBRRGGCA-

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
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2.0

N T CAQCACCCAC o

T --_-q-.

WesLaga 34

20

0.0 == - - = e —_—

5 10 15 20

Webblaga 3.4

Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 16

Similarity score: 0.0479431
Alignment:

BADHBDHCGCCCMCGCAHHDBRBV
-TGCCKMBSCCKMCCVA—-————-—

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

it
=

A C é @TA

== _m_"N

P =S 2 5eh 4

5 10

iy

WesLago 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

bits

. TWOVIWWNeG. 1

0.0 - oy - A4 — —

WebbLaga 34

Motif ID: UP00000
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Motif name: Smad3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward
Position number: 2

Number of overlap: 16
Similarity score: 0.0484323
Alignment:

BHBHDTGGCGGGGBDHD

TVGGRYGGSBRRGGCA-

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

. ocliCl,

= -
15

bits

Watiloga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

Wabiogs 3.4

Dataset #: 1 Motif ID: 106 Motif name: C106

Original motif
Consensus sequence: MSGCAGWGGCASK

Reverse complement motif
Consensus sequence: RSTGCCWCTGCSY

Page 443 of 645



Best Matches for Motif ID 106 (Highest to Lowest)

Motif ID: UP00031
Motif name: Zbtb3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1
Number of overlap: 13
Similarity score: 0.0221156
Alignment:
BBBAVTGCAGTGBBVDD
RSTGCCWCTGCSY-—---
Original motif Reverse complement motif
Consensus sequence: DDBBBCACTGCABTBBB Consensus sequence: BBBAVTGCAGTGBBVDD
2.0 2.0
N B == GAC AR e ool >~ D W N T — .
5 10 15 Saaah 5 10 15 Sas
Motif ID: UP00010
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHKGCCYSRGGCWAD
RSTGCCWCTGCSY—--

Original motif

Consensus sequence: DTWGCCKSMGGCRHH

2.0

R ¥ PP

Tcfap2b_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

3

13

0.026668

Reverse complement motif
Consensus sequence: HHKGCCYSRGGCWAD

%1-0 CC
TgéT - gAg

15
Wetiloago 3.4

i Aé@ 0.0 _-—-._—'_‘-t W
15 &
Motif ID: UP00527
Motif name: Foxn4_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Original Motif
Original Motif
Backward

2

13
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Similarity score: 0.0273606

Alignment:
VDWDARRGACGCGGWHGGAKHV
———————— MSGCAGWGGCASK-

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

20

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

R G- PR L = s =V o QTCQHEEQ | Vex A%
Motif ID: UP00031
Motif name: Zbtb3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3
Number of overlap: 13
Similarity score: 0.0282689
Alignment:
DDHHTBCCAGTGARBHG
--RSTGCCWCTGCSY-

Original motif
Consensus sequence: CHVTCACTGGBADHDD

Reverse complement motif
Consensus sequence: DDHHTBCCAGTGABHG
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2.0 20

5 10 15

Motif ID: UP00036

Motif name: Myf6_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 13

Similarity score: 0.0289018

Alignment:

GGDGBGVCTGTKVVB

RSTGCCWCTGCSY--

Original motif
Consensus sequence: VVVRACAGVCBCDCC

2.0

«
210

C C_c _oe

e -—— =

wu:_ngu as

Reverse complement motif
Consensus sequence: GGDGBGVCTGTKVVB

2.0

w
E10

. =r=— = -_— ——
5 10

Wetiloago 3.4
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Dataset #: 1 Motif ID: 107 Motif name: C107

Original motif Reverse complement motif
Consensus sequence: CHBBCCTYBAABCCCDG Consensus sequence: CDGGGBTTVMAGGVBHG

2.0 2.0

@)
o
<S>
o

-

»

>

0

O
<>
<S>
n

o
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0
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—=— = e 0.0 - e - T —] ———— W

Best Matches for Motif ID 107 (Highest to Lowest)

Motif ID: UP00539

Motif name: Gli2_v016060_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 5

Number of overlap: 17

Similarity score: 0.0580885

Alignment:

HDBABCGBKRGYGGCGMSBHAK

-CDGGGBTTVMAGGVBHG———-

Original motif Reverse complement motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH Consensus sequence: HDBABCGBKRGYGGCGMSBHAK
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2.0

20

bits
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5 10 15 20

Weblogo 34

Motif ID: UP00538
Motif name: Glil_v015681_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 17

Similarity score: 0.0584165
Alignment:

MHHHWHYTMCCHCCCACVAABVH
CHBBCCTYBAABCCCDG—————-

Original motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

5 10

WesLago 34

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

== o e e T -

Motif ID: UP00098
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VCTBHBVCTTGGWTACVVVVVDB
—-—-CHBBCCTYBAABCCCDG——---

Original motif

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

o
-_E'HZI

GI_S? CIIA“ITH'R

Rfx3_secondary
Mus musculus
Original Motif
Original Motif
Backward

5

17

0.0604761

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

bits

o i | mseg - . _ AL
i " : % e
Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Original Motif
Reverse Complement
Backward

3

17
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Similarity score: 0.0618639

Alignment:
BDDHVDKGCCACCCVCGCTDBVH
—-——-—-CHBBCCTYBAABCCCDG--

Original motif

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

20

A CA

bits

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

| CC C
£40
= = Acg A AQAE:‘:ET

20
Weblaga 3.4

pl e __LI:xHGL%T ZE= o o=
Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5
Number of overlap: 17
Similarity score: 0.0669075
Alignment:
VYWVVHCRCCACMCACGAHSBHH
—-—-—-—-CHBBCCTYBAABCCCDG--

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
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2.0

g T CAQCACCCAC —

0.0 = = i

S

WebiLog 34

20

A-A‘Egexg—f-crIT?I-&lge = 28

5 10 15 20

Dataset #: 1 Motif ID: 108

Original motif
Consensus sequence: RBACWGASAWASVY

bns

Motif name: C108

Acé ACAIACET

Best Matches for Motif ID 108 (Hi

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDTMCTTTGTSTVDBB
——MVSTWTSTCWGTBK

Webiioga 3.4

ghest to Lowest)

UP00101
Sox12_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

1

14

0.0263171

Reverse complement motif
Consensus sequence: MVSTWTSTCWGTBK

ME?G_ZTCICIG_cc

Wabioga 3.4

Page 452 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=101

Original motif

Consensus sequence: VVDBASACAAAGRADH

2.0

B ?¢AQAAAEBé

blogad 4

ol

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB

20

Lorcllleler
5 10

15
Weblogod 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVBAYTCTCGGWHDB
MVSTWTSTCWGTBK-

Original motif
Consensus sequence: VVBAYTCTCGGWHDB

2.0

D
!
D
(]

»

)

-

UuP00018

Irf4_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

1

14

0.0315601

0.0

Reverse complement motif
Consensus sequence: BHHWCCGAGAMTVVB

2.0

bits

0.0 e
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

>UP00011

Irf6_secondary

Mus musculus
Original Motif
Reverse Complement

WetsLogo 34

Direction: Backward

Position number: 1

Number of overlap: 14

Similarity score: 0.0320561

Alignment:

VDDRCCGMGAGTBBB

-RBACWGASAWASVY

Original motif Reverse complement motif

Consensus sequence: VBBACTCYCGGKHDV Consensus sequence: VDDRCCGMGAGTBBB
2.0 2.0
i qﬁchIGe%I . égcﬁﬁﬁgxxn
: 5 10 wmﬂglah i 5 10

Motif ID: UP00073

Motif name: Foxa2_secondary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Original Motif
Original Motif
Backward

1
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Number of overlap: 14

Similarity score: 0.0348659

Alignment:

VVDAATAACAAAVVB

—RBACWGASAWASVY

Original motif Reverse complement motif

Consensus sequence: VVDAATAACAAAVVB Consensus sequence: BVVTTTGTTATTDBB
2.0 2.0

¢ﬁéléégééﬁ _ lxIalléT;r

2.2 — 5 ~ 1o — _;m 15 22 5 0 =

Motif ID: UP00000

Motif name: Smad3_primary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVHBVTGTCTGGDDHDD
MVSTWTSTCWGTBK—---

Original motif

Reverse Complement
Reverse Complement
Backward

4

14

0.0352792

Reverse complement motif
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Consensus sequence: HDHDDCCAGACABBHVH

20

Webiiogo 3.4

Consensus sequence: HVHBVTGTCTGGDDHDD

20

Dataset #: 1 Motif ID: 109 Motif name: C109

Original motif
Consensus sequence: RMCWSGCTGSCCKY

| ol 0] G

Welilogo 3.4

Best Matches for Motif ID 109 (Highest to Lowest)

Motif ID: UP00006

Motif name: Zic3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 2

Number of overlap: 14

Similarity score: 0.0232278

Reverse complement motif

Consensus sequence: MRGGSCAGCSWGRK

=

e
1

2

LiX

L1}

A

A
JeC A

C

CTTE

- _-C:A-c::

5

Webitoga 3.4
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Alignment:
DDDCACAGCAKGHVD
MRGGSCAGCSWGRK-

Original motif

Consensus sequence: DDDCACAGCAKGHVD

2.0

bits
5

0.0

C.0h

geTTé

15
Webiloga 34

Reverse complement motif
Consensus sequence: DVHCYTGCTGTGHDH

2.0

_ TcglACI v L

Wetilogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDDHVDKGCCACCCVCGCTDBVH
-—-—-MRGGSCAGCSWGRK—-—----

Original motif

UP00538

Glil_v016060_secondary
Mus musculus

Reverse Complement
Reverse Complement
Backward

6

14

0.0232672

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

20

Webblaga 3.4

e = é‘a‘¢¢IlI — e s = =
Y 5 10 15 S 94 20
Motif ID: UP00046
Motif name: Tcfe2a_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VBBDMYCATCTGVHHBH
-——RMCWSGCTGSCCKY

Original motif

Original Motif
Reverse Complement
Forward

4

14

0.0233983

Consensus sequence: HVDDVCAGATGKYHBBV

2.0

GT
e :GAIAT = Ic__- e

0.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: VBBDMYCATCTGVHHBH

2.0

N ﬁECAIQT ==

it
=

e e = e A e e e

Motif ID:

UP00539
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Motif name: Gli2_v015681_primary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 3

Number of overlap: 14

Similarity score: 0.0243539

Alignment:

HTBVVVDGGACCACCCRGRDBG

—————— MRGGSCAGCSWGRK--

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

2.0

i C

p —_—— =N 11 A P W e e
5 10 15

0.0

WebLogad 4

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

L G C A,

X e i i i L L ==
5 10 15

WabiLogod4

Motif ID: UP00057

Motif name: Zic2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 2

Number of overlap: 14
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0.024667
Reverse complement motif
Consensus sequence: DVBCYTGCTGBGDDD

Similarity score

Alignment:
HHDCVCAGCAKGVVD
MRGGSCAGCSWGRK-
Original motif
Consensus sequence: HHDCVCAGCAKGVVD
Ag . CAA_C._A - - CgI CT Ié
Dataset #: 1 Motif ID: 110 Motif name: C110
Original motif Reverse complement motif
Consensus sequence: YYCTKTCTCMAARR Consensus sequence: KKTTRGAGAYAGKM
T Ja_

blts

TQQI TCT Aégz

Best Matches for Motif ID 110 (Highest to Lowest)

Motif ID: UP00032
Motif name: Gata3_primary
Mus musculus
Reverse Complement
Page 460 of 645

Species:
Matching format of first motif
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Matching format of second motif: Original Motif

Direction: Forward
Position number: 2
Number of overlap: 14
Similarity score: 0.030626
Alignment:

BDHDDADAGATAAGADHBDHVD
-KKTTRGAGAYAGKM—-——————

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

0.0 A A : f---QA‘—‘A g - A_-_-_L_—IC _ T

e B o= e

5 10 15 20 5 10 15
WabLogad 4 WablLogo 34

it
p=

i

—

2

oot N

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00043
Bcl6b_primary

Mus musculus
Original Motif
Reverse Complement
Backward

2

14

0.0328671
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VHHATTCCTYGAAAGD
-YYCTKTCTCMAARR-

Original motif
Consensus sequence: DCTTTCKAGGAATHHYV

2.0

- 1xgllh_crlAﬁIA_Al

0.0 ————
15
WabiLogad 4

Reverse complement motif
Consensus sequence: VHHATTCCTYGAAAGD

2.0

1 JJICeT<ReA

=
— e
15

bits

WablLogo 34

Motif ID: UP00076

Motif name: Rfxdc2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 3

Number of overlap: 14

Similarity score: 0.0362358
Alignment:

BBVCDTRGAKACSVDDH

—-—KKTTRGAGAYAGKM-

Original motif
Consensus sequence: BBVCDTRGAKACSVDDH

Reverse complement motif
Consensus sequence: HDDVSGTRTCMADGBVB
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2.0

2]
F1.0

___c IgUAT

0.0

2.0

. AICQ_“EH

= —_ e — . A

WebiLags 1.4

3 10 12 Welsiaga 3.4
Motif ID: UP00101
Motif name: Sox12_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3
Number of overlap: 14
Similarity score: 0.0396775
Alignment:
HDTMCTTTGTSTVDBB
--YYCTKTCTCMAARR

Original motif
Consensus sequence: VVDBASACAAAGRADH

2.0

) ] ?¢AQAAA A

e M
a0 == = _—_—

bits

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB

20

- . ;QQIHéIgl S o

Motif ID: UP00032
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Motif name: Gata3_secondary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.0396815

Alignment:

HBHDVBWGATHBTATCRVBHHH

KKTTRGAGAYAGKM-—-——————

Original motif
Consensus sequence: HBHDVBWGATHBTATCRVBHHH

2.0

% m AT ATC
I%’.‘--:-‘,;‘_- _-_-:‘—I::-?__-:.Ie_——_ —
5 10 -:';-

B

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH

20

% : AI ATC
e %‘eﬂ:’ "6;"‘-; - s I_""V
5 10 15

00

WabiLogod4

Dataset #: 1 Motif ID: 111 Motif name: C111

Original motif
Consensus sequence: TBATWYCTGARWTCSM

Reverse complement motif
Consensus sequence: YSGAWKTCAGMWATBA
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.0

Weblogad 4

Best Matches for Motif ID 111 (Highest to Lowest)

Motif ID: UP00045

Motif name: Mafb_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 16

Similarity score: 0.0382144

Alignment:

DMTWDGTCAGCADWTTH

YSGAWKTCAGMWATBA-

Original motif
Consensus sequence: HAAWDTGCTGACDWARH

2.0

06 —:_-—&éx:.:I L GT- N Q- Aez;--

10 15
Wabiloga 3.4

bits

20

.T AIET “Axélﬁé

o= AC A, AN
5 140 15
WebLogo 3.4

Reverse complement motif
Consensus sequence: DMTWDGTCAGCADWTTH

2.0

L . CA 2 - é@l% e

0.0

Webiloga 3.4

Motif ID: UuP00410
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVHBACCGGAAGTDBHD
TBATWYCTGARWTCSM-

Original motif

Elk1

Mus musculus
Original Motif
Original Motif
Backward

2

16
0.0436521

Consensus sequence: VVHBACCGGAAGTDBHD

2.0

bits

0.0

”ﬂ-gcc b

Watiloga 3.4

Reverse complement motif
Consensus sequence: DHBDACTTCCGGTVHVB

2.0

“I Al T

- Elepy.% = ——
5 10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00013
Gabpa_primary
Mus musculus
Original Motif
Original Motif
Backward

2

16
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Similarity score: 0.0439267
Alignment:

HVHHACCGGAAGTDHHV

TBATWYCTGARWTCSM-

Original motif
Consensus sequence: HVHHACCGGAAGTDHHV

“ F_ACQ et

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BHHHACTTCCGGTHHBD

20

B

Motif ID: UP00032

Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 16

Similarity score: 0.0485736
Alignment:

BDHDDADAGATAAGADHBDHVD
—-———-YSGAWKTCAGMWATBA--

Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV
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2.0

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
WVVHWTWACAGCGBHBT
-YSGAWKTCAGMWATBA

Original motif

UP00193
Rhox11_1765.2

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

16

0.0486964

Consensus sequence: AVDVCGCTGTWAWDVVW

20

L40

0.0 = T

De _%-9..__%&4\

5

——
15

Websiags 3.4

Reverse complement motif

Consensus sequence: WVVHWTWACAGCGBHBT

2.0

£L4p

B T
- I";"'—_—.—_—_-IAI = I5= ¥ = =
= 5 10 :

= oy

15

Dataset #: 1 Motif ID: 112

Motif name: C112
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Original motif
Consensus sequence: CCBCYSSSGCCCCSS

o QGECQQCCAQQQQQQ_

Webilaga 34

Best Matches for Motif ID 112 (Highest to Lowest)

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 9

Number of overlap: 15

Similarity score: 0.0368115

Alignment:

HVBDAGCGBGGGTGGCRDBDDDB

SSGGGGCSSSKGRGG——————-—~

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: SSGGGGCSSSKGBGG

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

20

Webblaga 3.4

e _ACGE S Ty Ve G o = = aSSE L
5 I I B i P
Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
Number of overlap: 15
Similarity score: 0.038423
Alignment:
RTHBSYCGCCMCMYVCGBTVDH
--CCBCYSSSGCCCCSS——---

Original motif

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

e

L ?E%ﬁgcAcggﬁ < L

=

WebLogad 4

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

Motif ID:

UP00033
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HHHHDGGGGCGGDBHDV
—-—-SSGGGGCSSSKGBGG

Original motif

Zfp410_secondary

Mus musculus

Reverse Complement
Reverse Complement

Backward
1

15
0.0430481

Consensus sequence: BHHBHCCGCCCCDHHHH

2.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

2.0

— —

15

— = = ‘)::'—::EIQ%;? —
10

f0l=—— == —
5

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00099
Ascl2_secondary
Mus musculus
Original Motif
Original Motif
Backward

2

15

0.0450061
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Alignment:
BHVDCCCCDCCCBDBH
CCBCYSSSGCCCCSS-

Original motif

Consensus sequence: BHVYDCCCCDCCCBDBH

2.0

- TQQQQéggg

L= — e =

5

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HVDVGGGHGGGGDBHB

2.0

ool —— e O - = W = e e

5 10 15
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVBCCCCCCCCMHHHB
CCBCYSSSGCCCCSS-

Original motif

UP00022
Zfp740_primary
Mus musculus
Original Motif
Original Motif
Forward

1

15

0.0460082

Consensus sequence: HVBCCCCCCCCMHHHB

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD
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5
Weblogad 4

Dataset #: 1 Motif ID: 113  Motif name: C113
Original motif Reverse complement motif
Consensus sequence: CHCCSCSVSCCCC Consensus sequence: GGGGSVSGSGGDG

2.0

bits
B

C?QC?QSEQ%QQQ 00 %4¢%930é¢ s

00—

Webilogad 4 Wablagod 4

Best Matches for Motif ID 113 (Highest to Lowest)

Motif ID: UP00021

Motif name: Zfp281_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 13

Similarity score: 0.0317901
Alignment:
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DBCCCCCCCCCCMYC
—-CHCCSCSVSCCCC—

Original motif

Consensus sequence: DBCCCCCCCCCCMYC

2.0

* L0000

15
Webiloga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVBDAGCGBGGGTGGCRDBDDDB
-GGGGSVSGSGGDG———=—————

Original motif

UP00538

Glil_v016060_secondary
Mus musculus

Reverse Complement
Original Motif

Forward

2

13

0.0384426

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1
Number of overlap: 13
Similarity score: 0.0386858
Alignment:
HDBABCGBKRGYGGCGMSBHAK
GGGGSVSGSGGDG—————————

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

- —_——— e P

by ?;%ﬁgcAcggﬂgf‘?t“

WebLogad 4

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

Motif ID: UP00538
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVVTTVGTGGGHGGYAMHWHHHY
GGGGSVSGSGGDG———=——————

Original motif

Glil_v015681_secondary
Mus musculus

Reverse Complement
Reverse Complement
Backward

11

13

0.0387928

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

A, -

WebiLog 34

Reverse complement motif

Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UuP00022

Zfp740_primary
Mus musculus
Original Motif
Original Motif
Backward

1

13
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Similarity score: 0.0424015

Alignment:
HVBCCCCCCCCMHHHB
—-—-—-CHCCSCSVSCCCC

Original motif
Consensus sequence: HVBCCCCCCCCMHHHB

20

eeslllles.

0.0 T
15
Weblogad 4

bits

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

2.0

A 4 gy e — e

5 10 15
WebLoga 3.4

Dataset #: 1 Motif ID: 114 Motif name: C114

Original motif
Consensus sequence: SRARCCMKGTCTYS

2.0

EWGAAACQKT;CTEE

LR e

Welilogo 3.4

Best Matches for Motif ID 114 (Highest to Lowest)

Motif ID: UP00082

Motif name: Zfp187_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif

Reverse complement motif
Consensus sequence: SMAGACRRGGMTKS

Dn:c f:—-ﬁA %CéIIﬂgll‘f

1

Webitoga 3.4
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Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DDGMCCTBGTCCHYHV
SRARCCMKGTCTYS—--

Original motif

Forward

1

14
0.0219685

Consensus sequence: DDGMCCTBGTCCHYHV

20

0.0

" sl gl

C_.

- —

wsu_ogaa 4

Reverse complement motif
Consensus sequence: VHMDGGACVAGGRCDH

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDWAGGCGTGBCHHD
—-SMAGACRRGGMTKS

UP00002
Sp4_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

2

14

0.0320328
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Original motif

Consensus sequence: BDWAGGCGTGBCHHD

AWCYIG C_

2.0

00__

1
Webilaga 34

Reverse complement motif
Consensus sequence: HHDGBCACGCCTWDB

bits

AﬁIC

== 4 CAT

Wm;_.g :u

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBDRCCMCGCCCHHHD
SRARCCMKGTCTYS--

Original motif

UP00093

KIf7_primary
Mus musculus
Original Motif
Original Motif
Backward

3

14
0.0320453

Consensus sequence: HBDRCCMCGCCCHHHD

2.0

bits

L AQQQA

0.0

15
WabiLogad 4

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH

TYME

10 15
WablLogo 34
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBHBGAGTGGGAHHDB
-SMAGACRRGGMTKS-

Original motif

UP00007

Egrl_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

2

14

0.0338574

Consensus sequence: BBHBGAGTGGGAHHDB

2.0

bits

6 —- o= 4 O — K ¥ T w

5 10

Weblagad 4

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV

20

o yolkalse

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00009
Nr2f2_secondary
Mus musculus
Original Motif
Original Motif
Backward
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3

Position number:
14
0.0350465

Number of overlap:
Similarity score:

Reverse complement motif
Consensus sequence: HVBVTGACCCSGBVBV

2.0

Alignment:
VBVBCSGGGTCAVBRH
SRARCCMKGTCTYS—--
Original motif
Consensus sequence: VBVBCSGGGTCAVBBH
2.0
g T === g e T e 0.0-= T —!—Qé_. ===
& 10 \:Msu_ogu:] 4 2 10 \:rfu_ugaa 4
Dataset #: 1 Motif ID: 115 Motif name: C115
Reverse complement motif
Consensus sequence: RHCCCASCRCKDY
2.0
G e T VC ==
5 10

Original motif
Consensus sequence: MDRGKGSTGGGHK

AlL\Jc Y
0.0 = = _ = O - N - N
Best Matches for Motif ID 115 (Highest to Lowest)
Motif ID: UP00099
Ascl2_secondary

Motif name:
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVDVGGGHGGGGDBHB
—-MDRGKGSTGGGHK--

Original motif

Mus musculus
Original Motif
Reverse Complement
Backward

3

13

0.0107043

Consensus sequence: BHVDCCCCDCCCBDBH

2.0

. .cCcc Ccc

0.0 e —

5

.l
&
Rl

Reverse complement motif
Consensus sequence: HVDVGGGHGGGGDBHB

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00043
Bcl6b_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

2

13

0.0119418
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Alignment:
BHHHWGGGGCGGBBVH
——-MDRGKGSTGGGHK-

Original motif

Consensus sequence: HBBBCCGCCCCWHHHV

2.0

.00le,

bits

15
WabiLogad 4

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH

2.0

Motif ID: UP00000

Motif name: Smad3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 2

Number of overlap: 13

Similarity score: 0.0142708
Alignment:

DHHBCCCCGCCAHHBHB

---RHCCCASCRCKDY-

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD
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2.0

0.0 =

bits

Websiags 3.4

2.0

bits
=

— —— . L e A — - P =

Motif ID: UP00033

Motif name: Zfp410_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 13

Similarity score: 0.0145702
Alignment:

HHHHDGGGGCGGDBHDV

——-MDRGKGSTGGGHK--

Original motif
Consensus sequence: BHHBHCCGCCCCDHHHH

2.0

-—
. ==

__CcCCCC

0.0

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

2.0

= —_—

== —— W QAA
0.0= = === . | S —_—
5 10 15
Webloga 3.4

Motif ID: UP00002
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Motif name: Sp4_secondary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 13

Similarity score: 0.0200599
Alignment:

BDWAGGCGTGBCHHD

-MDRGKGSTGGGHK-

Original motif
Consensus sequence: BDWAGGCGTGBCHHD

2.0

-
=10 ﬂ T
o c g
col——"2=_1 A AR AP S AT ,
5 10 15

WetiLoga 34

Reverse complement motif
Consensus sequence: HHDGBCACGCCTWDB

2.0

¢ oACllr,..

0.0 =
5

Wetiloago 3.4

Dataset #: 1 Motif ID: 116 Motif name: C116

Original motif
Consensus sequence: WWMAWACACWMAWW

Reverse complement motif
Consensus sequence: WWTRWGTGTWTRWW,
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Best Matches for Motif ID 116 (Highest to Lowest)

Motif ID: UP00055
Motif name: Hbpl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1

Number of overlap: 14

Similarity score: 0.0242601
Alignment:

HHDWTSAATGAATDDB

WWMAWACACWMAWNW——

Original motif
Consensus sequence: HHDWTSAATGAATDDB

2.0

m ¢ICAAT;AAL~

bits

15
WabiLogad 4

R
'b-i

E‘LT%J W, -

Webilaga 3.4

Reverse complement motif
Consensus sequence: VDHATTCATTSAWDDH

2.0

%” ?AIIGAIICAI

0.0

WablLogo 34

Motif ID: UP00061
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DWAATRTAAACAAWVVB
WWMAWACACWMAWW———

Original motif

FoxI1_primary
Mus musculus
Original Motif
Original Motif
Forward

1

14

0.02629

Consensus sequence: DWAATRTAAACAAWVVB

2.0

2RATXIA Q Qéﬁ

10

Watiloga 3.4

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD

2.0

R U o

0.0
5 10 15
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00034
Sox7_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

7

14

Page 487 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=034

Similarity score: 0.0267723

Alignment:
GTVBDAATTGTVTGHGDDHKVB
—————— WWTRWGTGTWTRWW——

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

20

1.0

” = L ?Iééllél_ L= = e
e 5 K 15

bits

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

=140

bits

20
Weblogo34

5

Motif ID: UP00228

Motif name: Bapx1

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 14

Similarity score: 0.0270117

Alignment:

DTBVTTAAGTGGTTHHV

———WWTRWGTGTWTRWW

Original motif
Consensus sequence: VHHAACCACTTAAVVAH

Reverse complement motif
Consensus sequence: DTBVTTAAGTGGTTHHY
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2.0

un—-5?35ﬁ“95;£:£l(:1%[1!4¥ 2

Watiloga 3.4

2.0

GITAT .

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDYAAAHAAMAADHD
WWMAWACACWMAWW -

Original motif

Consensus sequence: HDYAAAHAAMAADHD

20

“aba M

UP00037

Zfp105_primary
Mus musculus
Original Motif
Original Motif
Forward

1

14

0.0271642

wah:ga a4

Reverse complement motif

Consensus sequence: HHHTTRTTDTTTKDH

20

S e T

Websloge 34

Dataset #: 1

Motif ID: 117

Motif name: C117
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Original motif
Consensus sequence: CMCWRSCTGYCCKG

“cala. Cleece o

5

bits

Webslogo 3.4

Best Matches for Motif ID 117 (Highest to Lowest)

Motif ID: UP00031

Motif name: Zbtb3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 14

Similarity score: 0.023372

Alignment:

DDHHTBCCAGTGARBHG

-—-CYGGKCAGSKWGYG

Original motif
Consensus sequence: CHVTCACTGGBADHDD

Reverse complement motif
Consensus sequence: CYGGKCAGSKWGYG

2.0

C CAV-<X\Vxl

3 AéAEéA —= N_
5

Webitaga 3.4

Reverse complement motif
Consensus sequence: DDHHTBCCAGTGABHG
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2.0

20

)

oaa 4

|
is

%mgggflxe.f

UP00092

Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
DBVKGGCAGTTGGTHB

-CYGGKCAGSKWGYG-

Myb_secondary

Mus musculus
Reverse Complement

Reverse Complement

Forward

2

14
0.0238724

Original motif
Consensus sequence: BDACCAACTGCCRBBH

2.0

%1,0
_=C%
5

Iﬁcge

WabiLagad

UP00057

Reverse complement motif
Consensus sequence: DBVKGGCAGTTGGTHB

2.0
10 C u
;‘:&@ = L
3 10 15
Wabloga 3 4

0.0

bits
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHDCVCAGCAKGVVD
CYGGKCAGSKWGYG-

Original motif

Consensus sequence: HHDCVCAGCAKGVVD

2.0

Zic2_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

2

14

0.0250247

“1 ¢ (AGEa

15
WetiLoga 34

Reverse complement motif
Consensus sequence: DVBCYTGCTGBGDDD

—

2.0

; I =
oolm—— _ ,‘g____A —_— e W =
& 5 10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00081
Mybll_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

1

14

0.0262709
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Alignment:
BHCGGCAGTTGGBEB
CYGGKCAGSKWGYG-

Original motif

Consensus sequence: BBVCCAACTGCCGHB

2.0

0.0

g ﬂggAAclmEQA-

15
Webiloga 34

Reverse complement motif
Consensus sequence: BHCGGCAGTTGGBBB

2.0

% 1-‘] CA TT
— —-:-—%I# = AN
- 10

5

15
Wetilogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVHCYTGCTGTGHDH
-CMCWRSCTGYCCKG

Original motif
Consensus sequence: DDDCACAGCAKGHVD

UP00006

Zic3_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

2

14

0.0274658

Reverse complement motif
Consensus sequence: DVHCYTGCTGTGHDH
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2.0 20

“ 0 CA CAT - TQElA 2V

0.0 e 0.0 —
15 5 10 15
Webiloga 3.4 Websloge 34

Dataset #: 1 Motif ID: 118 Motif name: C118
Original motif Reverse complement motif
Consensus sequence: GMCTGCSWSTGCCKC Consensus sequence: GRGGCASWSGCAGYC
(TUCgasTaCc B Cacxe CA e
a5 A
i eé—-—n QC% IC I..._g 0o |G A A X __lﬂ

W&JJ.bgan w«.._»..g a

Best Matches for Motif ID 118 (Highest to Lowest)

Motif ID: UP00400

Motif name: Zif268

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 15

Similarity score: 0.0439545

Alignment:
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VVVDHHTGCGYGGGCGDHVHHTB
—-——-GMCTGCSWSTGCCKC———--

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

bits

A C ACA

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

]

- _elﬂg XWvie2
5 10 15

Webloga 3.4

s == - = 1.10_ o ?TLT—E e -‘I:Ma‘ ol === =
Motif ID: UP00527
Motif name: Foxn4_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 8
Number of overlap: 15
Similarity score: 0.0446432
Alignment:
VHYTCCDWCCGCGTCMMTHWHV
GMCTGCSWSTGCCKC——=-——-

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHV

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV
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2.0

20

i E‘-"I e S . 23 ..“'F‘F‘%-f.é-:-@:':-_- = A A AN B & < — =
5 10 15 20 g 5 10 15 20
Motif ID: UP00031
Motif name: Zbtb3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1
Number of overlap: 15
Similarity score: 0.0451734
Alignment:
CHVTCACTGGBADHDD
-GMCTGCSWSTGCCKC

Original motif
Consensus sequence: CHVTCACTGGBADHDD

2.0

Reverse complement motif
Consensus sequence: DDHHTBCCAGTGABHG

20
ms l_,._—_., QQAElI‘-\:-_ =
5 10 15

Weblogod 4

Motif ID: UP00538
Motif name: Glil_v016060_secondary
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Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDDHVDKGCCACCCVCGCTDBVH
-——GMCTGCSWSTGCCKC——--—--

Original motif

Mus musculus
Original Motif
Reverse Complement
Forward

4

15

0.0458009

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

2
:D T
LN

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

e R — e M Ey e N 00 =X o e S i
5 10 15 Vs 5 10 15 20
Motif ID: UuP00414
Motif name: Ets1
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Reverse Complement
Original Motif
Backward

3

15

0.0501418
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Alignment:
BDDDHACCGGAARTVDD

GRGGCASWSGCAGYC--
Original motif
Consensus sequence: BDDDHACCGGAARTVDD
2.0
) Acg AA;. _
5 10 15 Saaah
Motif name: C119

Motif ID: 119

Reverse complement motif
Consensus sequence: DDBAMTTCCGGTDHDHB

2.0

15
Webiloga 3.4

bits

10 CI
oF o

0.0

Reverse complement motif
Consensus sequence: SWGTMCTGGKAKWS

2.0

Dataset #: 1
Original motif
Consensus sequence: SWRTYCCAGRACWS
2.0

cc%%I?QCAE?éQIQ

Best Matches for Motif ID 119 (Highest to Lowest)

Motif ID: UP00031
Motif name: Zbtb3_secondary
Mus musculus
Reverse Complement

Species:
Matching format of first motif:
Matching format of second motif:

Original Motif

Axx
0.0 c—:éAIQCT _TATEAQ
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Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
CHVTCACTGGBADHDD
—-SWGTMCTGGKAKWS -

Original motif

Backward
2

14
0.0288751

Consensus sequence: CHVTCACTGGBADHDD

2.0

Reverse complement motif
Consensus sequence: DDHHTBCCAGTGABHG

20

1.0 QA T
00 e — ;_‘n—-‘b Q_ = EEIQ:--_ e
& 5 10 15
WabiLlaga 34

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00040
Irf5_secondary
Mus musculus
Original Motif
Original Motif
Backward

2

14

0.0294274
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BHDAHCGAGARTHBV
SWRTYCCAGRACWS-

Original motif
Consensus sequence: BHDAHCGAGARTHBYV

2.0

Reverse complement motif
Consensus sequence: VBHAKTCTCGHTHHYV

2.0

n&§CIcﬁﬁl .

15
Wetilogo 3.4

gl e e T e e e ST 0.0
Motif ID: UP00019
Motif name: Zbtb12_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 14
Similarity score: 0.031753
Alignment:
BDHRBGTTCTAGATCVB
———SWRTYCCAGRACWS

Original motif
Consensus sequence: BDHRBGTTCTAGATCVB

Reverse complement motif
Consensus sequence: BBGATCTAGAACBKHDB
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bits
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2.0

—— 0.0

TOTNGMC.=

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

uP00018

Irf4_secondary

Mus musculus
Original Motif
Reverse Complement

WebiLags 1.4

Direction: Backward
Position number: 2
Number of overlap: 14
Similarity score: 0.0323112
Alignment:
BHHWCCGAGAMTVVB
SWRTYCCAGRACWS—
Original motif Reverse complement motif
Consensus sequence: VVBAYTCTCGGWHDB Consensus sequence: BHHWCCGAGAMTVVB
2.0 2.0
i éEIgl A o N = s i ?égg,}éﬁ,’__‘n‘
2 Wabtrat ve ? 10 Wtooh be
Motif ID: UP00203
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Motif name: Pknox1

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 14

Similarity score: 0.0328626

Alignment:

VVWTTGACAGSTSBKD

—-SWRTYCCAGRACWS-

Original motif
Consensus sequence: DRVSASCTGTCAAWVV

2,

0.0 - ‘:;ACCI T_ élﬁ".’;ﬁ

Wabiogad 4

Reverse complement motif
Consensus sequence: VVWTTGACAGSTSBKD

20

bits

0.0

____-‘QI wil_ NClSsS =
5

10 15
WabiLogo 34

Dataset #: 1 Motif ID: 120 Motif name: C120

Original motif
Consensus sequence: TGARACMSKGTYTCA

Reverse complement motif
Consensus sequence: TGAMACRSYGTKTCA
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Webiloga 3.4 Websloge 34

Best Matches for Motif ID 120 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

UP00098
Rfx3_secondary

Mus musculus
Original Motif
Reverse Complement

Direction: Forward

Position number: 7

Number of overlap: 15

Similarity score: 0.0456935

Alignment:

BDBBVBVGTAWCCAAGVBHBAGB

—————— TGARACMSKGTYTCA--

Original motif Reverse complement motif

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

ol EL CTTAUXT_ﬁ

_——

20

5

WesLogo 34 Weblaga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

UP00036

Myf6_secondary

Mus musculus
Reverse Complement
Reverse Complement

Weblogo a4

Direction: Backward

Position number: 1

Number of overlap: 15

Similarity score: 0.049534

Alignment:

GGDGBGVCTGTKVVB

TGAMACRSYGTKTCA

Original motif Reverse complement motif

Consensus sequence: VVVRACAGVCBCDCC Consensus sequence: GGDGBGVCTGTKVVB
ks ﬁégéfﬁg— C c< " f‘}::-'—:‘-:‘f'-:—'-glijrz

Motif ID: UP00540

Motif name: Gli3_v015681_secondary

Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Reverse Complement
Forward

5
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Number of overlap: 15
Similarity score: 0.0503421

Alignment:
VMYDHDGMCCHCCKBGVVAAVH
—-———-TGAMACRSYGTKTCA---

Original motif Reverse complement motif

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

2.0 20

a o
E10 T E10 C cg A
5= El Q:«gl - Ef??lg o ~:-“_"=£_—_ B e X Vo ¥AA - & =A_._
é 10 15 B - 10 15
HLogad 4

= BT S
20

Weblogod4

Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7

Number of overlap: 15

Similarity score: 0.0525165
Alignment:

RTHBSYCGCCMCMYVCGBTVDH

—————— TGARACMSKGTYTCA-

Original motif Reverse complement motif
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Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

20

20
Weblogad 4

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

it
P

>

I T -_A?5&5:J&]}%1}F1§?€“9¢rff‘-C:
5 10 15 20

Motif ID: UP00059
Motif name: Arid5a_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 15

Similarity score: 0.0539819
Alignment:

BDYDVAATACGADDBVV

—--TGARACMSKGTYTCA

Original motif
Consensus sequence: BDYDVAATACGADDBVV

20

oy
40

- = = _AAIAQQ‘??O

0.0 e

15
Websiaga 3.4

Reverse complement motif
Consensus sequence: BBVDDTCGTATTVDMHB

2.0

Page 506 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=059

Dataset #: 1 Motif ID: 121 Motif name: C121

Original motif
Consensus sequence: MRCCCTRGCYSTCCYK

nellTaCcall

a

Weblogod 4

Best Matches for Motif ID 121 (Highest to Lowest)

Motif ID: UP00526

Motif name: Foxnl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 16

Similarity score: 0.0432795
Alignment:

WHVBVVMACGCGCGTCDYHWDH
--RKGGASMGCKAGGGMY----

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

Reverse complement motif
Consensus sequence: RKGGASMGCKAGGGMY

2.0

[ &=

5 10 15
Wabilogo a4

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW
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2.0

20

%10
s AAC __g i i T
5

Weblogo 34

. DT =LA = N o= 2T AV TACHE =X
5 10 15 20 G e 10 15 20
Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1
Number of overlap: 16
Similarity score: 0.0435346
Alignment:
HDBABCGBKRGYGGCGMSBHAK
—————— RKGGASMGCKAGGGMY

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

2.0

. é___‘ g;z_-,-, AT%:I—:‘FI?@?!_:-—-‘T‘%E
= 5 10 15 20

Weblogod4

Motif ID: UP00539

Motif name: Gli2_v015681_primary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
CBDMCMGGGTGGTCCHVBVBAH
-MRCCCTRGCYSTCCYK-———--

Original motif

Mus musculus

Original Motif

Reverse Complement
Forward

2

16

0.043859

Consensus sequence: HTBVVVDGGACCACCCRGRDBG

2.0

Reverse complement motif

Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

= ﬂl = A IV L e e AWT =__

g 5 10 i g 5 10 15 20
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Original Motif
Original Motif
Backward

5

16
0.0450464
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Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
-——MRCCCTRGCYSTCCYK----

Original motif

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

bits
=

[Tt

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

0.0 c-—g‘r—'g%& | = 9!.‘- 00 — = e
5 10 20 o 10 15 20
Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDDHVDKGCCACCCVCGCTDBVH
——————— RKGGASMGCKAGGGMY

Original motif

Reverse Complement
Original Motif
Backward

1

16

0.0451554

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

A CA

20

v

bits

Webblaga 3.4

== - — '—-_—“‘*¢ e fﬁcﬁ%—-— - _'_ ‘}‘9"‘:’ 0.0 == — — "‘: - —l:..__._
Dataset #: 1 Motif ID: 122 Motif name: C122

Original motif
Consensus sequence: YAGCCCWGSCWSBCCTR

g:$BIQGQ¢:°g*QéCCIé

Websiags 3.4

Best Matches for Motif ID 122 (Highest to Lowest)

Motif ID: UP00400

Motif name: Zif268

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 7

Number of overlap: 17

Similarity score: 0.0374003

Alignment:

Reverse complement motif
Consensus sequence: MAGGVSWGSCWGGGCTK

2.0

AU\J..c CI.
0.0 9 = —ﬁ«,_—-ﬂ = X‘E‘-‘Q AA éA

5 10

WebiLags 1.4
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VVVDHHTGCGYGGGCGDHVHHTB
MAGGVSWGSCWGGGCTK-=————-

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

bits

A C ACA

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

]

- _elﬂg XWvie2
5 10 15

Webloga 3.4

s == - = 1.10_ o ?TLT—E e -‘I:Ma‘ ol === =
Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3
Number of overlap: 17
Similarity score: 0.0431179
Alignment:
BDDHVDKGCCACCCVCGCTDBVH
-—-—-YAGCCCWGSCWSBCCTR--

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

WesLaga 34

20

| CC c
a A
e O N Ve AA.-L_Q
5 10 5

Webblaga 3.4

Motif ID: UP00540

Motif name: Gli3_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 7

Number of overlap: 17

Similarity score: 0.0445547

Alignment:

YBVDMGTGGGTGGTCKVVBVBBT
MAGGVSWGSCWGGGCTK———--~

Original motif
Consensus sequence: ABBBBVVRGACCACCCACRDBBM

2.0

bits

= T AV e = W D
=
5 10 15 2

0.0

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

Motif ID: UP00539
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDBABCGBKRGYGGCGMSBHAK
————— MAGGVSWGSCWGGGCTK

Original motif

Gli2_v016060_secondary
Mus musculus

Reverse Complement
Reverse Complement
Forward

6

17

0.0459573

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Reverse complement motif

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

S _w_ _— el é.__‘g.;!._ = AT&I‘FI - AA-:-—-A‘?E
2 - _5_ 10 15 20 i ik 5 - _m ~ 15 G
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Original Motif
Original Motif
Forward

3

17
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Similarity score: 0.0473282

Alignment:

BHCBCBCCGGGTGGTCYHVHDCH

--YAGCCCWGSCWSBCCTR---~

Original motif Reverse complement motif

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20 20

.0

f

e

0
—

I—
-0

v
)

i

»

>
b ——
e
<D

P

= 002 e e =

Weblaga 3.4

Dataset #: 1 Motif ID: 123  Motif name: C123
Original motif Reverse complement motif
Consensus sequence: GAAMTCWGAAATC Consensus sequence: GATTTCWGARTTC

2.0

M TCxGAAATG “cazT[CaCa,TTg

Webilogod 4 Weblogod 4

Best Matches for Motif ID 123 (Highest to Lowest)

Motif ID: UP00015

Motif name: Ehf_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
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Matching format of second motif: Original Motif

Direction: Forward
Position number: 4

Number of overlap: 13
Similarity score: 0.0397393
Alignment:

WDVDABTTCCKAHSDW

—-——GATTTCWGARTTC

Original motif
Consensus sequence: WDVDABTTCCKAHSDW

2.0

Reverse complement motif
Consensus sequence: WDSHTYGGAAVTDVDW

2.0

—— 0.0

xr_ A IIT_IQIQAI eﬁ¢41§?¢AAlﬁmké

WabiLogad 4 WablLogo 34

Motif ID: UuP00409
Motif name: EIf5

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 13

Similarity score: 0.0411525
Alignment:
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BWAHSMGGAAGTWD
GAAMTCWGAAATC-

Original motif

Consensus sequence: BWAHSMGGAAGTWD

2.0

0.0

T a bk

Webiioga 3.4

Reverse complement motif
Consensus sequence: DWACTTCCRSDTWV

+ AeTTCCs. 1.

Wabioga 3.4

s
-_51.0

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VBDABCCGGAAGTDD
-GAAMTCWGAAATC-

Original motif
Consensus sequence: VBDABCCGGAAGTDD

UP00015
Ehf_primary
Mus musculus
Original Motif
Original Motif
Forward

2

13
0.0417179

Reverse complement motif
Consensus sequence: DDACTTCCGGBTHBB
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G\ AA;Tm

ool
Motif ID: UP00413
Motif name: Elf4
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
4
13
0.0418022

Position number:
Number of overlap:
Similarity score:

Reverse complement motif
Consensus sequence: HAWYCCGGAAGTHBBD

Alignment:
DBBHACTTCCGGKWTH
—-——GATTTCWGARTTC
Original motif
Consensus sequence: DBBHACTTCCGGKWTH
2.0 2.0
SN - = W T AKX B =t Wi
2 10 Wotoga3 2 > L Westagaas
UuP00418
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Motif name: Etv6

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 13

Similarity score: 0.0418622

Alignment:

BHAHCCGGAAGTABDVD

GAAMTCWGAAATC—-—--

Original motif
Consensus sequence: DVHBTACTTCCGGHTHB

2.0

—— = ;Ag - - IA—- =

0.0 — -
15

Watiloga 3.4

Reverse complement motif
Consensus sequence: BHAHCCGGAAGTABDVD

2.0

) Aéﬁcc AA A e

bits

0.0—=

Wabiogs 3.4

Dataset #: 1 Motif ID: 124 Motif name: C124

Original motif
Consensus sequence: WSACSRSGCTGSYSTCSW

Reverse complement motif
Consensus sequence: WSGASKSCAGCSMSGTSW
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Best Matches for Motif ID 124 (Highest to Lowest)

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 18

Similarity score: 0.0329213

Alignment:

BDDHVDKGCCACCCVCGCTDBVH

--WSGASKSCAGCSMSGTSW—-—-~—

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

20

2.0

m%$A cA CA C CGIQ%

Watsloga 34

bits

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

[ ACQCCA CQAC .

bits

?."*

20

Weblaga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
MWSMBAARRATGCDCABHATGD
-WSACSRSGCTGSYSTCSW——--

Original motif

UP00528

Foxm1_secondary
Mus musculus
Original Motif
Original Motif
Backward

4

18

0.0329451

Consensus sequence: MWSMBAARRATGCDCABHATGD

20

bits

AA

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

cécg = _— -—-e--_-A _ ilg 00 = :
Motif ID: UP00526
Motif name: Foxnl_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Original Motif
Reverse Complement
Backward

4
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Number of overlap: 18
Similarity score: 0.0351741

Alignment:
BDVBCDACGCKCGCGTBHRKHD
-WSACSRSGCTGSYSTCSW—--

Original motif
Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

2.0

S, A_E‘, A¢;—:Gégqgel = e —

Reverse complement motif
Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

20

i o, — AQ#}QAQAC==:__T~ = II_ =
g 5 10 15 20

WabiLago

.

< | |

2 19 3 a8 WabiLogad &
Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
Number of overlap: 18
Similarity score: 0.0362523
Alignment:
RTHBSYCGCCMCMYVCGBTVDH
--WSGASKSCAGCSMSGTSW~-~—

Original motif

Reverse complement motif
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Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

20

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

it
P

P

u?gia;g&]ﬁ%lﬂﬁtxgamﬂ&=fﬂ? <
5 15 20

Motif ID: UP00526
Motif name: Foxnl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 18

Similarity score: 0.0378518
Alignment:

WHVBVVMACGCGCGTCDYHWDH
--WSACSRSGCTGSYSTCSW-—

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

2.0
4]
1.0

=

0.0

4§af;t;_ SE Tu\_ g; g; E;-}:r
20

5

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

et &Ac ____.Qe-cr.--.___ﬁ-é--TX
5

15
WeblLogod4
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Dataset #: 1 Motif ID: 125 Motif name: C125

Original motif
Consensus sequence: SKASWYASAGRWASMS

cTA?nggégngEéE

P

Weblogod 4

Best Matches for Motif ID 125 (Highest to Lowest)

Motif ID: UP00034

Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 16

Similarity score: 0.0304657
Alignment:

GTVBDAATTGTVTGHGDDHKVB
-SYSTWKCTSTMWSTRS————-

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

Reverse complement motif
Consensus sequence: SYSTWKCTSTMWSTRS

2.0

Tolas.|
" SLe ‘459& “1C A8 las
; 5 10 15

==

Weblogod4

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC
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Weblogo 34
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Motif ID: UP00122

Motif name: Tgifl

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DBVVAGCTGTCAWWVTH
SYSTWKCTSTMWSTRS -

Original motif

Consensus sequence: DABWWTGACAGCTVVBD

2.0

00 g — pin .

A e

Reverse Complement
Reverse Complement
Forward

1

16

0.033763

Reverse complement motif

2.0

- e 0.0=

5 10

Webiiaga 3.4

Consensus sequence: DBVVAGCTGTCAWWVTH
ViV X =
10 15

Motif ID:

uP00014
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHBHHCATTCATRHVDD
SKASWYASAGRWASMS -

Original motif

Sox17_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

16

0.0342041

Consensus sequence: VHBHHCATTCATRHVDD

2.0

W
= 1.0

;_?.E_S,QA__IIQ&I:": s

N

Watiloga 3.4

Reverse complement motif
Consensus sequence: DDBDKATGAATGHDBHV

2.0

_TGAAT

0.0 N

-

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00077

Srf_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

16

0.0346406
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Alignment:
VBDDAAAAAAAAMVBHH
SKASWYASAGRWASMS -

Original motif
Consensus sequence: VBDDAAAAAAAAMVBHH

2.0

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

2.0

Webiloga 3.4

o= ; 10 = 15 T 29 _-.—I;AA G_TM. = 15
Motif ID: UP00084
Motif name: Gmeb1l_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1
Number of overlap: 16
Similarity score: 0.0359108
Alignment:
BHBBKKACGTMMVDBVB
-SKASWYASAGRWASMS

Original motif
Consensus sequence: BHBBKKACGTMMVDBVB

Reverse complement motif
Consensus sequence: BVVDVRYACGTRYVBHB
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2.0

TAWa,

0.0 ————

Websiags 3.4

2.0

Dataset #: 1 Motif ID:

Original motif

Motif name: C126

Consensus sequence: SVWGRCSMKSCTGGYS

2.0

15
Weblogad 4

Best Matches for Motif ID 126 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGRTVDH
SVWGRCSMKSCTGGYS———-——-—

UP00539

Gli2_v016060_secondary
Mus musculus

Original Motif

Reverse Complement
Forward

1

16

0.0246313

Reverse complement motif
Consensus sequence: SMCCAGSYYSGMCWBS

ACCA Gesrseell. =

0.0 ==

nga
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Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

A, ?E%ﬁggécggﬁge?-r

5 20
WebLogad 4

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

A C C T

ol =2 2 AT i Eaas _~Ac
5 10 15

Weblogod4

Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward
Position number: 2

Number of overlap: 16
Similarity score: 0.0257483
Alignment:

BDDHVDKGCCACCCVCGCTDBVH

—————— SMCCAGSYYSGMCWBS—

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

WebiLogo 34

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

Page 529 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VMYDHDGMCCHCCKBGVVAAVH
-—SVWGRCSMKSCTGGYS——---

Original motif

UP00540

Gli3_v015681_secondary
Mus musculus

Original Motif

Reverse Complement
Forward

3

16

0.0279168

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

il Ell— Q_ngflzﬂ?§§ ﬁ,:%‘;z._d_

WebLogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

Ax . T YVVXA = TfAL
10 15

20
Weblogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00539
Gli2_v015681_secondary
Mus musculus

Original Motif

Reverse Complement
Forward

Page 530 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=540
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=539

Position number: 6

Number of overlap: 16

Similarity score: 0.0307173

Alignment:

DVMHHDHKGACCCTCCTSVCBH

————— SVWGRCSMKSCTGGYS-

Original motif Reverse complement motif

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

2.0 2.0

>

n
—
D
>

Té_-rA- L 2 QIQQI =

i A ma e t g ==
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 16
Similarity score: 0.0329173
Alignment:
HGDHVHKGACCACCCGGBGBGDB
-———-SVWGRCSMKSCTGGYS—---
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Original motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

06 e e T A 2 o =

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

o ARG

PraE—=

bits

A== =

Y = = - —_— -

5 10 15 20

WebbLaga 34

Dataset #: 1 Motif ID: 127 Motif name: C127

Original motif
Consensus sequence: CKCCYYTHATCCCMG

ngggzl AICCG.

e

Webilaga 34

Best Matches for Motif ID 127 (Highest to Lowest)

Motif ID: UP00219

Motif name: Cutll_3494.1
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 15

Similarity score: 0.0320609

Reverse complement motif
Consensus sequence: CYGGGATHAMMGGRG

AAAAT AA

bits

AnS o

15
Wetslogo 34
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Alignment:
DBWSDTKATCAAVCGGT
-—-CYGGGATHAMMGGRG

Original motif
Consensus sequence: ACCGVTTGATYAHSWBD

2.0

I\(3€F,h,‘IEJ[I\IXW[QFAL__C=Jk —
- —S=——=—a Al B i, — -
5 10 1

Wabiloga 3.4

Reverse complement motif
Consensus sequence: DBWSDTKATCAAVCGGT

2.0

5 10

Webiloga 3.4

Motif ID: UP00067

Motif name: Lefl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 15

Similarity score: 0.0338391

Alignment:

VDDAGATCAAAGGKDDD

CYGGGATHAMMGGRG--

Original motif
Consensus sequence: DDDYCCTTTGATCTDDV

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD
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2.0 2.0

$¢QITT“AIC; 1 _ ASA|IVARAVs.

0.0
15
Websiags 3.4 WebiLags 1.4

bits
bit

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

uP00014

Sox17_secondary
Mus musculus
Reverse Complement
Reverse Complement

Direction: Backward

Position number: 3

Number of overlap: 15

Similarity score: 0.0345074

Alignment:

DDBDKATGAATGHDBHV

CYGGGATHAMMGGRG—-

Original motif Reverse complement motif

Consensus sequence: DDBDKATGAATGHDBHV

2.0

wy
C ;A l QA "
—_ "Wt wm_ I S~ = ool T SE e & W == e
5 10 -

15
Webiiaga 3.4 WebiLags 3.4

Consensus sequence: VHBHHCATTCATRHVDD

2.0

w0
10

—
Ib
=

—

00—

Motif ID: UP00058
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHKVCTTTGATSTHHH
CYGGGATHAMMGGRG—--

Original motif

Tcf3_primary

Mus musculus
Reverse Complement
Original Motif
Forward

1

15

0.0345461

Consensus sequence: HHHASATCAAAGVRHHH

2.0

ﬂ:_#LQ?AIQAAAéﬂf

15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH

2.0

%t_ -ETQITTTAICL?'“

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00083
Tcf712_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

15

0.0348977
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Alignment:

BDDASATCAAAGGMDDD
CYGGGATHAMMGGRG--
Original motif Reverse complement motif
Consensus sequence: DDDYCCTTTGATSTDDV Consensus sequence: BDDASATCAAAGGMDDD

2.0 2.0

0.0 - Eg_-_-—- T—_'AII — = 0.0 e éc — ﬁ::l:—f‘:

2 Wehilopa 3.4 2 19 L Wabilogs 3.4

Dataset #: 1 Motif ID: 128 Motif name: C128
Original motif Reverse complement motif
Consensus sequence: SYCTSRSTGTCSYSGARS Consensus sequence: SKTCSMSGACASKSAGMS

2.0

GCCT AcTUT GLeliaac GGAQQAC ACA TCA A_

‘c-..lL — S

2.0

0.0
Webiloga 3.4 Webiioga 34

Best Matches for Motif ID 128 (Highest to Lowest)

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward
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Position number: 1

Number of overlap: 18
Similarity score: 0.0345039
Alignment:

HVBDAGCGBGGGTGGCRDBDDDB

————— SYCTSRSTGTCSYSGARS

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

== B e e E e —— =
: e " H s 5 o 15 P
Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1
Number of overlap: 18
Similarity score: 0.0355993
Alignment:
HDBABCGBKRGYGGCGMSBHAK
-———-SYCTSRSTGTCSYSGARS
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Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

20
WebLogad 4

T, Eiggégggzéi:gagrjge“?1:“

5

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

it
=

C T

.ﬂgié;JQ];%l;Fli.ﬁ“?¢bﬁfd9C:
5 10 15

P>

Weblogod4

Motif ID: UP00098
Motif name: Rfx3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6

Number of overlap: 18

Similarity score: 0.040905
Alignment:

VCTBHBVCTTGGWTACVVVVVDB

————— SYCTSRSTGTCSYSGARS

Original motif
Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

&
=10

G1_5? CIIA“ITH'; =

20
WebiLogo 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

===

Al

= e T =

20
Webloga 3.4
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Motif ID: UP00540

Motif name: Gli3_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 6

Number of overlap: 18

Similarity score: 0.0416039

Alignment:

HHBSHTCGTGRGTGGKGDBVWMV

————— SYCTSRSTGTCSYSGARS

Original motif Reverse complement motif

Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
20 20
o0 5 A ggggégggﬁg-kéé?_--_—ﬁﬂ == AEQ?IQ‘EIIT“FIA« XLA  =8-

% 0 i & Weblag 3.4 ? 10 L 20 Weblogn 1.4

Motif ID: UP00527

Motif name: Foxn4_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward
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Position number: 1

Number of overlap: 18
Similarity score: 0.0436679
Alignment:

VDWDARRGACGCGGWHGGAKHV
SKTCSMSGACASKSAGMS——---

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHV

2.0

'E'?‘I o= LBL AL f—;—:s;:.%._—r_ _A—.—_'__
5 10 15

WabLogad 4

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

2.0

bits

QIEQ,;EQ ViVe_x A%

15 20

Dataset #: 1 Motif ID: 129 Motif name: C129

Original motif
Consensus sequence: KKGCTAYRYRGAGAMM

11 CIACAT AAA =K

5
Wabiogad 4

Best Matches for Motif ID 129 (Highest to Lowest)

Motif ID: UP00131
Motif name: Gbx2

Reverse complement motif
Consensus sequence: RRTCTCKKMMTAGCRY

EITTTQICEA$§TAE_ee

15
WabiLogo 34
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DVDVKCTAATTAGMVVD
RRTCTCKKMMTAGCRY -

Original motif

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

16

0.0195892

Consensus sequence: DVVRCTAATTAGYVDBD

2.0

"L CIRNIIA

Reverse complement motif
Consensus sequence: DVDVKCTAATTAGMVVD

2.0

A,..___-:A C ‘ ‘A =N

Webiloga 3.4

= S
10 15 Saaah
Motif ID: UP00136
Motif name: Prrx2
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

Reverse Complement
Reverse Complement
Forward

1

16

0.0328703
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DDDHKCTAATTAGCHBT
RRTCTCKKMMTAGCRY -

Original motif

Consensus sequence: AVHGCTAATTAGYDDDD

2.0

0.0 = = 1 €= AT _ —
5

Wabiloga 3.4

Reverse complement motif
Consensus sequence: DDDHKCTAATTAGCHBT

2.0

_Agl AAQ-

=

0.0 o

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVCMGCTAATTAGCBKW
RRTCTCKKMMTAGCRY -

Original motif

UP00132

Evx2

Mus musculus
Reverse Complement
Original Motif
Backward

2

16

0.0356184

Consensus sequence: BVCMGCTAATTAGCBKW

Reverse complement motif
Consensus sequence: WRBGCTAATTAGCRGBB
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2.0

2.0

¥

CQ—_.-: =

. = | | - T N . == = «—
5 10 15 S 5 10 15 S
Motif ID: UP00211
Motif name: Pou3f3
Species: Mus musculus
Matching format of first motif: Original Motif

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HADDTATGCATAATDDA
—-KKGCTAYRYRGAGAMM

Original motif

Reverse Complement
Backward

1

16

0.0360591

Consensus sequence: HADDTATGCATAATDDA

2.0

00—

la *;éI_QWIAéI

__A

1
Webriogo 3.4

Reverse complement motif
Consensus sequence: TDDATTATGCATADDTH

2.0

o TAlG0hm +

0.0
5

Webloga 3.4

Motif ID:
Motif name:

UP00178
0g2x
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Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 16

Similarity score: 0.0365623

Alignment:

BHDHBMKAATTMKVVCG

RRTCTCKKMMTAGCRY -

Original motif
Consensus sequence: CGVVYYAATTRRBHDHB

2.0

- QTAATTA

Websiags 3.4

Reverse complement motif
Consensus sequence: BHDHBMKAATTMKVVCG

2.0

|| .

WebiLags 1.4

bits

Dataset #: 1 Motif ID: 130 Motif name: C130

Original motif
Consensus sequence: TKCCWGGVCWGCMA

a0 on ol

Welsloge 34

Reverse complement motif
Consensus sequence: TRGCWGBCCWGGYA

IchxDECCx IcA

0.0 5=

Webilaga 3.4
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Best Matches for Motif ID 130 (Highest to Lowest)

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 9

Number of overlap: 14

Similarity score: 0.0417596

Alignment:

BDDHVDKGCCACCCVCGCTDBVH

-TKCCWGGVCWGCMA-——————~

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

20

A CA

bits

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

| CC
- A
0.0 _l‘e:g—_‘_l__- AC(‘;E AAA

20
Weblaga 3.4

0.0-4== e == LA DN ’“D“”—'L-* o : N coC :':-
Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Original Motif
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Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVVDHHTGCGYGGGCGDHVHHTB
—————— TKCCWGGVCWGCMA—-—--

Original motif

Reverse Complement
Backward

4

14

0.0438533

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

VA

ST

=

5 10 15

WebiLogo 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

]

= = “_‘*IAQ A gé =
5 10 15

Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHHHDVVGTTGCTAHGGDHBAHH
TRGCWGBCCWGGYA-————————

UP00098

Rfx3_primary

Mus musculus
Reverse Complement
Original Motif
Forward

1

14

0.0449212
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Original motif

Consensus sequence: HDTBHHCCHTAGCAACVVDHHHH

2.0

it
=

e

[
o
x C s
e e B = ===
5 10 15

WesLago 34

Reverse complement motif
Consensus sequence: HHHHDVVGTTGCTAHGGDHBAHH

20

e _— —o 8 [ &= - == - =R —

WebbLaga 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDBABCGBKRGYGGCGMSBHAK
——————— TKCCWGGVCWGCMA -

Original motif

UP00539
Gli2_v016060_secondary
Mus musculus

Original Motif

Reverse Complement
Backward

2

14

0.0463369

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Py L=

—

5

. c;%ﬁggécggﬂ c2-1

Wablogad 4

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

it
p=

-8 G'L_—_AI%I‘FIC.:‘E\‘?‘-_:-—_-“_’*AE

e =—— = -

5 10 15

WablLogod4
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Motif ID: UP00540

Motif name: Gli3_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 7

Number of overlap: 14

Similarity score: 0.0472891

Alignment:

YBVDMGTGGGTGGTCKVVBVBBT

—————— TRGCWGBCCWGGYA-———

Original motif
Consensus sequence: ABBBBVVRGACCACCCACRDBBM

2.0

bits

= =t Wi CVEYX-, '-A“-“_m.'fé
5 10 15 20

0.0

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

Dataset #: 1 Motif ID: 131 Motif name: C131

Original motif
Consensus sequence: WWAADAARVHAAWW

Reverse complement motif
Consensus sequence: WWTTHBKTTDTTWW
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{ELIAQ?AAAAW_AA%

Welsloge 34

Best Matches for Motif ID 131 (Highest to Lowest)

Motif ID: UP00077
Motif name: Srf_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 14

Similarity score: 0.0256716
Alignment:

VBDDAAAAAAAAMVBHH

-—-WWAADAARVHAAWW-

Original motif
Consensus sequence: VBDDAAAAAAAAMVBHH

20

LTTI
0.0 é_ — =

5

TzTTﬁlleé

Webilaga 3.4

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

20

bits

0.0 =

+TITTaTx.,

-

15
Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDTYTTGTTWTKDDDT
WWTTHBKTTDTTWW——

Original motif

UP00061
Foxl1_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

3

14

0.0279274

Consensus sequence: ADDDYAWAACAAMAHH

20

bits

:é$3?§éAA%AA$A

15
Weblogad 4

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT

2.0

lxlIAIIHAnI v

—

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00028
Tcfap2e_secondary
Mus musculus
Original Motif
Original Motif
Backward

1
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Number of overlap:
Similarity score:

Alignment:
HDCDBRAAAAAADD
WWAADAARVHAAWW

Original motif

Consensus sequence: HDCDBRAAAAAADD

2.0

bits
5

—

AaAA

14
0.0294273

5

Webslogo 3.4

Reverse complement motif
Consensus sequence: DDTTTTTTMBDGDH

2.0

= 1.0

TIxITT

a0 l=—

Webitaga 3.4

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DDWTBAATTGTTDDB
WWTTHBKTTDTTWW-

Original motif

Consensus sequence: VDDAACAATTVAWHD

UP00014
Sox17_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

14

0.0331143

Reverse complement motif
Consensus sequence: DDWTBAATTGTTDDB
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2.0

bits

A _AAGAATlnéﬁﬁ

Webiloga 3.4

bits

20

o

AAIT__ =

;A_%IT&ATT

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HHHTTRTTDTTTKDH
—-WWTTHBKTTDTTWW

Original motif

Consensus sequence: HDYAAAHAAMAADHD

2.0

- AAAEAA AA

UP00037

Zfp105_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

14

0.0331856

Wd:_ngu as

Reverse complement motif

Consensus sequence: HHHTTRTTDTTTKDH

2.0

AM_ __AA

15
Websloge 34

Dataset #: 1

Motif ID: 132

Motif name: C132
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Original motif
Consensus sequence: WCAGRGWGAGAWCYAGGW

2.0

%]
o CA
o P

Best Matches for Motif ID 132 (Highest to Lowest)

5

10 15

WebLaga 3.4

Motif ID: UP00034

Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 18

Similarity score: 0.0464813

Alignment:

VVYDDDCHCAVACAATTDBVAC

WCCTKGWTCTCWCMCTGW————

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

=10

5 10 1

5

bits

WabLogad 4

Reverse complement motif
Consensus sequence: WCCTKGWTCTCWCMCTGW

2.0

w
=10

D me Eze%;ClchQQ

=T

WatrLoga 3.4

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

£10

bits

= S Cﬁ&QAAslIAE 3 ,QQ

5
WabiLogod4
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Motif ID: UP00539

Motif name: Gli2_v015681_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 2

Number of overlap: 18

Similarity score: 0.0491336

Alignment:

HVGVSAGGAGGGTCYHHHHYVH

-WCAGRGWGAGAWCYAGGW——-

Original motif Reverse complement motif

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH Consensus sequence: DVMHHDHKGACCCTCCTSVCBH
4 = ?éA‘EéA ¥ AIQQ% L= po e ‘ T.E_!T-_A—_- v QIQQIL =

Motif ID: UP00528

Motif name: Foxm1_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 1
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Number of overlap: 18

Similarity score: 0.0511816
Alignment:
DCATDBTGHGCATKMTTBRSWR
WCCTKGWTCTCWCMCTGW————
Original motif Reverse complement motif
Consensus sequence: MWSMBAARRATGCDCABHATGD Consensus sequence: DCATDBTGHGCATKMTTBRSWR
2.0 2.0
[ A
BB AA A LLYVeGA AXE 1 &ax IGe C cglg FeX
10 15 20 o 5 m
Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4
Number of overlap: 18
Similarity score: 0.0524801
Alignment:
HVBDAGCGBGGGTGGCRDBDDDB
——-WCAGRGWGAGAWCYAGGW——-
Original motif Reverse complement motif
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Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

20

X CA

Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

e ACQCCA e o.c.

bits

20

Weblaga 3.4

ol - DG T o nca%-f CE TN e e ey
Motif ID: UP00540
Motif name: Gli3_v015681_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2
Number of overlap: 18
Similarity score: 0.0525963
Alignment:
DVTTVVCVYGGHGGYCHHDMYB
—-——-WCAGRGWGAGAWCYAGGW-

Original motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

| C c
£10
a AWV Aa
0o=== ._:.___-_";‘ e P i - A-T—-:': —_— e e
10 15

WeblLogod4
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Dataset #: 1 Motif ID: 133 Motif name: C133

Original motif
Consensus sequence: AWMAWHDACACHRWMAW

2.0

%:eég 2 éCAC ~Achs

T = s CA-._T -
|
5

Webriogo 3.4

Best Matches for Motif ID 133 (Highest to Lowest)

Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 17

Similarity score: 0.039607
Alignment:

VYWVVHCRCCACMCACGAHSBHH
-AWMAWHDACACHRWMAW—————

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

Reverse complement motif
Consensus sequence: WTYWKHGTGTDHWTRWT

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
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2.0

~Lx giggégggActg%?

0 - ==

5
WesLaga 34

20

: AT
; AAEE‘E‘IQ'ECIT-‘FIJ_-)HG’} - o=
5 10 15 2

Webblaga 3.4

Motif ID: UP00034

Motif name: Sox7_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5

Number of overlap: 17

Similarity score: 0.0412538

Alignment:

WBHHHHHMDATTGTTHDHDVHH

————-WTYWKHGTGTDHWTRWT -

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

I e ag;-__ir | =X .- - -
10 15 20

Weblogod4

Motif ID: UP00039

Page 558 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=034
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=039

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DVHWDTGTTWTGDTBDH
WIYWKHGTGTDHWTRWT

Original motif

Foxj3_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

1

17

0.0441279

Consensus sequence: HDBAHCAWAACADWDVD

2.0

0.0 _—

15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: DVHWDTGTTWTGDTBDH

2.0

%1-0 T TT
" = 7-_'_=—x.':'=..__A_—__.-.—-._I_ e E
5 10

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00119

Nkx2-9

Mus musculus
Reverse Complement
Original Motif
Forward

1

17

0.0448373
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Alignment:
TTTDAAGTACTTVAADH
WIYWKHGTGTDHWTRWT

Original motif

Consensus sequence: TTTDAAGTACTTVAADH

2.0

0.0

EWIEEAAAWIACLTHAQLé

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HDTTBAAGTACTTDAAA

2.0

0.0

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

GTVBDAATTGTVTGHGDDHKVB
-WTYWKHGTGTDHWTRWT ———-

Original motif

uP00034

Sox7_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

2

17

0.0454758

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

Page 560 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=034

2.0

4]
1.0

E T
=2 ?IéAéIé_I__. xre = 1 13
: 5 K 15

20

X < C?$QAA51IAE _aC

20
Weblogo 34

Dataset #: 1 Motif ID: 134 Motif name: C134

Original motif
Consensus sequence: CCBCCCCSCCC

“ee 00ce(0e

Watiiaga 34

Best Matches for Motif ID 134 (Highest to Lowest)

Motif ID: UP00021

Motif name: Zfp281_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 11

Similarity score: 0.00418064
Alignment:

GKRGGGGGGGGGGBD

-——-—-GGGSGGGGRBRGG

Reverse complement motif
Consensus sequence: GGGSGGGGBGG

Z.0

bits
-

S LR L= P V- .
: 5 10
Weblaga 34
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Original motif

Consensus sequence: DBCCCCCCCCCCMYC

2.0

1 ocleol00C. .

15
Webilaga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHHDYGGGGGGGGBVD
————— GGGSGGGGBGG

Original motif

UP00022

Zfp740_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

11

0.0057444

Consensus sequence: HVYBCCCCCCCCMHHHB

2.0

bits

0.0

m?gggcccg§é$

15
WabiLogad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

20

oA . - = —

10 15
WablLogo 34
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHHBCCCCGCCAHHBHB
-CCBCCCCSsCCC——=——-

Original motif

UP00000
Smad3_secondary
Mus musculus
Original Motif
Original Motif
Forward

2

11

0.0142081

Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

bits

00—

odills

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

ATCCA

PPt = e D D e ——

5 10 15

bits

e

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UuP00043

Bcléb_secondary
Mus musculus
Original Motif
Original Motif
Forward

1
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Number of overlap: 11
Similarity score: 0.0188242

Alignment:
HBBBCCGCCCCWHHHV
CCBCCCCSCCC——=—-

Original motif

Consensus sequence: HBBBCCGCCCCWHHHV

2.0

cg.o0Cc,

bits

15
WabiLogad 4

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH

2.0

5 10 15
Wablogad 4

Motif ID: UP00033

Motif name: Zfp410_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 11

Similarity score: 0.0189121

Alignment:

HHHHDGGGGCGGDBHDV

—————— GGGSGGGGBGG

Original motif
Consensus sequence: BHHBHCCGCCCCDHHHH

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

Page 564 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=033

2.0

2.0

WebiLags 1.4

. = —:—--;-Qg‘__gggcr- f“:" = oo l= . %%%Elgé‘e‘ —== =
Dataset #: 1 Motif ID: 135 Motif name: C135

Original motif
Consensus sequence: KKCCKAGMACBMASMM

2.0

a0 =——

anC alca_

Weblogad 4

w)
£1.0 C
T WG F A
5

Best Matches for Motif ID 135 (Highest to Lowest)

Motif ID: UP00390

Motif name: Tcfl

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 16

Similarity score: 0.0428575

Alignment:

Reverse complement motif
Consensus sequence: RYSTYVGTYCTYGGRY

20

2]
1

10

Wablogo 3.4
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VDDTTAGTTAACBVRSD
RYSTYVGTYCTYGGRY-

Original motif

Consensus sequence: HSKBVGTTAACTAADDB

2.0

i —

0.0

5

= :n*=—-;l A AACL‘?éﬂ e

Wabiloga 3.4

Reverse complement motif
Consensus sequence: VDDTTAGTTAACBVRSD

2.0

0.0 = 8 1
15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BDTTTAAGTACTTDDDD
-RYSTYVGTYCTYGGRY

Original motif

UP00389

Nkx3-1

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

16

0.0437525

Consensus sequence: DDHDAAGTACTTAAADB

Reverse complement motif
Consensus sequence: BDTTTAAGTACTTDDDD
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2.0

2.0

bits
a

£ A%AEIACIIQA%I

=

Websiags 3.4

&I;gAAEI@CIIREAA

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

GBBVCGATATCGSVGYD
-KKCCKAGMACBMASMM

Original motif

Consensus sequence: GBBVCGATATCGSVGYD

2.0+

gole=mm e =

%10_‘ C ‘ l | A I C
| .S %é?é—¢%
5 10 15

UP00100

Gata6_secondary
Mus musculus
Original Motif
Original Motif
Backward

1

16

0.0456644

Reverse complement motif

2.0

1.0

bits

Consensus sequence: HKCBSCGATATCGVBBC

0.0

Webiiaga 3.4

99-?§IéIéIgé XEQ

WebiLags 3.4

Motif ID:

UP00090
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDHBTTTTTTTTHDAVH
—RYSTYVGTYCTYGGRY

Original motif

EIf3_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

16

0.0458473

Consensus sequence: DBTHHAAAAAAAAVHDH

2.0

P - L

Reverse complement motif
Consensus sequence: DDHBTTTTTTITTHDAVH

2.0

1.0

bits

- . _._?IIIIF[I - f_‘.% S

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00053
Rxra_primary
Mus musculus
Original Motif
Original Motif
Backward

2

16
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Similarity score: 0.0463964

Alignment:

DBHBDTGACCCCDHVHB

KKCCKAGMACBMASMM-

Original motif Reverse complement motif

Consensus sequence: DBHBDTGACCCCDHVHB Consensus sequence: VHBHDGGGGTCAHBHBD
0.0 —— '—2_..75__ - > Tg‘g‘__f;-‘:‘- 0.0 S —.—I‘:B CA ==

Dataset #: 1 Motif ID: 136 Motif name: C136

Original motif Reverse complement motif

Consensus sequence: GDGGVKSMHGGGRMT Consensus sequence: AYKCCCDRSYVCCHC
WICEVW FC g?AAi_ﬁéI i AxTVVYY TQA =<

5 10 15
Webiloga 34 Weblogo a4

Best Matches for Motif ID 136 (Highest to Lowest)

Motif ID: UP00539

Motif name: Gli2_v016060_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement
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Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGRTVDH
AYKCCCDRSYVCCHC-=-=-=—---

Original motif

Original Motif
Backward

8

15
0.0296869

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

WabLogad 4

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

S AT;::';‘FI(?F.\‘?“-:-—--} <
10

= N
15 20

5

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVVRACAGVCBCDCC
GDGGVKSMHGGGRMT

UP00036

Myf6_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

1

15

0.0329478
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Original motif
Consensus sequence: VVVRACAGVCBCDCC

2.0

e

Webilaga 34

Reverse complement motif
Consensus sequence: GGDGBGVCTGTKVVB

2.0

1.0

bits

0.0

%EE?E—?_-;QIE__ -
5 10

WetsLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
GKRGGGGGGGGGGBD
GDGGVKSMHGGGRMT

Original motif
Consensus sequence: DBCCCCCCCCCCMYC

2.0

UP00021

Zfp281_primary

Mus musculus
Original Motif
Reverse Complement
Forward

1

15

0.0360132

I

15
Webioga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

2.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DDGMCCTBGTCCHYHV
AYKCCCDRSYVCCHC-

Original motif

UP00082

Zfp187_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

1

15

0.0383817

Consensus sequence: DDGMCCTBGTCCHYHV

20

0.0

el cles

15
Weblagad 4

Reverse complement motif

Consensus sequence: VHMDGGACVAGGRCDH

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00096
Sox13_secondary
Mus musculus
Original Motif
Original Motif
Forward
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Position number: 1

Number of overlap: 15
Similarity score: 0.0391249
Alignment:

DDDHTGGGTGGGHAHHD

GDGGVKSMHGGGRMT -

Original motif
Consensus sequence: DDDHTGGGTGGGHAHHD

2.0

Reverse complement motif
Consensus sequence: DHHTHCCCACCCAHDDH

2.0

o = -_;IA&;-'FII s = o = e & =
Dataset #: 1 Motif ID: 137 Motif name: C137

Original motif
Consensus sequence: RAAYTCAGRAAY

Best Matches for Motif ID 137 (Highest to Lowest)

Motif ID: UP00085
Motif name: Sfpil_secondary

Reverse complement motif
Consensus sequence: MTTKCTGAKTTK

ﬁjAII$QITgAII;

Wetiioga 3.4

Page 573 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=085

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHAWTTHVGGAACH
-RAAYTCAGRAAY-

Original motif
Consensus sequence: HHAWTTHVGGAACH

2.0

Mus musculus
Original Motif
Original Motif
Forward

2

12
0.00902566

e Aé‘- tcAE-s_-:
== = =
10

Welsloge 34

Reverse complement motif
Consensus sequence: DGTTCCVDAAWTHD

2.0

~AXT

Webilaga 3.4

0.0 . -_— e

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00101

Sox12_secondary
Mus musculus
Original Motif
Original Motif
Forward

5

12

0.0179124
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Alignment:
VVDBASACAAAGRADH
-——-RAAYTCAGRAAY

Original motif
Consensus sequence: VVDBASACAAAGRADH

2.0

T 6¢AQAAAE¢éx

WabiLogad 4

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB

2.0

I ;QQIIAl éIEl -
i 5 10

15
WablLogo 34

Motif ID: UP00185

Motif name: Pbx1

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 6

Number of overlap: 12

Similarity score: 0.0179708

Alignment:

BVDWHWTTGATGRKTKH

————— MTTKCTGAKTTK

Original motif
Consensus sequence: HYAYMCATCAAWHWDVV

Reverse complement motif
Consensus sequence: BVDWHWTTGATGRKTKH
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2.0

bits

0.0

m?$$?gAICAéIﬂ

e _
1

Websiags 3.4

2.0

1ﬂ ‘ Jﬁk
= — :!: ¥ (;EZEE . 45;4254&; -

P === ——

bits

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HBDDDAACAAAGRVBHH
—-——-—-RAAYTCAGRAAY-

Original motif

UP00062

Sox4_primary
Mus musculus
Original Motif
Original Motif
Forward

5

12
0.0209132

Consensus sequence: HBDDDAACAAAGRVBHH

2.0

bits

p— ):-";«_AA % AAQ.‘_?: S

0.0 ==
5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

- {111 )

0.0
WebiLags 3.4

Motif ID:

UP00030
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Motif name: Sox11_primary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 12

Similarity score: 0.0212068
Alignment:

HBDDRAACAAAGRABHH

—-—-——-RAAYTCAGRAAY-

Original motif
Consensus sequence: HBDDRAACAAAGRABHH

2.0

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

2.0

-e--r_-A i $A&2 s = ngI IEI _
10 1

0.0 —_— — 0.0
5 5 5 10 15

Watiloga 3.4 Wabiogs 3.4

Dataset #: 1 Motif ID: 138 Motif name: C138
Original motif Reverse complement motif
Consensus sequence: AAGAAARSAAG Consensus sequence: CTTSKTTTCTT
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5 a;-——-ééAAilQéA?

bits

0.0

Watiiaga 34

Best Matches for Motif ID 138 (Highest to Lowest)

Motif ID: UP00077

Motif name: Srf_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 11

Similarity score: 0.0334943

Alignment:

HHVBYTTTTTTTTDDVV

-—-CTTSKTTTCTT—-—--

Original motif
Consensus sequence: VBDDAAAAAAAAMVBHH

20

——

- F—=
10 15
WebiLoga 3.4

2.0

"
-

n

-
—
.
0
=l

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

20

bits

-

*TTTTaTr.

0.0 = T
15
Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHTTRTTDTTTKDH
—-—CTTSKTTTCTT--

Original motif

Consensus sequence: HDYAAAHAAMAADHD

2.0

UP00037

Zfp105_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

11

0.0441276

o ‘éAggAAEAé e

o
-3
I
|II
|

5

Webiloga 34

Reverse complement motif
Consensus sequence: HHHTTRTTDTTTKDH

its

2.0

IT I ‘ | T
- s w S -
5 10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00028
Tcfap2e_secondary
Mus musculus
Original Motif
Original Motif
Forward

3
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Number of overlap: 11
Similarity score: 0.0449117

Alignment:
HDCDBRAAAAAADD
-—-AAGAAARSAAG-

Original motif
Consensus sequence: HDCDBRAAAAAADD

2.0

bits
5

- _AAAAAA

5 10

Reverse complement motif
Consensus sequence: DDTTTTTTMBDGDH

2.0

= 1.0

G

0.0

Webitaga 3.4

Motif ID: UP00171

Motif name: Msx3

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 11

Similarity score: 0.0452028

Alignment:

HHVTTAATTKGTTHTV

-—CTTSKTTTCTT---

Original motif

Reverse complement motif
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Consensus sequence: VAHAACYAATTAABHH

20

Consensus sequence: HHVTTAATTKGTTHTV

oM

'l‘\rqhug aad

bits

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDDTGTTKTTKTHHD
-CTTSKTTTCTT---

Original motif

Consensus sequence: HHHAYAAYAACAHHH

20

UP00025

Foxkl_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

4

11

0.0456684

15
Webiloga 3.4

Reverse complement motif
Consensus sequence: HDDTGTTKTTKTHHD

20

g: leITAIIAlI'“

15
Weslage a4
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Dataset #: 1 Motif ID: 139 Motif name: C139

Original motif Reverse complement motif
Consensus sequence: WWMAAABWWWVAAAAWW Consensus sequence: WWTTTTVWWWBTTTYWW

2.0

mmITITT% ITTTTX

CcCcc—==—1 0.0

Webriogo 3.4 Webloga 3.4

_|
ey
»
i~
=l —
:l:=-
-|>
>—|
J::-
m—
>
»
)

e

Best Matches for Motif ID 139 (Highest to Lowest)

Motif ID: UP00034

Motif name: Sox7_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 3

Number of overlap: 17

Similarity score: 0.0481917

Alignment:

HHBDHDDAACAATDRHHHHHBW

———WWMAAABWWWVAAAAWW--—

Original motif Reverse complement motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW Consensus sequence: WBHHHHHMDATTGTTHDHDVHH
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2.0 20

210 A 210
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5 10 15 20 G e 5 10 15 20 Viiogri

Motif ID: UP00077
Motif name: Srf_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1
Number of overlap: 17
Similarity score: 0.0496844
Alignment:
VBDDAAAAAAAAMVBHH
WWMAAABWWWVAAAAWW
Original motif Reverse complement motif
Consensus sequence: VBDDAAAAAAAAMVBHH Consensus sequence: HHVBYTTTTTTTTDDVV

2.0 2.0

o ~nAAAAAAL 1 salllrie _

5 10 15 S 5 10 15 S

Motif ID: UP00255
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDBTAWTAATTHAKTH
WWTTTTVWWWBTTTYWW

Original motif

Dbx1

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

17

0.0509582

Consensus sequence: HARTHAATTAWTAVDHD

2.0

o
-_E‘I.CI

aol==

é?l%ﬁéllééléAx -
5 10

Watiloga 3.4

Reverse complement motif
Consensus sequence: DHDBTAWTAATTHAKTH

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00090

EIf3_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

17

0.0532816
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Alignment:
DBTHHAAAAAAAAVHDH

WWMAAABWWWVAAAAWW

Original motif

Consensus sequence: DBTHHAAAAAAAAVHDH

2.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: DDHBTTTTTTTTHDAVH

2.0

-

— _-_:::IIIIFI B— -

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDMAVTTATTGARVCMH
WWMAAABWWWVAAAAWW

Original motif

UP00037

Zfp105_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

1

17

0.05356

Consensus sequence: DYGVKTCAATAABTYDD

Reverse complement motif
Consensus sequence: HDMAVTTATTGARVCMH
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2.0

0.0

2.0

g - II&T_TIAé Sa

b
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I — ]
5

WebiLags 1.4

Dataset #: 1 Motif ID: 140

Original motif

Motif name: C140

Consensus sequence: BSCCBCVSSSBCCYHVG

=

M$¢QC$CCC9TCC§

15

Websiags 3.4

Reverse complement motif
Consensus sequence: CVDMGGBSSSVGBGGSB

2.0

==

5 10 15

WebiLags 1.4

Best Matches for Motif ID 140 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UP00539

Gli2_v016060_secondary

Mus musculus
Original Motif
Original Motif
Forward

1

17
0.0510096
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RTHBSYCGCCMCMYVCGBTVDH
BSCCBCVSSSBCCYHVG—-—-—---

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

Sl e =K —— — —— A YE ATXTXY %“.“-:-—-A‘?‘g
’ % 10 8 WebLogad 4 * % 10 8 WebLogod4
Motif ID: UuP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 5
Number of overlap: 17
Similarity score: 0.0520625
Alignment:
VVVDHHTGCGYGGGCGDHVHHTB
--CVDMGGBSSSVGBGGSB—---

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB
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2.0

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHHBHCCGCCCCDHHHH
BSCCBCVSSSBCCYHVG

Original motif

Consensus sequence: BHHBHCCGCCCCDHHHH

2.0

-—
. ==

- _ =

__CcCCCC

UP00033
Zfp410_secondary
Mus musculus
Original Motif
Original Motif
Backward

1

17

0.0523971

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

2.0

- = E;EIQA.:"E‘ = ==
== =
10

0.0 - == ——
5

0.0

15

15

Webiiaga 3.4 WebiLags 3.4

Motif ID:

UP00538
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Glil_v016060_secondary
Mus musculus

Original Motif

Reverse Complement

Direction: Forward
Position number: 7
Number of overlap: 17
Similarity score: 0.0544357
Alignment:
BDDHVDKGCCACCCVCGCTDBVH
—————— BSCCBCVSSSBCCYHVG
Original motif Reverse complement motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
2.0
- A - oy ’_-ul@h — E:‘:"}‘:I,‘ =

0.0

5 10

WebiLog 34 Weblagn 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UuP00540

Gli3_v016060_secondary
Mus musculus

Reverse Complement
Reverse Complement
Forward

3

17
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Similarity score: 0.0585258

Alignment:
HHBSHTCGTGRGTGGKGDBVWMV
—-—-CVDMGGBSSSVGBGGSB———--

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

20

T Qﬁ CACCCAC —_

_ =

WesLogo 34

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

Dataset #: 1 Motif ID: 141 Motif name: C141
Original motif

Consensus sequence: YMATCCYRSYRCTTGKR

20

TRATCC(-EI}CE{AQITCIA

0.0 - | |

Webiiogo 3.4

Best Matches for Motif ID 141 (Highest to Lowest)

Motif ID: UP00527

Motif name: Foxn4_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement

Reverse complement motif
Consensus sequence: KYCAAGKMSKMGGATRK

MG zncra b,

Webiloga 3.4
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Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDWDARRGACGCGGWHGGAKHV
-KYCAAGKMSKMGGATRK——---

Original motif

Original Motif
Forward

2

17

0.048695

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

it
p=

WablLogo 34

0.0 E%I = ﬁ&@-_::_-_ 5 1 *‘7"?5;2%'_—-1—:—214: 00 == gj:ggﬁﬁlgg B LB B EE’T‘I— ég
5 10 20 o 5 10 15 20
Motif ID: UP00526
Motif name: Foxnl_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

Reverse Complement
Reverse Complement
Backward

3

17

0.0533376
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BDVBCDACGCKCGCGTBHRKHD
—-—-—-KYCAAGKMSKMGGATRK--

Original motif
Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

2.0

= Agﬂ_ AthégqgeI E__ - =

0.0 e = _
5 10 15

WabLogad 4

Reverse complement motif
Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

20

. — AQ#}QAQAC==:__T~ = IE,-,I
5 10 15 20

WablLogo 34

Motif ID: UP00033
Motif name: Zfp410_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 17

Similarity score: 0.0540672
Alignment:

BHHBHCCGCCCCDHHHH

YMATCCYRSYRCTTGKR

Original motif
Consensus sequence: BHHBHCCGCCCCDHHHH

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

Page 592 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=033

2.0

0.0

. _ CceCCCC

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

UP00526
Foxnl_primary

Mus musculus
Reverse Complement
Reverse Complement

Direction: Forward

Position number: 1

Number of overlap: 17

Similarity score: 0.0558883

Alignment:

HDWHMHGACGCGCGTRBVVBHW

KYCAAGKMSKMGGATRK—-—---

Original motif Reverse complement motif

Consensus sequence: WHVBVVMACGCGCGTCDYHWDH Consensus sequence: HDWHMHGACGCGCGTRBVVBHW
2.0 2.0
. i = EAQA $ ___.ge-crg LK~ =ttt eﬁga A Qe-cr.--.___s?é---xg
s 5 10 15 20 - i3 5 10 15 20 -

Motif ID: UP00002

Motif name: Sp4_primary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BVVHAGGGGGCGRDHHB
KYCAAGKMSKMGGATRK

Original motif

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

17

0.0562075

Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

bits

_ <AV

0.0
10

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB

2.0

=== - 0 W = I — S —
5 10 15

Webiloga 3.4

Dataset #: 1 Motif ID: 142

Original motif

Motif name: C142

Consensus sequence: WHAAAAAWTAAAAWW

2.0

— el e

TéggAA g'AI'AAAA

15
Webioga 34

Reverse complement motif
Consensus sequence: WWTTTTAWTTTTTHW

2.0

FE
:E‘I.I]
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Best Matches for Motif ID 142 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HHVBYTTTTTTTTDDVV
WWITTTAWTTTTTHW-—

Original motif

UP00077
Srf_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

15

0.0209943

Consensus sequence: VBDDAAAAAAAAMVBHH

2.0

-

E==

~AAsAAA

15
Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

2.0

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00255
Dbx1

Mus musculus
Original Motif
Original Motif
Backward
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Position number:
Number of overlap:
Similarity score:

Alignment:

HARTHAATTAWTAVDHD
WHAAAAAWTAAAAWW-—

Original motif

3
15
0.0296488

Consensus sequence: HARTHAATTAWTAVDHD

2.0

s
£1.0

hJéflééAllAéléﬂI
5 10 15

Wabiloga 3.4

Reverse complement motif

Consensus sequence: DHDBTAWTAATTHAKTH

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

MBHTGCADTTTTTHV
WWITTTAWTTTTTHW

Original motif

uP00044

Mafk_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

15

0.0298134

Reverse complement motif

Page 596 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=044

Consensus sequence: VHAAAAADTGCAHBR

2.0

- éAéAAIIﬁCA$$

Consensus sequence: MBHTGCADTTTTTHV

2.0

5 10 15

0.

Weblogo a4

0.0 == ?
Motif ID: UP00090
Motif name: EIf3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2
Number of overlap: 15
Similarity score: 0.02982
Alignment:
DDHBTTTTTTTTHDAVH
-WWTTTTAWTTTTTHW-

Original motif
Consensus sequence: DBTHHAAAAAAAAVHDH

20

Reverse complement motif
Consensus sequence: DDHBTTTTTTTTHDAVH

2.0

1.0

bits

0.0

= = TfI IIIFI - é S

15
WekiLags 3.4
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Motif ID: UP00037

Motif name: Zfp105_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 15

Similarity score: 0.0336901

Alignment:

HHHTTRTTDTTTKDH

WWTTTTAWTTTTTHW

Original motif
Consensus sequence: HDYAAAHAAMAADHD

2.0

1 b MA

bits

ool== e

5 10
Webiloga 34

Reverse complement motif
Consensus sequence: HHHTTRTTDTTTKDH

2.0

Dataset #: 1 Motif ID: 143 Motif name: C143

Original motif
Consensus sequence: MKTGCTKSSMTTAAMK

Reverse complement motif
Consensus sequence: RRTTAAYSSRAGCARY
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20
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e, g8

Best Matches for Motif ID 143 (Highest to Lowest)

Motif ID: UP00032

Motif name: Gata3_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 4

Number of overlap: 16

Similarity score: 0.043815

Alignment:

HBHDVBWGATHBTATCRVBHHH

—-——RRTTAAYSSRAGCARY---

Original motif Reverse complement motif
Consensus sequence: HBHDVBWGATHBTATCRVBHHH Consensus sequence: HHHBBMGATAVHATCWVVDHVH

20 20

T E%Al ;r_A_IgA — ‘“:L ATGAA

Weblogad 4 Weblogo34
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDTBHHCCHTAGCAACVVDHHHH
RRTTAAYSSRAGCARY-————-—--

Original motif

UP00098

Rfx3_primary

Mus musculus
Reverse Complement
Original Motif
Backward

8

16

0.0460848

Consensus sequence: HDTBHHCCHTAGCAACVVDHHHH

20

it
P

. - < TA 4 ——
00 === — T

il S

5

WesLogo 34

Reverse complement motif
Consensus sequence: HHHHDVVGTTGCTAHGGDHBAHH

20

E==— T —o { an- e =it —

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00190

Nkx2-3

Mus musculus
Original Motif
Reverse Complement
Forward

1
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Number of overlap: 16
Similarity score: 0.0485356

Alignment:
HHTTAAGTACTTAAMK
MKTGCTKSSMTTAAMK

Original motif
Consensus sequence: YYTTAAGTACTTAAHD

2.0

E szlleA, IACII::A

15
Weblagad 4

Reverse complement motif
Consensus sequence: HHTTAAGTACTTAAMK

20

Em-;;AAMIACIIﬁéAA

Motif ID: UP00421
Motif name: Etvl

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 16

Similarity score: 0.0513932
Alignment:

MVHBACCGGAAGTVDVH

RRTTAAYSSRAGCARY-

Original motif

Reverse complement motif
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Consensus sequence: MVHBACCGGAAGTVDVH

20

1.0 T
10 1

Webiiogo 3.4

Consensus sequence: HBDBACTTCCGGTBHVY

20

1 ACTwwwix .

bits

0.0 —

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVHBACCGGAAGTDBHD
RRTTAAYSSRAGCARY-

Original motif

UP00410

Elk1l

Mus musculus
Reverse Complement
Original Motif
Forward

1

16

0.051952

Consensus sequence: VVHBACCGGAAGTDBHD

20

s
=

0.0

-&CC hex

Websiaga 3.4

Reverse complement motif
Consensus sequence: DHBDACTTCCGGTVHVB

2.0

O
ﬁ
=

0.0
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Dataset #: 1 Motif ID: 144 Motif name: C144

Original motif
Consensus sequence: GACCAGRSYRGYCTC

Ej£ACC%EAc$ATQQIQ

10 15
Wetiloga 34

Best Matches for Motif ID 144 (Highest to Lowest)

Motif ID: UP00540

Motif name: Gli3_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 9

Number of overlap: 15

Similarity score: 0.0365285

Alignment:

YBVDMGTGGGTGGTCKVVBVBRBT

GAGKCKKSKCTGGTC-—-=-————-

Original motif
Consensus sequence: ABBBBVVRGACCACCCACRDBBM

Reverse complement motif
Consensus sequence: GAGKCKKSKCTGGTC

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT
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2.0

= =

20

Motif ID: UP00538

Motif name: Glil_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 8

Number of overlap: 15

Similarity score: 0.0367839

Alignment:

BTBVTCVTGGGTGGTCMVVDVEB

—-GAGKCKKSKCTGGTC-—=—————

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

cUAWAWLA o o

a0 == ====23 e W - = ==

5 10 15 20

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

bits

1.0
. T-ff:ug- lz_-'r I _1 a 9"-‘*-_- o
g 5 N 10 15 —

20
WebbLaga 34

Motif ID: UP00539

Page 604 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=539

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DBCDWHCTGGGTGGTCMDHBBAH
—GAGKCKKSKCTGGTC-——=———

Original motif

Gli2_v016060_primary
Mus musculus

Reverse Complement
Reverse Complement
Forward

2

15

0.0372292

Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

2.0

R R

= A

A
£\

=

5 10 15

WebiLog 34

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBAK

TUThe

e ¥ - — - ——

5 10 15

bits

C-qul

P _=_=

B
20

Weblagn 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00539

Gli2_v015681_primary
Mus musculus

Original Motif

Reverse Complement
Backward

7

15
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Similarity score: 0.037305

Alignment:
CBDMCMGGGTGGTCCHVBVBAH
-GACCAGRSYRGYCTC-—-———-

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

20

bits
by

i C

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

= ;-I:‘EE & V= VY Iﬁﬁe:;ﬂ: 2 el =5 : T - =V S
Motif ID: UP00538
Motif name: Glil_v015681_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2
Number of overlap: 15
Similarity score: 0.0395722
Alignment:
DVVTTVGTGGGHGGYAMHWHHHY
—-GAGKCKKSKCTGGTC-=—==——-

Original motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

Reverse complement motif
Consensus sequence: DVWTTVGTGGGHGGYAMHWHHHY
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2.0 20

= o SR E;é = Qéggéé:r — <= :.‘I‘)I:_w O—=A 5 V¥ _Tl}ﬂ‘i‘-A g I
2 . 5 e 10 15 20 Vo 2 5 10 - . _15- 20 Wiinniai
Dataset #: 1 Motif ID: 145 Motif name: C145
Original motif Reverse complement motif
Consensus sequence: WWCADCAMCHAMWW Consensus sequence: WWRTHGYTGDTGWW

2.0

5

bits
bits

Webiioga 3.4 Wabioga 3.4

Best Matches for Motif ID 145 (Highest to Lowest)

Motif ID: UP00037

Motif name: Zfp105_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 14

Similarity score: 0.0335902
Alignment:
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HDYAAAHAAMAADHD
-WWCADCAMCHAMWW

Original motif
Consensus sequence: HDYAAAHAAMAADHD

2.0

AEAAEEAAEAé S

oo l= L
: 5

bits

Webiloga 34

Reverse complement motif
Consensus sequence: HHHTTRTTDTTTKDH

2.0

ﬂ:?-HIIIIIAI"IA-

== = —
5 15

Wetilogo 3.4

its

Motif ID: UP00069

Motif name: Sox1_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 14

Similarity score: 0.0379211
Alignment:

HBDTAATTGTTABBV

WWRTHGYTGDTGWW-

Original motif
Consensus sequence: HBDTAATTGTTABBV

Reverse complement motif
Consensus sequence: VBVTAACAATTADVD
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2.0

bits

| zallClr.

5

15

Webiloga 3.4

ool—=—==

go o é AG&ALIA' -

15
Websloge 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HYAYMCATCAAWHWDVV
—-—-WWCADCAMCHAMWW

Original motif

UP00185

Pbx1

Mus musculus
Original Motif
Original Motif
Forward

4

14
0.0393885

Consensus sequence: HYAYMCATCAAWHWDVV

2.0

;2 ‘?$$E§:~:AICA:&I“?$

Reverse complement motif
Consensus sequence: BVDWHWTTGATGRKTKH

2.0

% m TT AT
oo l= e :%A_. o 8 B = W ';l_-:'é;& e
: 5 10 15

WebiLags 3.4

Motif ID:

UP00091
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDCATMATTDASDD
-WWCADCAMCHAMWW

Original motif

Consensus sequence: DHDCATMATTDASDD

2.0

Sox5_secondary
Mus musculus
Original Motif
Original Motif
Forward

2

14

0.0396706

15
WetiLoga 34

Reverse complement motif
Consensus sequence: DHSTDAATYATGDHD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00067
Lefl_secondary
Mus musculus
Original Motif
Original Motif
Backward

2

14
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Similarity score: 0.0406825
Reverse complement motif
Consensus sequence: DHVDTGATTGATVBDV

Alignment:
20
AI..T%AI-?.&:};__
= ko

VDVVATCAATCAHBHD
-WWCADCAMCHAMWW-
Original motif
Consensus sequence: VDVVATCAATCAHBHD
.: QA%QTCAAIQA - - IGP
Dataset #: 1 Motif ID: 146  Motif name: C146
Original motif Reverse complement motif
Consensus sequence: YRGCSAGGGSTAYR Consensus sequence: KMTASCCCTSGCKK
A C A cC J PN TAI CCCT CI
o $, Y __,,._?T-. - -\ _Ié —r 00 JE= AQTT AT AN
Best Matches for Motif ID 146 (Highest to Lowest)
Motif ID: UP00022
Motif name: Zfp740_secondary
Mus musculus
Original Motif
Page 611 of 645

Species:
Matching format of first motif:
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Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVKDCCGGGGGGWADDD
-—YRGCSAGGGSTAYR-

Original motif

Reverse Complement
Forward

3

14

0.0330877

Consensus sequence: DDDTWCCCCCCGGDRVH

2.0

AN —

P ——— = :IIQGCCCC-?.F —

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HVYKDCCGGGGGGWADDD

2.0

it
=

_ E:—‘::EQ?Q: A4S 4 4%4é§£:}5
5 10 15

0.0

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UuP00400

Zif268

Mus musculus
Original Motif
Reverse Complement
Forward

6

14

0.0345026
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VVVDHHTGCGYGGGCGDHVHHTB
————— YRGCSAGGGSTAYR-—--

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

bits

A C A CA

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

]

- _elﬂg XWvie2
5 10 15

Webloga 3.4

- — = 1,10_ = 3 ?T?E e -‘:wiwa‘ 00 = -
Motif ID: UP00Q093
Motif name: KIf7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3
Number of overlap: 14
Similarity score: 0.0369871
Alignment:
DHHDGGGCGRGGKHBH
—-—YRGCSAGGGSTAYR

Original motif
Consensus sequence: HBDRCCMCGCCCHHHD

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH
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2.0

bits

20

£ Aggﬁa

LiX

15 5 140 15
Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDBABCGBKRGYGGCGMSBHAK
--YRGCSAGGGSTAYR-—-———-—

Original motif

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Lo R

=0 o

X ?Eggggécggﬁ N

UP00539

Gli2_v016060_secondary
Mus musculus

Original Motif

Reverse Complement
Forward

3

14

0.0374088

Reverse complement motif

20

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20
We Weblogod4

tLagad 4

Motif ID:

UP00096
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Motif name: Sox13_secondary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 14

Similarity score: 0.0400162
Alignment:

DDDHTGGGTGGGHAHHD

---YRGCSAGGGSTAYR

Original motif
Consensus sequence: DDDHTGGGTGGGHAHHD

2.0

Reverse complement motif
Consensus sequence: DHHTHCCCACCCAHDDH

2.0

Dataset #: 1 Motif ID: 147 Motif name: C147

Original motif Reverse complement motif
Consensus sequence: CYWGGKCTACMCAGRG Consensus sequence: CKCTGYGTAGYCCWKG
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Best Matches for Motif ID 147 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HTBVVVDGGACCACCCRGRDBG
————CYWGGKCTACMCAGRG--

Original motif

UP00539

Gli2_v015681_primary
Mus musculus

Original Motif

Original Motif

Forward

5

16

0.0270313

Consensus sequence: HTBVVVDGGACCACCCRGRDBG

20

mm—— —— o]

A N oo

20
Weblogad 4

; CTAEGQ ;EQC$A%

Wablogo 3.4

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

bits

10 C
MQ A¢C$A__ pIVY = A
10 15 20
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Motif ID: UP00539

Motif name: Gli2_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 16

Similarity score: 0.029263
Alignment:

DTVBDDRGACCACCCAGDWDGBH
-—--CYWGGKCTACMCAGRG—----

Original motif
Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

20

U UAWARA. .

e N et —

5 10 15 20

WesLogo 34

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBAFK

20

Motif ID: UP00538

Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5
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Number of overlap: 16

Similarity score: 0.0296975

Alignment:

HGDHVHKGACCACCCGGBGBGDB

—-——CYWGGKCTACMCAGRG——-—--

Original motif Reverse complement motif

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
2.0 20
56 (;__9-?9%& | T I g:—'.; o 9!_‘- PN == ‘-"A W A A c%’-_‘.u? =
: 5 10 15 20 i 5 10 15 20 i

Motif ID: UP00540

Motif name: Gli3_v016060_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 3

Number of overlap: 16

Similarity score: 0.0322159

Alignment:

HDGHHBHRGACCACCCGSVDVG

-——-CYWGGKCTACMCAGRG--

Original motif Reverse complement motif
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Consensus sequence: HDGHHBHRGACCACCCGSVDVG

20

>

-

-
| e J

Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

- Ale-—‘-—?‘:‘ == = i I
Motif ID: UP00538
Motif name: Glil_v015681_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 16
Similarity score: 0.0386994
Alignment:
BBBDVVRGACCACCCAVGABBAB
—-——CYWGGKCTACMCAGRG—---

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

20

== f=AIA A A éA A‘F

0 === ====0l W =¥ e e

5 10 15 20

Weslaga 3.4

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

2]
=10

D 5 ;Q___-lg-,_\-.- T 1 T

- ==

20

Webblaga 3.4
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Dataset #: 1 Motif ID: 148 Motif name: C148

Original motif
Consensus sequence: SCMSBGACACHGSCAS

0.0 Qcé‘;?&ACA%‘?:‘: Qcéc

ol

Weblogod 4

Best Matches for Motif ID 148 (Highest to Lowest)

Motif ID: UP00068

Motif name: Eomes_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 1

Number of overlap: 16

Similarity score: 0.0245227
Alignment:

VBVDAGGTGTYGVBBV

STGSCDGTGTCBSYGS

Original motif
Consensus sequence: VBVDAGGTGTYGVBBV

Reverse complement motif
Consensus sequence: STGSCDGTGTCBSYGS

2.0

CIVS. ITTQ%ST

C

5

Reverse complement motif
Consensus sequence: VVBVCKACACCTHVBV
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2.0
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0.0 = = ; e

20

bits

| calACeT

Weblogad 4 Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HKCBSCGATATCGVBBC
-STGSCDGTGTCBSYGS

Original motif

Consensus sequence: GBBVCGATATCGSVGYD

2.0+

gole=mm e =

UP00100

Gata6_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

2

16

0.0325938

Reverse complement motif
Consensus sequence: HKCBSCGATATCGVBBC

2.0

bits

—

0.0 ——

5

Webiiaga 3.4 WebiLags 3.4

Motif ID:

uP00042
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVMVGCACACACKCVH
SCMSBGACACHGSCAS

Original motif

Gm397_second
Mus musculus
Original Motif
Original Motif
Forward

1

16

0.0369917

Consensus sequence: DVMVGCACACACKCVH

2.0

bits

)

)
:}

0.0

GG

wsuog o34

Reverse complement motif
Consensus sequence: HBGYGTGTGTGCVRVD

20

5 10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00016

Sry_secondary
Mus musculus
Original Motif

Original Motif

Backward

1

16
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Similarity score: 0.0372098

Alignment:
HHDHDRAACAATDDVHV
—-SCMSBGACACHGSCAS

Original motif
Consensus sequence: HHDHDRAACAATDDVHV

20

T _AcMr

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VHVHDATTGTTMHDDDH

20

o
510 n
e B N W Y
= - =
10

0.0——= =

Motif ID: UP00101
Motif name: Sox12_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 16

Similarity score: 0.037346
Alignment:

VVDBASACAAAGRADH

SCMSBGACACHGSCAS

Original motif
Consensus sequence: VVDBASACAAAGRADH

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB
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2.0

20

Dataset #: 1 Motif ID: 149 Motif name: C149

Original motif
Consensus sequence: TKAACTCAGRMR

%T AACTCA TR

Wetiloga 34

bns

Best Matches for Motif ID 149 (Highest to Lowest)

Motif ID: UP00148

Motif name: Hdx

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 12

Similarity score: 0.0197225

Alignment:

Reverse complement motif
Consensus sequence: KYKCTGAGTTYA

gTTCT A TT A

Wetiloga 34

b|ts
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BDBDHTGATTTCDHYDD
-KYKCTGAGTTYA-—-—-

Original motif

Consensus sequence: DDKDHGAAATCAHHBHV

2.0

- I_SAéAAICA*

Reverse complement motif
Consensus sequence: BDBDHTGATTTCDHYDD

2.0

L Tl

15
Webiloga 3.4

= _— =
Motif ID: UP00020
Motif name: Atfl_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DMDMTGACGTCAKHBD
KYKCTGAGTTYA--—--

Original motif

Reverse Complement
Reverse Complement
Forward

1

12

0.0267132

Consensus sequence: DBDRTGACGTCAYHRD

Reverse complement motif
Consensus sequence: DMDMTGACGTCAKHBD
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5 10 15

20

bits
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Weblogad 4

[ch..

Wablogo 3.4

5

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDBDKATGAATGHDBHV
-—KYKCTGAGTTYA---

Original motif

Consensus sequence: VHBHHCATTCATRHVDD

2.0

w0
10

00—

o

_ AITCA,

uP00014

Sox17_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

4

12

0.0270855

Reverse complement motif

2.0

it
5

Consensus sequence: DDBDKATGAATGHDBHV

0.0

Webiiaga 3.4

Motif ID:

UP00064
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DBVBTRAATTYADDHV
KYKCTGAGTTYA--—-

Original motif

Consensus sequence: DBVBTRAATTYADDHV

2.0

?leéAlIQA

0.0 — L L

Sox18_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

1

12

0.0271199

15
Wabiogad 4

Reverse complement motif
Consensus sequence: VDHDTKAATTMABBBH

20

= 1.0

0.0 — e e

15
WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

uP00045

Mafb_primary

Mus musculus
Original Motif
Reverse Complement
Backward

5

12
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0.0301995

Similarity score:
Reverse complement motif
Consensus sequence: DMTWDGTCAGCADWTTH

Alignment:
DMTWDGTCAGCADWTTH
-TKAACTCAGRMR-—---
Original motif
Consensus sequence: HAAWDTGCTGACDWARH
SLe ~ CA i) LS %‘ﬁlé -

20
m CT C
=10
0.0 —F-—éTI:.I:I - e W —w 8 _I__—_;-‘;_.';A-';‘-
5 10 15
Webiiogo 3.4

Dataset #: 1 Motif ID: 150 Motif name: C150
Original motif Reverse complement motif
Consensus sequence: YYCMRSSACASYCARR Consensus sequence: KKTGKSTGTSSKRGMM
) | CCA ACAC CAAA a TTT T T TGUAA
' CEAA_ _?QC C___% S b - cCcC il AC - ___QCCTT_.I. .
Best Matches for Motif ID 150 (Highest to Lowest)
Motif ID: UP00540
Motif name: Gli3_v015681_primary
Species: Mus musculus
Original Motif
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Matching format of first motif:
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Matching format of second motif: Original Motif

Direction: Forward
Position number: 4
Number of overlap: 16
Similarity score: 0.022327
Alignment:

ABBBBVVRGACCACCCACRDBBM
-——YYCMRSSACASYCARR-—-—--

Original motif
Consensus sequence: ABBBBVVRGACCACCCACRDBBM

2.0

bits

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

bits

LN
= _ _——=_Aa W =V X ¥~ ﬂA“-"_m-?é R . e —_— . =
5 10 15 2 : %
WebiLogo 24 Webloga 3.4

0.0

AA AVWVA.. exl T THI I

Motif ID: UP00538

Motif name: Glil_v015681_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward

Position number: 3

Number of overlap: 16

Similarity score: 0.0227877

Alignment:
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BBBDVVRGACCACCCAVGABBAB
--YYCMRSSACASYCARR-——---

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

20

Webloga 3.4

o6 — :.:-ﬁAIé = A :;A-—-éé‘iqé? a6 ::I'f_.’:lsg._.lz_x'{ I v ; 9"-':-_-
Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2
Number of overlap: 16
Similarity score: 0.0235838
Alignment:
VYWVVHCRCCACMCACGAHSBHH
-YYCMRSSACASYCARR-—————

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
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2.0
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20
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Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 7

Number of overlap: 16

Similarity score: 0.0250268

Alignment:

BDDHVDKGCCACCCVCGCTDBVH

-YYCMRSSACASYCARR-————-

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

1 eeee GWTUUCA

- R e e N e e
5 10 15 20

- N

WesLago 34

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

E e EQGGA cgf:n‘-: Ex

5 10 15 20

Motif ID: UP00539
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Motif name: Gli2_v016060_primary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 16

Similarity score: 0.0265224
Alignment:

DTVBDDRGACCACCCAGDWDGBH
—-—YYCMRSSACASYCARR-——-——

Original motif
Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

2.0

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBAK

20

o= g = A A A_, — A}:,:éf:‘?'?-s o — _:.-_Exzh)\—*z_—gl.:_-‘r i T y I,,_g:—::—.—--.—_‘.’-\"_:n'
Dataset #: 1 Motif ID: 151 Motif name: C151
Original motif Reverse complement motif

Consensus sequence: SWGGCWGKCCWGGVWS Consensus sequence: SWBCCWGGYCWGCCWS
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Best Matches for Motif ID 151 (Highest to Lowest)

Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 8

Number of overlap: 16

Similarity score: 0.0274084
Alignment:

HVBDAGCGBGGGTGGCRDBDDDB

——————— SWGGCWGKCCWGGVWS

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

20

20

0.0 Qg_‘!; AA_ = chc -

nga

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

"l

r-|

Weblaga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
SWBCCWGGYCWGCCWS——————

Original motif

UP00539

Gli2_v016060_secondary
Mus musculus

Reverse Complement
Original Motif

Forward

1

16

0.0288558

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

Reverse complement motif

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

A +~wIC L

= T s AT an= ~Ac

5 10 15 20
Weblogo34

00

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00540
Gli3_v016060_secondary
Mus musculus

Reverse Complement
Original Motif

Backward

8
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Number of overlap: 16
Similarity score: 0.0368282

Alignment:
VYWVVHCRCCACMCACGAHSBHH
SWBCCWGGYCWGCCWS———————

Original motif

Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

e Gl

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

bits

==X G R e - == A‘EQ?IQ‘ECIT“FI-#.LEQ _ 282
% 13 a2 WebLogn 3.4 3 19 13 2 Weblagn 3.4
Motif ID: UP00538
Motif name: Glil_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 7
Number of overlap: 16
Similarity score: 0.0424675
Alignment:
BBBDVVRGACCACCCAVGABBAB
-SWBCCWGGYCWGCCWS————-——

Original motif

Reverse complement motif

Page 635 of 645


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538

Consensus sequence: BBBDVVRGACCACCCAVGABBAB

20

Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

20

Weblaga 3.4
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Motif ID: UP00540
Motif name: Gli3_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
Number of overlap: 16
Similarity score: 0.04298
Alignment:
ABBBBVVRGACCACCCACRDBBM
-—-SWBCCWGGYCWGCCWS——--~

Original motif
Consensus sequence: ABBBBVVRGACCACCCACRDBBM

20

bits
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0.0 =
5 10 15 20

Weslaga 3.4

Reverse complement motif
Consensus sequence: YBYVDMGTGGGTGGTCKVVBVBBT

20

— e —
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5 20
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Dataset #: 1 Motif ID: 152 Motif name: C152

Original motif
Consensus sequence: KWRRKWRARAWMRAWM

2.0

ﬂen_ _—

—.—AAA AAAAA@AAAA a

M

Best Matches for Motif ID 152 (Highest to Lowest)

Motif ID: UP00077

Motif name: Srf_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 16

Similarity score: 0.0218448

Alignment:

HHVBYTTTTTTTTDDVV

YWTKYWTKTKWYKKWR—

Original motif
Consensus sequence: VBDDAAAAAAAAMVBHH

Reverse complement motif
Consensus sequence: YWTKYWTKTKWYKKWR

2.0

&TTITTXTIT Il

IXa

10 5
Weblogod4

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV
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2.0

2.0

Websiags 3.4 WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DDHBTTTTTTTTHDAVH
—“YWTKYWTKTKWYKKWR

Original motif

Consensus sequence: DBTHHAAAAAAAAVHDH

2.0

bits

UP00090

EIf3_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

16

0.038475

Reverse complement motif
Consensus sequence: DDHBTTTTTTTTHDAVH

2.0

1.0

bits
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15

Webriogo 3.4 Webloga 3.4

Motif ID:
Motif name:

UP00051
Sox8_primary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DDATBWATTGTTHHDDD
“YWTKYWTKTKWYKKWR

Original motif

Mus musculus
Reverse Complement
Original Motif
Forward

2

16

0.0392698

Consensus sequence: DDATBWATTGTTHHDDD

2.0

0.0 =

S | 16

-

Websiags 3.4

Reverse complement motif
Consensus sequence: DDDHDAACAATWBATDD

2.0

ETTAAAQAAI@ s

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00061
Foxl1_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

16

0.0401556
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Alignment:
HDTYTTGTTWTKDDDT
YWTKYWTKTKWYKKWR

Original motif

Consensus sequence: ADDDYAWAACAAMAHH

2.0

bits

:éa,%ééAA%AAéa

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT

2.0

= IILIAIIAAA"“—I - " 5

bits

0.0

15
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HARTHAATTAWTAVDHD
KWRRKWRARAWMRAWM -

Original motif

UP00255

Dbx1

Mus musculus
Original Motif
Original Motif
Forward

1

16
0.0410382

Consensus sequence: HARTHAATTAWTAVDHD

Reverse complement motif
Consensus sequence: DHDBTAWTAATTHAKTH
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2.0

2.0

Dataset #: 1 Motif ID: 153 Motif name: C153

Original motif
Consensus sequence: YYAGRVTGGCBYTGR

20

Best Matches for Motif ID 153 (Highest to Lowest)

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 7

Number of overlap: 15

Similarity score: 0.0398267

Alignment:

Reverse complement motif
Consensus sequence: MCAMBGCCAVMCTKM

20

%TQ PGE¢QQAG?CTA6

Wet.lag 34
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HVBDAGCGBGGGTGGCRDBDDDB
—————— YYAGRVTGGCBYTGR--

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

o B e e E e
5 0 18 2 WebiLogn 34

Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
Number of overlap: 15
Similarity score: 0.0410774
Alignment:
VYWVVHCRCCACMCACGAHSBHH
--MCAMBGCCAVMCTKM—-————-

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDBHGGTTGGCATVBD
MCAMBGCCAVMCTKM-

Original motif

UP00035

Hicl_primary

Mus musculus
Reverse Complement
Original Motif
Forward

1

15

0.0449339

Consensus sequence: DBBATGCCAACCHVHH

2.0

bits

0.0

5

 afUWACe

15
Weblogod 4

Reverse complement motif
Consensus sequence: DDBHGGTTGGCATVBD

2.0

Webblaga 3.4

Motif ID:
Motif name:

UP00007
Egrl_secondary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBHBGAGTGGGAHHDB
-YYAGRVTGGCBYTGR

Original motif

Mus musculus
Original Motif
Original Motif
Backward

1

15
0.0460502

Consensus sequence: BBHBGAGTGGGAHHDB

2.0

>
-

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV

20

ol

bits

0.0 ——r —=—5 = Vo L e o 0.0
% 10 Wehs cans
Motif ID: UP00540
Motif name: Gli3_v015681_secondary

Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

15

0.0461303
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Alignment:
VMYDHDGMCCHCCKBGVVAAVH
-MCAMBGCCAVMCTKM—-—-——-—

Original motif

Reverse complement motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH
2.0

20
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5
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Results created by MOTIFSIM on 11-19-2016 22:04:18
Runtime: 1193.59 seconds

MOTIFSIM is written by Ngoc Tam L. Tran
Motif logo generated by weblogo
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