MOTIFSIM - MOTIF SIMilarity Detection Tool

Version 2.1

INPUT

Input Parameters

Number of files: 4

Number of top significant motifs: 10

Number of best matches: 5

Similarity cutoff >= 0.75

Matching motif database: UniProbe Mus Musculus
Phylogenetic tree: Yes

Combined similar motifs: Yes

Output file type: All

Output file format: All

Input files and motif counts

File name Count of motifs Dataset number
DREME_DMO1.txt 51 1
MEME-CHIP_DMO1.txt 9 2
PScanChIP_DMO1.txt 27 3
RSAT_peak-motifs_DMO1.txt 40 4
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RESULTS

Best Matches in Database for Each Motif (Highest to Lowest)

Dataset #: 1 Motif ID: 1 Motif name: Motif 1

Original motif
Consensus sequence: AAAAAMAA
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Best Matches for Motif ID 1 (Highest to Lowest)
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WelLaogo 3

Motif ID: UP00037
Motif name: Zfp105_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 8

Similarity score: 0.0145772
Alignment:

HDYAAAHAAMAADHD

-—-—-AAAAAMAA---

Reverse complement motif
Consensus sequence: TTYTTTTI

T Tx T
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=037

Original motif
Consensus sequence: HDYAAAHAAMAADHD

2.0

Reverse complement motif
Consensus sequence: HHHTTRTTDTTTKDH

2.0

15
WetsLogo 34
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Motif ID: UP00073

Motif name: Foxa2_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 3

Number of overlap: 8

Similarity score: 0.0169399

Alignment:

HHWAWGTAAAYAAAVDB

——————— AAAAAMAA--

Original motif Reverse complement motif

Consensus sequence: HHWAWGTAAAYAAAVDB Consensus sequence: BDVTTTKTTTACWTWHH
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=073

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDHHTTTTATTKKHDD
-———-TTYTTTTT-—---

Original motif

UP00180

Hoxd13

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

8

0.0190253

Consensus sequence: HDHYYAATAAAAHHHH
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Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00061
Foxl1_primary
Mus musculus
Original Motif
Original Motif
Backward
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=180
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=061

Position number: 3

Number of overlap: 8
Similarity score: 0.0193071
Alignment:

DWAATRTAAACAAWVVB

——————— AAAAAMAA--

Original motif
Consensus sequence: DWAATRTAAACAAWVVB
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Wabiloga 3.4

Reverse complement motif
Consensus sequence: VWWWTTGTTTAMATTWD
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Motif ID: UP00077

Motif name: Srf_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 8

Similarity score: 0.0203043

Alignment:

HHVBYTTTTTTTTDDVV

-——-TTYTTTTT-———-
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=077

Original motif

Consensus sequence: VBDDAAAAAAAAMVBHH

2.0
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Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV
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Dataset #: 1 Motif ID: 2

Original motif
Consensus sequence: ACACACAC

C

bifs
:
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Motif name: Motif 2

Wkl aga @A

Best Matches for Motif ID 2 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00042

Gm397_second
Mus musculus
Original Motif
Original Motif
Forward

5

8

0

Reverse complement motif
Consensus sequence: GTGTGTGT
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=042

Alignment:

DVMVGCACACACKCVH

-—-—-ACACACAC-—---

Original motif Reverse complement motif

Consensus sequence: DVMVGCACACACKCVH Consensus sequence: HBGYGTGTGTGCVRVD
2.0 2.0
0.0 -‘-i_‘—:%:"t CACACGATL;., — ol "T Id_ G’:Tqa .

Motif ID: UP00026

Motif name: Zscan4_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 5

Number of overlap: 8

Similarity score: 0.0334619

Alignment:

HVHRGCACACAAHHHV

-—-—--ACACACAC----

Original motif Reverse complement motif

Consensus sequence: HVHRGCACACAAHHHV Consensus sequence: BHHHTTGTGTGCKHVD
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=026
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHVDTGTGCACAYAHDH
————————— ACACACAC

Original motif

Consensus sequence: DHVDTGTGCACAYAHDH

2.0

S V. 7

UP00026

Zscan4_primary
Mus musculus
Original Motif
Original Motif
Forward

10

8

0.0433815

Reverse complement motif
Consensus sequence: HDHTMTGTGCACADVHD
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bits

T

Webiiaga 3.4

_JTalV

(G

WebiLags 3.4

Motif ID:

UP00540
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=540

Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VYWVVHCRCCACMCACGAHSBHH

Original motif

Gli3_v016060_secondary
Mus musculus

Original Motif

Original Motif

Forward

9

8

0.0444986

Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

Reverse complement motif

Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00042
Gm397_primary
Mus musculus
Original Motif
Original Motif
Backward

3

8
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=042

Similarity score: 0.0453671

Alignment:
HHDATGTGCACATAMDH
——————— ACACACAC--
Original motif Reverse complement motif
Consensus sequence: HHDATGTGCACATAMDH Consensus sequence: HHRTATGTGCACATHHD
- T ACA )| T ACA
ol AN I Ilé% N o _sTAIVIV P
Dataset #: 1 Motif ID: 3 Motif name: Motif 3
Original motif Reverse complement motif
Consensus sequence: AWATAMA Consensus sequence: TYTATWT
=10 £ 1.0
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Best Matches for Motif ID 3 (Highest to Lowest)

Motif ID: UP00180

Motif name: Hoxd13

Species: Mus musculus
Matching format of first motif: Reverse Complement
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=180

Matching format of second motif: Reverse Complement

Direction: Forward
Position number: 6
Number of overlap: 7
Similarity score: 0
Alignment:

HDHHTTTTATTKKHDD

————— TYTATWT----

Original motif
Consensus sequence: HDHYYAATAAAAHHHH

2.0

"~ oqahlMRA

0.
WabiLogad 4

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD

2.0

¥ A?ITTIAIIAA

15
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Motif ID: UP00134

Motif name: Hoxb13

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 6

Number of overlap: 7

Similarity score: 0.0065385

Alignment:
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=134

VDHWTTTTATTGGDKB
————— TYTATWT-—-—

Original motif
Consensus sequence: VRHCCAATAAAAWHHV

2.0
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0.0

WabiLogad 4

Reverse complement motif
Consensus sequence: VDHWTTTTATTGGDKB
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Motif ID: UP00121

Motif name: Hoxd10

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 7

Similarity score: 0.0124058

Alignment:

HDDDATTTTATTKVRDB

—————— TYTATWT-——-

Original motif
Consensus sequence: VDKVYAATAAAATDDDH

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=121
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HHWAWGTAAAYAAAVDB
——————— AWATAMA---

Original motif

UP00073

Foxa2_primary
Mus musculus

Original Motif

Original Motif

Backward

4

7

0.0126252

Consensus sequence: HHWAWGTAAAYAAAVDB

2.0
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5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH
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Motif ID:

UP00061
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=073
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=061

Motif name: Foxl1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 7

Similarity score: 0.0146887
Alignment:

DWAATRTAAACAAWVVB

———AWATAMA-—————-

Original motif
Consensus sequence: DWAATRTAAACAAWVVB
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Watiloga 3.4

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD
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Dataset #: 1 Motif ID: 4

Original motif
Consensus sequence: GAGRMAGR

Motif name: Motif 4

Reverse complement motif
Consensus sequence: KCTRMCTC
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Best Matches for Motif ID 4 (Highest to Lowest)

Motif ID: UP00103

Motif name: Jundm2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 6

Number of overlap: 8

Similarity score: 0.0033755
Alignment:

VDKDRTGASTCAYHDH

-—-KCTRMCTC-----

Original motif
Consensus sequence: VDKDRTGASTCAYHDH

20
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Reverse complement motif
Consensus sequence: HDDKTGASTCAKHRDB
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=103

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDASCTCATTATVHHB
KCTRMCTC—-=====———-

Original motif

UP00146

Pou6fl_3733.1

Mus musculus
Reverse Complement
Reverse Complement
Backward

10

8

0.00747412

Consensus sequence: VHHVATAATGAGSTDDH

20

Reverse complement motif
Consensus sequence: DHDASCTCATTATVHHB

20

" aV|CGA| AT

10 15
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00044
Mafk_primary

Mus musculus
Reverse Complement
Original Motif
Forward

8
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=146
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=044

Number of overlap:
Similarity score:

Alignment:
DWAAAWTGCTGACTH
——————— KCTRMCTC

Original motif

Consensus sequence: DWAAAWTGCTGACTH

_aaa TUCTG

2.0

bits
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8
0.00896059

Reverse complement motif
Consensus sequence: HAGTCAGCAWTTTWD

" asTGACCA xz,.
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P
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HAAWDTGCTGACDWARH
—————— KCTRMCTC---

Original motif

UuP00045

Mafb_primary

Mus musculus
Reverse Complement
Original Motif
Backward

4

8

0.0112412

Reverse complement motif
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=045

Consensus sequence: HAAWDTGCTGACDWARH
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Consensus sequence: DMTWDGTCAGCADWTTH

20
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Motif ID: UP00Q095

Motif name: Zfp691_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 3

Number of overlap: 8

Similarity score: 0.0122072
Alignment:

DABBWGACTCCTHDVHV

--KCTRMCTC-------

Original motif
Consensus sequence: DABBWGACTCCTHDVHYV

20

bits
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Websiaga 3.4

Reverse complement motif
Consensus sequence: VHBDDAGGAGTCWBBTD

20
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=095

Dataset #: 1 Motif ID: 5 Motif name: Motif 5

Original motif
Consensus sequence: AAASAAAA

A

5
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WelLaogo 3

Best Matches for Motif ID 5 (Highest to Lowest)

Motif ID: UP00025
Motif name: Foxkl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 8

Number of overlap: 8

Similarity score: 0.00219483
Alignment:

DDAATGTAAACAAAVVB

——————— AAASAAAA--

Original motif
Consensus sequence: DDAATGTAAACAAAVVB

Reverse complement motif
Consensus sequence: TTTTSTTT

~MMTzeTTT

WeLago 3

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=025
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Motif ID: UP00061
Motif name: Foxl1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 8

Similarity score: 0.00387372
Alignment:

DWAATRTAAACAAWVVB

——————— AAASAAAA--—

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

2.0

_%é‘T\IA__.s Qée

00— ———
10

Webiiaga 3.4

Reverse complement motif
Consensus sequence: VWWWTTGTTTAMATTWD

2.0
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Motif ID: UP00039
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=061
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=039

Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDHADGTAAACAAAVVH
——————— AAASAAAA--

Original motif

Foxj3_primary
Mus musculus
Original Motif
Original Motif
Backward

3

8

0.00467517

Consensus sequence: HDHADGTAAACAAAVVH

2.0

bits

0.0

sl Abcha

Watiloga 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

2.0

%:_ I; A TIAQ'IT*

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00074
Isgf3g_primary
Mus musculus
Original Motif
Original Motif
Backward

5

8
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=074

Similarity score:
Alignment:

VDRAAWCGAAACTDA
-—-AAASAAAA-—-—-

Original motif

Consensus sequence: VDRAAWCGAAACTDA

2.0

0.00612789

. H?AQIQAAAAQE%

Webiloga 34

Reverse complement motif
Consensus sequence: TDAGTTTCGWTTKDV

2.0

1 a6 1106 T,

Weblogo a4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDHHTTTTATTKKHDD
-——-TTTTSTTT----

Original motif

Consensus sequence: HDHYYAATAAAAHHHH

UP00180

Hoxd13

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

8

0.00632029

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=180
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Dataset #: 1 Motif ID: 6 Motif name: Motif 6

Original motif
Consensus sequence: CCCASCMC

=0

bifg
:

£y

Waetiiaoa 32
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Best Matches for Motif ID 6 (Highest to Lowest)

Motif ID: UP00093
Motif name: KIf7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 8

Similarity score: 0.00921145
Alignment:

Reverse complement motif
Consensus sequence: GYGSTGGG

el

bifs

Wk Laga 34
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=093

HBDRCCMCGCCCHHHD
—-———-CCCASCMC----

Original motif

Consensus sequence: HBDRCCMCGCCCHHHD

2.0

_ AGQQA

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH

2.0

bits

1.0 c
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Motif ID: UP00539
Motif name: Gli2_v016060_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DBCDWHCTGGGTGGTCMDHBBAH
-—-GYGSTGGG————————————

Original motif

Reverse Complement
Reverse Complement
Backward

13

8

0.00924564

Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBAK
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=539
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Motif ID: UP00021
Motif name: Zfp281_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DBCCCCCCCCCCMYC
-—-CCCASCMC—--—---

Original motif
Consensus sequence: DBCCCCCCCCCCMYC

2.0

Original Motif
Original Motif
Forward

3

8

0.0121799

el (W

Webilaga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

20

Motif ID:

UP00033
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=033

Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDDYYCATCCCATDDBD
-—--CCCASCMC-——----

Original motif

Zfp410_primary

Mus musculus
Original Motif
Reverse Complement
Forward

4

8

0.014495

Consensus sequence: DVDDATGGGATGKMDDV

2.0

. IQT i v ATAT-‘%

Watiloga 3.4

Reverse complement motif
Consensus sequence: BDDYYCATCCCATDDBD

2.0

10 C T

. =AFIILY Wil
5 1

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00022
Zfp740_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

8
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=022

Similarity score: 0.0175119

Alignment:
BHHDYGGGGGGGGRBVD

~--GYGSTGGG--—--

Original motif
Consensus sequence: HVBCCCCCCCCMHHHB

20

m%"ggQCCCQQe? )

0.0 T
15
Weblogad 4

bits

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

2.0

Weblogodd

Dataset #: 1 Motif ID: 7 Motif name: Motif 7

Original motif
Consensus sequence: CACASASA

=20

bits
:

o
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Best Matches for Motif ID 7 (Highest to Lowest)

Motif ID: uP00042

Motif name: Gm397_second
Species: Mus musculus
Matching format of first motif: Reverse Complement

Reverse complement motif
Consensus sequence: TSTSTGTG

~TelelGT

Wik oo S
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=042

Reverse Complement

Matching format of second motif
Direction: Forward
Position number: 4
: 8
0

Number of overlap
Similarity score:

Alignment:
HBGYGTGTGTGCVRVD

-—-TSTSTGTG-----

Original motif
Consensus sequence: DVMVGCACACACKCVH

GO

Reverse complement motif
Consensus sequence: HBGYGTGTGTGCVRVD

2.0
‘ “' - Q’:TQE .
'unog 034

1.0

bits

00-==

- |
Motif ID: UP00026
Motif name: Zscan4_primary
Species: Mus musculus
Matching format of first motif Original Motif
Matching format of second motif: Original Motif
Direction: Backward
2
8
0.0113361

Position number:
Number of overlap
Similarity score:

Alignment:
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DHVDTGTGCACAYAHDH
———————— CACASASA-

Original motif
Consensus sequence: DHVDTGTGCACAYAHDH

M eIﬂT CAC&TATA

bits
a

0.0

10

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HDHTMTGTGCACADVHD

2.0

"l TaT T C

—_— T == —

10 15

Webiloga 3.4

Motif ID: UP00026

Motif name: Zscan4_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 8

Similarity score: 0.0137391

Alignment:

BHHHTTGTGTGCKHVD

-———-TSTSTGTG—-——-—--

Original motif
Consensus sequence: HVHRGCACACAAHHHV

Reverse complement motif
Consensus sequence: BHHHTTGTGTGCKHVD
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2.0

S QAGAQAQ .

—_—— N

5 10 15

Weblogad 4

20

210
- I IA . e WK —

8.0 o —— = 8w
5 140 15
Wablogo 3.4

Motif ID: UP00042

Motif name: Gm397_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 9

Number of overlap: 8

Similarity score: 0.0176592

Alignment:

HHRTATGTGCACATHHD

-TSTSTGTG-——————~-

Original motif
Consensus sequence: HHDATGTGCACATAMDH

2.0

1060ACa s

0.0 - —

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHRTATGTGCACATHHD

it
5

| eaTOTCCAGa,

fod——

Motif ID: UP00539
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Motif name: Gli2_v016060_primary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 11

Number of overlap: 8

Similarity score: 0.0259903
Alignment:

DTVBDDRGACCACCCAGDWDGBH

—————————— CACASASA-—-——--

Original motif
Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

2.0

IAWARA, .

P A S

e

Bll‘.

5 10 15
WebiLog 34

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBAK

TUThe

e ¥ - — - ——

5 10 15

bits

C-qul

P _=_=

B
20

Weblagn 3.4

Dataset #: 1 Motif ID: 8 Motif name: Motif 8

Original motif
Consensus sequence: CTGGCYTY

Reverse complement motif
Consensus sequence: KAKGCCAG
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bits

Best Matches for Motif ID 8 (Highest to Lowest)

Motif ID: UP00035

Motif name: Hicl_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 3

Number of overlap: 8

Similarity score: 0

Alignment:

DBBATGCCAACCHVHH

--KAKGCCAG------

Original motif Reverse complement motif

Consensus sequence: DBBATGCCAACCHVHH Consensus sequence: DDBHGGTTGGCATVBD

alWlACe b TUbAT

29 - s —— — 15 2 - 5 o s

Weblogad 4 Weblogodd
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DMTWDGTCAGCADWTTH
-—-KAKGCCAG-—————-

Original motif

uP00045

Mafb_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

8

8

0.00800487

Consensus sequence: HAAWDTGCTGACDWARH

20

E:nééu?IGT;Q'A

PN

—

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DMTWDGTCAGCADWTTH

20

% 1.0
0.0 E;e*:?_“—t_’!\ CA - . - %$1; S~
5 10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00092
Myb_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

8
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Number of overlap: 8
Similarity score: 0.013567

Alignment:
DBVKGGCAGTTGGTHB
-KAKGCCAG—————--

Original motif
Consensus sequence: BDACCAACTGCCRBBH

2.0

_ocHAVTUC.

0.0 ~ = e
10 15
Weblagad 4

bits

Reverse complement motif
Consensus sequence: DBVKGGCAGTTGGTHB

20

bits

0.0

E"_‘L’}CA S W

10

Motif ID: UP00066

Motif name: Hnf4a_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6

Number of overlap: 8

Similarity score: 0.0148191
Alignment:

HHAYTGGACTTTHDBV

-——CTGGCYTY—-———-—

Original motif

Reverse complement motif

Page 34 of 540

15
Weblogod 4


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=066

Consensus sequence: BBHHAAAGTCCAMTHH

20

0.0

I 1 ¥

15
Weblogad 4

Consensus sequence: HHAYTGGACTTTHDBV

2.0

2
E‘I.CI
-
— - - sy B = s — T o T ——
10 15
WabLoga 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VBBDMYCATCTGVHHBH
————————— CTGGCYTY

Original motif

UP00046
Tcfe2a_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

10

8

0.0155988

Consensus sequence: HVDDVCAGATGKYHBBV

20

0.0

GT
el =L ngIAT b —_[c__- =

Websiaga 3.4

Reverse complement motif
Consensus sequence: VBBDMYCATCTGVHHBH

2.0

o= _n_ ]

10D
9]
< D>
|>
|
DC D
ﬁ
|
541
i

WekiLags 3.4

Page 35 of 540


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=046

Dataset #: 1 Motif ID: 9 Motif name: Motif 9

Original motif
Consensus sequence: TTTWWAAA

=20

=2
=10

TT

0.0

5

WelLaogo 3

Best Matches for Motif ID 9 (Highest to Lowest)

Motif ID: UP00061
Motif name: Foxl1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 6

Number of overlap: 8

Similarity score: 0.0127432
Alignment:

VVVWTTGTTTAMATTWD

————— TTTWWAAA-———

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

Reverse complement motif
Consensus sequence: TTTWWAAA

£10 A
T%AAA

WeLago 3

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD
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2.0

2.0

Websiags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHWTTTTAMGAGBDHH
———TTTWWAAA-————

Original motif

Consensus sequence: HHDBCTCRTAAAAWHD

2.0

it
&

UP00173

Hoxcl3

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

8

0.0173675

Reverse complement motif
Consensus sequence: DHWTTTTAMGAGBDHH

2

0.0

Weblagad 4

vq_GIQAIAAAQEEA gfﬁné TIIAQ?AGﬁE

Motif ID:

UP00246

15
Weblogod 4
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DDDTTTTACGACDTDH
-———TTTWWAAA-—-———

Original motif

Hoxall

Mus musculus
Original Motif
Reverse Complement
Backward

6

8

0.0197493

Consensus sequence: HDADGTCGTAAAAHDD

2.0

(s adA,

Reverse complement motif
Consensus sequence: DDDTTTTACGACDTDH

20

L Theie

15
WabiLogo 34

S A E A
Motif ID: UP00207
Motif name: Hoxb9
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 4
Number of overlap: 8
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Similarity score: 0.0215252

Alignment:
HDHHTTTTATRGCKMV
———-TTTWWAAA-—-—-—-—

Original motif
Consensus sequence: VRRGCMATAAAAHHHD

20

il ﬁnﬁQEATQAATﬁzi

Mugad

Reverse complement motif
Consensus sequence: HDHHTTTTATRGCKMV

2.0

" TTTIAT A

'l‘\rquga

Motif ID: UP00025

Motif name: Foxkl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 6

Number of overlap: 8

Similarity score: 0.0221208
Alignment:

BBVTTTGTTTACATTDD

————— TTTWWAAA-———

Original motif
Consensus sequence: DDAATGTAAACAAAVVB

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD
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2.0

ﬁj néATAIAAm é¢1

0 =

5

Watiloga 3.4

2.0

it
5

1Y TI_QQI%-

Dataset #: 1 Motif ID: 10

Original motif
Consensus sequence: HTACATA

=0

Motif name: Motif 10

WL oo 3 S

Best Matches for Motif ID 10 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UP00150

Irx6

Mus musculus
Reverse Complement
Reverse Complement
Forward

8

7

0

Reverse complement motif
Consensus sequence: TATGTAD

=0

bitg
:

o

W g 3 S
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AHWDBTACATGTADHTH
——————— TATGTAD---

Original motif

Consensus sequence: HAHDTACATGTAVDWHT

2.0

"l lACAI T

A T

-

10

Wabiloga 3.4

Reverse complement motif
Consensus sequence: AHWDBTACATGTADHTH

2.0

“Ia I_SIACAI la =

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

WVWDDTACATGTADDDW
——————— TATGTAD---

Original motif

UP00236

Irx2

Mus musculus
Reverse Complement
Reverse Complement
Forward

8

7

0.00149929

Consensus sequence: WDDDTACATGTADDWBW

Reverse complement motif
Consensus sequence: WWWDDTACATGTADDDW
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2.0

oo o _-—_IA ) TA___ - I

15

Websiags 3.4

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DDDHTACATGTAVWDHD
~—-HTACATA--—--——-—

Original motif

UP00223

Irx3_2226.1
Mus musculus
Original Motif
Original Motif
Backward

8

7
0.00245891

Consensus sequence: DDDHTACATGTAVWDHD

2.0

A,

0.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DHDWBTACATGTAHDDD

2.0

o TAATUT

WebiLags 3.4

Motif ID:

UP00082
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HWATTAGTACATAV
—————— HTACATA-

Original motif

Zfp187_primary

Mus musculus
Original Motif
Reverse Complement
Backward

2

7

0.00347154

Consensus sequence: BTATGTACTAATWH

o ;A_T ; IAQ-CI- - ——

Webiioga 3.4

Reverse complement motif
Consensus sequence: HWATTAGTACATAV

2.0
«
510
——

0.0

ATTAGTACAT.

Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00223
Irx3_0920.1

Mus musculus
Reverse Complement
Reverse Complement
Forward

8

7
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Similarity score: 0.00490323

Alignment:

DDWWBTACATGTADDDD

——————— TATGTAD---

Original motif Reverse complement motif

Consensus sequence: DDDDTACATGTAVWWHD Consensus sequence: DDWWBTACATGTADDDD
8e : o s 82 : o s

Dataset #: 1 Motif ID: 11 Motif name: Motif 11

Original motif Reverse complement motif

Consensus sequence: CTGDGTTC Consensus sequence: GAACDCAG

=20

2 0¥
1.0 _E-I'J 1.0
| ' » .

Wit oo S Wik oo S

s
bi

b

Best Matches for Motif ID 11 (Highest to Lowest)

Motif ID: UP00019

Motif name: Zbtb12_primary
Species: Mus musculus
Matching format of first motif: Original Motif
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Matching format of second motif: Original Motif

Direction: Forward
Position number: 2

Number of overlap: 8
Similarity score: 0.0140023
Alignment:

BDHRBGTTCTAGATCVB

-CTGDGTTC-——————~

Original motif
Consensus sequence: BDHRBGTTCTAGATCVB

2.0

bits
a

a A;%,

0.0-= e

mn
=

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BBGATCTAGAACBKHDB

2.0

A

Webiloga 3.4

Motif ID: UP00006

Motif name: Zic3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 8

Number of overlap: 8

Similarity score: 0.0184124

Alignment:
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DDDCACAGCAKGHVD
GAACDCAG-—-—-—-—---

Original motif
Consensus sequence: DDDCACAGCAKGHVD

: +Q?CA

bits
5

0.0

QQTT%

15
Webiloga 34

Reverse complement motif
Consensus sequence: DVHCYTGCTGTGHDH

2.0

_ TcglACI v L

Wetilogo 3.4

Motif ID: UP00102

Motif name: Zicl_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 8

Number of overlap: 8

Similarity score: 0.0200294
Alignment:

BHDCVCAGCAGGHVD

GAACDCAG-—-—-—----

Original motif
Consensus sequence: BHDCVCAGCAGGHVD

Reverse complement motif
Consensus sequence: DVHCCTGCTGBGDDB
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2.0

e B 5 To 5
Motif ID: UP00057

Motif name: Zic2_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 8

Number of overlap: 8

Similarity score: 0.0221415

Alignment:

DVBCYTGCTGBGDDD

——————— CTGDGTTC

Original motif
Consensus sequence: HHDCVCAGCAKGVVD

0 aceash

15
Webilaga 34

it
5

Reverse complement motif

Consensus sequence: DVBCYTGCTGBGDDD

2.0
w |
- E I : -
gplmm———= _ N g_-%A — e W =
- 5 10

15
WetsLogo 34

Motif ID: UP00062
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Motif name: Sox4_primary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 5

Number of overlap: 8

Similarity score: 0.0234104

Alignment:

HBDDDAACAAAGRVBHH

--—--GAACDCAG-----

Original motif
Consensus sequence: HBDDDAACAAAGRVBHH

2.0

oo === A.._..,A il AA&& e
10

15
Watiloga 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

- {1 1)

0.0 - —_—
15
Wabiogs 3.4

Dataset #: 1 Motif ID: 12 Motif name: Motif 12

Original motif
Consensus sequence: GCACACAY

Reverse complement motif
Consensus sequence: MTGTGTGC
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Best Matches for Motif ID 12 (Highest to Lowest)

Motif ID: UuP00042

Motif name: Gm397_second

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 5

Number of overlap: 8

Similarity score: 0

Alignment:

DVMVGCACACACKCVH

-—-——-GCACACAY----

Original motif Reverse complement motif
Consensus sequence: DVMVGCACACACKCVH Consensus sequence: HBGYGTGTGTGCVRVD

it
&

GG g )]

)

== 0.0—=

0.0-—==

Weblogad 4 Weblogodd
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHVDTGTGCACAYAHDH
——————— GCACACAY--

Original motif

UP00026

Zscan4_primary
Mus musculus
Original Motif
Original Motif
Backward

3

8

0.0213124

Consensus sequence: DHVDTGTGCACAYAHDH

20

" 7

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HDHTMTGTGCACADVHD

20

"l TaT T c A

10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00026
Zscan4_secondary
Mus musculus
Original Motif
Original Motif
Forward

5
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8

Number of overlap:
Similarity score: 0.0223469
Alignment:
HVHRGCACACAAHHHV
-—-——-GCACACAY----
Original motif Reverse complement motif
Consensus sequence: HVHRGCACACAAHHHV Consensus sequence: BHHHTTGTGTGCKHVD
20 20
. (CACAchn {5 A (] o
3 10 fmkoarsa ? 1o oo
Motif ID: UP00097
Motif name: Mtfl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 6
8
0.0256828

Number of overlap:
Similarity score:

Alignment:
HDYTTGCACACGDHBH

GCACACAY---

Original motif

Reverse complement motif
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Consensus sequence: DBDHCGTGTGCAAMDH

2

0.

o CorirlCh

15
Weblogad 4

Consensus sequence: HDYTTGCACACGDHBH

2.0

TT CACAC —_ —_———
A Ve ¥ e o=

0.0

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHDATGTGCACATAMDH
——————— GCACACAY--

Original motif

UP00042

Gm397_primary
Mus musculus
Original Motif
Original Motif
Forward

8

8

0.0295995

Consensus sequence: HHDATGTGCACATAMDH

20

0.0

L TalGAG

élé%

Websiaga 3.4

Reverse complement motif
Consensus sequence: HHRTATGTGCACATHHD

2.0

0.0 ==K L=== . O v 8 =
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Dataset #: 1 Motif ID: 13 Motif name: Motif 13

Original motif Reverse complement motif
Consensus sequence: GGAAGSAR Consensus sequence: MTSCTTCC

.0 .0
=2
| e | C
0.0 0.0
5

WelLaogo 3 WeLago 3

bits
:

Best Matches for Motif ID 13 (Highest to Lowest)

Motif ID: UP00421

Motif name: Etvl

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 3

Number of overlap: 8

Similarity score: 0

Alignment:

MVHBACCGGAAGTVDVH

——————— GGAAGSAR--

Original motif Reverse complement motif
Consensus sequence: MVHBACCGGAAGTVDVH Consensus sequence: HBDBACTTCCGGTBHVY
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2.0

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DVBBACCGGAAGYDVVV
——————— GGAAGSAR--

Original motif

Consensus sequence: DVBBACCGGAAGYDVVV

2.0

bits

uP00420

Elk3

Mus musculus
Original Motif
Original Motif
Backward

3

8
0.00132573

Reverse complement motif
Consensus sequence: VBVDMCTTCCGGTVBVD

2.0

ACT I

bits

N - e .- L V- B =

5 10 15

e i

Motif ID:

uP00418
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHAHCCGGAAGTABDVD
—————— GGAAGSAR---

Original motif

Etve

Mus musculus
Original Motif
Reverse Complement
Forward

7

8

0.0021068

Consensus sequence: DVHBTACTTCCGGHTHB

2.0

:-—_C—__-_ IA- ——

ke

15

Watiloga 3.4

Reverse complement motif
Consensus sequence: BHAHCCGGAAGTABDVD

2.0

mﬂéﬁcc 1ALA

bits

0.0—=

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00419

Spic

Mus musculus
Original Motif
Original Motif
Backward

1

8
0.00211278
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Alignment:
VAAAGMGGAAGTWD
—————— GGAAGSAR

Original motif
Consensus sequence: VAAAGMGGAAGTWD

2.0

bits

0.0 —A—ééé%g A AA_EII ==

Webiioga 3.4

Reverse complement motif
Consensus sequence: DWACTTCCRCTTTB

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BWAHSMGGAAGTWD
—————— GGAAGSAR

Original motif
Consensus sequence: BWAHSMGGAAGTWD

UP00409

EIf5

Mus musculus
Original Motif
Original Motif
Forward

7

8
0.00241654

Reverse complement motif
Consensus sequence: DWACTTCCRSDTWV

Page 56 of 540


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=409

2.0

Welsloge 34

Dataset #: 1 Motif ID: 14 Motif name: Motif 14

Original motif
Consensus sequence: KAAAATR

=0

W ey e B

Best Matches for Motif ID 14 (Highest to Lowest)

Motif ID: UP00023

Motif name: Sox30_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 7

Similarity score: 0

Alignment:

Reverse complement motif
Consensus sequence: MATTTTY

=0

o

hitg

W kx_cay e T
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HHHHMHATTGTTBDHD
————— MATTTTY----

Original motif

Consensus sequence: DHDBAACAATDRHHHH

2.0

bits

T

0.0

15
WabiLogad 4

Reverse complement motif

Consensus sequence: HHHHMHATTGTTBDHD

2.0

0.0

- TQEATTATI_;__

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VDKVYAATAAAATDDDH
——————— KAAAATR--—

Original motif

UP00121

Hoxd10

Mus musculus
Original Motif
Original Motif
Backward

4

7
0.00226759

Consensus sequence: VDKVYAATAAAATDDDH

Reverse complement motif

Consensus sequence: HDDDATTTTATTKVRDB
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2.0

)

— 0.0 e

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BWBHATTGTTBTHDHH
--—-MATTTTY--—-—---—

Original motif

Consensus sequence: BWBHATTGTTBTHDHH

leTr .

2.0

it
&

!
O

-

e a6

UP00064

Sox18_primary

Mus musculus
Reverse Complement
Original Motif
Backward

7

7

0.00263629

Reverse complement motif
Consensus sequence: HHDHABAACAATHBWYV

20

bits

. abolT.

0.0=—= -~

15
Weblogod 4

Weblagad 4

Motif ID:

uP00044
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

MBHTGCADTTTTTHV
—————— MATTTTY--

Original motif

Consensus sequence: VHAAAAADTGCAHBR

2.0

00—

"L oAAMA.TCCA,....

Mafk_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

7

7

0.00352186

15
WetiLoga 34

Reverse complement motif
Consensus sequence: MBHTGCADTTTTTHV

2.0

’ 5 10 15

L=

o

Wetiloago 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00101
Sox12_primary

Mus musculus
Reverse Complement
Original Motif
Forward

2

7
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0.00617655

Similarity score:

Reverse complement motif

Alignment:
Consensus sequence: DWTHAVAACAATHA

THATTGTTVTHAWH

-MATTTTY--—--——
Original motif
Consensus sequence: THATTGTTVTHAWH
lﬁA ‘ _‘; AIl--%- LN = " > . % _AACAAII‘}

0.0

bits

-
ey

ts

b

Motif ID: 15 Motif nhame: Motif 15
Reverse complement motif
Consensus sequence: CCWGGGCT

Dataset #: 1
Original motif
Consensus sequence: AGCCCWGG

Best Matches for Motif ID 15 (Highest to Lowest)
Motif ID: UP00095
Motif name: Zfp691_primary
Mus musculus
Original Motif
Page 61 of 540

Species:
Matching format of first motif:
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Matching format of second motif: Reverse Complement

Direction: Forward
Position number: 7
Number of overlap: 8
Similarity score: 0
Alignment:

DDHBYGAGCACTGBHHB

—————— AGCCCWGG——-~

Original motif
Consensus sequence: BDHVCAGTGCTCMBHDD

2.0

Reverse complement motif
Consensus sequence: DDHBYGAGCACTGBHHB

2.0

Webiloga 3.4

A T
ool ﬂ‘? - C-:—~_:_ ;—;9—:‘ oolem=—=—mma - e =
Motif ID: UP00082
Motif name: Zfp187_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2
Number of overlap: 8
Similarity score: 0.0100601
Alignment:
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VHMDGGACVAGGRCDH
——————— CCWGGGCT-

Original motif

Consensus sequence: DDGMCCTBGTCCHYHV

<001 s

2.0
it
S 1.0

o0 =

15
WabiLogad 4

Reverse complement motif
Consensus sequence: VHMDGGACVAGGRCDH

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDBVMGGGGTCAABHDV
--CCWGGGCT-—-————-

Original motif

UP00066

Hnf4a_primary

Mus musculus
Reverse Complement
Original Motif
Forward

3

8

0.0131051

Consensus sequence: BDBVMGGGGTCAABHDV

Reverse complement motif
Consensus sequence: BHHVTTGACCCCYVVDB
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2.0 2.0

oo __ 2AATF 1N S o = == Wil T ==
3 10 12 Welsiaga 3.4 3 10 B WsLaga 3.4
Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 9
Number of overlap: 8
Similarity score: 0.0132772
Alignment:
VVVDHHTGCGYGGGCGDHVHHTB
———————— CCWGGGCT---—---
Original motif Reverse complement motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB
20 20

— I ——

oy = T W TC N =X _ Ry - = = __“_“ZI_\Q ; A VY g%
5 10 15 20 5 10 15

WesLago 34 WebbLaga 34

Motif ID: UP00079
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DBBHHTGACCCCTBBYV
——————— AGCCCWGG--

Original motif

Esrra_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

3

8

0.0150014

Consensus sequence: VKBBAGGGGTCAHDBBH

2.0

bits

. A

0.0—=

5 10

Watiloga 3.4

Reverse complement motif
Consensus sequence: DBBHHTGACCCCTBBYV

2.0

bits

0.0
Wabiogs 3.4

Dataset #: 1 Motif ID: 16

Original motif
Consensus sequence: GAGCCATC

Motif name: Motif 16

Reverse complement motif
Consensus sequence: GATGGCTC
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Best Matches for Motif ID 16 (Highest to Lowest)

Motif ID: UP00103

Motif name: Jundm2_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 6

Number of overlap: 8

Similarity score: 0

Alignment:

HDDKTGASTCAKHRDB

————— GAGCCATC---

Original motif
Consensus sequence: VDKDRTGASTCAYHDH

20

| == é 1 1C s GA?“E .

0.0 S
5 15

bits

Weblogad 4

0

- GATGGCTC

ek Lago @

Reverse complement motif
Consensus sequence: HDDKTGASTCAKHRDB

2

bits

LK
15
Weblogodd
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVDDVCAGATGKYHBBV
——————— GATGGCTC--

Original motif

UP00046
Tcfe2a_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

8

8

0.00755596

Consensus sequence: HVDDVCAGATGKYHBBV

20

T
o g = -ZCAI‘—AT b 4 —__I__C__. - =

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VBBDMYCATCTGVHHBH

20

B ﬁgCAIQT_Eqi

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00035
Hicl_primary
Mus musculus
Original Motif
Original Motif
Forward

4
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Number of overlap: 8
Similarity score: 0.00844628

Alignment:
DBBATGCCAACCHVHH
-—-—GAGCCATC-—-—---

Original motif
Consensus sequence: DBBATGCCAACCHVHH

2.0

~ afUWACe

0.0

bits

15
Weblagad 4

5

Reverse complement motif
Consensus sequence: DDBHGGTTGGCATVBD

20

Motif ID: UP00033

Motif name: Zfp410_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 8

Similarity score: 0.0101495
Alignment:

DVDDATGGGATGKMDDV

———————— GATGGCTC-

Original motif

Reverse complement motif

Page 68 of 540
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Consensus sequence: DVDDATGGGATGKMDDV

20

0.

- — TéT ¥ ATAT-‘% ,

5
Webiiogo 3.4

Consensus sequence: BDDYYCATCCCATDDBD

20

" <CRIUVAAT.,

o
L A W=~ —F
1

its

0.0 =

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VHVRCAYGATGCATCDTVVADTH

Original motif

UP00528
Foxm1_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

8

8

0.0102701

Consensus sequence: HADTBVADGATGCATCMTGMVHB

20

Weslaga 3.4

Reverse complement motif
Consensus sequence: VHVRCAYGATGCATCDTVVADTH

20

I'«:.EAIAA TCEI $ .

—_—
0.0-=—=

5 10 15
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Dataset #: 1 Motif ID: 17 Motif name: Motif 17

Original motif Reverse complement motif
Consensus sequence: GGGAGGRR Consensus sequence: MMCCTCCC

eeCCTOCC

WelLaogo 3 WeLago 3

bits
:

Best Matches for Motif ID 17 (Highest to Lowest)

Motif ID: UP00021

Motif name: Zfp281_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 3

Number of overlap: 8

Similarity score: 0

Alignment:

DBCCCCCCCCcCcCMYC

--MMCCTCCC-----

Original motif Reverse complement motif
Consensus sequence: DBCCCCCCCCCCMYC Consensus sequence: GKRGGGGGGGGGGBD

Page 70 of 540


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=021

2.0

-?%QGQQ

0.0

£
=1

GCGE%Q

Webiloga 3.4

0.0 Py e A AW AR L AF - W . =P W ap———jer
: 5 10 15
Wetiloga 24

Motif ID: UP00538
Motif name: Glil_v015681_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif
Direction: Forward
Position number: 8

Number of overlap: 8

Similarity score: 0.00441712
Alignment:

MHHHWHYTMCCHCCCACVAABVH

——————— MMCCTCCC——=—=————

Original motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

5 10

WesLago 34

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

bits

0.0-= e e e B Apm P S = = -

Motif ID: UP00093
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHHDGGGCGRGGKHBH
-—-—--GGGAGGRR----

Original motif

KIf7_primary

Mus musculus
Original Motif
Reverse Complement
Forward

5

8

0.00658839

Consensus sequence: HBDRCCMCGCCCHHHD

2.0

a.0—==

. Aggg ¥ A ¥ S

15
Wabiogad 4

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00022
Zfp740_primary

Mus musculus
Reverse Complement
Original Motif
Forward

4

8
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Similarity score: 0.00819387

Alignment:
HVBCCCCCCCCMHHHB
-—--MMCCTCCC-=—-—--

Original motif
Consensus sequence: HVBCCCCCCCCMHHHB

20

o eslllle

0.0
15

Weblogad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

2.0

Motif ID: UP00033
Motif name: Zfp410_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 8

Similarity score: 0.00976538
Alignment:

DVDDATGGGATGKMDDV

—————— GGGAGGRR---

Original motif
Consensus sequence: DVDDATGGGATGKMDDV

Reverse complement motif
Consensus sequence: BDDYYCATCCCATDDBD
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2.0

AT e

o
=1
00

5

Watiloga 3.4

2.0

m C
"~ T
= ?TEEﬂr LS -
5 10

Wabiogs 3.4

Dataset #: 1 Motif ID: 18

Original motif
Consensus sequence: GRRAGAGA

=0

Motif name: Motif 18

Waetiiaoa 32

Best Matches for Motif ID 18 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

uP00040

Irf5_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

8

0

Reverse complement motif
Consensus sequence: TCTCTMKC

TCTCTeat

Wk Laga 34
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VBHAKTCTCGHTHHV

————— TCTCTMKC—--
Original motif Reverse complement motif
Consensus sequence: BHDAHCGAGARTHBV Consensus sequence: VBHAKTCTCGHTHHV
2.0 2.0
A CURURaT AL CTC T
0.0 == — . A, T . A& e b 0.0 . ":-—-—QT — e — _—
= 19 Wm_oglsaﬁ 2 10 Ws.l_aglsa.d
Motif ID: UP00032
Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5
Number of overlap: 8
Similarity score: 0.00591803
Alignment:
BDHDDADAGATAAGADHBDHVD
-—-—-GRRAGAGA-—————————
Original motif Reverse complement motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD Consensus sequence: HBHDVHDTCTTATCTHTDDHDV
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2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VVBHRAGATATCWDHBB
~—GRRAGAGA--—-———

Original motif

UP00080
Gata5_secondary
Mus musculus
Original Motif
Original Motif
Backward

8

8

0.0157485

Consensus sequence: VVBHRAGATATCWDHBB

2.0

" AelTae.

gol=—m— - - ==

Webiiaga 3.4

Reverse complement motif
Consensus sequence: VVHHWGATATCTMHBBV

2.0

" GATATCT.

WebiLags 3.4

Motif ID:

UP00239
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DBRGGGGGATTAAMTAH
-GRRAGAGA-—-——————-

Original motif

Obox2

Mus musculus
Original Motif
Original Motif
Forward

2

8

0.0165309

Consensus sequence: DBRGGGGGATTAAMTAH

2.0

bits

0.0

1.0 A
e A~ U Ir=KXa
5 10 1

Watiloga 3.4

Reverse complement motif
Consensus sequence: HTARTTAATCCCCCKBD

2.0

Ik Wce. .

0.0
5

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00153
Pitx1

Mus musculus
Original Motif
Original Motif
Forward

2

8
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Similarity score: 0.0181357

Alignment:
HBVDRGGGATTAAMDHH

~GRRAGAGA--—-——-—~—

Original motif
Consensus sequence: HBVDRGGGATTAAMDHH

20

bits
a

00—

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHDRTTAATCCCKHBVH

20

1.0
. T%:‘:QI A gg[_.___l& —
- 5 s

10

bits

Webiloga 3.4

Dataset #: 1 Motif ID: 19

Original motif
Consensus sequence: CCTGGARC

s

b

Motif name: Motif 19

CCTG0ASC

Wit oo S

Best Matches for Motif ID 19 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:

UP00019
Zbtb12_primary

Mus musculus
Reverse Complement

Reverse complement motif
Consensus sequence: GKTCCAGG

(zTCCAGE

Wik oo S

bits
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Matching format of second motif: Original Motif

Direction: Forward
Position number: 6
Number of overlap: 8
Similarity score: 0
Alignment:

BDHRBGTTCTAGATCVB

————— GKTCCAGG----

Original motif
Consensus sequence: BDHRBGTTCTAGATCVB

2.0

Reverse complement motif
Consensus sequence: BBGATCTAGAACBKHDB

2.0

A

Webiloga 3.4

L aM .ALQF |
% 10 15 Wabhilaga 3.4

Motif ID: UP00082
Motif name: Zfp187_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 5
Number of overlap: 8
Similarity score: 0.0114365
Alignment:
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VHMDGGACVAGGRCDH
—--—GKTCCAGG----

Original motif
Consensus sequence: DDGMCCTBGTCCHYHV
2.0

o0 =

10 15
WabiLogad 4

Reverse complement motif
Consensus sequence: VHMDGGACVAGGRCDH

2.0

0.0 _—

Motif ID: UP00539

Motif name: Gli2_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 8

Similarity score: 0.0166042

Alignment:

CBDMCMGGGTGGTCCHVBVBAH

—————————— GKTCCAGG----

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH
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v As=aw A ES SSr=a—u o Y'Y i1V =__ o i
15

Py — P i1 =_es
20
WebLogad 4 Weblogo 34

Motif ID: UP00043
Motif name: Bcl6b_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 7

Number of overlap: 8

Similarity score: 0.0186859
Alignment:

VHHATTCCTYGAAAGD

—————— CCTGGARC--

Original motif Reverse complement motif

Consensus sequence: DCTTTCKAGGAATHHYV Consensus sequence: VHHATTCCTYGAAAGD
2.0 2.0
. AgllIQIAﬁIA_AE - s CE— ‘?‘IIQQIEAAAA@:‘-P
? 10 orkoarsa ? 1o o
Motif ID: UP00079
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Motif name: Esrra_primary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 8

Similarity score: 0.0193598

Alignment:

HHBVHTGACCTTGVDHD

———————— CCTGGARC-

Original motif
Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

wr
E1.0 C ‘ A
— - __,_._A B 4 é.
5 10 15

0.0
Watiloga 3.4

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

2.0

P
0—
=
!

)

e W~ W

0.0
Wabiogs 3.4

Dataset #: 1 Motif ID: 20 Motif name: Motif 20

Original motif
Consensus sequence: ATTAMAGG

Reverse complement motif
Consensus sequence: CCTYTAAT
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Best Matches for Motif ID 20 (Highest to Lowest)

Motif ID: UP00067
Motif name: Lefl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 6

Number of overlap: 8

Similarity score: 0.00264223
Alignment:

VDDAGATCAAAGGKDDD

————— ATTAMAGG----

Original motif
Consensus sequence: DDDYCCTTTGATCTDDV

20

B $?CITTVAIC£'

0.
15

Webiiogo 3.4

=0
= 1.0 T
o0
5

ek Lago @

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

20

it
a

o — Q el e
0 - — -
5 10 15

Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDDASATCAAAGGMDDD
————— ATTAMAGG—----

Original motif

UP00083
Tcf712_primary

Mus musculus
Original Motif
Reverse Complement
Forward

6

8

0.00766457

Consensus sequence: DDDYCCTTTGATSTDDV

20

EqQITTTAICL_

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

20

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00152

Arx

Mus musculus
Original Motif
Reverse Complement
Backward

3
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Number of overlap: 8
Similarity score: 0.0109266

Alignment:
WBHAKTAATTAMKGBAV
——————— ATTAMAGG—--

Original motif Reverse complement motif

Consensus sequence: VTBCRYTAATTARTDBW

2.0

2.0

il QA-CI-I ﬂAA—,c - - f%el

bits
a

0.0-=

Consensus sequence: WBHAKTAATTAMKGBAV

Motif ID: UP00209
Motif name: Cartl_1275.1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 9

Number of overlap: 8

Similarity score: 0.0133543
Alignment:

VHHVVTTAATTAADRVB

———————— ATTAMAGG-

Original motif Reverse complement motif
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Consensus sequence: BVMDTTAATTAABBDDV

20

—— e

0.0
5

“L TIARI A

Webiiogo 3.4

Consensus sequence: VHHVVTTAATTAADRVB

20

; LTII__ITAA e

0.0

bits

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
CGHDYTAATTARBHHVB
-CCTYTAAT-———————

Original motif

UuP00187

Alx4

Mus musculus
Reverse Complement
Original Motif
Backward

9

8

0.0138063

Consensus sequence: CGHDYTAATTARBHHVB

20

0.

o Q'S_E-H:—”-—lI a8 AA-., -

Websiaga 3.4

Reverse complement motif
Consensus sequence: BVHHVKTAATTAMDDCG

2.0

;I_ﬂ o

bits

0.0

WekiLags 3.4
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Dataset #: 1 Motif ID: 21 Motif name: Motif 21

Original motif
Consensus sequence: AAACAAAC

=20

bits
:

0.0

WelLaogo 3

Best Matches for Motif ID 21 (Highest to Lowest)

Motif ID: UP00025
Motif name: Foxkl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 8

Number of overlap: 8

Similarity score: 0

Alignment:

DDAATGTAAACAAAVVB

——————— AAACAAAC--

Original motif
Consensus sequence: DDAATGTAAACAAAVVB

Reverse complement motif
Consensus sequence: GTTTGTTT

2.0
o
= 1.0
0.0 .
5

WeLago 3

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD
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2.0

| néAIAIAA

Websiags 3.4

2.0

I JIIU TT_QéIIL

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVVTTTGTTTACDTHDH
--GTTTGTTT-—-—————

Original motif

UP00039

Foxj3_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

8

0.00214871

Consensus sequence: HDHADGTAAACAAAVVH

2.0

“_ qlAMAGAa,

15

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

2.0

bits

il

WebiLags 3.4

Motif ID:

UP00061
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVVWTTGTTTAMATTWD
--GTTTGTTT-—————-

Original motif

FoxI1_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

8

0.00385351

Consensus sequence: DWAATRTAAACAAWVVB

2.0

2AATLIA Q Qéﬁ

o0== - s ———
10

Watiloga 3.4

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD

2.0

R U o

0.0
5 10 15
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00041
Foxjl_primary
Mus musculus
Original Motif
Original Motif
Forward

6

8
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Similarity score: 0.0108706

Alignment:
HDHRTAAACAAAHDDD
————— AAACAAAC-—-

Original motif
Consensus sequence: HDHRTAAACAAAHDDD

20

i _ALAAAGAQA

0.0

bits

15
Weblogad 4

Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH

bits
P

;IIATITAQH_

Weblogodd

Motif ID: UP00073
Motif name: Foxa2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 8

Similarity score: 0.0132351
Alignment:

HHWAWGTAAAYAAAVDB

——————— AAACAAAC--

Original motif
Consensus sequence: HHWAWGTAAAYAAAVDB

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH
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o
5
Watiloga 3.4 Weblogo 3.4

Dataset #: 1 Motif ID: 22 Motif name: Motif 22
Original motif Reverse complement motif
Consensus sequence: GTGGTGGY Consensus sequence: MCCACCAC

1§

b
bi

=0 =0
o
.0 T 7 a0
0ol W | | | e st
=]
Wk L oca 34 Wk Laga 34

Best Matches for Motif ID 22 (Highest to Lowest)

Motif ID: UP00047

Motif name: Zbtb7b_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 8

Similarity score: 0

Alignment:
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BBDVHGGTGGTCBKDDB
~--GTGGTGGY—--—-—

Reverse complement motif
Consensus sequence: BBDVHGGTGGTCBKDDB

2.0

C o
PN .
= = N = e A Wi W v
10 15 10 15

5

Original motif
Consensus sequence: BDDRVGACCACCHBDVB

2.0

bits
a

P

5

0.0
Webiloga 3.4

Wabiloga 3.4

Motif ID: UP00539

Motif name: Gli2_v015681_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 6

Number of overlap: 8

Similarity score: 0.00961551
Alignment:

CBDMCMGGGTGGTCCHVBVBAH

————— GTGGTGGY-————--——-

Reverse complement motif

Original motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

Consensus sequence: HTBVVVDGGACCACCCRGRDBG

Page 92 of 540


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=539

2.0

20

ﬂl = - BAA S-Sy P APw =
g 5 10 15 20 R g 5 10 15 20
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HGDHVHKGACCACCCGGBGBGDB

Original motif

Reverse Complement
Reverse Complement
Backward

8

8

0.0126856

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

C.

5 10

g

WesLago 34

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

- == e .
5 10 15 20

WebbLaga 34

Motif ID:

UP00540
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
CVHBSCGGGTGGTCMHVHHCDH

Original motif

Gli3_v016060_primary
Mus musculus

Original Motif

Reverse Complement
Forward

6

8

0.015156

Consensus sequence: HDGHHBHRGACCACCCGSVDVG

2.0

bits

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

<

WabiLogod4

=l = . == = = =
5 10 20 ‘WabLogad 4 ‘
Motif ID: UP00538
Motif name: Glil_v015681_primary

Species:
Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Mus musculus
Original Motif
Reverse Complement
Backward

9

8
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Similarity score: 0.0162913

Alignment:
BTBVTCVTGGGTGGTCMVVDVEB
——————— GTGGTGGY-———--—-
Original motif Reverse complement motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB
0.0 — ;:::_A;Ié__ A __‘,_A—-—'éA-T:*_:é‘;" 00 _ﬂ:';f:£g._.;-_~T I A _1 = 9":"_‘ e
Dataset #: 1 Motif ID: 23 Motif name: Motif 23
Original motif Reverse complement motif
Consensus sequence: MTSTGTA Consensus sequence: TACASAR
(=N u) T (=N

s ey cx 3 Wees Ea ey 3 R

Best Matches for Motif ID 23 (Highest to Lowest)

Motif ID: UP00026

Motif name: Zscan4_primary
Species: Mus musculus
Matching format of first motif: Original Motif
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Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HDHTMTGTGCACADVHD
———-MTSTGTA--—-—-

Original motif

Reverse Complement
Forward

5

7

0

Consensus sequence: DHVDTGTGCACAYAHDH

2.0

0.0

o ) %IﬁInCACéTATA

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HDHTMTGTGCACADVHD

2.0

"l TaT T C

10 15

—_—— =

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00193
Rhox11_2205.1

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

7

0.000572275
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WVVHWTWACAGCGHHVT
—————— TACASAR-—-—

Original motif

Consensus sequence: AVDHCGCTGTWAWDVVW

2.0

1 < 9 'yl @Aiﬂ_

Reverse complement motif
Consensus sequence: WVVHWTWACAGCGHHVT

2.0

w
E'I.CI I
= - I vy ise=_F =~ — -
5 10

15
Webiloga 3.4

oot= == === == 0.0
2 Wehilopa 3.4
Motif ID: UP00082
Motif name: Zfp187_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HWATTAGTACATAV
——————— TACASAR

Original motif
Consensus sequence: BTATGTACTAATWH

Reverse Complement
Reverse Complement
Forward

8

7

0.000715028

Reverse complement motif
Consensus sequence: HWATTAGTACATAV
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“ ATUTACZART .

Welsloge 34
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2.0
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0.0

_ ATTAGTACAT.

Webilaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
WVVHWTWACAGCGBHBT
—————— TACASAR-—---

Original motif

UP00193
Rhox11_1765.2

Mus musculus
Reverse Complement
Reverse Complement
Forward

7

7

0.00195524

Consensus sequence: AVDVCGCTGTWAWDVVW

2.0

bits

o = 5N

0.0 o — e

P R e

clllans

5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: WVWVHWTWACAGCGBHBT

=

2.0

1.0

0.0

I@THIII VEvVs
3 10

PN

15

Motif ID:

UP00073
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Motif name: Foxa2_primary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 5

Number of overlap: 7

Similarity score: 0.0025777

Alignment:

HHWAWGTAAAYAAAVDB

—————— TACASAR----

Original motif
Consensus sequence: HHWAWGTAAAYAAAVDB

2.0

AA?AIAA 5 g é—e:‘ :

=

5
Watiloga 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

2.0

N 1¥ A TIAGEIT_

15
Wabiogs 3.4

Dataset #: 1 Motif ID: 24 Motif name: Motif 24

Original motif
Consensus sequence: CACGB

Reverse complement motif
Consensus sequence: BCGTG
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Best Matches for Motif ID 24 (Highest to Lowest)

Motif ID: UP00097
Motif name: Mtfl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 5

Similarity score: 0

Alignment:

DBDHCGTGTGCAAMDH

---BCGTG---———---

Original motif
Consensus sequence: DBDHCGTGTGCAAMDH

2

S

LI X
15

Weblogad 4

N s e W

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH

0G0

Weblogodd

it
5

0.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
ACHRBHDTCCACGTGYAHHBMHM

Original motif

UP00050

Bhlhb2_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

10

5

0.0184689

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

20

ls

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20

Tc A

%

Weblaga 3.4

= X__ . =3 &= _"__1._—.—.—;? P T . AQ?I%‘E -9 &= Ve =% ‘
Motif ID: UP00050
Motif name: Bhlhb2_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Original Motif
Original Motif
Forward

9
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Number of overlap: 5
Similarity score: 0.0193222

Alignment:
RDHDBVDTCACGTGASBHVHDH

Original motif
Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

i A

{

B

o e <3 {11 A J R (o> e <) (AL 4 J B - —
5 e 5 B - 5 e %
Motif ID: UP00060
Motif name: Max_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 8
Number of overlap: 5
Similarity score: 0.0231779
Alignment:
DDASCACGTGBTBVDD
--—-CACGB-——————

Original motif

Reverse complement motif
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Consensus sequence: DDASCACGTGBTBVDD

20
0

=
=1

N

0.0

- é?CA Yiwy L

10

15
Weblogad 4

Consensus sequence: HHVBABCACGTGSTHD

0.0 —

it
5

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDGTCGCGTGDCVB
————— BCGTG—---

Original motif

Consensus sequence: BBGHCACGCGACDD

2.0

UP00060

Max_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

5

0.02459

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB

2.0

bits
&

= TlgécAH h Q:tts

Wekitaga 9.4

00—
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Dataset #: 1 Motif ID: 25 Motif name: Motif 25

Original motif
Consensus sequence: TTTAWW

= i

= AT

[ = =

5
R P =

Best Matches for Motif ID 25 (Highest to Lowest)

Motif ID: UP00180
Motif name: Hoxd13
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6

Number of overlap: 6

Similarity score: 0

Alignment:

HDHHTTTTATTKKHDD

————— TTTAWW-————

Original motif
Consensus sequence: HDHYYAATAAAAHHHH

Reverse complement motif
Consensus sequence: WWTAAA

= i

bis
:

-

" e Ry o

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD
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sl

15
Weblogad 4

20
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15
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Motif ID: UP00134
Motif name: Hoxb13
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6

Number of overlap: 6

Similarity score: 0.00930561
Alignment:

VRHCCAATAAAAWHHV

————— WWTAAA-—-——

Original motif
Consensus sequence: VRHCCAATAAAAWHHV

2.0

Weblagad 4

Reverse complement motif
Consensus sequence: VDHWTTTTATTGGDKB

20

. ,hdp#]i:;_.TIIATIAg = B

15
Weblogod 4

bits

Motif ID: UP00121
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDDDATTTTATTKVRDB

Original motif

Hoxd10

Mus musculus
Original Motif
Reverse Complement
Backward

6

6

0.0106116

Consensus sequence: VDKVYAATAAAATDDDH

2.0

%:&?T %AATAAAA%t*“

-

10

Watiloga 3.4

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB

2.0

- TI‘TATT
e @ﬁ-—: A_Al LA e
g 10 15

0.0 = =

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00061
FoxI1_primary

Mus musculus
Original Motif
Reverse Complement
Forward

8

6
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Similarity score: 0.0135319

Alignment:
VVVWTTGTTTAMATTWD
——————— TTTAWW-———

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

20

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD

20

3 ___;I.I A 8 'CI"&IIX

0.0 : =
5 10 15
Webloga 3.4

Motif ID: UP00133
Motif name: Cdx2

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 7

Number of overlap: 6

Similarity score: 0.0138323
Alignment:

HRHTTTTATYMCCVBD

-———-TTTAWW-=-———-

Original motif
Consensus sequence: DVVGGYMATAAAAHKH

Reverse complement motif
Consensus sequence: HRHTTTTATYMCCVBD
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2.0

Wabiogad 4

20

15
WabiLogo 34

Dataset #: 1 Motif ID: 26 Motif name: Motif 26

Original motif
Consensus sequence: RGARGAAA

“alAa

Best Matches for Motif ID 26 (Highest to Lowest)

1§

b

Waetiiaoa 32

Motif ID: UP00074

Motif name: Isgf3g_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 8

Similarity score: 0

Alignment:

Reverse complement motif
Consensus sequence: TTTCKTCK

< TTTC=TCx

Wk Laga 34
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TDAGTTTCGWTTKDV
—-———-TTTCKTCK---

Original motif
Consensus sequence: VDRAAWCGAAACTDA

2.0

- _ah clMACs A

bits

0.0

Webiloga 34

Reverse complement motif
Consensus sequence: TDAGTTTCGWTTKDV

ﬁle¢IITCA?Il£-1

Wetilogo 3.4

Motif ID: UP00040

Motif name: Irf5_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 8

Similarity score: 0.000164051
Alignment:

BDKGTTTCGKTWDDD

-———-TTTCKTCK-—--

Original motif
Consensus sequence: DDDWAYCGAAACYDV

Reverse complement motif
Consensus sequence: BDKGTTTCGKTWDDD
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2.0

210 ﬂ
= "1-’“_____”__; -
5

0.0

pe_

15
Webiloga 3.4

— ;‘;A _TITC — ‘i‘lg_: =33

a.0

Websloge 34

Motif ID: UP00062
Motif name: Sox4_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 8

Similarity score: 0.00378534
Alignment:

HBDDDAACAAAGRVBHH

---RGARGAAA--———-

Original motif
Consensus sequence: HBDDDAACAAAGRVBHH

2.0

| @'é_ﬂaé i AAé_f: — =

0.0 ==
5

bits

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

- U] 1]} .

0.0
15
WebiLags 3.4

Motif ID: UP00067
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDDAGATCAAAGGKDDD
—-—--RGARGAAA-————-

Original motif

Lefl_primary

Mus musculus
Original Motif
Reverse Complement
Forward

4

8

0.00434344

Consensus sequence: DDDYCCTTTGATCTDDV

2.0

bits
a

0.0

V| MU_IC;_

Watiloga 3.4

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

2.0

A

i ©- vy ——
5

10 15
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00030
Sox11_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

7

8
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Similarity score: 0.00478756

Alignment:
HHBTMCTTTGTTMDDVH
—————— TTTCKTCK---

Original motif
Consensus sequence: HBDDRAACAAAGRABHH

20

eu.—-.A il QA&Q . =
10 1

0.0—= T
5

5
Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

20

f- 141
= hLEy N == s

0.0
5 10 15
Webloga 3.4

bits

Dataset #: 1 Motif ID: 27 Motif name: Motif 27

Original motif
Consensus sequence: CTGCCTKY

=20

bits
:

TC

Wit oo S

0.0

Best Matches for Motif ID 27 (Highest to Lowest)

Motif ID: UP00031

Motif name: Zbtb3_primary
Species: Mus musculus
Matching format of first motif: Original Motif

Reverse complement motif
Consensus sequence: KRAGGCAG

=20

bits

[aln
Wik oo S
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Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDBBBCACTGCABTEBB
——————— CTGCCTKY--

Original motif

Original Motif
Forward

8

8

0

Consensus sequence: DDBBBCACTGCABTBBB

2.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BBBAVTGCAGTGBBVDD

2.0

= 1 = —— T =

5 10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00092
Myb_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

8

8

0.00277335
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DBVKGGCAGTTGGTHB
-KRAGGCAG-—-=-—-—---

Original motif

Consensus sequence: BDACCAACTGCCRBBH

2.0

0.0 a —

Reverse complement motif
Consensus sequence: DBVKGGCAGTTGGTHB

2.0

E@’}CA s N

bits

0.0

WablLogo 34

? 9 Wartsgat.a L b
Motif ID: UP00045
Motif name: Mafb_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3
Number of overlap: 8
Similarity score: 0.00419316
Alignment:
DMTWDGTCAGCADWTTH
--KRAGGCAG--—-—-—---

Original motif
Consensus sequence: HAAWDTGCTGACDWARH

Reverse complement motif
Consensus sequence: DMTWDGTCAGCADWTTH
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2.0

G —:—*&QIII A CT- 4 g—-;‘v’-‘e‘@

0.
15
Websiags 3.4

2.0

El#;ﬁ-_@_& CA — - %61; ——

0.0

bits

WebiLags 1.4

Motif ID: UP00081

Motif name: Mybl1_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 8

Similarity score: 0.00632134
Alignment:

BHCGGCAGTTGGBBB

KRAGGCAG—-—————-—

Original motif
Consensus sequence: BBVCCAACTGCCGHB

2.0

ool

bits

0.0
15
Webilaga 34

Reverse complement motif
Consensus sequence: BHCGGCAGTTGGBBB

20

% 170 CA TT
— e %I% - = ‘_\“—\_;_— —
5 10

0.0
15

WetsLogo 34

Motif ID: UP00010
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DYGCCYBARGGCAH
—————— KRAGGCAG

Original motif

Consensus sequence: DYGCCYBARGGCAH

Ca

Tcfap2b_primary
Mus musculus
Reverse Complement
Original Motif
Forward

7

8

0.00866202

0.0

Webiioga 3.4

Reverse complement motif

Consensus sequence: HTGCCMTVKGGCMD

s
=

Dataset #: 1

Original motif
Consensus sequence: AVAGAAA

Motif ID: 28

Motif name: Motif 28

Reverse complement motif
Consensus sequence: TTTCTVT

Wabioga 3.4
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Best Matches for Motif ID 28 (Highest to Lowest)

Motif ID: UP00074

Motif name: Isgf3g_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 5

Number of overlap: 7

Similarity score: 0

Alignment:

TDAGTTTCGWTTKDV

-——-TTTCTVT----

Original motif Reverse complement motif
Consensus sequence: VDRAAWCGAAACTDA Consensus sequence: TDAGTTTCGWTTKDV

2.0

,Lf.A_QIQAAAAG; A ﬁ AJIT

0.0 s Iég__-__
: 15 10 15

Webiloga 34 Weblogo a4
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Motif ID: UP00018

Motif name: Irf4_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 6

Number of overlap: 7

Similarity score: 0.0019906

Alignment:

TBDKGTTTCGMTDHV

————— TTTCTVT---

Original motif
Consensus sequence: VDDAYCGAAACYDVA

2.0

o CUAMAGe

Webiloga 34

Reverse complement motif
Consensus sequence: TBDKGTTTCGMTDHV

2.0

= =AY P47 = _I‘_‘E“‘_:‘—:_
5

10 15
Webiloga 34

Motif ID: UP00040

Motif name: Irf5_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5
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Number of overlap:
Similarity score:

Alignment:
BDKGTTTCGKTWDDD
-———TTTCTVT-—---

Original motif

Consensus sequence: DDDWAYCGAAACYDV

2.0

bits

0.0

7
0.00322534

” QQ%CAAACQAﬁ

Webilaga 34

Reverse complement motif
Consensus sequence: BDKGTTTCGKTWDDD

2.0

S [[FER 8

0.0
10 15
WetsLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDBTKGTTTCGHTHDD
——————— TTTCTVT---

Original motif

UP00011
Irf6_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

7

0.00827965

Reverse complement motif
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Consensus sequence: HDDAHCGAAACYAVDDD

20

bits

A WAARVE..

=
5 5
Webiiogo 3.4

Consensus sequence: DHDBTKGTTTCGHTHDD

20

0.0

Motif ID: UP00086
Motif name: Irf3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 7

Similarity score: 0.0115602
Alignment:

BARAAHSGAAACYV

--—-AVAGAAA---

Original motif
Consensus sequence: BARAAHSGAAACYV

2.0

B eAA_Ar_CAAAAQE

0.0 e
WelsLage 3.4

Reverse complement motif
Consensus sequence: VMGTTTCSDTTMTB

2.0

“LcTTtle Trs.

Wekitaga 9.4
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Dataset #: 1 Motif ID: 29 Motif name: Motif 29

Original motif
Consensus sequence: CCMGCCCC

=20

b|Jt5
.
>

s

0.0

WelLaogo 3

Best Matches for Motif ID 29 (Highest to Lowest)

Motif ID: UP00002
Motif name: Sp4_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position humber: 7

Number of overlap: 8

Similarity score: 0

Alignment:

BDHHMCGCCCCCTHVEB

-—--CCMGCCCC—————-

Original motif
Consensus sequence: BDHHMCGCCCCCTHVBB

Reverse complement motif
Consensus sequence: GGGGCYGG

2.0

T

0.0

bits

WeLago 3

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB
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2.0

2.0

00 = S R 0.0 L= "?AT,.._ s T..-_. . Wm;;
Motif ID: UP00021
Motif name: Zfp281_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 8
Similarity score: 0.000996799
Alignment:
DBCCCCCCCCCCMYC
---CCMGCCCC----

Original motif
Consensus sequence: DBCCCCCCCCCCMYC

2.0

ool

Webilaga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

20

Motif ID: UP00093
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBDRCCMCGCCCHHHD
————— CCMGCCCC—---

Original motif

KIf7_primary
Mus musculus
Original Motif
Original Motif
Backward

4

8
0.00552479

Consensus sequence: HBDRCCMCGCCCHHHD

2.0

=

_ AGGQA

a.0—==

15
Wabiogad 4

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH

TYME =~

10 15
WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00007
Egrl_primary
Mus musculus
Original Motif
Original Motif
Forward

1

8
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Similarity score:
Alignment:
HCCGCCCCCGCAHB
CCMGCCCC—==——=

Original motif

Consensus sequence: HCCGCCCCCGCAHB

2.0

0.00785177

- oballlslic.

Welilogo 3.4

Reverse complement motif
Consensus sequence: VHTGCGGGGGCGGH

2.0

1.0

bits

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVBCCCCCCCCMHHHB
-—--CCMGCCCC-=——~

Original motif

UP00022

Zfp740_primary
Mus musculus
Original Motif
Original Motif
Backward

6

8

0.0188994

Consensus sequence: HVBCCCCCCCCMHHHB

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD
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2.0

E”%"gggcccggég

15
Wabiogad 4

20

WabiLogo 34

Dataset #: 1 Motif ID: 30

Original motif
Consensus sequence: CAGGARGM

=0

bifg
:

ok

Motif name: Motif 30

AN

Waetiiaoa 32

Best Matches for Motif ID 30 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UP00102
Zicl_secondary
Mus musculus
Original Motif
Original Motif
Backward

3

8

0

Reverse complement motif
Consensus sequence: YCMTCCTG

(elC

Wk Laga 34
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BHDCVCAGCAGGHVD
————— CAGGARGM--

Original motif

Consensus sequence: BHDCVCAGCAGGHVD

2.0

Reverse complement motif
Consensus sequence: DVHCCTGCTGBGDDB

= (Ce1dlTh G
o A?QA--_ 3 W

Wetilogo 3.4

0.0 —LF‘?Q—ACA"QAT- == e ——— = —
= 19 wm_ug‘cl.uia
Motif ID: UP00006
Motif name: Zic3_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDDCACAGCAKGHVD
————— CAGGARGM--

Original motif

Original Motif
Original Motif
Forward

6

8
0.00147653

Consensus sequence: DDDCACAGCAKGHVD

Reverse complement motif
Consensus sequence: DVHCYTGCTGTGHDH
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2.0

C.(AGGah

00 < = WA WE -5
2 Wabtsat ik 2 10 dbtoas gk

Motif ID: UP00057
Motif name: Zic2_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6
Number of overlap: 8
Similarity score: 0.00420108
Alignment:
HHDCVCAGCAKGVVD
————— CAGGARGM--
Original motif Reverse complement motif
Consensus sequence: HHDCVCAGCAKGVVD Consensus sequence: DVBCYTGCTGBGDDD

2.0 2.0

06 - 49 CA,__—C.—AT 4 == polmm=— _ CRI__ACI_._ N

2 10 Wabtrat ve ? 10 Wtooh be

Motif ID: UP00420
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVBBACCGGAAGYDVVV
————— CAGGARGM----

Original motif

Elk3

Mus musculus
Original Motif
Original Motif
Forward

6

8
0.00964839

Consensus sequence: DVBBACCGGAAGYDVVV

2.0

bits

A a il

Reverse complement motif
Consensus sequence: VBVDMCTTCCGGTVBVD

2.0

ACT I

= L e e N W == = —— = _——

0.0 —
15

Wabiogs 3.4

10

5

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00421
Etvl

Mus musculus
Original Motif
Original Motif
Forward

6

8
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Similarity score: 0.0118889

Alignment:
MVHBACCGGAAGTVDVH
————— CAGGARGM——---

Original motif
Consensus sequence: MVHBACCGGAAGTVDVH

20

S i T

5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HBDBACTTCCGGTBHVY

20

- legl Jyx

0.0 = == - W GA—'——‘"T—“‘_— - =
a 15
Webiloga 3.4

Dataset #: 1 Motif ID: 31 Motif name: Motif 31

Original motif
Consensus sequence: CTGWSCTC

CTCa<CTC

0.0

bits

Wit oo S

Best Matches for Motif ID 31 (Highest to Lowest)

Motif ID: UP00095

Motif name: Zfp691_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement

Reverse complement motif
Consensus sequence: GAGSWCAG

=210
=2
=L T
[aln
5

Wik oo S
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Matching format of second motif: Reverse Complement

Direction: Forward
Position number: 6
Number of overlap: 8
Similarity score: 0
Alignment:

DDHBYGAGCACTGBHHB

————— GAGSWCAG----

Original motif
Consensus sequence: BDHVCAGTGCTCMBHDD

2.0

Reverse complement motif
Consensus sequence: DDHBYGAGCACTGBHHB

2.0

A T
e R T pf S e T
Motif ID: UP00079
Motif name: Esrra_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5
Number of overlap: 8
Similarity score: 0.0111158
Alignment:
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VKBBAGGGGTCAHDBBH
————— GAGSWCAG----

Original motif

Consensus sequence: VKBBAGGGGTCAHDBBH

2.0

bits

. AW

0.0—==
5 10

15
Wabiloga 3.4

Reverse complement motif
Consensus sequence: DBBHHTGACCCCTBBYYV

2.0

o Thelr

gol=——m — - B L

bits

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DHBHAAAGGTCACVHD
————— GAGSWCAG---

Original motif

uP00048

Rara

Mus musculus
Reverse Complement
Original Motif
Backward

4

8

0.0141173

Consensus sequence: DHBHAAAGGTCACVHD

Reverse complement motif
Consensus sequence: HHVGTGACCTTTDVDD
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2.0 20

1.0 AA 210

bits

o 0 3 10 = \:.Eu_ CEES o - -_?_:_E — 19 T \I_Eu_ o34
Motif ID: UP00020
Motif name: Atf1_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 8
Similarity score: 0.014652
Alignment:
DMDMTGACGTCAKHBD
————— GAGSWCAG---
Original motif Reverse complement motif
Consensus sequence: DBDRTGACGTCAYHRD Consensus sequence: DMDMTGACGTCAKHBD
2.0 2.0
== -_:;—_"ﬁ TACAIQAE'-;‘:* E 0.0 = 2 TACAIQAEE ——
? 10 orkoarsa ? 1o o
Motif ID: UP00053
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Motif name: Rx

ra_primary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 8

Similarity score: 0.0149745
Alignment:

DBHBDTGACCCCDHVHB

-—-—-CTGWSCTC-----

Original motif
Consensus sequence: DBHBDTGACCCCDHVHB

2.0

0.0 —— = - —

-

@
-_E‘I.CI
.
10

5 15

Watiloga 3.4

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD

2.0

o6 - A AVx CA:&;

bits
P

10 15
Wabiogs 3.4

Dataset #: 1 Motif ID: 32

Original motif
Consensus sequence: AVATGGC

Motif name: Motif 32

Reverse complement motif
Consensus sequence: GCCATVT
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Best Matches for Motif ID 32 (Highest to Lowest)

Motif ID: UP00046
Motif name: Tcfe2a_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 7

Similarity score: 0

Alignment:

HVDDVCAGATGKYHBBV

—————— AVATGGC----

Original motif
Consensus sequence: HVDDVCAGATGKYHBBV

20

GT
el =L ngIAT b —_[c__- =

0.0

Webiiogo 3.4

W kx_cay e T

Reverse complement motif
Consensus sequence: VBBDMYCATCTGVHHBH

20

o= _n_ ]

0P
>0
< >
|>
—
HC D
ﬁ
|
i
i

Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HTGCCMTVKGGCMD
--GCCATVT—-——-—-—

Original motif

Consensus sequence: DYGCCYBARGGCAH

UP00010
Tcfap2b_primary
Mus musculus
Reverse Complement
Reverse Complement
Backward

6

7

0.0136194

Reverse complement motif

Consensus sequence: HTGCCMTVKGGCMD

Webitoga 3.4

. %QCCTEQA,H_-:QA _ . ;QCC lga_,_.:cA
Motif ID: UP00035
Motif name: Hicl_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Reverse Complement
Backward

2
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Number of overlap: 7
Similarity score: 0.0137364

Alignment:
DDBHGGTTGGCATVBD
———————— GCCATVT-

Original motif
Consensus sequence: DBBATGCCAACCHVHH

2.0

~ afUWACe

0.0
5

bits

15
Weblagad 4

Reverse complement motif
Consensus sequence: DDBHGGTTGGCATVBD

20

Motif ID: UP00186
Motif name: Meis1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 7

Similarity score: 0.015326
Alignment:

WAVBASCTGTCAAWVH

-———AVATGGC-----

Original motif

Reverse complement motif
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Consensus sequence: WAVBASCTGTCAAWVH

2

=

o
= A ‘ ‘
- - T —_—D C_,___ . N _E_A:"“:__.
; 5 10 1t

Consensus sequence: DBWTTGACAGSTBVTW

2.0

=
=1

0.

0
I C
o i} i 0 _ X
5

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
TCDAMVBGACGCMAKDDDVBBD

Original motif

UP00527

Foxn4_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

6

7

0.015763

Consensus sequence: DBBVDDDRTRGCGTCBBYTHGA

2.0

==

% 1.0
= .?Tg
i i 10

Reverse complement motif
Consensus sequence: TCDAMVBGACGCMAKDDDVBBD

20

20
WeblLogod4
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Dataset #: 1 Motif ID: 33 Motif name: Motif 33

Original motif
Consensus sequence: CMTTTCC

LZCETTTCC

W L o o T

s

Best Matches for Motif ID 33 (Highest to Lowest)

Motif ID: UuP00424
Motif name: Gm4881
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 7

Similarity score: 0

Alignment:

VBBHAYTTCCGGTDDD

-—-CMTTTCC-—————

Original motif
Consensus sequence: VBBHAYTTCCGGTDDD

Reverse complement motif
Consensus sequence: GGAAARG

=0

bits
:

(=N —

Reverse complement motif
Consensus sequence: DHDACCGGAAMTHBVB
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axl |\t

20

Wl SCAIVY
Motif ID: UP00411
Motif name: Erg
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif Original Motif
Direction: Backward
7
7
0.000621119

Position number:
Number of overlap:
Similarity score:

Alignment:
VBBVAYTTCCGGTDDB

—-—-CMTTTCC------

Original motif
Consensus sequence: VBBVAYTTCCGGTDDB

2.0
w

15
WabiLagad

0.0

UP00416

Reverse complement motif
Consensus sequence: BDDACCGGAAKTVBVB

2.0
. ACQ ; Al__£
19 \Ifu,ugua 4

0.0-1=

bits
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Flil
Mus musculus

Motif name:
Species:

Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward

7
7
0.00145577

Position number:
Number of overlap:
Similarity score:

Alignment:
VBBVAYTTCCGGTDDH

—=—CMTTTCC-—-—--

Original motif
Consensus sequence: VBBVAYTTCCGGTDDH

2.0

o
s 1.0 n
s e - i . ; —
5 10 15
Wabiogad 4

Reverse complement motif
Consensus sequence: DHDACCGGAAKTBBVV

2.0
” 45(:(; Ac __
2 19 \Eu_uga a4

ga——

bits

Motif ID: UP00422
Motif name: Etv3
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
4
7

Position number:
Number of overlap:
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Similarity score:

Alignment:
VBBHAYTTCCGGTHDH

———CMTTTCC---—--

Original motif
Consensus sequence: VBBHAYTTCCGGTHDH

20

0.00170257

0.0 —

15
Weblogad 4

Reverse complement motif
Consensus sequence: DHHACCGGAAKTHBBB

2.0

i

0.0

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVHBTACTTCCGGHTHB
-——-CMTTTCC-———-—-—

Original motif

UP00418

Etvée

Mus musculus
Original Motif
Original Motif
Backward

7

7
0.00598804

Consensus sequence: DVHBTACTTCCGGHTHB

Reverse complement motif
Consensus sequence: BHAHCCGGAAGTABDVD
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Dataset #: 1 Motif ID: 34 Motif name: Motif 34
Original motif Reverse complement motif
Consensus sequence: ATATTTA Consensus sequence: TAAATAT
=0 =0
2= 1.0 T 2= 1.0 n
[ n8 = = oo 5.

WL oo 3 S W g 3 S

Best Matches for Motif ID 34 (Highest to Lowest)

Motif ID: UP00059

Motif name: Arid5a_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 7

Similarity score: 0

Alignment:

Page 142 of 540


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=059

VYAATATTGVDADH
-——-ATATTTA--—--—

Original motif

Consensus sequence: VYAATATTGVDADH

L MIATT.

Webiioga 3.4

Reverse complement motif

Consensus sequence: HDTDVCAATATTMV

2.0

bits

0.0 — _—

1. AT

Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HHWAWGTAAAYAAAVDRB
—————— TAAATAT-—-—

Original motif

UP00073
Foxa2_primary

Mus musculus
Reverse Complement
Original Motif
Backward

5

7

0.00064316

Consensus sequence: HHWAWGTAAAYAAAVDB

Reverse complement motif

Consensus sequence: BDVTTTKTTTACWTWHH
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bits
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WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VHVAKMTAATTAKTHBW

Original motif

UuP00108

Alx3

Mus musculus
Original Motif
Reverse Complement
Backward

6

7

0.00321096

Consensus sequence: WVHAYTAATTARYTVHYV

2.0

v 538 -‘ﬁ?I L1 A%

15

Webiiaga 3.4

Reverse complement motif
Consensus sequence: VHVAKMTAATTAKTHBW

2.0
5 10 ] 15

WebiLags 3.4

it
5

0.0

Motif ID:

UP00154
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHVVDATAATTACMVHH

Original motif

DIx3

Mus musculus
Original Motif
Original Motif
Backward

6

7
0.00327881

Consensus sequence: BHVVDATAATTACMVHH

2.0

= = All U Agg__ _

0.0

Watiloga 3.4

Reverse complement motif
Consensus sequence: DHVRGTAATTATHVVDY

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00061
FoxI1_primary

Mus musculus
Reverse Complement
Original Motif
Backward

5

7
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Similarity score: 0.00408089

Alignment:
DWAATRTAAACAAWVVB
—————— TAAATAT----

Original motif

Consensus sequence: DWAATRTAAACAAWVVB

20

sol= "?“‘élT\IA__.s __g é@

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD

20

__II A gﬁl e

0.0

Webiloga 3.4

Dataset #: 1 Motif ID: 35 Motif name: Motif 35

Original motif
Consensus sequence: KGCTGGS

= 0

g
=1

(= u
s ey cx 3

Best Matches for Motif ID 35 (Highest to Lowest)

Motif ID: UP00057

Motif name: Zic2_secondary
Species: Mus musculus
Matching format of first motif: Original Motif

Reverse complement motif
Consensus sequence: SCCAGCR

=

blts
0
>

(=N
Wees Ea ey 3 R
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Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVBCYTGCTGBGDDD
————— KGCTGGS—--

Original motif
Consensus sequence: HHDCVCAGCAKGVVD

2.0

Reverse Complement
Backward

4

7

0

Qn:c ) —%g . CAAQQT ¥

15
Webiloga 34

Reverse complement motif
Consensus sequence: DVBCYTGCTGBGDDD

2.0
m C C |
B I
- = I ,__g____A ¥ =~ W
5 10

.

——
==

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UP00006
Zic3_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

4

7

0.000909168

Wetilogo 3.4
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DVHCYTGCTGTGHDH
————— KGCTGGS—--

Original motif
Consensus sequence: DDDCACAGCAKGHVD

0 GAGEash:.

bits
5

0.0

15
Webiloga 34

Reverse complement motif
Consensus sequence: DVHCYTGCTGTGHDH

2.0

_ TcglACI v L

Wetilogo 3.4

Motif ID: UP00102

Motif name: Zicl_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4

Number of overlap: 7

Similarity score: 0.00192341
Alignment:

DVHCCTGCTGBGDDB

————— KGCTGGS---

Original motif
Consensus sequence: BHDCVCAGCAGGHVD

Reverse complement motif
Consensus sequence: DVHCCTGCTGBGDDB
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2.0

Motif ID: UP00035
Motif name: Hicl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6

Number of overlap: 7

Similarity score: 0.00396963
Alignment:

DDBHGGTTGGCATVBD

--—--KGCTGGS—-----

Original motif
Consensus sequence: DBBATGCCAACCHVHH

2.0

| iACe

0.0
5

bits

Weblagad 4

Reverse complement motif
Consensus sequence: DDBHGGTTGGCATVBD

20

0.0 === ==

Motif ID: uP00045
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DMTWDGTCAGCADWTTH

Original motif

Mafb_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

6

7

0.010167

Consensus sequence: HAAWDTGCTGACDWARH

2.0

f==

2

-

EW,AQITIGT;QHA

Watiloga 3.4

Reverse complement motif
Consensus sequence: DMTWDGTCAGCADWTTH

2.0

S X CA - Wi, é$1; -

0.0

Wabiogs 3.4

Dataset #: 1 Motif ID: 36

Original motif
Consensus sequence: CATGGTGG

Motif name: Motif 36

Reverse complement motif
Consensus sequence: CCACCATG
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Best Matches for Motif ID 36 (Highest to Lowest)

Motif ID: UP00539

Motif name: Gli2_v015681_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 11

Number of overlap: 8

Similarity score: 0

Alignment:

CBDMCMGGGTGGTCCHVBVBAH

--—-CATGGTGG--——-=—————

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

20

bits

= = A

00— == ) A= oo

5 10 15 20

Weblogad 4

=0

ek Lago @

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

| 9 Ce c A,

=S A Y'Y yi s =
5 10 15 20
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HGDHVHKGACCACCCGGBGBGDB

Original motif

UP00538

Glil_v016060_primary
Mus musculus

Reverse Complement
Reverse Complement
Forward

10

8

0.00612072

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

20

0.0

C

e

=

WesLogo 34

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

= e = =

Weblaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00047
Zbtb7b_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

8
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Number of overlap:
Similarity score:

Alignment:
BDDRVGACCACCHBDVB
——————— CCACCATG--

Original motif

8
0.0105198

Consensus sequence: BDDRVGACCACCHBDVB

2.0

bits
a

0.0 = =

ACCAGe

5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BBDVHGGTGGTCBKDDB

2.0

wy
=10 |
SO Wi W

e e
0.0 —— =

5

G-:E
10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
CVHBSCGGGTGGTCMHVHHCDH
-—-—-CATGGTGG——————————

Original motif

UP00540

Gli3_v016060_primary
Mus musculus

Original Motif

Reverse Complement
Backward

11

8

0.013412

Reverse complement motif
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Consensus sequence: HDGHHBHRGACCACCCGSVDVG Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20 20

ge G C __ceW\ T I ¢ ¢

b =2 =N 00-=

>
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-
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Weblogad 4 Weblogo34

Motif ID: UP00540

Motif name: Gli3_v015681_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 7

Number of overlap: 8

Similarity score: 0.0205127

Alignment:

DVTTVVCVYGGHGGYCHHDMYB

—————— CATGGTGG--———--—--

Original motif Reverse complement motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

2.0 20

M_EII¢ Qfgllzﬂqlg = ok -~ TAG¢GQan TAAL

15 20 :
WabLogad 4 WabLagod4
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Dataset #: 1 Motif ID: 37 Motif name: Motif 37

Original motif Reverse complement motif
Consensus sequence: GYATGTGY Consensus sequence: KCACATKC
=20 =0

=2 &2
= 1.0 c C = 1.0
P s t Fan]

WelLaogo 3 WeLago 3

Best Matches for Motif ID 37 (Highest to Lowest)

Motif ID: UP00042

Motif name: Gm397_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 8

Number of overlap: 8

Similarity score: 0

Alignment:

HHRTATGTGCACATHHD

——GYATGTGY-—------

Original motif Reverse complement motif
Consensus sequence: HHDATGTGCACATAMDH Consensus sequence: HHRTATGTGCACATHHD
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S ) € PV

20
oo _ éI_ _.—_ACA . :Ajlég ——- 0.0 _EHAIQI‘ =
: 5 10 15 e : 5 10
upP00042
Gm397_second

Motif ID:
Mus musculus
Original Motif

Motif name:
Species:
Matching format of first motif
Matching format of second motif: Reverse Complement
Direction: Backward
5
8
0.00557849

Position number:
Number of overlap
Similarity score:

Alignment:
HBGYGTGTGTGCVRVD

-——-GYATGTGY----

Original motif
Consensus sequence: DVMVGCACACACKCVH

..

0.0

bit
&

UP00050

Reverse complement motif
Consensus sequence: HBGYGTGTGTGCVRVD

20
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
RDHDBVDTCACGTGASBHVHDH

Original motif

Bhlhb2_primary

Mus musculus
Reverse Complement
Original Motif
Forward

8

8

0.0130509

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

bits
=

T

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

i A

=

WabiLogod4

P == = = — 0 —w G—.—, —, -t 0.0 == - == = — 8 - c——.- =
5 10 15 e 5 10 15
Motif ID: UP00026
Motif name: Zscan4_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Reverse Complement
Backward

2

8
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Similarity score: 0.0145166

Alignment:
HDHTMTGTGCACADVHD
———————— KCACATKC-

Original motif
Consensus sequence: DHVDTGTGCACAYAHDH

20

" 7

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HDHTMTGTGCACADVHD

20

A

bits

10 15

Motif ID: UP00046

Motif name: Tcfe2a_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 8

Similarity score: 0.0157001

Alignment:

DHDBHGCACCTGBDDVB

————— KCACATKC——---

Original motif
Consensus sequence: VBHHVCAGGTGCDVDHD

Reverse complement motif
Consensus sequence: DHDBHGCACCTGBDDVB
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Dataset #: 1 Motif ID: 38 Motif name: Motif 38

Original motif
Consensus sequence: CCTYCTCC

=0

bifg
:

-

ok

Waetiiaoa 32

Best Matches for Motif ID 38 (Highest to Lowest)

Motif ID: UP00082

Motif name: Zfp187_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 8

Similarity score: 0

Alignment:

Reverse complement motif
Consensus sequence: GGAGMAGG

=0
o
=]

bifg

Wk Laga 34
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VHMDGGACVAGGRCDH
—---GGAGMAGG----

Original motif
Consensus sequence: DDGMCCTBGTCCHYHV
2.0

o0 =

10 15
WabiLogad 4

Reverse complement motif
Consensus sequence: VHMDGGACVAGGRCDH

2.0

0.0 _—

Motif ID: UP00021
Motif name: Zfp281_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 8

Similarity score: 0.0171216
Alignment:

DBCCCCCCCCcCcCMYC

---CCTYCTCC----

Original motif
Consensus sequence: DBCCCCCCCCCCMYC

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD
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0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHDCVCAGCAGGHVD
-——-GGAGMAGG—---

Original motif
Consensus sequence: BHDCVCAGCAGGHVD

2.0

L0 (AGAsE

UP00102

Zicl_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

4

8

0.0279988

Webilaga 34

Reverse complement motif
Consensus sequence: DVHCCTGCTGBGDDB

20
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bits
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Motif ID:

UP00539
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVMHHDHKGACCCTCCTSVCBH
——————————— CCTYCTCC---

Original motif

Gli2_v015681_secondary
Mus musculus

Original Motif

Reverse Complement
Forward

12

8

0.0293564

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

10 15

WabiLogod4
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Motif ID: UP00057
Motif name: Zic2_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Original Motif
Forward

5

8
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Similarity score: 0.0307412

Alignment:
HHDCVCAGCAKGVVD
-——-—-GGAGMAGG—---

Original motif
Consensus sequence: HHDCVCAGCAKGVVD

2.0

“t 0 (AGGagh

Webiloga 34

Reverse complement motif
Consensus sequence: DVBCYTGCTGBGDDD

20
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Dataset #: 1 Motif ID: 39 Motif name: Motif 39

Original motif
Consensus sequence: ACAGMCAG

=20

bits
:

FAN

5

0.0

Wit oo S

Best Matches for Motif ID 39 (Highest to Lowest)

Motif ID: UP00000

Motif name: Smad3_primary
Species: Mus musculus
Matching format of first motif: Original Motif

Reverse complement motif
Consensus sequence: CTGYCTGT

CTCCTCT

Wik oo S

bits
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Matching format of second motif: Original Motif

Direction: Backward
Position number: 5
Number of overlap: 8
Similarity score: 0
Alignment:

HDHDDCCAGACABBHVH

————— ACAGMCAG----

Original motif
Consensus sequence: HDHDDCCAGACABBHVH

2.0

210 - QQA ; A -

15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HVHBVTGTCTGGDDHDD

2.0

= — ..:.I 2 g

5 10 15

Webiloga 3.4

Motif ID: UP00205

Motif name: Pknox2

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 8

Similarity score: 0.0021284

Alignment:
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Reverse complement motif
Consensus sequence: VHATTGACAGSKSVTH

VHATTGACAGSKSVTH
--ACAGMCAG------
Original motif
Consensus sequence: HAVSRSCTGTCAATHB
2.0 2.0
ol EGC CI T oL _ AL ; clg? "
2 19 \‘AIMSU_OQGQ 4 2 19 \:rfu_ugua A
Motif ID: UP00092
Motif name: Myb_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7
Number of overlap: 8
Similarity score: 0.00279845
Alignment:
BDACCAACTGCCRBBH
ACAGMCAG--
Reverse complement motif
Consensus sequence: DBVKGGCAGTTGGTHB

Original motif
Consensus sequence: BDACCAACTGCCRBBH
Page 165 of 540


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=092

2.0

R,

<0

0.0 e e
5

10

15
Weblogad 4

20

10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VBWTTGACAGCTVBTT
—————— ACAGMCAG--

Original motif

UP00258

Tgif2

Mus musculus
Original Motif
Reverse Complement
Forward

7

8

0.00437554

Consensus sequence: AABBAGCTGTCAAWVV

2.

LiX

A,

o ﬁ‘% _—-A‘ECI 5 I

F=—

15
Weblagad 4

Reverse complement motif
Consensus sequence: VBWTTGACAGCTVBTT

20

bits

0.0-1= -

- :-—@I il CT X

wq

10

Motif ID:

UP00122
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Motif name: Tgifl

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 8

Similarity score: 0.0048776

Alignment:

DBVVAGCTGTCAWWVTH

—————— CTGYCTGT---

Original motif
Consensus sequence: DABWWTGACAGCTVVBD

2.0

bits
a

AVALCT

5 10 15
Watiloga 3.4

a fx

0.0

Reverse complement motif
Consensus sequence: DBVVAGCTGTCAWWVTH

2.0

= . —

5 10 15

Dataset #: 1 Motif ID: 40 Motif name: Motif 40

Original motif
Consensus sequence: CCACASC

Reverse complement motif
Consensus sequence: GSTGTGG
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Best Matches for Motif ID 40 (Highest to Lowest)

Motif ID: UP00068

Motif name: Eomes_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 7

Similarity score: 0

Alignment:

BVHDAGGTGTGAAAHHH

————— GSTGTGG-----

Original motif
Consensus sequence: BVHDAGGTGTGAAAHHH

20

S 10 TV

bits

Webiiogo 3.4

W kx_cay e T

Reverse complement motif
Consensus sequence: HHHTTTCACACCTDHBY

0 e e

~_+T|CAVALCz.

Webiloga 3.4
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Motif ID: UP00102

Motif name: Zicl_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 3

Number of overlap: 7

Similarity score: 0.00152086

Alignment:

DVHCCTGCTGBGDDB

—————— GSTGTGG--

Original motif Reverse complement motif

Consensus sequence: BHDCVCAGCAGGHVD Consensus sequence: DVHCCTGCTGBGDDB
0 (AGeact . CerellTu 6.

Motif ID: UP00093

Motif name: KIf7_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 5
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Number of overlap:
Similarity score:

Alignment:
HBDRCCMCGCCCHHHD
-——-CCACASC-——--

Original motif

7
0.00208498

Consensus sequence: HBDRCCMCGCCCHHHD

2.0

0.01==

_ Aggﬁe '

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH

20

=10 c
== I}%‘E—“ N T_.-,_—__-_:I—z-

5 10 15
Wabiloga 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVBVCKACACCTHVBV
—-——-CCACASC-——--

Original motif

UP00068

Eomes_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

6

7

0.00280198

Reverse complement motif

Page 170 of 540


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=068

Consensus sequence: VBVDAGGTGTYGVBBV

20

bits

0.0 B A

e — T TTIC:G S—

15
Weblogad 4

Consensus sequence: VVBVCKACACCTHVBV

2.0

“_ caabheT

0.0 —— e

5

'ﬂhugal‘t

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVBCYTGCTGBGDDD
—————— GSTGTGG--

Original motif

Consensus sequence: HHDCVCAGCAKGVVD

20

. W

UP00057

Zic2_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

7

7

0.00486301

C (AGGag

15
Webiloga 3.4

Reverse complement motif
Consensus sequence: DVBCYTGCTGBGDDD

L CQI (T4 G,

5
Weslage a4
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Dataset #: 1 Motif ID: 41 Motif name: Motif 41

Original motif
Consensus sequence: CTCAGARA

=20

bits
:

FAN

WelLaogo 3

Best Matches for Motif ID 41 (Highest to Lowest)

Motif ID: UP00173
Motif name: Hoxc13
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 8

Similarity score: 0

Alignment:

HHDBCTCRTAAAAWHD

—-———-CTCAGARA----

Original motif
Consensus sequence: HHDBCTCRTAAAAWHD

Reverse complement motif
Consensus sequence: TKTCTGAG

=0
=2
=L T
[al n
5

WeLago 3

Reverse complement motif
Consensus sequence: DHWTTTTAMGAGBDHH

Page 172 of 540


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=173

2.0

gmv¢HGIQAIAAAég?H

Weblogad 4

20

] [Theike

15
Wablogo 3.4

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDHBCTCGTAAAAWBD
-—-——-CTCAGARA----

Original motif

UP00183

Hoxal3

Mus musculus
Original Motif
Original Motif
Backward

5

8
0.00055063

Consensus sequence: HDHBCTCGTAAAAWBD

2.0

0.0

o CTGTAM,.

Weblagad 4

Reverse complement motif
Consensus sequence: DVWTTTTACGAGBHDH

20
0

E’A@ITTI Q?Ac =

0.0 —

Weblogod 4

Motif ID:

UP00006
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Zic3_secondary

Mus musculus
Reverse Complement

Motif name:
Species:
Matching format of first motif:
Matching format of second motif Reverse Complement
Direction: Forward
5
8
0.0111384

Position number:
Number of overlap:
Similarity score:

Alignment:
DVHCYTGCTGTGHDH

~-—--TKTCTGAG-~-~
Original motif
Consensus sequence: DDDCACAGCAKGHVD

2.0

=XAVIAT T T
2 19 Wm_ugl?]tt

0.0

bits

UuP00000

Reverse complement motif
Consensus sequence: DVHCYTGCTGTGHDH

2.0
m —-—C C
S0
ol =VWACAY I,,_-;-—!_TI
& 5 10 15
WetiLogo 34

Smad3_primary

Motif ID:
Mus musculus
Reverse Complement

Motif name:
Species:
Matching format of first motif:
Matching format of second motif Reverse Complement
Direction: Forward
6
8

Position number:
Number of overlap:
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Similarity score: 0.0116539

Alignment:
HVHBVTGTCTGGDDHDD
————— TKTCTGAG—-—-—--

Original motif
Consensus sequence: HDHDDCCAGACABBHVH

20

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HVHBVTGTCTGGDDHDD

20

Motif ID: UP00057

Motif name: Zic2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 8

Similarity score: 0.0135011

Alignment:

DVBCYTGCTGBGDDD

-——-TKTCTGAG—--

Original motif
Consensus sequence: HHDCVCAGCAKGVVD

Reverse complement motif
Consensus sequence: DVBCYTGCTGBGDDD
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15
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Dataset #: 1 Motif ID: 42 Motif name: Motif 42

Original motif
Consensus sequence: CCYAGAAC

=0

bifg
:

C

ok

Waetiiaoa 32

Best Matches for Motif ID 42 (Highest to Lowest)

Motif ID: UP00019

Motif name: Zbtb12_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 8

Similarity score: 0

Alignment:

Reverse complement motif
Consensus sequence: GTTCTKGG

=.0
s
=10
0.0
-

Wk Laga 34
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BBGATCTAGAACBKHDB
~-——CCYAGAAC--—--

Original motif
Consensus sequence: BDHRBGTTCTAGATCVB

2.0

Reverse complement motif
Consensus sequence: BBGATCTAGAACBKHDB

2.0

Webiloga 3.4

R - | _ALQF 5 _A@I A AA &
: T ® s : 0 s
Motif ID: UP00019
Motif name: Zbtb12_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5
Number of overlap: 8
Similarity score: 0.0290375
Alignment:
HVHCRTTAGAACBYD
--—--CCYAGAAC---

Original motif
Consensus sequence: HVHCRTTAGAACBYD

Reverse complement motif
Consensus sequence: DKBGTTCTAAKGHBH
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2.0

:_ LQQIIA-AAG -

Webiloga 3.4

bits

20
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15
Websloge 34

Motif ID: UP00039

Motif name: Foxj3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 7

Number of overlap: 8

Similarity score: 0.0420446

Alignment:

DVHWDTGTTWTGDTBDH

—————— GTTCTKGG---

Original motif
Consensus sequence: HDBAHCAWAACADWDVD

2.0

SN

0.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DVHWDTGTTWTGDTBDH

2.0

bits
5

LJI0

= _-'—_=._—I'_==."" N 8 Sl A =
5 10 15

0.0

Motif ID: UP00000
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HVHBVTGTCTGGDDHDD
————— GTTCTKGG----

Original motif

Smad3_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

8

0.0435243

Consensus sequence: HDHDDCCAGACABBHVH

2.0

0.0 =

Watiloga 3.4

Reverse complement motif
Consensus sequence: HVHBVTGTCTGGDDHDD

2.0

1.0
= - _.-_-.l ‘ £ S e
5 10

0.0 =

bits

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00413

Elf4

Mus musculus
Reverse Complement
Original Motif
Backward

4

8
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0.0440977
Reverse complement motif
Consensus sequence: HAWYCCGGAAGTHBBD

Similarity score:
Alignment:
DBBHACTTCCGGKWTH
————— GTTCTKGG---
Original motif
Consensus sequence: DBBHACTTCCGGKWTH
PRy ST _-_Ag___‘ ‘ _'___I_';':IXIJ.‘.: o6 ,‘g%ﬁcg e AAl’r o
Dataset #: 1 Motif ID: 43 Motif name: Motif 43
Original motif Reverse complement motif
Consensus sequence: CTCTGCCY Consensus sequence: KGGCAGAG
Best Matches for Motif ID 43 (Highest to Lowest)
Motif ID: UP00031
Motif name: Zbtb3_primary
Mus musculus
Original Motif
Page 180 of 540

Species:
Matching format of first motif:
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Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDBBBCACTGCABTEBB
————— CTCTGCCY——---

Original motif

Original Motif
Forward

6

8
0.00233137

Consensus sequence: DDBBBCACTGCABTBBB

2.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BBBAVTGCAGTGBBVDD

2.0

= 1 = —— T =

5 10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00035
Hicl_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

8

8

0.010233
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DDBHGGTTGGCATVBD
——————— KGGCAGAG-

Original motif

Consensus sequence: DBBATGCCAACCHVHH

Al WMALe

2.0

bits
5

0.0
5

WabiLogad 4

Reverse complement motif
Consensus sequence: DDBHGGTTGGCATVBD

2.0

w
=1.0

5 10 15
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHHDGGGCGRGGKHBH
-—-—-KGGCAGAG-—----

Original motif

UuP00093

KIf7_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

8

0.0136504

Consensus sequence: HBDRCCMCGCCCHHHD

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH
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Wablogad

TYME
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20
i - s AGQR AN b T = et
2 10 orkoarsis ? L
Motif ID: UP00092
Motif name: Myb_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
4
8
0.0179013

Position number:
Number of overlap:
Similarity score:

Alignment:
DBVKGGCAGTTGGTHB

~--KGGCAGAG----~-

Original motif
Consensus sequence: BDACCAACTGCCRBBH

w
=10
5 10

Reverse complement motif
Consensus sequence: DBVKGGCAGTTGGTHB

2.0
10 C u
Ei}".‘?‘* - L
5 15
Weblogod 4

bits

10

0.0
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VHHDWTGGGCAMDHBH
—————— KGGCAGAG--

Original motif

Hicl_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

8

0.0198349

Consensus sequence: DBDDRTGCCCAWDHDV

2.0

0.0

— ATACCCé$

15
Wabiogad 4

Reverse complement motif
Consensus sequence: VHHDWTGGGCAMDHBH

20

210 (:‘x
l_,!: = i g = S
5 10

Dataset #: 1 Motif ID: 44

Original motif
Consensus sequence: AGAAATG

Motif name: Motif 44

Reverse complement motif
Consensus sequence: CATTTCT

Page 184 of 540



W ey e B

Best Matches for Motif ID 44 (Highest to Lowest)

Motif ID: UP00118
Motif name: Pou4f3
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 7

Similarity score: 0

Alignment:

HVTTATTAATKADKHC

-———-AGAAATG-----

Original motif
Consensus sequence: HVTTATTAATKADKHC

20

- u A‘ A
e X XIND AT ,T_T_--,f-—;E
2 blogad4

hitg

W kx_cay e T

Reverse complement motif
Consensus sequence: GHYHTYATTAATAAVH

2.0

L T

LK
15
Weblogodd
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
AAHVTTAAGTGGHTDD
—-———-AGAAATG-———-

Original motif

Consensus sequence: DDADCCACTTAAVHTT

20

bi

0.0

uP00147

Nkx2-6

Mus musculus
Original Motif
Reverse Complement
Backward

6

7

0.0027402

. “AGCA IAAEQ%E

Weblogad 4

Reverse complement motif

Consensus sequence: AAHVTTAAGTGGHTDD

=]

2.0

Y TT

g ==t == AC
5

Wi I

10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00044
Mafk_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6
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Number of overlap:
Similarity score:

Alignment:
MBHTGCADTTTTTHV
————— CATTTCT---

Original motif
Consensus sequence: VHAAAAADTGCAHBR

2.0

bits

00—

| oAAAA TCCa,

7
0.00356175

Reverse complement motif

Consensus sequence: MBHTGCADTTTTTHYV

2.0

2 %f:lggAéIIﬁlI =y
5 10 13

—— - 0.

15
Webilaga 34

WetsLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHDWTSAATGAATDDB
-——AGAAATG-—-——--

Original motif

UP00055

Hbp1l_primary
Mus musculus
Original Motif
Original Motif
Forward

4

7

0.00569123

Reverse complement motif
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Consensus sequence: HHDWTSAATGAATDDB

2

0.

: T Toaar

15
Weblogad 4

Consensus sequence: VDHATTCATTSAWDDH

N ?AIICAIICAIH

Weblogodd

it
5

0.0 ==

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WDDDTACATGTADDWBW
-—-—-AGAAATG-——————

Original motif

UP00236

Irx2

Mus musculus
Original Motif
Original Motif
Forward

4

7
0.00626845

Consensus sequence: WDDDTACATGTADDWBW

20

o TAGATUTa

Websiaga 3.4

Reverse complement motif
Consensus sequence: WVWWDDTACATGTADDDW

2.0

. 1T

WekiLags 3.4
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Dataset #: 1 Motif ID: 45 Motif name: Motif 45

Original motif
Consensus sequence: ATTATTAW

=20

bits
:

T

WelLaogo 3

0.0

Best Matches for Motif ID 45 (Highest to Lowest)

Motif ID: UP00016
Motif name: Sry_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 5

Number of overlap: 8

Similarity score: 0.00260392
Alignment:

VDDDATTATAATHDHV

—-———ATTATTAW-—--—-

Original motif
Consensus sequence: BHDHATTATAATDDDV

Reverse complement motif
Consensus sequence: WTAATAAT

2.0

=2
=10

WeLago 3

Reverse complement motif
Consensus sequence: VDDDATTATAATHDHV
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2.0
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© ATIATMAT

15
Weblogad 4

20

©_ ATTATMT

bits
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“}qhog 234

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDASCTCATTAWVVHV
————— ATTATTAW-—-—-

Original motif

UP00146

Pou6fl_1731.2

Mus musculus
Original Motif
Reverse Complement
Backward

5

8

0.00439717

Consensus sequence: VHVVWTAATGAGSTDDH

2.0

ool =T HINIET

=

5 10

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DHDASCTCATTAWVVHV

2.0

£10
T
_a_—‘é‘:‘. 9 1 11IA= =

0.0 =
5 10 15
WebiLags 3.4

Motif ID:

UP00118
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVTTATTAATKADKHC
--WTAATAAT--——-—

Original motif

Consensus sequence: HVTTATTAATKADKHC

2,

AT

L1 X

Pou4f3

Mus musculus
Reverse Complement
Original Motif
Backward

7

8

0.00941819

xS

15
Wabiogad 4

Reverse complement motif
Consensus sequence: GHYHTYATTAATAAVH

. TATTML..

WabiLogo 34

n
=1

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00146
Pou6fl_3733.1

Mus musculus
Original Motif
Reverse Complement
Backward

5

8

Page 191 of 540


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=146

Similarity score: 0.0131321

Alignment:
DHDASCTCATTATVHHB
————— ATTATTAW-—-—-

Original motif
Consensus sequence: VHHVATAATGAGSTDDH

20

Reverse complement motif
Consensus sequence: DHDASCTCATTATVHHB

20

" aV|CGA| AT

Webiloga 3.4

R B S ey wirmalg¥ LA IS =
Motif ID: UP00200
Motif name: Nkx6-1_2825.1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3
Number of overlap: 8
Similarity score: 0.015553
Alignment:
CBVMRTAATTAATTHBH
——————— ATTATTAW--

Original motif
Consensus sequence: DVHAATTAATTAMYBBG

Reverse complement motif
Consensus sequence: CBVMRTAATTAATTHBH
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2.0 2.0

+¢AII TTAE; _ c A ]-:A élxi -

B = e = -
15 5 10 15
WetiLoga 3.4

Al

Dataset #: 1 Motif ID: 46 Motif name: Motif 46
Original motif Reverse complement motif
Consensus sequence: GGAAASA Consensus sequence: TSTTTCC
=0 =0
£1.0 2= 1.0
oo -

WL oo 3 S W g 3 S

Best Matches for Motif ID 46 (Highest to Lowest)

Motif ID: UP00073

Motif name: Foxa2_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 6

Number of overlap: 7

Similarity score: 0

Alignment:
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BDVTTTKTTTACWTWHH

Original motif
Consensus sequence: HHWAWGTAAAYAAAVDB

2.0

AQ?AIAA 5 g é—e:‘ :

=

5
Wabiloga 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

2.0

o I¥ X TTAG@I

15
Webiloga 3.4

Motif ID: UP00025

Motif name: Foxkl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 7

Similarity score: 0.00624148
Alignment:

BBVTTTGTTTACATTDD

————— TSTTTCC————-—

Original motif
Consensus sequence: DDAATGTAAACAAAVVB

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD
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2.0

M

Websiags 3.4

2.0

" TG TT_QéIIL

5 10

WebiLags 1.4

Motif ID: UP00061

Motif name: Foxl1_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 6

Number of overlap: 7

Similarity score: 0.00652531
Alignment:

VVVWTTGTTTAMATTWD

————— TSTTTCC-——--

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

2.0

_%é‘T\IA__.s Qée

00— ———
10

Webiiaga 3.4

Reverse complement motif
Consensus sequence: VWWWTTGTTTAMATTWD

2.0

bits
5

_II ; ._géllx?

0.0
5 10 15

Motif ID: UP00039
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVVTTTGTTTACDTHDH

Original motif

Foxj3_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

7

0.00845848

Consensus sequence: HDHADGTAAACAAAVVH

2.0

e --A_T_AA

0.0

Watiloga 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

2.0

%:_ I; A TIAQ'IT*

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

upP00424

Gm4881

Mus musculus
Original Motif
Reverse Complement
Backward

4

7
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0.0113154
Reverse complement motif
Consensus sequence: DHDACCGGAAMTHBVB

AQG AaT

—_—

2.0

Similarity score:

bits

Alignment:
DHDACCGGAAMTHBVB

15
Weblogodd

GGAAASA-—--

Consensus sequence: VBBHAYTTCCGGTDDD

0.0

Original motif

20

Azl IWir

Motif nhame: Motif 47
Reverse complement motif

Consensus sequence: CAGCAGCR

bits

5

0.0
=20

Motif ID: 47

bits

Dataset #: 1

Original motif
Consensus sequence: KGCTGCTG

=20
i ‘ l C | C
o T
5
Wk oo 3

Best Matches for Motif ID 47 (Highest to Lowest)

bits

Motif ID: UP00027

Motif name: Osrl_primary

Mus musculus
Original Motif

Species:
Matching format of first motif:

Wik oo S
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Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHBHGCTACKGTHDHH
-——-KGCTGCTG-——--

Original motif

Reverse Complement
Forward

4

8

0

Consensus sequence: HHDHACRGTAGCHVHD

2.0

0.0

——

e

15
WabiLogad 4

Reverse complement motif
Consensus sequence: DHBHGCTACKGTHDHH

2.0

GGG

0.0 -—

bits

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00052
Osr2_primary

Mus musculus
Original Motif
Reverse Complement
Forward

4

8

0.00109484
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HHHHGCTACKGTHVHH
-—--KGCTGCTG-—----

Original motif
Consensus sequence: HHVHACRGTAGCHHHD

2.0

1.0 A n ‘ A c
S - . — e e e =
5 10 15
WabiLogad 4

UP00102
Zicl_secondary

Reverse complement motif
Consensus sequence: HHHHGCTACKGTHVHH

bits

——__

15

TG

WablLogo 34

0.0

Motif ID:
Mus musculus
Original Motif

Motif name:
Species:
Matching format of first motif:
Matching format of second motif Reverse Complement
Direction: Forward
3
8
0.0101682

Position number:
Number of overlap:
Similarity score:

Alignment:
DVHCCTGCTGBGDDB

--KGCTGCTG-—-—-—--

Original motif
Consensus sequence: BHDCVCAGCAGGHVD

Reverse complement motif
Consensus sequence: DVHCCTGCTGBGDDB
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2.0

e B 5 To 5
Motif ID: UP00057

Motif name: Zic2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 6

Number of overlap: 8

Similarity score: 0.0142996

Alignment:

HHDCVCAGCAKGVVD

————— CAGCAGCR--

Original motif
Consensus sequence: HHDCVCAGCAKGVVD

0 aceash

15
Webilaga 34

it
5

Reverse complement motif

Consensus sequence: DVBCYTGCTGBGDDD

2.0
w |
- E I : -
gplmm———= _ N g_-%A — e W =
- 5 10

15
WetsLogo 34

Motif ID: UP00006
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Motif name: Zic3_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 6

Number of overlap: 8

Similarity score: 0.01699

Alignment:

DDDCACAGCAKGHVD

————— CAGCAGCR--

Original motif Reverse complement motif
Consensus sequence: DDDCACAGCAKGHVD Consensus sequence: DVHCYTGCTGTGHDH

2.0

m +Q?CAAQ§TT$

bits

2.0
= C I C l r
o ol =VACAVYATE  SE
15 5 10

WetiLoga 34 Wetiloago 3.4

Dataset #: 1 Motif ID: 48 Motif name: Motif 48
Original motif Reverse complement motif
Consensus sequence: ACACWG Consensus sequence: CWGTGT
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Best Matches for Motif ID 48 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HBDDRAACAAAGRABHH

Original motif

UP00030
Sox11_primary
Mus musculus
Original Motif
Original Motif
Backward

6

6

0

Consensus sequence: HBDDRAACAAAGRABHH

20

0.0

= eu—;-A i $Aéé ,
10 1

5

Webiiogo 3.4

CaGTGT

ks L cmey o TE

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

20

it
=

0.0

ST,

Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBBAVTGCAGTGBBVDD
——————— CWGTGT----

Original motif

UP00031

Zbtb3_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

6

0.000107057

Consensus sequence: DDBBBCACTGCABTBBB

20

bits

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BBBAVTGCAGTGBBVDD

20

S _..-I-.._ — 2 i, Al S

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00062
Sox4_primary
Mus musculus
Original Motif
Original Motif
Backward

6
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Number of overlap:
Similarity score:

Alignment:
HBDDDAACAAAGRVBHH

Original motif

6
0.00451967

Consensus sequence: HBDDDAACAAAGRVBHH

2.0

bits

— = A-.-HA l AAA:'_’:

0.0 ==
5

5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

bits
=

0.0-1=

el

15

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DVMVGCACACACKCVH
—————— ACACWG----

Original motif

uP00042

Gm397_second
Mus musculus
Original Motif
Original Motif
Forward

7

6

0.00474978

Reverse complement motif
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Consensus sequence: DVMVGCACACACKCVH

20

< ACAGAQIQﬁJ

0.0l== = = b

Weblogad 4

Consensus sequence: HBGYGTGTGTGCVRVD

2.0

- - ETI__T 5 T e

)

0.0—= _—

10

Weblogodd

Motif ID: UP00Q095

Motif name: Zfp691_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 8

Number of overlap: 6

Similarity score: 0.0121829
Alignment:

DDHBYGAGCACTGRBHHB

——————— ACACWG----

Original motif
Consensus sequence: BDHVCAGTGCTCMBHDD

20

—— —--g é-:—‘-__._-r:-_—_

0.0 e - R .

5 10 15

Websiaga 3.4

Reverse complement motif
Consensus sequence: DDHBYGAGCACTGBHHB

bits

—— g

0.0
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Dataset #: 1 Motif ID: 49 Motif name: Motif 49

Original motif
Consensus sequence: AGATAAAR

=20

bits
:

yaN

WelLaogo 3

0.0

Best Matches for Motif ID 49 (Highest to Lowest)

Motif ID: UP00032
Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 8

Number of overlap: 8

Similarity score: 0

Alignment:

BDHDDADAGATAAGADHBDHVD

——————— AGATAAAR-—————-

Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

Reverse complement motif
Consensus sequence: KTTTATCT

2.0

bits

0.0

WeLago 3

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV
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2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDVDWGATAAGADDHV
————— AGATAAAR--—--

Original motif

UP00100
Gata6_primary
Mus musculus
Original Motif
Original Motif
Backward

5

8

0.00785656

Consensus sequence: DHDVDWGATAAGADDHV

2.0

bits

A
= TN

2 -

0.0 W
5 10

Webiiaga 3.4

Reverse complement motif
Consensus sequence: VHDDTCTTATCWHBDHD

2.0

00—k —— It = e =

WebiLags 3.4

Motif ID:

UP00080
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDDDCTGATAAGRVDDD
————— AGATAAAR----

Original motif

Gata5_primary
Mus musculus

Original Motif

Original Motif

Forward

6

8

0.0123861

Consensus sequence: HDDDCTGATAAGRVDDD

2.0

T CTUR| AR

0.0
5 10

Watiloga 3.4

Reverse complement motif
Consensus sequence: DDHBKCTTATCAGDDDH

= "'%C — m*—éA

_—— = e
15

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00180

Hoxd13

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

8
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Similarity score: 0.0188096

Alignment:
HDHHTTTTATTKKHDD
—-———-KTTTATCT----

Original motif
Consensus sequence: HDHYYAATAAAAHHHH

20

%j \ggéATAAAA%a

0.

15
Weblogad 4

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD

2.0

. A?ITTIAIIA&

0.0 T
5 10 15

Motif ID: UP00121

Motif name: Hoxd10

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 8

Similarity score: 0.0206207

Alignment:

HDDDATTTTATTKVRDB

————— KTTTATCT———--

Original motif
Consensus sequence: VDKVYAATAAAATDDDH

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB
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2.0

= %éATAAAAEA : " -@9¢1HIAITA S

2.0

bits
a

P — :-—ﬂ-_ﬂ- 00 e

Dataset #: 1 Motif ID: 50 Motif name: Motif 50
Original motif Reverse complement motif
Consensus sequence: GAAGAGCA Consensus sequence: TGCTCTTC

=20 =20

o - - o

= ek Lo 3 = ekl oo 3

Best Matches for Motif ID 50 (Highest to Lowest)
Motif ID: UP00095
Motif name: Zfp691_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 8
Number of overlap: 8
Similarity score: 0
Alignment:

Page 210 of 540


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=095

BDHVCAGTGCTCMBHDD
——————— TGCTCTTC--

Original motif
Consensus sequence: BDHVCAGTGCTCMBHDD

2.0

Reverse complement motif
Consensus sequence: DDHBYGAGCACTGBHHB

2.0

Webiloga 3.4

A T
P e "% - C‘:_“-:- ;—;: oolem=—=—mma - o —
Motif ID: UP00420
Motif name: Elk3
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2
Number of overlap: 8
Similarity score: 0.00640383
Alignment:
DVBBACCGGAAGYDVVV
———————— GAAGAGCA-

Original motif
Consensus sequence: DVBBACCGGAAGYDVVV

Reverse complement motif
Consensus sequence: VBVDMCTTCCGGTVBVD
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2.0 2.0

Al Agl 1 ACT V1

Motif ID: UP00013
Motif name: Gabpa_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 8

Similarity score: 0.0102626
Alignment:

HVHHACCGGAAGTDHHV

———————— GAAGAGCA-

Original motif
Consensus sequence: HVHHACCGGAAGTDHHV

2.0

e

== e

5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BHHHACTTCCGGTHHBD

AcTIWuir

15
WebiLags 3.4

bits
=

0.0

Motif ID: UP00173
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHWTTTTAMGAGBDHH
—————— GAAGAGCA--

Original motif

Hoxcl3

Mus musculus
Original Motif
Reverse Complement
Forward

7

8

0.0113649

Consensus sequence: HHDBCTCRTAAAAWHD

2.0

0.0

ﬁ”ﬁGIQATAAAéx?-

Wabiogad 4

Reverse complement motif

Consensus sequence: DHWTTTTAMGAGBDHH

s
=

2.

1.
a

0
0

0

I

C
TY

C o= _

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00404

EIf2

Mus musculus
Reverse Complement
Original Motif
Forward

2

8
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Similarity score: 0.0117359

Alignment:
DBBHACTTCCGGDWDB
-TGCTCTTC———————

Original motif
Consensus sequence: DBBHACTTCCGGDWDB

20

) Agl ‘
S R - a i, S e
5 10

0.0 == T
15

Weblogad 4

bits

Reverse complement motif
Consensus sequence: BDWDCCGGAAGTHBBD

Eiﬂﬁi$gg AAAIH

0.0

Dataset #: 1 Motif ID: 51 Motif name: Motif 51

Original motif
Consensus sequence: AGAGCWGG

10% A CA
JT

Wit oo S

s

b

Best Matches for Motif ID 51 (Highest to Lowest)

Motif ID: UP00102

Motif name: Zicl_secondary
Species: Mus musculus
Matching format of first motif: Original Motif

Reverse complement motif
Consensus sequence: CCWGCTCT

% | ﬂmT CT

Wik oo S
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Original Motif

Matching format of second motif
Direction: Backward
Position number: 4
: 8
0

Number of overlap
Similarity score:

Reverse complement motif
Consensus sequence: DVHCCTGCTGBGDDB

Alignment:
BHDCVCAGCAGGHVD
-——-AGAGCWGG—---
Original motif
Consensus sequence: BHDCVCAGCAGGHVD
2.0 2.0
" —LF‘?QACA-‘gAT- —_— P =~ AQACT y___ -+ X _
= 19 WebiLoga 34 10 Wm.agl?!-t
UP00006
Zic3_secondary

Motif ID:
Motif name:

Species:
Matching format of first motif
Matching format of second motif

Direction:
Position number:
Number of overlap

Similarity score:

Alignment:

Mus musculus

Original Motif
Original Motif
Forward

5

8
0.000488488
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Reverse complement motif
Consensus sequence: DVHCYTGCTGTGHDH

DDDCACAGCAKGHVD
-——-AGAGCWGG—-—--
Original motif
Consensus sequence: DDDCACAGCAKGHVD
2.0
. = —':CAQACIHE—-—%
2 10 Wm.agl?!-t

2.0

=25 e W O T—_.-:é}
= 19 wm_ug‘cl.uia

0.0

bits

UP00057
Zic2_secondary

Mus musculus

Motif ID:
Motif name:

Species:

Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward

4
8
0.00566514

Position number:
Number of overlap:
Similarity score:
Alignment:
HHDCVCAGCAKGVVD
-—-—-AGAGCWGG---
Reverse complement motif
Consensus sequence: DVBCYTGCTGBGDDD

Original motif
Consensus sequence: HHDCVCAGCAKGVVD
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2.0

0.0

6 GAGGag!

15
Webiloga 3.4
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20
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Websloge 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHHDTCCCACTCBDBV
————— CCWGCTCT---

Original motif

UP00007
Egrl_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

8

0.0121797

Consensus sequence: BBHBGAGTGGGAHHDB

2.0

bits

aul

6 —- o= B LGP e e e w
’ 5

10

15
Weblagad 4

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV

20

0.0

&%gQCQéCLQ .

Motif ID:

UP00019
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Motif name: Zbtb12_primary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 8

Number of overlap: 8

Similarity score: 0.0132554

Alignment:

BBGATCTAGAACBKHDB

——————— AGAGCWGG--

Original motif
Consensus sequence: BDHRBGTTCTAGATCVB

2.0

A Al%,

=

0.0-= e — e =

5 10
Watiloga 3.4

Reverse complement motif
Consensus sequence: BBGATCTAGAACBKHDB

2.0

B AAI A AA =&

0.0

Wabiogs 3.4

Dataset #: 2 Motif ID: 52 Motif name: Motif 52

Original motif
Consensus sequence: AGVCAGG

Reverse complement motif
Consensus sequence: CCTGVCT
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Best Matches for Motif ID 52 (Highest to Lowest)

Motif ID: UP00046

Motif name: Tcfe2a_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 3

Number of overlap: 7

Similarity score: 0

Alignment:

VBHHVCAGGTGCDVDHD

--AGVCAGG---———---

Original motif Reverse complement motif

Consensus sequence: VBHHVCAGGTGCDVDHD Consensus sequence: DHDBHGCACCTGBDDVB
e WG C. = e S Cg e

Webiiogo 3.4 Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVWTTGACAGSTSBKD
-—-—-—-AGVCAGG—-—-—---

Original motif

UP00203

Pknox1

Mus musculus
Original Motif
Reverse Complement
Backward

6

7

0.00125989

Consensus sequence: DRVSASCTGTCAAWVV

2

bits

0.

Weblogad 4

Reverse complement motif
Consensus sequence: VVWTTGACAGSTSBKD

2.0

1.0

bits

u-—-——--‘%I. i NCls =

10 15
Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00205

Pknox2

Mus musculus
Original Motif
Reverse Complement
Forward

5

Page 220 of 540


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=203
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=205

7

Number of overlap:
Similarity score:

0.00252122

Reverse complement motif
Consensus sequence: VHATTGACAGSKSVTH

Alignment:
VHATTGACAGSKSVTH
-———-AGVCAGG-----
Original motif
Consensus sequence: HAVSRSCTGTCAATHB
20 20
D ACCI T D L
L o B A
Motif ID: UP00226
Motif name: Mrgl
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
6
7
0.00269319

Position number:
Number of overlap:
Similarity score:

Alignment:
BHWTTGACAGSTBBTW

—---AGVCAGG-----

Original motif

Reverse complement motif
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Consensus sequence: WAVBASCTGTCAAWHB

2

=

L1}
m Ix (:‘ ‘ el i
1.0
o> =1 NIV I V¥V A=
: 5 10 15

Weblogad 4

Consensus sequence: BHWTTGACAGSTBBTW

2.0

bits
P

—_-::A-—I - . CIE =

15
e a4

0.0

-

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DBWTTGACAGSTBVTW
-—-—-—-AGVCAGG—-—-—---

Original motif

UP00186

Meis1

Mus musculus
Original Motif
Reverse Complement
Backward

6

7

0.00619435

Consensus sequence: WAVBASCTGTCAAWVH

2.

=

= _ACcT T_ éx_,f____

Reverse complement motif
Consensus sequence: DBWTTGACAGSTBVTW

20

o3
E‘I.CI
I »
o e T ! i e I —— = A
0 T St
aa.4
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Dataset #: 2 Motif ID: 53 Motif name: Motif 53

Original motif
Consensus sequence: TSTGTR

= i

bis
:

i
5
R P =

Best Matches for Motif ID 53 (Highest to Lowest)

Motif ID: UP00026

Motif name: Zscan4_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 6

Similarity score: 0

Alignment:

BHHHTTGTGTGCKHVD

————— TSTGTR-----

Original motif
Consensus sequence: HVHRGCACACAAHHHV

Reverse complement motif
Consensus sequence: MACASA

= i

-

" e Ry o

bis

Reverse complement motif
Consensus sequence: BHHHTTGTGTGCKHVD
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2.0

N EHAQACAQQA o

0.0——

20

@
F1.0 I
I Lo
- s = 2 8 8 .-.EA-—.—_-_
5 10 15
WabiLaga 34

10 orkoarsis
Motif ID: UP00042
Motif name: Gm397_second
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6
Number of overlap: 6
Similarity score: 0.00423357
Alignment:
HBGYGTGTGTGCVRVD
————— TSTGTR-—-—-—--

Original motif
Consensus sequence: DVMVGCACACACKCVH

GO0,

it
&

0.0———
\Msag!]

Reverse complement motif
Consensus sequence: HBGYGTGTGTGCVRVD

20

Motif ID: UP00026
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDHTMTGTGCACADVHD
-—-TSTGTR-—-—=————-

Original motif

Zscan4_primary

Mus musculus
Original Motif
Reverse Complement
Forward

4

6

0.00980483

Consensus sequence: DHVDTGTGCACAYAHDH

2.0

%: | AlﬁTnCACQTAT*

Watiloga 3.4

Reverse complement motif
Consensus sequence: HDHTMTGTGCACADVHD

2.0

0.0 —_—

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00042
Gm397_primary

Mus musculus
Original Motif
Reverse Complement
Backward

9

6
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Similarity score:
Alignment:
HHRTATGTGCACATHHD
-—--TSTGTR-——————-

Original motif

Consensus sequence: HHDATGTGCACATAMDH

20

10l CACa,

0.0166332

Reverse complement motif

20

< =

o
- S

{

Consensus sequence: HHRTATGTGCACATHHD

o 0.0 e

15
Webiiogo 3.4

o] GGG,

tn

1

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HDHRTAAACAAAHDDD
—————— MACASA----

Original motif

Consensus sequence: HDHRTAAACAAAHDDD

UP00041
Foxjl_primary

Mus musculus
Reverse Complement
Original Motif
Forward

7

6

0.0213483

Reverse complement motif

Consensus sequence: DDDHTTTGTTTAMHDH
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2.0

L oTAMCA.A

0=

15
Wabiogad 4

20

T ;IIATITAQ .

15
WabiLogo 34

bits

Dataset #: 2 Motif ID: 54 Motif name: Motif 54

Original motif
Consensus sequence: RGAAA

=_ar
o ‘%A AAA
[ = = ~ -
=

= I

g

Best Matches for Motif ID 54 (Highest to Lowest)

Motif ID: UP00018

Motif name: Irf4_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 5

Similarity score: 0

Alignment:

Reverse complement motif
Consensus sequence: TTTCK

~TTTC=

T s ke S <
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TBDKGTTTCGMTDHV

Original motif
Consensus sequence: VDDAYCGAAACYDVA

2.0

0
=10
0.0 .y E —_—— W il ; — -~
: 5 10 15

Webiloga 34

Reverse complement motif
Consensus sequence: TBDKGTTTCGMTDHYV

2.0

“
=1.0
0.0 T _!LrA—_P N l:-:-‘i-:_—_
i 5 10

15
Wetilogo 3.4

Motif ID: UP00074

Motif name: Isgf3g_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5

Number of overlap: 5

Similarity score: 0.00225908
Alignment:

TDAGTTTCGWTTKDV

-———-TTTCK-————-

Original motif
Consensus sequence: VDRAAWCGAAACTDA

Reverse complement motif
Consensus sequence: TDAGTTTCGWTTKDV
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Websloge 34

® 10 Wabtsat ik
Motif ID: UP00040
Motif name: Irf5_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5
Number of overlap: 5
Similarity score: 0.00434877
Alignment:
BDKGTTTCGKTWDDD
-——-TTTCK-=———-

Original motif
Consensus sequence: DDDWAYCGAAACYDV

2.0

m @AQCAAAC9fW

0.0 ===

bits

Webilaga 34

Reverse complement motif
Consensus sequence: BDKGTTTCGKTWDDD

20

— ;'_:A _TITC — ‘?&lg_: =3

a.0

WetsLogo 34

Motif ID: UP00011
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDBTKGTTTCGHTHDD

Original motif

Irf6_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

6

5

0.0136873

Consensus sequence: HDDAHCGAAACYAVDDD

2.0

bits

=== =

a VWRARVS..

5

Watiloga 3.4

Reverse complement motif
Consensus sequence: DHDBTKGTTTCGHTHDD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00043
Bcl6b_primary

Mus musculus
Reverse Complement
Original Motif
Backward

10

5
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Similarity score: 0.0141224

Alignment:
DCTTTCKAGGAATHHV
Reverse complement motif
Consensus sequence: VHHATTCCTYGAAAGD

2.0

Original motif
Consensus sequence: DCTTTCKAGGAATHHYV
e eIlQQIsAAAem

"G__LAAIA_AE s
10 15

w
£10
5
Weblogad 4

0.0

20

Motif ID: 55 Motif nhame: Motif 55
Reverse complement motif
Consensus sequence: TTTTAAA

Dataset #: 2

=

Original motif

Consensus sequence: TTTAAAA
=0
o 3 I I TAAAA o
[ =l u' O
5 5

Best Matches for Motif ID 55 (Highest to Lowest)

bits
:

Motif ID: UP00173
Motif name: Hoxc13
Mus musculus
Original Motif
Page 231 of 540

Species:
Matching format of first motif:
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Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHWTTTTAMGAGBDHH
-——-TTTAAAA-————

Original motif

Reverse Complement
Backward

6

7

0

Consensus sequence: HHDBCTCRTAAAAWHD

2.0

0.0—=

ﬁ”,ﬁQIQATAAAQIE-

WabiLogad 4

Reverse complement motif
Consensus sequence: DHWTTTTAMGAGBDHH

o] Theile

=2
= 1.0
0.0 ==
15
Wablogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00061
FoxI1_primary

Mus musculus
Original Motif
Reverse Complement
Forward

8

7

0.00269372
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VVVWTTGTTTAMATTWD

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

2.0

LAATHIA Q éé_

5 10

Wabiloga 3.4

Reverse complement motif
Consensus sequence: VWWWTTGTTTAMATTWD

2.0

bits
=

;!:I A 'CI'AIII

5 10 15

0.0
Webiloga 3.4

Motif ID: UP00245
Motif name: Hoxc10
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5

Number of overlap: 7

Similarity score: 0.00395798
Alignment:

VBDDTTTACGACDDDH

—-——-TTTAAAA--——-

Original motif
Consensus sequence: HDDDGTCGTAAADHBB

Reverse complement motif
Consensus sequence: VBDDTTTACGACDDDH
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2.0

15
Weblogad 4

20

< [[Thee

m
-
o
=
th

Wablogo 3.4

Motif ID: UP00246
Motif name: Hoxall
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6

Number of overlap: 7

Similarity score: 0.00543955
Alignment:

DDDTTTTACGACDTDH

-——-TTTAAAA---—-—

Original motif
Consensus sequence: HDADGTCGTAAAAHDD

2.0

- %QJ:-A A —AFAAQ_? s

5

Weblagad 4

Reverse complement motif
Consensus sequence: DDDTTTTACGACDTDH

2

S

0.0
15
Weblogod 4

Motif ID: UP00183
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DVWTTTTACGAGBHDH
———-TTTAAAA--—--

Original motif

Hoxal3

Mus musculus
Original Motif
Reverse Complement
Forward

5

7

0.00548253

Consensus sequence: HDHBCTCGTAAAAWBD

2.0

0.0

o CToTM,.

Wabiogad 4

Reverse complement motif
Consensus sequence: DVWTTTTACGAGBHDH

2.0
1.0

TGS

=
a

WabiLogo 34

Dataset #: 2 Motif ID: 56

Original motif
Consensus sequence: CACGGA

Motif name: Motif 56

Reverse complement motif
Consensus sequence: TCCGTG
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Best Matches for Motif ID 56 (Highest to Lowest)

Motif ID: UP00097
Motif name: Mtfl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 9

Number of overlap: 6

Similarity score: 0

Alignment:

HDYTTGCACACGDHBH

———————— CACGGA--

Original motif
Consensus sequence: DBDHCGTGTGCAAMDH

2

o CorirlCh

LI X
15

Weblogad 4

~TCCCT

ks L cmey o TE

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH

0G0

Weblogodd

it
5

0.0
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Motif ID: UP00413

Motif name: Elf4

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 8

Number of overlap: 6

Similarity score: 0.00585124

Alignment:

DBBHACTTCCGGKWTH

——————— TCCGTG---

Original motif Reverse complement motif

Consensus sequence: DBBHACTTCCGGKWTH Consensus sequence: HAWYCCGGAAGTHBBD
sl==— _—-mégﬂ b T*;:Ixjfr: - ’k.‘?ﬂ‘%ﬁg AAAl’:*?: ——

Motif ID: UP00015

Motif name: Ehf_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 5
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Number of overlap:
Similarity score:

Alignment:
VBDABCCGGAAGTDD
-——-CACGGA--—-—-

Original motif

Consensus sequence: VBDABCCGGAAGTDD

2.0

bits

6
0.00729902

1 a ol AAA;

00— —

Webilaga 34

Reverse complement motif
Consensus sequence: DDACTTCCGGBTHBB

2.0

ﬁitechT¢I |

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHAHCCGGAAGTABDVD
-—-—-CACGGA-———————

Original motif

uP00418

Etve

Mus musculus
Original Motif
Reverse Complement
Forward

4

6

0.00854253

Reverse complement motif
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Consensus sequence: DVHBTACTTCCGGHTHB

Consensus sequence: BHAHCCGGAAGTABDVD

20

&
- é C
e = T ) 1A -= N
5 10 15
Webloga 3.4

0.0

Py %Ag v :.—_C.‘-_____%i_-_ 5
Motif ID: UP00415
Motif name: Elk4
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
8
6
0.00956651

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDACCGGAAKKHBVB
-—--CACGGA-—-————-

Original motif
Consensus sequence: VBBHRYTTCCGGTDDH

2.0

a3

- A—?IT WV

bits

=

Reverse complement motif
Consensus sequence: DHDACCGGAAKKHBVB

LA

2.

1.

bits

0
L1}
s l====
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Dataset #: 2 Motif ID: 57

Original motif
Consensus sequence: SAGGAA

= i

TiC

[ = =

bis

=

R P =

Motif name: Motif 57

Reverse complement motif
Consensus sequence: TTCCTS

~TTCCT <

" e Ry o

Best Matches for Motif ID 57 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BWAHSMGGAAGTWD
—-———-SAGGAA----

Original motif
Consensus sequence: BWAHSMGGAAGTWD

UuP00409

EIf5

Mus musculus
Original Motif
Original Motif
Forward

5

6

0

Reverse complement motif
Consensus sequence: DWACTTCCRSDTWV
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2.0

xR,

Welsloge 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VBDABCCGGAAGTDD
————— SAGGAA-—-—--

Original motif

Consensus sequence: VBDABCCGGAAGTDD

2.0

bits

00—

) égQAAA;

UP00015
Ehf_primary
Mus musculus
Original Motif
Original Motif
Forward

6

6

0.0107799

15
Webilaga 34

Reverse complement motif
Consensus sequence: DDACTTCCGGBTHBB

20

g:-eQITCCT¢I |

WetsLogo 34

Motif ID:

UP00085
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDAWGVGGAAGTDH
—-———-SAGGAA----

Original motif
Consensus sequence: BDAWGVGGAAGTDH

2.0

Sfpil_primary
Mus musculus
Original Motif
Original Motif
Backward

5

6

0.0111702

0.0

Ao~ AAQl
5 10

Webiioga 3.4

Reverse complement motif
Consensus sequence: HDACTTCCBCWTDV

2.0

g ,AcITCCzczl

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00090
EIf3_primary
Mus musculus
Original Motif
Original Motif
Backward

5

6
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0.0129245

Similarity score:
Reverse complement motif
Consensus sequence: TDAMTTCCYYDTD

Alignment:
DAHMMGGAARTDA
-—-—-SAGGAA-—---
Original motif
Consensus sequence: DAHMMGGAARTDA
a L QTTCCT

- _.—,;é_:_écn_.___ —-—_A_ ‘E"‘é_ o IEA = - . ____: — I_._——
Motif ID: UP00419

Motif name: Spic

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif Original Motif
Direction: Backward
Position number: 5
Number of overlap: 6
Similarity score: 0.0156312
Alignment:
VAAAGMGGAAGTWD
Reverse complement motif
Consensus sequence: DWACTTCCRCTTTB
Page 243 of 540
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Consensus sequence: VAAAGMGGAAGTWD
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2.0

ﬁéA$¢§__ A A B K
2 10 Webiloga 3.4

0.0

Motif name: Motif 58

2.0

=

-ﬁACIchzgzll_

A
0.0

Dataset #: 2 Motif ID: 58

Original motif
Consensus sequence: CACACACACACACA

EHCACAQAQQQQGAQQ

Best Matches for Motif ID 58 (Highest to Lowest)

UP00538
Glil_v016060_secondary

Mus musculus

Motif ID:
Motif name:

Species:

Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 10
14
0.0412006

Number of overlap:
Similarity score:

Alignment:

Reverse complement motif
Consensus sequence: TGTGTGTGTGTGTG
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HVBDAGCGBGGGTGGCRDBDDDB
TGTGTGTGTGTGTG-——=-—————

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

o e Wy S ool A . e
5 0 18 2 WebiLogn 34

Motif ID: UP00042
Motif name: Gm397_second
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2
Number of overlap: 14
Similarity score: 0.0416527
Alignment:
DVMVGCACACACKCVH
-CACACACACACACA-

Original motif
Consensus sequence: DVMVGCACACACKCVH

Reverse complement motif
Consensus sequence: HBGYGTGTGTGCVRVD
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0.0-1= - 0.0 == =

v«.uoga

Motif ID: UP00538

Motif name: Glil_v015681_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 9

Number of overlap: 14

Similarity score: 0.0449549

Alignment:

MHHHWHYTMCCHCCCACVAABVH

———————— CACACACACACACA-

Original motif Reverse complement motif

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY
2.0 20

é = AT££C - G :':__AA = ﬂlr-w-ﬂ\AA—r L A=~ AR Tl}ﬁ“-"—e‘ — I

2 — 5 i 8 5 T Y 2 S

Motif ID: UP00025
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Motif name: Foxk1l_secondary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1
Number of overlap: 14
Similarity score: 0.0479822
Alignment:
HDDTGTTKTTKTHHD
-TGTGTGTGTGTGTG
Original motif Reverse complement motif
Consensus sequence: HHHAYAAYAACAHHH Consensus sequence: HDDTGTTKTTKTHHD
20 20
—_—— ﬁAgé_ QAAQA i o leITAIIAlI e
? Westooh 34 ? A wastoon e
Motif ID: UuP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3
Number of overlap: 14
Similarity score: 0.0489492
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Alignment:
BADHBDHCGCCCMCGCAHHDBBV
——————— CACACACACACACA--

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

f=-{

- _elﬂg XWvie2
5 10 15

Webloga 3.4

P — =L s VYV T T =X _ S 3 = = = I,
Dataset #: 2 Motif ID: 59 Motif name: Motif 59
Original motif Reverse complement motif

Consensus sequence: CTBCCTCHSYCYCC

2.0

bits
B

0.0

] = lcgc%t;qg

Webiioga 3.4

Best Matches for Motif ID 59 (Highest to Lowest)

Motif ID: UP00013

Motif name: Gabpa_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif

Consensus sequence: GGMGKSHGAGGBAG

2.0

bits

e o N - ———
5

10
Wabioga 3.4
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Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
CYDBYWTCCSMHBVVH
—CTBCCTCHSYCYCC-

Original motif

Consensus sequence: CYDBYWTCCSMHBVVH

2.0

£
s10

Forward

2

14
0.0333718

Reverse complement motif

20

Aa

Consensus sequence: DBVVDRSGGAWKVHKG

e —_— =y W

J=5= _=fn=1!§lgg?s§?
5 10

LiX

10

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UP00099
Ascl2_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

14

0.0436108
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HVDVGGGHGGGGDBHB
—-GGMGKSHGAGGBAG-

Original motif
Consensus sequence: BHVDCCCCDCCCBDBH

2.0

Reverse complement motif
Consensus sequence: HVDVGGGHGGGGDBHB

2.0

ool —— e O - = W = e e

WablLogo 34

® ‘° Webtoga3 & 5 w o
Motif ID: UP00002
Motif name: Sp4_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2
Number of overlap: 14
Similarity score: 0.0445099
Alignment:
BDHHMCGCCCCCTHVEB
-CTBCCTCHSYCYCC--

Original motif
Consensus sequence: BDHHMCGCCCCCTHVBB

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB
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2.0

0.0

2.0

P ——

Websiags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
-—-CTBCCTCHSYCYCC

Original motif

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

?E%ﬁggécggﬁge?l

= ) -

UP00539
Gli2_v016060_secondary
Mus musculus

Original Motif

Original Motif

Backward

7

14

0.0448549

Reverse complement motif

20

bits

e

AT E s Zans ~Ac
10

P>

Rels

e 00

15 20
Weblogod4

5

WebLogad 4

Motif ID:

UP00021
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Motif name: Zfp281_primary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 14

Similarity score: 0.045689
Alignment:

DBCCCCCCCCCcCMYC

-CTBCCTCHSYCYCC

Original motif
Consensus sequence: DBCCCCCCCCCCMYC

2.0

“ L0000

15
WetiLoga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

2.0

Dataset #: 2 Motif ID: 60 Motif name: Motif 60

Original motif
Consensus sequence: AADAAAAMAAAAAM

Reverse complement motif
Consensus sequence: YTTTTTRTTTTDTT
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Best Matches for Motif ID 60 (Highest to Lowest)

Motif ID: UP00061

Motif name: Foxl1_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.0143339

Alignment:

HDTYTTGTTWTKDDDT

YTTTTTRTTTTDTT--

Original motif
Consensus sequence: ADDDYAWAACAAMAHH

Il Iy

Webilaga 3.4

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT

Weblogodd

bits
a

0.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VBDDAAAAAAAAMVBHH
-AADAAAAMAAAAAM-—

Original motif

UP00077

Srf_secondary
Mus musculus
Original Motif
Original Motif
Backward

3

14

0.0231061

Consensus sequence: VBDDAAAAAAAAMVBHH

20

> =
00— o

AAaAAAAL

5

15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

20

- e ——— —— T =

sl .

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00039
Foxj3_primary
Mus musculus
Original Motif
Original Motif
Forward

4
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Number of overlap: 14
Similarity score: 0.0239537

Alignment:
HDHADGTAAACAAAVVH
---AADAAAAMAAAAAM

Original motif
Consensus sequence: HDHADGTAAACAAAVVH

2.0

_ slAMAGha

0.0

bits

15
Webiiaga 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

2.0

%:_ I; A IIAQ“TT*

WebiLags 3.4

Motif ID: UP00062
Motif name: Sox4_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 14

Similarity score: 0.0256033
Alignment:

HBDDDAACAAAGRVBHH

AADAAAAMAAAAAM-——

Original motif

Reverse complement motif
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Consensus sequence: HBDDDAACAAAGRVBHH

20

00-== e

AA&:E:

5

Webiiogo 3.4

Consensus sequence: HHBBMCTTTGTTHDDBH

20

R 1 1] 1

0.0 ==
15

bits

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DWAATRTAAACAAWVVB
-—--AADAAAAMAAAAAM

Original motif

UP00061

Foxl1_primary
Mus musculus
Original Motif
Original Motif
Backward

1

14

0.0256443

Consensus sequence: DWAATRTAAACAAWVVB

2.0

0.0

%&‘T\_{:ATA __g ée_1

Wabiloga 3.4

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD

2.0

|3

0.0 =
5 10

bits

Lo Y =

1CaTTx

Webiloga 3.4

Dataset #: 3 Motif ID: 61

Motif name: MEF2A
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Original motif
Consensus sequence: CTATTTWTAG

2.0

Best Matches for Motif ID 61 (Highest to Lowest)

Motif ID: UP00136

Motif name: Prrx2

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 10

Similarity score: 0.0146962

Alignment:

DDDHKCTAATTAGCHBT

-—-CTAWAAATAG----

Original motif
Consensus sequence: AVHGCTAATTAGYDDDD

Reverse complement motif
Consensus sequence: CTAWAAATAG

- CTAZAMTAG

0.0

Reverse complement motif
Consensus sequence: DDDHKCTAATTAGCHBT
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2.0

)

)
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2.0

ﬁAQI AAQ- 9

bits

0.0 —— o

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HVBDGYAATTAATADW
————— CTATTTWTAG-

Original motif

Consensus sequence: HVBDGYAATTAATADW

2.0

UP00263

Hoxb8

Mus musculus
Original Motif
Original Motif
Backward

2

10
0.0163693

Reverse complement motif
Consensus sequence: WDTATTAATTKCHBVH

20

el LTIl

0.0—=

mhug 034

\Nabag o34

Motif ID:

UP00077
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHCCWTATAWGGHA
—-—CTATTTWTAG--

Original motif

Consensus sequence: HHCCWTATAWGGHA

Srf_primary
Mus musculus
Original Motif
Original Motif
Backward

3

10
0.0166836

* CCataTar:

Webiioga 3.4

Reverse complement motif
Consensus sequence: THCCWTATAWGGHH

2.0
E 1.0

I

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00207
Hoxb9

Mus musculus
Original Motif

Reverse Complement

Forward
3
10

JOaTATALG
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Similarity score: 0.0172097

Alignment:

HDHHTTTTATRGCKMV

-—CTATTTWTAG----

Original motif Reverse complement motif

Consensus sequence: VRRGCMATAAAAHHHD Consensus sequence: HDHHTTTTATRGCKMV

P FggATéAATﬁ-_I'E% o - TIIIAT A9I$$

Motif ID: UP00131

Motif name: Gbx2

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 5

Number of overlap: 10

Similarity score: 0.0183254

Alignment:

DVDVKCTAATTAGMVVD

---CTAWAAATAG----

Original motif Reverse complement motif

Consensus sequence: DVVRCTAATTAGYVDBD Consensus sequence: DVDVKCTAATTAGMVVD
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2.0

bits
a
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=
oo - ; L= 1 | S == — = W

2.0

Dataset #: 3 Motif ID: 62 Motif name: TBP

Original motif
Consensus sequence: STATAAAWRVVVVBV

DmglAT?éAéﬂTf_ﬁ

Webiloga 34

Best Matches for Motif ID 62 (Highest to Lowest)

Motif ID: UP00263

Motif name: Hoxb8

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 1

Number of overlap: 15

Similarity score: 0.0516869

Alignment:

Reverse complement motif
Consensus sequence: VBVVVVMWTTTATAS

2.0

T=Q$QIIIAIAT

O ="
5

bits

Wetilogo 3.4

Page 261 of 540


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=263

HVBDGYAATTAATADW
VBVVVVMWTTTATAS-

Original motif
Consensus sequence: HVBDGYAATTAATADW

2.0

= ACAATTAA;éAA

0.0—=—= ——

w:nog ad4

Reverse complement motif
Consensus sequence: WDTATTAATTKCHBVH

2.0

Tl

0.0 —
15

WablLogo 34

Motif ID: UP00064

Motif name: Sox18_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 1

Number of overlap: 15

Similarity score: 0.0558243
Alignment:

VDHDTKAATTMABBBH

VBVVVVMWTTTATAS -

Original motif
Consensus sequence: DBVBTRAATTYADDHV

Reverse complement motif
Consensus sequence: VDHDTKAATTMABBBH
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Motif ID: UP00032
Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 15
Similarity score: 0.056942
Alignment:
BDHDDADAGATAAGADHBDHVD
——————— STATAAAWRVVVVBV

Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

1.0
Y= '_—::“:6 - 108 K QA‘_“ . S

5 10 15 20

bits

WebLogad 4

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

o= LN —
20

it
=

Weblogod4

Motif ID: UP00098
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VCTBHBVCTTGGWTACVVVVVDB
-VBVVVVMWTTTATAS-———————

Original motif

Rfx3_secondary

Mus musculus

Reverse Complement

Original Motif
Forward

2

15
0.0584978

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

o
-_E'HZI

GI_S? CIIA“ITH'R

_—

WebiLog 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

bits
b=

Weblagn 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00126
DIx2

Mus musculus
Original Motif
Original Motif
Forward

2

15
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Similarity score: 0.0596962

Alignment:
VVDRTAATTABHHHAB
-STATAAAWRVVVVBV

Reverse complement motif

Original motif
Consensus sequence: BTDHHBTAATTAKDVV

Consensus sequence: VVDRTAATTABHHHAB

2.0

|| o MATTa,

0
P = oo l= ==

it

—
15 15
WebLogad 4 WebLoga 3.4

Dataset #: 3 Motif ID: 63 Motif name: FOXL1

Reverse complement motif
Consensus sequence: TATDTDHW

Original motif
Consensus sequence: WHDAHATA

- | __ é"_—n_r’._"_' - = a0 ‘ I AI——-‘:——I —-—E-—___—%
Best Matches for Motif ID 63 (Highest to Lowest)
Motif ID: UP00070
Motif name: Gcm1l_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
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Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDBVHATAGGGGRBRMB
WHDAHATA-—-———————

Original motif

Original Motif
Forward

1

8

0.0187381

Consensus sequence: DDBVHATAGGGGRBRMB

2.0

bits
a

Ak

Reverse complement motif
Consensus sequence: BYMBKCCCCTATDVBHD

2.0

o WeThr

Webiloga 3.4

it
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Motif ID: UP00180
Motif name: Hoxd13
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

Reverse Complement
Reverse Complement
Forward

8

8

0.0275803
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HDHHTTTTATTKKHDD
——————— TATDTDHW-

Original motif

Consensus sequence: HDHYYAATAAAAHHHH

2.0

=

LI X

© cqabTAbl

15

WabiLogad 4

Reverse complement motif

Consensus sequence: HDHHTTTTATTKKHDD

11T .

2.0

bits
P

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VYAATATTGVDADH
-——-TATDTDHW--

Original motif
Consensus sequence: VYAATATTGVDADH

UP00059
Arid5a_primary

Mus musculus
Reverse Complement
Original Motif
Forward

5

8

0.0289039

Reverse complement motif
Consensus sequence: HDTDVCAATATTMV

15
WablLogo 34
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Webilaga 3.4

Motif ID: UP00059
Motif name: Arid5a_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 8

Similarity score: 0.0298407
Alignment:

BDYDVAATACGADDBVV

-WHDAHATA--—--———-

Original motif
Consensus sequence: BDYDVAATACGADDBVV

2.0

1.0

bits

. aATAce.

0.0 —

15
Webiiaga 3.4

Reverse complement motif
Consensus sequence: BBVDDTCGTATTVDMHB

2.0

WebiLags 3.4

Motif ID: UP00154
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BHVVDATAATTACMVHH
WHDAHATA-—-———————

Original motif

DIx3

Mus musculus
Original Motif
Original Motif
Forward

1

8

0.0298907

Consensus sequence: BHVVDATAATTACMVHH

2.0

0.0 =
5

S ] | U A‘F%‘__ ——

5
Wabiloga 3.4

Reverse complement motif
Consensus sequence: DHVRGTAATTATHVVDY

| o

O ] 18 0cs =— ==
5 10 15
WebiLaga 3.4

bits
P

Dataset #: 3 Motif ID: 64
Original motif
Consensus sequence: ATYAAA

Lo
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Motif name: ARID3A

Reverse complement motif
Consensus sequence: TTTMAT

2.0
Lo
= 0o ! ! I
0.0 -
=

W s oy S

Page 269 of 540



Best Matches for Motif ID 64 (Highest to Lowest)

Motif ID: UP00212
Motif name: Lhx5
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 6

Similarity score: 0

Alignment:

VDHATTAATTAAAWHHB

——————— ATYARAA----

Original motif
Consensus sequence: VDHATTAATTAAAWHHB

20

3 ﬁ@II AA%

Reverse complement motif
Consensus sequence: VDHWTTTAATTAATHHYV

20

= -411 TTAAL-

Webiloga 3.4

_ - A . i
Motif ID: UP00130

Motif name: Lhx3

Species: Mus musculus

Matching format of first motif: Reverse Complement
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Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHHWWTTAATTAATTDV
-——-TTTMAT--—————

Original motif

Reverse Complement
Forward

5

6

0.00146194

Consensus sequence: VDAATTAATTAAWWHHB

2.0

é&lI | IAAA}I&_‘_

Wabiloga 3.4

Reverse complement motif
Consensus sequence: VHHWWTTAATTAATTDV

2.0

it
=

o TTATAR..

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00169

Lmx1b

Mus musculus
Reverse Complement
Original Motif
Forward

5

6

0.00211796
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VDWWWTTAATTAATDHB
———-TTTMAT-----—-

Original motif
Consensus sequence: VDWWWTTAATTAATDHB

2.0

%1.‘] TT AA
IIXC A ‘ ‘ =P.N
10 1

0.0—==

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BHDATTAATTAAWWWHB

2.0

0.0 l=——

Webiloga 3.4

Motif ID: UP00213

Motif name: Hoxa9

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 7

Number of overlap: 6

Similarity score: 0.00270371
Alignment:

WDTAWTTTWATGKCCGD

————— TTTMAT-—----

Original motif
Consensus sequence: DCGGYCATWAAAWTADW

Reverse complement motif
Consensus sequence: WDTAWTTTWATGKCCGD
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2.0

g:ng¢¢%gAI$AAA£T??X

Websiags 3.4

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDWWWTTAATTAAHHVG
-——-TTTMAT--—-———-

Original motif

uP00188

Lmx1a

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

6

0.00429494

Consensus sequence: CVHHTTAATTAAWWWHB

2.0

===

Reverse complement motif
Consensus sequence: BDWWWTTAATTAAHHVG

bits

2.0

T TAATA

——— “?--'?

00—

Dataset #: 3 Motif ID: 65

Motif name: Foxd3

Page 273 of 540
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Original motif
Consensus sequence: GAWTGTTTDTTT

2.0

bits

aalg|Tr.aT

Wekiloga A4

Best Matches for Motif ID 65 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHHTTRTTDTTTKDH
-GAWTGTTTDTTT--

Original motif
Consensus sequence: HDYAAAHAAMAADHD

UP00037

Zfp105_primary

Mus musculus
Original Motif
Reverse Complement
Backward

3

12

0.0199939

Reverse complement motif
Consensus sequence: AAAHAAACAWTC

]AééggAAQAgI%

Wetiloga 34

bits
5

Reverse complement motif
Consensus sequence: HHHTTRTTDTTTKDH
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2.0

= —= o e —— = = -

15 : 5 10 15

Motif ID: UP00025
Motif name: Foxk1l_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:

Original Motif
Reverse Complement

Direction: Forward
Position number: 1
Number of overlap: 12
Similarity score: 0.0284901
Alignment:
HDDTGTTKTTKTHHD
GAWTGTTTDTTT-—--
Original motif Reverse complement motif
Consensus sequence: HHHAYAAYAACAHHH Consensus sequence: HDDTGTTKTTKTHHD
2.0 2.0
Aca -C.-AAQA | ITATT I
e —% ¥ - - i . == B B — S S
2 19 wa:;_.glacm 2 10 wa:nglazu
Motif ID: UP00090
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBTHHAAAAAAAAVHDH
————— AAAHAAACAWTC

Original motif

EIf3_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

1

12

0.0300632

Consensus sequence: DBTHHAAAAAAAAVHDH

2.0

fe—=

Reverse complement motif
Consensus sequence: DDHBTTTTTTITTHDAVH

2.0

1.0

bits

- . _._?IIIIF[I - f_‘.% S

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00077
Srf_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

6

12
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Similarity score: 0.030621

Alignment:
VBDDAAAAAAAAMVBHH
————— AAAHAAACAWTC

Original motif
Consensus sequence: VBDDAAAAAAAAMVBHH

20

> =
00— o

AAaAAAAL

5
Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

20

=1.0

sl .

e — — = =

0.0 = = T
15
Webiloga 3.4

Motif ID: UP00073

Motif name: Foxa2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 12

Similarity score: 0.0336182
Alignment:

VVDAATAACAAAVVB

-AAAHAAACAWTC--

Original motif
Consensus sequence: VVDAATAACAAAVVB

Reverse complement motif
Consensus sequence: BVVTTTGTTATTDBB
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2.0

15
WebiLogo 34

w
Z10

...=.

Téllérxl

.
5

18

Webhlogo 34

Dataset #: 3 Motif ID: 66 Motif name: Lhx3

Original motif
Consensus sequence: WAATTAATTAWYB

Best Matches for Motif ID 66 (Highest to Lowest)

Motif ID: UP00158

Motif name: Poulfl

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 2

Number of overlap: 13

Similarity score: 0

Alignment:

Reverse complement motif
Consensus sequence: BMWTAATTAATTW

2.0

!

P
>
p—i
=
>

oo l==gN =
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BDHDTAATTAATTADBH
-BMWTAATTAATTW-——

Original motif
Consensus sequence: DVDTAATTAATTADDDB

2.0

L oATTMATTa

bi

0.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BDHDTAATTAATTADBH

2.0

" TIAQITAAIIéH-

Webiloga 3.4

Motif ID: UP00105
Motif name: Pou3f4
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 13

Similarity score: 0.00121383
Alignment:

DVHTAATTAATTADDDB

—-——-WAATTAATTAWYB-

Original motif
Consensus sequence: DVHTAATTAATTADDDB

Reverse complement motif
Consensus sequence: BDDDTAATTAATTAHBD

Page 279 of 540


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=105

2.0

e

"L AATTMTTA

— R =
15

Websiags 3.4

2.0

bits
a

0.0—=

_TMATTAATT,

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVBTAATTAATTAABTH
-——WAATTAATTAWYB-

Original motif

UP00129
Pou3fl

Mus musculus
Original Motif
Original Motif
Backward

2

13
0.00257587

Consensus sequence: DVBTAATTAATTAABTH

2.0

AT

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DAVTTAATTAATTAVBD

2.0

: QEIIAAITAAIIéﬁf

WebiLags 3.4

Motif ID:

UP00200
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DVHAATTAATTAMYBBG
-—-WAATTAATTAWYB--

Original motif

Nkx6-1_2825.1
Mus musculus
Original Motif
Original Motif
Backward

3

13
0.00504022

Consensus sequence: DVHAATTAATTAMYBBG

2.0

bits

e

ATIRRITA

Watiloga 3.4

Reverse complement motif
Consensus sequence: CBVMRTAATTAATTHBH

2.0

_ TaAl ez,

e

5

bits

15
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00128
Pou3f2

Mus musculus
Original Motif
Original Motif
Forward

3

13
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0.0101975

Similarity score:
Reverse complement motif
Consensus sequence: HHDVMTAATTAATTDDY

Alignment:
VDDAATTAATTARBDHD
—-—-WAATTAATTAWYB--
Original motif
Consensus sequence: VDDAATTAATTARBDHD
£10 TA
&% =8 0 8 == A‘:I:l:?"-‘ ===

20
- léégﬁﬁ__uiarm .
5 10 15
Webitago 3.4

Motif ID: 67 Motif name: FOXI1
Reverse complement motif
Consensus sequence: AAAMAAAMADBY

2.0

Dataset #: 3

Original motif
Consensus sequence: KBDTRTTTRTTT

ATII

Wekiloga A4

2.0

UP00077
Srf_secondary
Mus musculus
Reverse Complement
Page 282 of 540

Best Matches for Motif ID 67 (Highest to Lowest)

Motif ID:
Motif name:

Species:
Matching format of first motif:


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=077

Matching format of second motif: Original Motif

Direction: Forward
Position number: 5

Number of overlap: 12
Similarity score: 0.0179427
Alignment:

VBDDAAAAAAAAMVBHH

-—-—-—-AAAMAAAMADBY-

Original motif
Consensus sequence: VBDDAAAAAAAAMVBHH

2.0

—— e W e e

{J_\AAAQAAA

15
Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

2.0

5 10 15
Webiloga 3.4

Motif ID: UP00090

Motif name: EIf3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 12

Similarity score: 0.0239728
Alignment:

DDHBTTTTTTTTHDAVH

————— AAAMAAAMADBY
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Original motif

Consensus sequence: DBTHHAAAAAAAAVHDH

2.0

Reverse complement motif
Consensus sequence: DDHBTTTTTTTTHDAVH

2.0

E‘ICI
s

0.0

T - ?I IIIF[I . % -

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDDTGTTKTTKTHHD
KBDTRTTTRTTT---

Original motif

Consensus sequence: HHHAYAAYAACAHHH

2.0

UP00025

Foxkl_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

1

12

0.0256298

15
Webioga 34

Reverse complement motif
Consensus sequence: HDDTGTTKTTKTHHD

2.0

a l?ITAllalI'"

bits

00 -
15
Webiloga 34
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BDVTTTKTTTACWTWHH
—-—KBDTRTTTRTTT---

Original motif

UP00073
Foxa2_primary

Mus musculus
Original Motif
Reverse Complement
Forward

3

12

0.0259593

Consensus sequence: HHWAWGTAAAYAAAVDB

2.0

0.0

= {‘%Ae‘AIAA g é%

15
Webiiaga 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

2.0

o I¥ X TIAQ@I

0.0 —
15

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00037
Zfp105_primary

Mus musculus
Original Motif
Reverse Complement
Backward

Page 285 of 540


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=073
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=037

Position number: 3

Number of overlap: 12
Similarity score: 0.0264881
Alignment:

HHHTTRTTDTTTKDH

-KBDTRTTTRTTT--

Original motif
Consensus sequence: HDYAAAHAAMAADHD

2.0

a ?AAQEAAQAQ e

00— e T

)

o

WetiLoga 34

Reverse complement motif
Consensus sequence: HHHTTRTTDTTTKDH

2.0

15
Wetilogo 3.4

bits

Dataset #: 3 Motif ID: 68 Motif name: HNF1A

Original motif
Consensus sequence: GGTTAATDATTAMC

‘%IUA&IAIL&Q

Webiioga 3.4

Best Matches for Motif ID 68 (Highest to Lowest)

Motif ID: UP00196

Motif name: Hoxa4

Reverse complement motif
Consensus sequence: GYTAATDATTAACC
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

CVRGTTAATTAATHADH
—-—GGTTAATDATTAMC-

Original motif

Mus musculus
Original Motif
Reverse Complement
Backward

2

14

0.0302874

Consensus sequence: DDTHATTAATTAACKBG

2.0

bits

0.0

— ;,-4' ﬁlIA TTAAQT,-- —

Websiags 3.4

Reverse complement motif
Consensus sequence: CVRGTTAATTAATHADH

2.0

it
=

= __ éﬁIIA - Az*} é__-_. 3.

0.0 =
15

5
WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00144
Hoxb4

Mus musculus
Original Motif
Original Motif
Backward

2

14
0.0326031
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Alignment:
CVHRTTAATTAATHAHH
-—-GGTTAATDATTAMC-

Original motif

Consensus sequence: CVHRTTAATTAATHAHH

2.0

o=

c _ilIA TAAIAQ___,
- L= e

Wabiloga 3.4

Reverse complement motif
Consensus sequence: DDTHATTAATTAAMDVG

2.0

o == ,\_If_mﬁllé TTAA‘_—_ ]

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVHDRTTAATTAAYDDG
-GYTAATDATTAACC--

Original motif

UuP00237

Otp

Mus musculus
Reverse Complement
Original Motif
Backward

3

14

0.0337345

Consensus sequence: VVHDRTTAATTAAYDDG

Reverse complement motif
Consensus sequence: CHDMTTAATTAAKDHVYV
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2.0

10 | ‘ A
A |
= S - i =S ==
5 10

i ==

bits

5 10 15
WebiLags 1.4

Motif ID: UP00164

Motif name: Hoxa7_2668.2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 14

Similarity score: 0.0338854

Alignment:

GBDDAHTAATTADHHVV

-GYTAATDATTAACC—--

Original motif
Consensus sequence: VVHDDTAATTAHTDDBC

2.0

Reverse complement motif
Consensus sequence: GBDDAHTAATTADHHVV

Motif ID: uP00141
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHTDHTTAATTAAMHVG
-GYTAATDATTAACC--

Original motif

Vsx1

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

14

0.0357442

Consensus sequence: CVHRTTAATTAAHDAHB

2.0

Reverse complement motif
Consensus sequence: VHTDHTTAATTAAMHVG

Dataset #: 3 Motif ID: 69

Original motif
Consensus sequence: ATACTTA

Motif name: NKX3-1

Reverse complement motif
Consensus sequence: TAAGTAT

Page 290 of 540
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W ey e B

Best Matches for Motif ID 69 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHVRGTAATTATHVVDV

Original motif

UP00154

DIx3

Mus musculus
Reverse Complement
Reverse Complement
Backward

6

7

0

Consensus sequence: BHVVDATAATTACMVHH

20

) O | L U Agg__

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DHVRGTAATTATHVVDYV

20

TRA| [As

PO - @ | L — S
5

bits

10 15
Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
GHVRGTAATTATDVVGV

Original motif

UP00110

Dix4

Mus musculus
Reverse Complement
Reverse Complement
Backward

6

7

0.000606776

Consensus sequence: BCVVDATAATTACMVHC

20

10 15

0.0
5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: GHVRGTAATTATDVVGY

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00108

Alx3

Mus musculus
Reverse Complement
Reverse Complement
Backward

5
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Number of overlap:
Similarity score:

Alignment:

VHVAKMTAATTAKTHBW
—————— TAAGTAT-——-

Original motif

7
0.00319583

Consensus sequence: WVHAYTAATTARYTVHYV

2.0

T AQI

0.0

15
Webiiaga 3.4

Reverse complement motif

Consensus sequence: VHVAKMTAATTAKTHBW

2.0

=10

. AsY

A

=

HAAE -

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHGVRDTAATTADY
————— ATACTTA--

Original motif

UP00202
DIx1

Mus musculus
Original Motif
Original Motif
Backward

3

7
0.00693044

Reverse complement motif

Page 293 of 540
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Consensus sequence: BHGVRDTAATTADY Consensus sequence: MDTAATTAHMBCHB

o TAATTA. T, ..

0.0 —
10

bits
=

tnl

Welilogo 3.4 Webitoga 3.4

Motif ID: UP00214

Motif name: Hoxb5

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 4

Number of overlap: 7

Similarity score: 0.00733424

Alignment:

HTDHGVTAATTABCVT

—————— TAAGTAT---

Original motif Reverse complement motif
Consensus sequence: AVGBTAATTAVCHHAH Consensus sequence: HTDHGVTAATTABCVT

2. 20

LTI . Lo T .

L1 X
15
Weblogad 4

15
Weblogod.4
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Dataset #: 3 Motif ID: 70 Motif name: Foxql

Original motif
Consensus sequence: HATTGTTTATW

 axT0] TT AT

Best Matches for Motif ID 70 (Highest to Lowest)

bits

Motif ID: UP00041

Motif name: Foxjl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 11

Similarity score: 0

Alignment:

HDHRTAAACAAAHDDD

--WATAAACAATH-—--

Original motif
Consensus sequence: HDHRTAAACAAAHDDD

Reverse complement motif
Consensus sequence: WATAAACAATH

Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH
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2.0

bits

L _ALAAACAéé

0=

15
Weblogad 4

20

o T

Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HDHADGTAAACAAAVVH
-——-WATAAACAATH--

Original motif

UP00039

Foxj3_primary

Mus musculus
Reverse Complement
Original Motif
Forward

5

11

0.0026812

Consensus sequence: HDHADGTAAACAAAVVH

2.0

“_ qlAMAGAa,

15

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

2.0

bits

il

WebiLags 3.4

Motif ID:

UP00061
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DWAATRTAAACAAWVVB
—-———-WATAAACAATH--

Original motif

FoxI1_primary

Mus musculus
Reverse Complement
Original Motif
Backward

3

11

0.00280369

Consensus sequence: DWAATRTAAACAAWVVB

2.0

2RATXIA Q Qéﬁ

o0== —
10

Watiloga 3.4

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD

2.0

R U o

0.0
5 10 15
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00025
Foxkl1_primary

Mus musculus
Reverse Complement
Original Motif
Forward

5

11
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Similarity score: 0.00419331

Alignment:
DDAATGTAAACAAAVVEB
—-——-WATAAACAATH--

Original motif
Consensus sequence: DDAATGTAAACAAAVVB

20

G ANACA,

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

20

ﬁ*j 1I W TT_Q@II"’

Webiloga 3.4

Motif ID: UP00073

Motif name: Foxa2_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 11

Similarity score: 0.00439236
Alignment:

HHWAWGTAAAYAAAVDB

-—-——-WATAAACAATH--

Original motif
Consensus sequence: HHWAWGTAAAYAAAVDB

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH
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2.0

- &%A‘?AIAA 5 g é% :

00l= =
5

5
Watiloga 3.4

2.0

bits

0.0

Dataset #: 3 Motif ID: 71 Motif name: Evil

Original motif
Consensus sequence: AAGAYAAGATAABA

AGATAA |

Webiioga 3.4

Best Matches for Motif ID 71 (Highest to Lowest)

Motif ID: UP00032

Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7

Number of overlap: 14

Similarity score: 0

Alignment:

Reverse complement motif

Consensus sequence: TBTTATCTTMTCTT

4TI

Page 299 of 540

| x¥ A TIAcglf_

Wabiogs 3.4



http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=032

BDHDDADAGATAAGADHBDHVD

—————— AAGAYAAGATAABRA--
Original motif Reverse complement motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD Consensus sequence: HBHDVHDTCTTATCTHTDDHDV
2.0
00 - = _-;Ie___A_ ) S QA‘_‘ e R e P e _-_-_!—:IC__,_n ! I:T:;;'—‘:——_;— —
5 10 15 20 o 5 10 15 20 R o
Motif ID: UP00170
Motif name: Isl2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2
Number of overlap: 14
Similarity score: 0.0312075
Alignment:
HWDTTAATYKMTTHHR
-TBTTATCTTMTCTT-
Original motif Reverse complement motif
Consensus sequence: MHHAAYYMATTAADWH Consensus sequence: HWDTTAATYKMTTHHR
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2.0 20

Motif ID: UP00145
Motif name: Barhl2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2
Number of overlap: 14
Similarity score: 0.0314743
Alignment:
HAMAAHCAATTAABHH
-AAGAYAAGATAABA-
Original motif Reverse complement motif
Consensus sequence: HAMAAHCAATTAABHH Consensus sequence: HHBTTAATTGDTTYTH
20
o CATTA,
? 10 orkoarsa o
Motif ID: UP00121
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDDDATTTTATTKVRDB
TBTTATCTTMTCTT---

Original motif

Hoxd10

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

14

0.0322547

Consensus sequence: VDKVYAATAAAATDDDH

2.0

bits

a %&ATAAAAEAQn

Watiloga 3.4

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB

2.0

= =D A AAIllACA & -
5 10 15

0.0 — ===

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00032
Gata3_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

5

14
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Similarity score: 0.0325491

Alignment:
HHHBBMGATAVHATCWVVDHVH
-——-—-AAGAYAAGATAABA-—-—--

Original motif
Consensus sequence: HBHDVBWGATHBTATCRVBHHH

20

e o W

5

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH

20

v
N AI ATC
e XX 111V I_""—.—
5 10 15

00

20
Weblogo34

Dataset #: 3 Motif ID: 72 Motif name: Nkx2-5

Original motif
Consensus sequence: WTAAKTG

- T, —
Best Matches for Motif ID 72 (Highest to Lowest)
Motif ID: UP00166
Motif name: Barhl1
Species: Mus musculus
Matching format of first motif: Original Motif

Reverse complement motif
Consensus sequence: CARTTAW

=

bits
:

AA _AA
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Matching format of second motif: Reverse Complement

Direction: Forward
Position number: 4
Number of overlap: 7
Similarity score: 0
Alignment:

DDVKTAATTGGTTDTH

———WTAAKTG-—-——--

Original motif
Consensus sequence: HAHAACCAATTARBDH

2.0

gmﬂﬂgéeQQAAITAA-

|::

0.0
WabiLogad 4

Reverse complement motif
Consensus sequence: DDVKTAATTGGTTDTH

2.0

Motif ID: UP00237

Motif name: Otp

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 3

Number of overlap: 7

Similarity score: 0.00115905
Alignment:
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VVHDRTTAATTAAYDDG
—-CARTTAW--—-—-—-

Original motif
Consensus sequence: VVHDRTTAATTAAYDDG

2.0

L TIRALTAR,

PG .~ = .

5 10 15
Wabiloga 3.4

bits

- .
== —_—

Reverse complement motif
Consensus sequence: CHDMTTAATTAAKDHVYV

2.0
5 10 15

0.0

Webiloga 3.4

Motif ID: UP00263
Motif name: Hoxb8
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5

Number of overlap: 7

Similarity score: 0.00141056
Alignment:

WDTATTAATTKCHBVH

-———WTAAKTG—-—-——-—

Original motif
Consensus sequence: HVBDGYAATTAATADW

Reverse complement motif
Consensus sequence: WDTATTAATTKCHBVH
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2.0

el

20

Ara ‘Tl

0.0

15

Weblogad 4 Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
MHHAAYYMATTAADWH
—————— CARTTAW---

Original motif

Consensus sequence: MHHAAYYMATTAADWH

2.0

D Eﬂ.eééz?ééEA

UP00170

Isl2

Mus musculus
Reverse Complement
Original Motif
Forward

7

7

0.00307472

Reverse complement motif
Consensus sequence: HWDTTAATYKMTTHHR

N EmAeAlTAATTAAII-LI

= T
. 0.0 - T = = T — ol e e ——
15
Wk

a

Logad 4 Weblogod 4

Motif ID:

uP00244
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Motif name: TIx2

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 7

Number of overlap: 7

Similarity score: 0.00343945
Alignment:

BAATHAATTAATAAHWW

————CARTTAW------

Original motif
Consensus sequence: BAATHAATTAATAAHWW

2.0

Watiloga 3.4

Reverse complement motif
Consensus sequence: WWDTTATTAATTHATTV

2.0

D iﬁn;:IAIlAAIleélIﬁ

Wabiogs 3.4

Dataset #: 3 Motif ID: 73 Motif name: SRY

Original motif
Consensus sequence: BDWAACAAT

Reverse complement motif
Consensus sequence: ATTGTTWDB
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Best Matches for Motif ID 73 (Highest to Lowest)

Motif ID: UP00075
Motif name: Sox15_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 7

Number of overlap: 9

Similarity score: 0

Alignment:

HDDDDAACAATWRRRBHD

--BDWAACAAT-————-

Original motif
Consensus sequence: HDDDDAACAATWRRBHD

20

M.

15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DHVKMWATTGTTHDHDH

20

% 1-0 ATT I
b I
—_— lié_r o 8 o~ == gf—“_‘ . -

15
Webiloga 3.4
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Motif ID: UP00014

Motif name: Sox17_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 9

Similarity score: 0.00043275
Alignment:

DDWTBAATTGTTDDB

—————— ATTGTTWDB

Original motif
Consensus sequence: VDDAACAATTVAWHD

2.0

Reverse complement motif
Consensus sequence: DDWTBAATTGTTDDB

2.0

B2 AA__AQAAIIAQX = - = %I-—_-QA,TT&IIE —

Motif ID: UP00034

Motif name: Sox7_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 10
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Number of overlap: 9
Similarity score: 0.00666345

Alignment:
HHBDHDDAACAATDRHHHHHBW
-———-BDWAACAAT-—-———————

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

H
&
2
g

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

=X = =

X = AQ%
.

0 15 20

Weblogod4

Motif ID: UP00051
Motif name: Sox8_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3

Number of overlap: 9

Similarity score: 0.00942662
Alignment:

DDDHDAACAATWBATDD

--BDWAACAAT-————-

Original motif

Reverse complement motif
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Consensus sequence: DDATBWATTGTTHHDDD

20

@I,gAITAILEA:@

0.0 =
15
Webiloga 3.4

Consensus sequence: DDDHDAACAATWBATDD

20

ITAEols e
5

Webiloga 3.4

Motif ID: UP00023

Motif name: Sox30_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 7

Number of overlap: 9

Similarity score: 0.0107093

Alignment:

HHHHMHATTGTTBDHD

—————— ATTGTTWDB-

Original motif
Consensus sequence: DHDBAACAATDRHHHH

2.0

o

8.0 e
15
Weblogad 4

Reverse complement motif
Consensus sequence: HHHHMHATTGTTBDHD

20

Ease = TQEATTA,TIT—‘;— —_— =

0.0

Weblogod.4
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Dataset #: 3 Motif ID: 74 Motif name: FOXC1

Original motif
Consensus sequence: VBHVHGTA

=20

bits
:

o0 —— e

WelLaogo 3

Best Matches for Motif ID 74 (Highest to Lowest)

Motif ID: UP00209
Motif name: Cartl_1275.1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 10

Number of overlap: 8

Similarity score: 0.0185694
Alignment:

VHHVVTTAATTAADRVB

VBHVHGTA--—-—------

Original motif
Consensus sequence: BVMDTTAATTAABBDDV

Reverse complement motif
Consensus sequence: TACHBHBV

2.0

WeLago 3

Reverse complement motif
Consensus sequence: VHHVVTTAATTAADRVB
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2.0

i

=]

4

| I
— I
—— e - o E
—
5 10

1.
0.0

Websiags 3.4

2.0

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DVVTTTGTTTACDTHDH
————————— TACHBHBV

Original motif

UP00039

Foxj3_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

8

0.0207969

Consensus sequence: HDHADGTAAACAAAVVH

2.0

" Tk,

15

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

2.0

il

WebiLags 3.4

bits

Motif ID:

uP00187
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BVHHVKTAATTAMDDCG
VBHVHGTA-—-—-—-—————

Original motif

Alx4

Mus musculus
Original Motif
Reverse Complement
Backward

10

8

0.0208745

Consensus sequence: CGHDYTAATTARBHHVB

2.0

. g_%?HII | | AA“ __

Watiloga 3.4

Reverse complement motif
Consensus sequence: BVHHVKTAATTAMDDCG

W

Wabiogs 3.4

bits
P

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00257

Shox2

Mus musculus
Original Motif
Reverse Complement
Forward

1

8
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Similarity score: 0.0213263

Alignment:
BDVVDKTAATTAMVDHV
VBHVHGTA--—-——————

Original motif
Consensus sequence: VDHVYTAATTARDBVDB

20

Reverse complement motif
Consensus sequence: BDVVDKTAATTAMVDHV

20

|
o= == “'c-: e o S

Webiloga 3.4

T A

e = 5 = 10 — 15 B ’?5
Motif ID: UP00088
Motif name: Plagll_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 8
Similarity score: 0.0227422
Alignment:
DHDDGGTACCCCCCHBH
————————— TACHBHBV

Original motif
Consensus sequence: DBHGGGGGGTACCHHHD

Reverse complement motif
Consensus sequence: DHDDGGTACCCCCCHBH
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2.0
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0.0

bits

Websiags 3.4

2.0

- ThGRCGe..

WebiLags 1.4

Dataset #: 3 Motif ID: 75 Motif name: FOXF2

Original motif
Consensus sequence: BHADSGTAAACAAD

Best Matches for Motif ID 75 (Highest to Lowest)

Motif ID: UP00039

Motif name: Foxj3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 14

Similarity score: 0

Alignment:

Reverse complement motif
Consensus sequence: DTTGTTTACSBTBB

2.0

o
=10

Page 316 of 540


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=039

DVVTTTGTTTACDTHDH
—-—-DTTGTTTACSBTBB

Original motif

Consensus sequence: HDHADGTAAACAAAVVH

2.0

bits

0.0

©_ clAMAGAa,

Wabiloga 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

2.0

lolTThe

bits

0

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBVTTTGTTTACATTDD
-—-DTTGTTTACSBTRBB

Original motif

UP00025
Foxkl_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

14

0.00393584

Consensus sequence: DDAATGTAAACAAAVVB

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

Page 317 of 540


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=025

2.0

M

Websiags 3.4

2.0

" TG TT_QéIIL

5 10

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DWAATRTAAACAAWVVEB
BHADSGTAAACAAD---

Original motif

UP00061

FoxI1_primary
Mus musculus
Original Motif
Original Motif
Forward

1

14
0.0108917

Consensus sequence: DWAATRTAAACAAWVVB

2.0

_%é‘T\IA__.s Qée

00— ———
10

Webiiaga 3.4

Reverse complement motif
Consensus sequence: VWWWTTGTTTAMATTWD

2.0

bits
5

_II ; ._géllx?

0.0

Motif ID:

UP00073
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BDVTTTKTTTACWTWHH
-—--DTTGTTTACSBTBB

Original motif

Foxa2_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

14

0.0118559

Consensus sequence: HHWAWGTAAAYAAAVDB

2.0

a

s O ﬂ“i‘A?AIAA 5 g é—e:‘ :

Watiloga 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

2.0

I:;[ A TIAGEI—: —

0.0 —

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00012

Bbx_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

14

0.0389436
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Alignment:
HVWHBGTTAACABHBDV
BHADSGTAAACAAD---

Original motif
Consensus sequence: HYWHBGTTAACABHBDV

. GITAAca

1.0

bits

ol -

5

15
Wabiloga 3.4

Reverse complement motif
Consensus sequence: VHVHBTGTTAACVHWVH

2.0

[}
=10

1 TITTIQQQ ea

0.0-1= e =

15
Webiloga 3.4

Dataset #: 3 Motif ID: 76 Motif name: Sox2

Original motif
Consensus sequence: CCWTTGTYATGCAAA

=

Webioga 34

Best Matches for Motif ID 76 (Highest to Lowest)

Motif ID: UP00039

Motif name: Foxj3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif

Reverse complement motif
Consensus sequence: TTTGCATMACAAWGG

2.0
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Direction: Forward

Position number: 2

Number of overlap: 15
Similarity score: 0.0330532
Alignment:

HDBAHCAWAACADWDVD

-TTTGCATMACAAWGG-

Original motif
Consensus sequence: HDBAHCAWAACADWDVD

20

Reverse complement motif
Consensus sequence: DVHWDTGTTWTGDTBDH

2.0

- T TT
- = _—_—_;—I_‘.,-:,___A__,__,_\._,_I_ A %
2 5 10

WekiLags 3.4

Motif ID: UP00034

Motif name: Sox7_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 1

Number of overlap: 15

Similarity score: 0.0360255

Alignment:
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HHBDHDDAACAATDRHHHHHBW
TTTGCATMACAAWGG-——————

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

bits

ARVAR - 5

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

WablLogo 34

ol el IVINWASE L = 2 S = il B J ET .
. . bt - o - - -

Motif ID: UP00061

Motif name: Foxl1_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 1

Number of overlap: 15

Similarity score: 0.0392872

Alignment:

HDTYTTGTTWTKDDDT

—CCWTTGTYATGCAAA

Original motif
Consensus sequence: ADDDYAWAACAAMAHH

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT
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5
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15
Weblogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:

UP00041

Foxjl_secondary
Mus musculus

Reverse Complement

18
Weblogo a4

Matching format of second motif: Original Motif

Direction: Backward

Position number: 1

Number of overlap: 15

Similarity score: 0.046424

Alignment:

DBBTTGTTKTGVVVH

TTTGCATMACAAWGG

Original motif Reverse complement motif

Consensus sequence: HBVBCAYAACAABVH Consensus sequence: DBBTTGTTKTGVVVH
2.0 2.0

AcAA Ilel
P == ;.-—-L.IE_ _g-cg —— = _;!_:ll — Aci=—__ -

5 Wa:_ngl‘z.a 5 10
Motif ID: UP00077
Motif name: Srf_secondary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HHVBYTTTTTTTTDDVV
—-—CCWTTGTYATGCAAA

Original motif

Mus musculus
Original Motif
Reverse Complement
Backward

1

15

0.0469262

Consensus sequence: VBDDAAAAAAAAMVBHH

2.0

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

2.0

0.0 ey, T P L — == =
10 15

WebiLags 1.4

=TI TT.,. _

Dataset #: 3

Original motif
Consensus sequence: HAACAAT

hits

Motif ID: 77 Motif name: Sox5

- AACAAT

W ey e B

Reverse complement motif
Consensus sequence: ATTGTTH

-ATTGTT

W kx_cay e T

fs

b
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Best Matches for Motif ID 77 (Highest to Lowest)

Motif ID: UP00034

Motif name: Sox7_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 7

Number of overlap: 7

Similarity score: 0

Alignment:

WBHHHHHMDATTGTTHDHDVHH

————————— ATTGTTH------

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

20

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

&
oo = - A,}%,}A -A I-\fl‘}«-w N = 06 L. | e : == % | | Pl =
Motif ID: UP00101
Motif name: Sox12_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
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Matching format of second motif: Original Motif

Direction: Backward
Position number: 6

Number of overlap: 7

Similarity score: 0.00575637
Alignment:

THATTGTTVTHAWH

--ATTGTTH---—--

Original motif
Consensus sequence: THATTGTTVTHAWH

EijA ‘_ g‘, AIl_‘l o

Webiioga 3.4

o
F=ai i

0.0

Reverse complement motif
Consensus sequence: DWTHAVAACAATHA

2.0

" . » ACAAT..

Motif ID: UP00064

Motif name: Sox18_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 5

Number of overlap: 7

Similarity score: 0.00689336
Alignment:

Wabioga 3.4
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BWBHATTGTTBTHDHH
———-ATTGTTH-----

Original motif
Consensus sequence: BWBHATTGTTBTHDHH

2.

bits

a. = =
15
WabiLogad 4

Reverse complement motif
Consensus sequence: HHDHABAACAATHBWYV

2.0

1 oo AAQAAII¢

0.0
15
WablLogo 34

bits

Motif ID: UP00075

Motif name: Sox15_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 7

Number of overlap: 7

Similarity score: 0.00793479
Alignment:

DHVKMWATTGTTHDHDH

—————— ATTGTTH-—---

Original motif
Consensus sequence: HDDDDAACAATWRRBHD

Reverse complement motif
Consensus sequence: DHVKMWATTGTTHDHDH
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2.0

" AOMT,

15

Websiags 3.4

2.0

TATT II
—— s ATl I S A== -

0.0———

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDDWATTGTTCDDHD
————— ATTGTTH----

Original motif

UP00091

Sox5_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

7

0.00811912

Consensus sequence: DHDDGAACAATWDDHD

2.0

e e R B SRS mT“i‘“‘—“-:—“.--H-:

0.0

Weblagad 4

Reverse complement motif
Consensus sequence: DHDDWATTGTTCDDHD

Dataset #: 3

Motif ID: 78

Motif name: RORA_1
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Original motif
Consensus sequence: AWVDAGGTCA

ﬂéxﬁe@ TQA

L e

bits

Best Matches for Motif ID 78 (Highest to Lowest)

Motif ID: UP00009
Motif name: Nr2f2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 10

Similarity score: 0.0154749
Alignment:

DHBHAAAGGTCAHVHB

—-—-AWVDAGGTCA-—---

Original motif
Consensus sequence: DHBHAAAGGTCAHVHB

Reverse complement motif
Consensus sequence: TGACCTDVWT

Mcglﬁél

ek e a3 4

bits

Reverse complement motif
Consensus sequence: BHVDTGACCTTTDVDD
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2.0

< amalfTC

0.0

20

bits

15
Weblogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHBVHTGACCTTGVDHD
————— TGACCTDVWT--

Original motif

Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

“_ chAGUTCA,

0.0

UP00079

Esrra_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

10

0.0176661

Reverse complement motif

2.0

bits

0.0

I

P = A —

SC
5

LN

Consensus sequence: HHBVHTGACCTTGVDHD

Webiiaga 3.4

10

Motif ID:

uP00048
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Rara

Mus musculus

Motif name:
Species:

Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward

5
10
0.0189599

Position number:
Number of overlap:
Similarity score:

Reverse complement motif

Consensus sequence: HHVGTGACCTTTDVDD

Page 331 of 540

Alignment:
DHBHAAAGGTCACVHD
——AWVDAGGTCA----
Original motif
Consensus sequence: DHBHAAAGGTCACVHD
20 20
 AMAGIVA ©JUAGTT
2 19 R saria 2 10 Rerisoni
Motif ID: UP00009
Motif name: Nr2f2_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif Original Motif
Backward
5
10

Direction:
Position number:

Number of overlap:


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=009

Similarity score: 0.0331999

Alignment:
VBVBCSGGGTCAVBBH

—-AWVDAGGTCA----

Original motif Reverse complement motif

Consensus sequence: VBVBCSGGGTCAVBBH Consensus sequence: HVBVTGACCCSGBVBV
e gSANIVA A ngéw_f,

Motif ID: UP00066

Motif name: Hnf4a_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 3

Number of overlap: 10

Similarity score: 0.0341771

Alignment:

BDBVMGGGGTCAABHDV

-—-AWVDAGGTCA-—-——-

Original motif Reverse complement motif

Consensus sequence: BDBVMGGGGTCAABHDV Consensus sequence: BHHVTTGACCCCYVVDB
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2.0

2.0

5 10 15

Dataset #: 3 Motif ID: 79 Motif name: Prrx2

Original motif
Consensus sequence: AATTA

=_ar

i
:

[ = — ——
E=1
= I

Best Matches for Motif ID 79 (Highest to Lowest)

Motif ID: UP00264
Motif name: Hoxal
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 5

Similarity score: 0

Alignment:

Reverse complement motif
Consensus sequence: TAATT

=_+

g
5

[ =

T s ke S <
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HTDAGCTAATTAMHBY
——————— AATTA----

Original motif

Consensus sequence: HTDAGCTAATTAMHBY

Reverse complement motif

Consensus sequence: MBDRTAATTAGCTHAD

2.0

15
WablLogo 34

— —= _ éE,‘ - = Eg;‘:_:é
2 T = 10 _»Eu_ e fE= — o - -
Motif ID: uP00145
Motif name: Barhl2
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HHBTTAATTGDTTYTH
———-TAATT----—--

Original motif

Reverse Complement
Reverse Complement
Forward

5

5

4.33852e-05

Consensus sequence: HAMAAHCAATTAABHH

Reverse complement motif

Consensus sequence: HHBTTAATTGDTTYTH
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2.0

L1 X
15
Weblogad 4

20

11l II?_IIIII

bits

0.0
15
Wablogo 3.4

5 1

Motif ID: UP00132
Motif name: Evx2

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 7

Number of overlap: 5

Similarity score: 0.000403033
Alignment:

WRBGCTAATTAGCRGBB

—————— AATTA---—--—-—

Original motif
Consensus sequence: BVCMGCTAATTAGCBKW

2.0

Reverse complement motif
Consensus sequence: WRBGCTAATTAGCRGBB

2.0

- c A | Q
=< A1 1 — T = =
5 10

0.0 —=
15
WebiLags 3.4

Motif ID: UP00167
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVVAACTAATTARKDV

Original motif

Consensus sequence: VVVAACTAATTARKDV

2.0

0.0

i AQQIA ITAAT

Enl

Mus musculus
Original Motif
Original Motif
Forward

8

5
0.000612413

-

15
Wabiogad 4

Reverse complement motif
Consensus sequence: VHRKTAATTAGTTVVV

2.

g:_ ) TA IAALI .

PR ———— — 8
15

5
WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00171

Msx3

Mus musculus
Reverse Complement
Reverse Complement
Backward

8

5
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Similarity score: 0.000838245

Alignment:
HHVTTAATTKGTTHTV
-———-TAATT--—-—-——-

Original motif
Consensus sequence: VAHAACYAATTAABHH

20

=
bloga

?"-l

Reverse complement motif
Consensus sequence: HHVTTAATTKGTTHTV

bits

Dataset #: 3 Motif ID: 80 Motif name: Pou5f1

Original motif
Consensus sequence: CWTTGTHATGCAAAT

E:QXII%I$T{QAAAI

Webiloga 34

Best Matches for Motif ID 80 (Highest to Lowest)

Motif ID: UP00039
Motif name: Foxj3_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement

Reverse complement motif
Consensus sequence: ATTTGCATHACAAWG

al II CAI AcAA

Wd:_ng a»
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Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDBAHCAWAACADWDVD
ATTTGCATHACAAWG—-

Original motif

Original Motif
Forward

1

15
0.0376287

Consensus sequence: HDBAHCAWAACADWDVD

2.0

bits
a

0.0

. CaMcA

Wabiloga 3.4

Reverse complement motif
Consensus sequence: DVHWDTGTTWTGDTBDH

2.0

%1-0 T TT
" = 7-_'_=—x.'='=..__A_—-__.c-._I_ e E
5 10

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00150

Irx6

Mus musculus
Original Motif
Reverse Complement
Forward

2

15

0.0420168

Page 338 of 540


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=150

AHWDBTACATGTADHTH
—-CWTTGTHATGCAAAT-

Original motif
Consensus sequence: HAHDTACATGTAVDWHT

2.0

L ThOATCTa .,

10

Wabiloga 3.4

Reverse complement motif
Consensus sequence: AHWDBTACATGTADHTH

2.0

“Ia I_SIACAI la =

Webiloga 3.4

Motif ID: UP00194
Motif name: Irx4

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2

Number of overlap: 15

Similarity score: 0.0420967
Alignment:

DBTWTWACATGTWDHDW

—-CWTTGTHATGCAAAT-

Original motif
Consensus sequence: WDHDWACATGTWAWABD

Reverse complement motif
Consensus sequence: DBTWTWACATGTWDHDW
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2.0

T N

ul ZACAT I$é¢?

10

Websiags 3.4

2.0

% 1-0 w— W ACA ‘ E .
= ;j;;..-s-...._I W A e, e B —
5 10 15

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDBBVBVGTAWCCAAGVBHBAGB
-ATTTGCATHACAAWG—-—-———-——

Original motif

UP00098

Rfx3_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

15

0.0432112

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

0.0 G-lz_. CITA—-IT_ ==
10 15

5 20

WesLago 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

sk
P _--.A:T__g--- af . _AF

5 10 15 20

Motif ID:

UP00250
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Motif name: Irx5

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 15

Similarity score: 0.0474325

Alignment:

WVTDHWACATGTWHDDD

—-CWTTGTHATGCAAAT-

Original motif
Consensus sequence: DDDHWACATGTWHDABW

2.0

oA
o= AlLIWIANL T 1T A

15
Watiloga 3.4

Reverse complement motif
Consensus sequence: WVTDHWACATGTWHDDD

2.0

| 0T
= X ALWWINY 1Y I

Wabiogs 3.4

Dataset #: 3 Motif ID: 81 Motif name: Pax4

Original motif
Consensus sequence: RAAWAWTWDCMVHHVBBHHHVHMHCMCYMC

Reverse complement motif
Consensus sequence: GRKGRGDRHVHDDVBBHHBRGDW
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Weilogo 34 Weloga 34

Best Matches for Motif ID 81 (Highest to Lowest)

Motif ID: UP00540

Motif name: Gli3_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 1

Number of overlap: 23

Similarity score: 0.0506561

Alignment:

——————— VYWVVHCRCCACMCACGAHSBHH
RAAWAWTWDCMVHHVBBHHHVHMHCMCYMC

Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
M-J—c—gé__- - QE CAC CAQ- L= "?_--_4:2: . Aaﬁgexg-i-crIT?I._&,gge . =28

5 5 10 15 20
WebLog 3.4 Weblogn 34
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Motif ID: UP00538

Motif name: Glil_v015681_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 7

Number of overlap: 23

Similarity score: 0.0526364

Alignment:

——————— MHHHWHYTMCCHCCCACVAABVH
RAAWAWTWDCMVHHVBBHHHVHMHCMCYMC-——-—-—--

Original motif Reverse complement motif

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY
20 20
ok = X;E;é 'V Gég__A—A—r = = ﬂl"_':-_ eIe—.—_._—r__ g T‘?ﬂf‘é -

5 0 18 2 WebiLogn 34 3 10 L A Weblogn 3.4

Motif ID: UP00538

Motif name: Glil_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 1

Number of overlap: 23

Page 343 of 540


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538

Similarity score: 0.0547526

Alignment:
——————— BDDHVDKGCCACCCVCGCTDBVH
RAAWAWTWDCMVHHVBBHHHVHMHCMCYMC

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

20

bits

2 TUuCa,

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

| CC C
£40
= = Acg A AQAE:‘:ET

20
Weblaga 3.4

0.0-== e T”;' ‘E‘I_:]_x ’“G"_"T_'_ P = = g ===
Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 23
Similarity score: 0.0550408
Alignment:

BADHBDHCGCCCMCGCAHHDBBV-—————-
—-——-RAAWAWTWDCMVHHVBBHHHVHMHCMCYMC

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB
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2.0

20

i
-

= I ——

. TuCVTWW\e

Webblaga 3.4

Motif ID: UP00528

Motif name: Foxm1_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 23

Similarity score: 0.0559551

Alignment:

——————— VHVRCAYGATGCATCDTVVADTH
GRKGRGDRHVHDDVBBHHBRGDWAWTWTTM—-—-—

Original motif
Consensus sequence: HADTBVADGATGCATCMTGMVHB

20

- A A;,\AA Tgél-.‘%

J S =2as=1 V- =
; 15

e

5 10 20

Wetlogo 34

Reverse complement motif
Consensus sequence: VHVRCAYGATGCATCDTVVADTH

20

0
£10 A A
el AL | Y
5 1

=
0.0-==

lggl a.l

Webhlogo 3.4

o

Dataset #: 3 Motif ID: 82 Motif name:
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Original motif
Consensus sequence: TTAATRWTTAAC

}IIAATAITTAAQ

Wekiloga A4

bits

Best Matches for Motif ID 82 (Highest to Lowest)

Motif ID: UP00196

Motif name: Hoxa4

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 12

Similarity score: 0.00579799
Alignment:

CVRGTTAATTAATHADH

-——-GTTAAWKATTAA--

Original motif
Consensus sequence: DDTHATTAATTAACKBG

Reverse complement motif
Consensus sequence: GTTAAWKATTAA

- AsZHTAA

Wetiloga 34

bits
5

0.0

Reverse complement motif
Consensus sequence: CVRGTTAATTAATHADH
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2.0

0.0 =7

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
ABDBCTAGTTAACVBBD
-TTAATRWTTAAC-——--

Original motif

UP00222

Tcf2

Mus musculus
Original Motif
Reverse Complement
Forward

2

12

0.0172357

Consensus sequence: DBBBGTTAACTAGBHBT

2.0

opl—== - == 8 .

Reverse complement motif
Consensus sequence: ABDBCTAGTTAACVBBD

2.0

——————

15
WebiLags 3.4

Motif ID:

UP00237
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVHDRTTAATTAAYDDG
—-—-TTAATRWTTAAC---

Original motif

Otp

Mus musculus
Original Motif
Original Motif
Forward

3

12
0.0183959

Consensus sequence: VVHDRTTAATTAAYDDG

2.0

%1.0
A
= — eyl T B
5

-

-
_—

Watiloga 3.4

Reverse complement motif
Consensus sequence: CHDMTTAATTAAKDHVYV

2,

S M:“_II i AAz_n*

0.0

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

upP00144
Hoxb4

Mus musculus
Original Motif

Reverse Complement

Backward
4
12
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Similarity score: 0.0185132

Alignment:
DDTHATTAATTAAMDVG
-—-TTAATRWTTAAC-—-—

Original motif
Consensus sequence: CVHRTTAATTAATHAHH

20

= _,_‘;IA TAAIA F -

0=

15
Webiiogo 3.4

Reverse complement motif
Consensus sequence: DDTHATTAATTAAMDVG

20

Webiloga 3.4

Motif ID: uP00141
Motif name: Vsx1

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 12

Similarity score: 0.0190281
Alignment:

CVHRTTAATTAAHDAHB

-——-GTTAAWKATTAA--

Original motif
Consensus sequence: CVHRTTAATTAAHDAHB

Reverse complement motif
Consensus sequence: VHTDHTTAATTAAMHVG
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2.0

210
10

o=
5

Dataset #: 3 Motif ID: 83 Motif name: NR2F1

Original motif
Consensus sequence: TGAMCTTTGMMCYT

GGhAAE IIIAééQ%I

Webiioga 3.4

Best Matches for Motif ID 83 (Highest to Lowest)

Motif ID: UP00083

Motif name: Tcf712_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 14

Similarity score: 0.0452364
Alignment:

Reverse complement motif
Consensus sequence: AKGYYCAAAGRTCA

2.0

EmcﬁnggAAAmTIgA

0.0

Wabioga 3.4
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DDDYCCTTTGATSTDDV
-TGAMCTTTGMMCYT--

Original motif

Consensus sequence: DDDYCCTTTGATSTDDV

2.0

0.0

EQQITTTAICL B

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

2.0

5 10

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDDAGATCAAAGGKDDD
—-—AKGYYCAAAGRTCA-

Original motif

UP00067

Lefl_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

14

0.0453449

Consensus sequence: DDDYCCTTTGATCTDDV

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD
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2.0

bits

2.0

== 0.0 —_ = = P — v -

0.0

AT

Websiags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DVMHHDHKGACCCTCCTSVCBH
——————— TGAMCTTTGMMCYT-

Original motif

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

UP00539

Gli2_v015681_secondary
Mus musculus

Original Motif

Reverse Complement
Forward

8

14

0.0461358

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

10 15

- - TA-
20

20 5
WebLogad 4 Weblogod4

Motif ID:

UP00054
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHASATCAAAGGAHHH
—-—AKGYYCAAAGRTCA-

Original motif

Tcf7_primary

Mus musculus
Reverse Complement
Original Motif
Backward

2

14

0.0461768

Consensus sequence: BHHASATCAAAGGAHHH

2.0

0.0

gm_:A?QIQAAAA“ﬂt'

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHYV

2.0

. =S —-:Iggﬂ‘ 4‘.I*.=AIC1&"JP ey

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00058
Tcf3_primary

Mus musculus
Reverse Complement
Original Motif
Backward

2

14
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Similarity score: 0.0473628

Alignment:
HHHASATCAAAGVRHHH
—-—AKGYYCAAAGRTCA-

Original motif
Consensus sequence: HHHASATCAAAGVRHHH

20

ﬁ:_+Aa?$IQAAAé=

PN

—

15
Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH

20

Dataset #: 3 Motif ID: 84 Motif name: NR1H2RXRA

Original motif
Consensus sequence: AAAGGTCAAAGGTCAAC

20

w
£1.0 A
C —«
0.0 — =
5

Best Matches for Motif ID 84 (Highest to Lowest)

Webiiogo 3.4

Motif ID: UP00539

Motif name: Gli2_v015681_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement

Reverse complement motif
Consensus sequence: GTTGACCTTTGACCTTT
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Direction: Backward

Position number: 1

Number of overlap: 17

Similarity score: 0.0538452

Alignment:

DVMHHDHKGACCCTCCTSVCBH

————— GTTGACCTTTGACCTTT

Original motif Reverse complement motif

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

2.0 20

15

n

>
—q
<>
5

i e =T =& VN
5 10 15 20 5 10
WabLogad 4

WablLogo 34

Motif ID: UP00032
Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 17

Similarity score: 0.0545098
Alignment:

BDHDDADAGATAAGADHBDHVD

————— AAAGGTCAAAGGTCAAC
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Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

1.0
Y= '_—::“:6 - . _QA‘_“ . S
G 20

5 10 15

bits

WebLogad 4

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

0L+

e == o) i s T
5 10 15 20

it
=

0.0 =

Weblogod4

Motif ID: UP00067
Motif name: Lefl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2

Number of overlap: 16

Similarity score: 0.521114
Alignment:

VDDAGATCAAAGGKDDD-

-AAAGGTCAAAGGTCAAC

Original motif
Consensus sequence: DDDYCCTTTGATCTDDV

2.0

B Q?CITTNAICLH-

0.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

2.0

bits

— TC =] _{—":g_—A S

0.0
5 10 15

Wabiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BDDASATCAAAGGMDDD-
-GTTGACCTTTGACCTTT

Original motif

UP00083
Tcf712_primary
Mus musculus

Reverse Complement

Original Motif
Forward

2

16

0.527825

Consensus sequence: DDDYCCTTTGATSTDDV

2.0

| E‘?—QHT__,AIC;E -

Webriogo 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

2.0

A& Ic § ) =V

15
Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00054
Tcf7_primary
Mus musculus
Original Motif
Original Motif
Backward

2

16

0.531154
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Alignment:
-BHHASATCAAAGGAHHH
AAAGGTCAAAGGTCAAC-

Original motif
Consensus sequence: BHHASATCAAAGGAHHH

2.0

- = :$G$IQAAAAAA@ S

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHY

2.0

= :-:Eggﬂ,‘ _‘I?AIC;!_: —

0.0 —— e
15
Webiloga 3.4

Dataset #: 3 Motif ID: 85 Motif name: Nobox

Original motif
Consensus sequence: TAATTRSY

5

i

b

Waebiiaoa 38

Best Matches for Motif ID 85 (Highest to Lowest)

Motif ID: UP00181
Motif name: Barx1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif

Reverse complement motif
Consensus sequence: MSMAATTA

=0

EfﬁcgééTIA

K

L e e
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Backward
5

Direction:
Position number:
Number of overlap: 8
0

Similarity score:

Alignment:
MHRVYAATTRSYDHAW

-——-TAATTRSY----
Original motif
Consensus sequence: MHRVYAATTRSYDHAW

2.0

% ”:I TAATTA
= _At:C.:_ — -_=-Cr _ =

Reverse complement motif
Consensus sequence: WTHHMSKAATTMVKHY

TAATT :

F—
0.0

bits

Motif ID: UP00124
Motif name: Ipfl
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
5
8
0.000478222

Position number:
Number of overlap:
Similarity score:

Alignment:
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VVRBTAATTAGYHCAD
———-TAATTRSY-—--

Original motif
Consensus sequence: VVRBTAATTAGYHCAD

o
=1

——

0.0———

WabiLogad 4

Reverse complement motif
Consensus sequence: DTGHKCTAATTABMBB

2.0

T T,

0.0
15
WablLogo 34

bits

Motif ID: UP00166
Motif name: Barhl1
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 8

Similarity score: 0.00170663
Alignment:

HAHAACCAATTARBDH

———-MSMAATTA----

Original motif
Consensus sequence: HAHAACCAATTARBDH

Reverse complement motif
Consensus sequence: DDVKTAATTGGTTDTH
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2.0

LomlTh.

L1 X
15
Weblogad 4

Wablogo 3.4

Motif ID: UP00129
Motif name: Pou3fl
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 9
Number of overlap: 8
Similarity score: 0.00260091
Alignment:
DAVTTAATTAATTAVBD
———————— TAATTRSY-
Original motif Reverse complement motif
Consensus sequence: DVBTAATTAATTAABTH Consensus sequence: DAVTTAATTAATTAVBD
2.0 2.0
- IéA‘lAAIIQé_I QEIIQAITAAIIé .
L 5 1o 15 i 90 5 o 15 .
Motif ID: UP00200
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DVHAATTAATTAMYBBG
—————— TAATTRSY--—

Original motif

Consensus sequence: DVHAATTAATTAMYBBG

2.0

bits

e

Nkx6-1_2825.1
Mus musculus
Original Motif
Original Motif
Forward

7

8

0.00284029

ATIRRITA

15

Watiloga 3.4

Reverse complement motif

Consensus sequence: CBVMRTAATTAATTHBH

2.0

= -~ cl _A;l;l _ =
10

e =
15

Wabiogs 3.4

Dataset #: 3 Motif ID: 86

Original motif
Consensus sequence: KGTAAACA

Motif name: FOX03

Reverse complement motif
Consensus sequence: TGTTTACR
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Best Matches for Motif ID 86 (Highest to Lowest)

Motif ID: UP00025
Motif name: Foxkl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 8

Similarity score: 0

Alignment:

DDAATGTAAACAAAVVB

-——-KGTAAACA-----

Original motif
Consensus sequence: DDAATGTAAACAAAVVB

20

-ﬁa:u AAA:::AIAA 4 é% !

5
Webiiogo 3.4

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

)13

it
a

0.0

Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVVWTTGTTTAMATTWD
————— TGTTTACR-———

Original motif

UP00061

Foxl1_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

8

0.00864258

Consensus sequence: DWAATRTAAACAAWVVB

20

sol= "?“‘élT\IA__.s __g é@

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD

20

™
—p
>

| AGaxTx

0.0

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00039
Foxj3_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6
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Number of overlap: 8
Similarity score: 0.0124177

Alignment:
DVVTTTGTTTACDTHDH
————— TGTTTACR-—-——

Original motif
Consensus sequence: HDHADGTAAACAAAVVH

2.0

_ slAMAGha

0.0

bits

15
Webiiaga 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

2.0

%:_ I; A IIAQ“TT*

WebiLags 3.4

Motif ID: UP00073
Motif name: Foxa2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 8

Similarity score: 0.0130125
Alignment:

HHWAWGTAAAYAAAVDB

-———KGTAAACA-———-

Original motif

Reverse complement motif
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Consensus sequence: HHWAWGTAAAYAAAVDB

20

. {«%A?AIAA n g é% .

5

Webiiogo 3.4

Consensus sequence: BDVTTTKTTTACWTWHH

=

20

Motif ID: UP00041
Motif name: Foxjl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 8

Similarity score: 0.0166678
Alignment:

HDHRTAAACAAAHDDD

--KGTAAACA------—

Original motif
Consensus sequence: HDHRTAAACAAAHDDD

2.0

L (TAMOA.A

it
&

0.0-==

15
Weblogad 4

Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH

bits

20

0.0

00 II A TTAQ;I: e

Webiloga 3.4

]G] TTAG
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Dataset #: 3 Motif ID: 87 Motif name: SOX9

Original motif
Consensus sequence: DAACAATRG

Z2.0

WAAACéAIgﬁ

0.0

bits

Wiestilogo 3

Best Matches for Motif ID 87 (Highest to Lowest)

Motif ID: UP00034
Motif name: Sox7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 8

Number of overlap: 9

Similarity score: 0

Alignment:

HHBDHDDAACAATDRHHHHHBW

—————— DAACAATRG--———--

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

Reverse complement motif
Consensus sequence: CMATTGTTH

2.0

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH
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2.0

20

o= =——eae s 1 ¥ > ST SRS — ol = 1 Tl
5 10 15 20 e 5 10 15 20 T
Motif ID: UP00023
Motif name: Sox30_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5
Number of overlap: 9
Similarity score: 0.00334802
Alignment:
DHDBAACAATDRHHHH
---DAACAATRG----—
Original motif Reverse complement motif
Consensus sequence: DHDBAACAATDRHHHH Consensus sequence: HHHHMHATTGTTBDHD
2.0 2.0
o lE—— ,:__—_AQAA léfz::;- e P TQEATTA,TC-—‘:—- —
2 19 \:Eb,agu:]ﬂ 3 19 \Ifh,uguan
Motif ID: UP00064
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BWBHATTGTTBTHDHH
--CMATTGTTH-----

Original motif

Sox18_primary

Mus musculus
Reverse Complement
Original Motif
Backward

6

9

0.00846463

Consensus sequence: BWBHATTGTTBTHDHH

2,

bits

L1 X

f-A%ATTAI; -

10

15
Wabiogad 4

Reverse complement motif
Consensus sequence: HHDHABAACAATHBWY

20

+aloMT.

0.0
15
WabiLogo 34

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00051
Sox8_primary

Mus musculus
Reverse Complement
Original Motif
Backward

5

9
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Similarity score: 0.00854664

Alignment:
DDATBWATTGTTHHDDD
-——-CMATTGTTH----

Original motif
Consensus sequence: DDATBWATTGTTHHDDD

20

AAJZI;KINW“I:x][JLE?:.r*ﬁ

15

0.0 =

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DDDHDAACAATWBATDD

20

bits

L abeMTL .

Webiloga 3.4

Motif ID: UP00016
Motif name: Sry_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 9

Similarity score: 0.00857614
Alignment:

HHDHDRAACAATDDVHV

————— DAACAATRG—-—--

Original motif
Consensus sequence: HHDHDRAACAATDDVHV

Reverse complement motif
Consensus sequence: VHVHDATTGTTMHDDDH
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2.0

oM

Watiloga 3.4

2.0

1.0 n ‘ ‘ |
——— ——— =T —— ——
—_— — .
5 10

Wabiogs 3.4

bits

Dataset #: 4 Motif ID: 88 Motif name: ygCTyTTCsg

Original motif
Consensus sequence: HDCTYTTCGB

C =

Best Matches for Motif ID 88 (Highest to Lowest)

Motif ID: UP00100

Motif name: Gata6_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 4

Number of overlap: 10

Similarity score: 0

Alignment:

Reverse complement motif
Consensus sequence: BCGAAMAGHH

2.0
L
ool == =-

bitg

10
WabLoga 3 4
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DHDVDWGATAAGADDHV
-—---BCGAAMAGHH---

Original motif

Consensus sequence: DHDVDWGATAAGADDHYV

2.0

Reverse complement motif

Consensus sequence: VHDDTCTTATCWHBDHD

2.0

—

Webiloga 3.4

P = 3 é AAQé . ey gk =N _‘.‘—‘&__-__.lg . I_. =
5 10 15 Saaah 5 10 15
Motif ID: UP00080
Motif name: Gata5_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDHBKCTTATCAGDDDH
—-——-HDCTYTTCGB----

Original motif

Original Motif
Reverse Complement
Backward

5

10

0.00162374

Consensus sequence: HDDDCTGATAAGRVDDD

Reverse complement motif

Consensus sequence: DDHBKCTTATCAGDDDH
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2.0

A ks = ool == = A = -
10 15 Sitiah 5 10 15
Motif ID: UP00422
Motif name: Etv3
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2
Number of overlap: 10
Similarity score: 0.00476259
Alignment:
VBBHAYTTCCGGTHDH
-HDCTYTTCGB—-———-
Original motif Reverse complement motif
Consensus sequence: VBBHAYTTCCGGTHDH Consensus sequence: DHHACCGGAAKTHBBB
2.0 2.0
0.0 - AA?IT - _&:‘!\-:: = 0.0 —-—= -égc . AA_Al-— - =
5 10 Eﬂiqua‘ 5 10
Motif ID: UP00032
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDHDDADAGATAAGADHBDHVD

Original motif

Gata3_primary

Mus musculus
Reverse Complement
Original Motif
Forward

7

10

0.00596836

Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

)
EN0
00 :'_.?:._—;Ie_—_A_ A —.—._.QA‘_‘—';-_

o e

5 10

WabLogad 4

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

TCHRIVT -

=" S . “S—— -l -

0.0-l= — == s

5 10 ’ 15 20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00018
Irf4_primary

Mus musculus
Reverse Complement
Original Motif
Forward

5

10
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Similarity score: 0.00611579

Alignment:
VDDAYCGAAACYDVA
—-—-—-BCGAAMAGHH-
Original motif Reverse complement motif
Consensus sequence: VDDAYCGAAACYDVA Consensus sequence: TBDKGTTTCGMTDHV
0.0 :-L—m-Ié%g ¥ AAACQ’“‘ ‘:-TE\ 0.0 - _.’!‘_}'A—;-. ?ﬁlﬂ":—:;:‘a
Dataset #: 4 Motif ID: 89 Motif name: aaACAAAACaa
Original motif Reverse complement motif
Consensus sequence: AAACAAAACHV Consensus sequence: BHGTTTTGTTT

2.0

_ACAAAAC. . - _GITTIGT..

10
Webioga 3.4

bits

Weiloga 34

Best Matches for Motif ID 89 (Highest to Lowest)

Motif ID: UP00040

Motif name: Irf5_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
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Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDKGTTTCGKTWDDD
-BHGTTTTGTTT---

Original motif

Consensus sequence: DDDWAYCGAAACYDV

2.0

it
5

0.0

Reverse Complement
Backward

4

11

0

eé%,AQAC9Aﬁ

Webiloga 34

Reverse complement motif
Consensus sequence: BDKGTTTCGKTWDDD

2.0

gol=— TA-TITC ,_,el;g__

Wetilogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00039
Foxj3_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

3

11

0.00609972
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DVHWDTGTTWTGDTBDH
—-———-BHGTTTTGTTT--

Original motif
Consensus sequence: HDBAHCAWAACADWDVD

2.0

0.0 =
Wabiloga 3.4

Reverse complement motif
Consensus sequence: DVHWDTGTTWTGDTBDH

2.0

%1-0 T TT
" = 7-_'_=—x.'='=..__A_—-__.c-._I_ e E
5 10

15
Webiloga 3.4

Motif ID: UP00062
Motif name: Sox4_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 11

Similarity score: 0.00979154
Alignment:

HBDDDAACAAAGRVBHH

—-——-—-AAACAAAACHV--

Original motif
Consensus sequence: HBDDDAACAAAGRVBHH

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH
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2.0

2.0

bits

- = o=

YL

AAA:E:

Websiags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

uP00018

Irf4_primary

Mus musculus
Reverse Complement
Reverse Complement

WebiLags 1.4

- T e

wa:;_.g :u

Direction: Backward
Position number: 3
Number of overlap: 11
Similarity score: 0.0107372
Alignment:
TBDKGTTTCGMTDHV
--BHGTTTTGTTT--
Original motif Reverse complement motif
Consensus sequence: VDDAYCGAAACYDVA Consensus sequence: TBDKGTTTCGMTDHYV
2.0 2.0
- @AATG AAACQ#_ T P == A‘E‘IA*:-
15
Motif ID: UP00074
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Isgf3g_primary
Mus musculus

Motif name:

Species:

Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward

2
11
0.0120963

Position number:
Number of overlap:
Similarity score:
Reverse complement motif
Consensus sequence: TDAGTTTCGWTTKDV

Alignment:
VDRAAWCGAAACTDA
—-—--AAACAAAACHV-
2.0
oot & “::TITC e ‘?‘Ilg_—;
2 10 Wd.l_agl!sa.d

Original motif
Consensus sequence: VDRAAWCGAAACTDA

b ciAMer

Motif name: ymTACATAyw
Reverse complement motif
Consensus sequence: DBTATGTAHH

Dataset #: 4 Motif ID: 90

Original motif
Consensus sequence: HHTACATABD
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bits
5

- TACAT

Best Matches for Motif ID 90 (Highest to Lowest)

Wbl oga 3 4

Motif ID: UP00223
Motif name: Irx3_2226.1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 10

Similarity score: 0.0125176
Alignment:

DDDHTACATGTAVWDHD

--HHTACATABD-—-——--

Original motif
Consensus sequence: DDDHTACATGTAVWDHD

20

. . .

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DHDWBTACATGTAHDDD

20

o TAATUTa

Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDDHWACATGTWHDABW
-—-HHTACATABD—-—-—--——

Original motif

UP00250

Irx5

Mus musculus
Original Motif
Original Motif
Forward

3

10
0.0128452

Consensus sequence: DDDHWACATGTWHDABW

20

0T
ool === ;?_____ villy 15

e W L

Webiiogo 3.4

Reverse complement motif
Consensus sequence: WVTDHWACATGTWHDDD

20

S 17
_ s ATIWE, L LS W N =~

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00223
Irx3_0920.1
Mus musculus
Original Motif
Original Motif
Backward

6
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Number of overlap: 10
Similarity score: 0.0136843

Alignment:
DDDDTACATGTAVWWHD
-—-HHTACATABD-—-—-—--

Original motif
Consensus sequence: DDDDTACATGTAVWWHD

2.0

i . IA AI Iéﬂxe‘-_-A

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DDWWBTACATGTADDDD

2.0

o AT

0.0—=—= ==
15
WebiLags 3.4

Motif ID: UP00236
Motif name: Irx2

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 10

Similarity score: 0.0146278
Alignment:

WDDDTACATGTADDWBW

-—-HHTACATABD—-——-—--

Original motif

Reverse complement motif
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Consensus sequence: WDDDTACATGTADDWBW

20

o ThATUTa

Webiiogo 3.4

Consensus sequence: WVWDDTACATGTADDDW

20

. Tl

5
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HAHDTACATGTAVDWHT
--HHTACATABD—-—----

Original motif

UP00150

Irx6

Mus musculus
Original Motif
Original Motif
Forward

3

10
0.0149892

Consensus sequence: HAHDTACATGTAVDWHT

20

" THATCTs .«

Websiaga 3.4

Reverse complement motif
Consensus sequence: AHWDBTACATGTADHTH

2.0

. THATTA .

WekiLags 3.4
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Dataset #: 4 Motif ID: 91 Motif name: wtATTTTAww

Original motif Reverse complement motif
Consensus sequence: DHATTTTAWH Consensus sequence: HWTAAAATHD

2.0

T

0.0

Best Matches for Motif ID 91 (Highest to Lowest)

Motif ID: UP00121

Motif name: Hoxd10

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 6

Number of overlap: 10

Similarity score: 0

Alignment:

HDDDATTTTATTKVRDB

--DHATTTTAWH----—-

Original motif Reverse complement motif
Consensus sequence: VDKVYAATAAAATDDDH Consensus sequence: HDDDATTTTATTKVRDB
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2.0

. ca TAAA

0.0 —_——

15
Websiags 3.4

2.0

< TITTATTA e

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDHHTTTTATTKKHDD
-DHATTTTAWH--—---

Original motif

UP00180

Hoxd13

Mus musculus
Original Motif
Reverse Complement
Forward

2

10

0.000602623

Consensus sequence: HDHYYAATAAAAHHHH

2.0

 ocah MM

Weblagad 4

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD

20

MM

0.0 -
15
Weblogod 4

Motif ID:

UP00134
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VDHWTTTTATTGGDKB
-DHATTTTAWH-—-—-—--

Original motif

Hoxb13

Mus musculus
Original Motif
Reverse Complement
Backward

6

10

0.00330603

Consensus sequence: VRHCCAATAAAAWHHY

2.0

Wabiogad 4

Reverse complement motif
Consensus sequence: VDHWTTTTATTGGDKB

20

mﬂ¢1TIIATIA$ o

0.0
15
WabiLogo 34

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UuP00207

Hoxb9

Mus musculus
Reverse Complement
Original Motif
Forward

6

10
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Similarity score:
Alignment:

VRRGCMATAAAAHHHD
————— HWTAAAATHD-

Original motif

0.0112406

Consensus sequence: VRRGCMATAAAAHHHD

20

0.0—===

E1AﬁnﬁggAT$AATAI%

Mugad

Reverse complement motif
Consensus sequence: HDHHTTTTATRGCKMV

2.0

" TTTIAT A

'l‘\rquga

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DCGGYCATWAAAWTADW
————— HWTAAAATHD--

Original motif

UP00213

Hoxa9

Mus musculus
Reverse Complement
Original Motif
Forward

6

10

0.0133155

Consensus sequence: DCGGYCATWAAAWTADW

Reverse complement motif
Consensus sequence: WDTAWTTTWATGKCCGD
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2.0

ﬁ:ﬂgﬁ¢%gAI$AAAIIﬁTI

Watiloga 3.4

2.0

Dataset #: 4 Motif ID: 92 Motif name: cgAKGyCAcg

Original motif
Consensus sequence: CGAGGYCACV

2.0

5 10
Wbl ogo 3 4

Best Matches for Motif ID 92 (Highest to Lowest)

Motif ID: UP00048
Motif name: Rara

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 10

Similarity score: 0

Alignment:

Reverse complement motif
Consensus sequence: VGTGMCCTCG

2.0

bitg

-

0.0

WabLoga 3 4
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DHBHAAAGGTCACVHD
—-—-——-CGAGGYCACV--

Original motif

Consensus sequence: DHBHAAAGGTCACVHD

 AMAUGIVA.

2.0

bits
5

0.0

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HHVGTGACCTTTDVDD

2.0

-t
E1.0
——a
—

—C= -

5 10 15
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDBCAAGGTCAHVBDH
-——-CGAGGYCACV---

Original motif

UuP00079

Esrra_primary
Mus musculus
Original Motif
Original Motif
Backward

4

10
0.000849165

Consensus sequence: DHDBCAAGGTCAHVBDH

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD
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A yF X A A<= =
15
Wabilags 3.4

2.0
- = — S, = = ‘e’CA‘E;
5 10 15 Sitiah 5 10
Motif ID: UP00009
Motif name: Nr2f2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
3
10
0.00374211

Position number:
Number of overlap:
Similarity score:

Alignment:
DHBHAAAGGTCAHVHB

—-—-—-CGAGGYCACV--

Original motif
Consensus sequence: DHBHAAAGGTCAHVHB

2.0
a.0 —_— = A _TCA=_: —
? W Wertog03 &
UP00053

Reverse complement motif
Consensus sequence: BHVDTGACCTTTDVDD

20
B 2 4, Ac CCl s
? 1o Westagaas

1.0

bits

0.0
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBHBDTGACCCCDHVHB
-—-VGTGMCCTCG—--—--

Original motif

Rxra_primary
Mus musculus

Reverse Complement

Original Motif
Backward

5

10
0.00411192

Consensus sequence: DBHBDTGACCCCDHVHB

2.0

e

o
E1.0
o -
10

Watiloga 3.4

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD

2.0

w ( :
N — A
S P-4 la = ol i
5

0.0 L = —
10 15
Webilaga 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00009
Nr2f2_secondary
Mus musculus
Original Motif
Original Motif
Backward

3

10
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Similarity score: 0.00498268

Alignment:
VBVBCSGGGTCAVBBH
—-———CGAGGYCACV--

Original motif

Consensus sequence: VBVBCSGGGTCAVBBH

20

e e — e, B e —

Weblogad 4

Reverse complement motif
Consensus sequence: HVBVTGACCCSGBVBV

2.0

1.0 ‘ ‘
= _=_‘|:= e W -r. Q-:_' = ———-"I"‘- —
5 10 15

bits

00—
Weblogodd

Dataset #: 4 Motif ID: 93 Motif name: cmCARCACTwr

Original motif
Consensus sequence: BHCAGCACTHYV

. (ACACT

Best Matches for Motif ID 93 (Highest to Lowest)

10
Weiloga 34

Motif ID: UP00095

Motif name: Zfp691_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement

Reverse complement motif
Consensus sequence: VHAGTGCTGHB

2.0

o0
Webioga 3.4
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Matching format of second motif: Original Motif

Direction: Forward
Position number: 4
Number of overlap: 11
Similarity score: 0
Alignment:

BDHVCAGTGCTCMBHDD

—-——VHAGTGCTGHB---

Original motif
Consensus sequence: BDHVCAGTGCTCMBHDD

2.0

bits

Reverse complement motif
Consensus sequence: DDHBYGAGCACTGBHHB

2.0

A T
oo l=_ P Ce - __ ol = =S A ==
% 10 15 Wabhilaga 3.4 % 10 8 Webiloga 3.4

Motif ID: UP00057
Motif name: Zic2_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2
Number of overlap: 11
Similarity score: 0.0156406
Alignment:
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HHDCVCAGCAKGVVD
—-—--BHCAGCACTHV-

Original motif
Consensus sequence: HHDCVCAGCAKGVVD

2.0

o0 (AGGagh

15
Webiloga 34

Reverse complement motif
Consensus sequence: DVBCYTGCTGBGDDD

2.0
m C C |
; I
- ,__g =-p. o 5 i -
5 10

oo =

Wetilogo 3.4

Motif ID: UP00102
Motif name: Zicl_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 11

Similarity score: 0.0168051
Alignment:

BHDCVCAGCAGGHVD

—-——-BHCAGCACTHV-

Original motif
Consensus sequence: BHDCVCAGCAGGHVD

Reverse complement motif
Consensus sequence: DVHCCTGCTGBGDDB
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2.0

=W ___ -W_ e . = sy
. =T - _.ﬁ.-r.;a..T_- = _: - == : = e
Motif ID: UP00185
Motif name: Pbx1
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BVDWHWTTGATGRKTKH
-—--VHAGTGCTGHB---

Original motif

Consensus sequence: HYAYMCATCAAWHWDVV

2.0

Reverse Complement
Reverse Complement
Backward

4

11

0.017137

Reverse complement motif
Consensus sequence: BVDWHWTTGATGRKTKH

bits

—
- e

2.0
$AI- Al% ';!:'enlﬁ ’
10 15

0.0

15

Webiiaga 3.4 WebiLags 3.4

Motif ID:

UP00231
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVDTKTCAAGTGGKBDH
—————— VHAGTGCTGHB

Original motif

Nkx2-2

Mus musculus
Reverse Complement
Reverse Complement
Forward

7

11

0.0178374

Consensus sequence: HDVRCCACTTGARADBD

2.0

bits

Al _ .

0.0
10

S QGA N Ié—-—

Watiloga 3.4

Reverse complement motif
Consensus sequence: DVDTKTCAAGTGGKBDH

2.0

o
£1.0
e
. 1xl TC Pl X
5 10

15

0.0 =
Wabiogs 3.4

Dataset #: 4

Original motif

Consensus sequence: HVTCACAAYD

Motif ID: 94

Motif name: yrTCWCAAyr

Reverse complement motif
Consensus sequence: HKTTGTGABH
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Best Matches for Motif ID 94 (Highest to Lowest)

Motif ID: UP00004

Motif name: Sox14_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5

Number of overlap: 10

Similarity score: 0.00180568
Alignment:

BBDCMATTGTSTBRB

—-———-HKTTGTGABH-

Original motif
Consensus sequence: BKBASACAATRGHBB

2.0

T aMhr

0.0

bits

15
Webiloga 34

2.0

10
Wb aga 3 4

0.0

Reverse complement motif
Consensus sequence: BBDCMATTGTSTBRB

2.0

B Qﬁgéﬂ.;]:«,zlém

Weblogo a4

bits
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15
Weblogo a4

Motif ID: UP00041

Motif name: Foxjl_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 5

Number of overlap: 10

Similarity score: 0.00349348

Alignment:

HBVBCAYAACAABVH

-HVTCACAAYD——--

Original motif Reverse complement motif

Consensus sequence: HBVBCAYAACAABVH Consensus sequence: DBBTTGTTKTGVVVH
N S ﬁIEAgAéQA‘_}_ e ool ;El:-;IIAl?él_— S

Motif ID: UP00062

Motif name: Sox4_primary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Reverse Complement
Reverse Complement
Forward

6
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Number of overlap:
Similarity score:

Alignment:

HHBBMCTTTGTTHDDBH
————— HKTTGTGABH--

Original motif

10
0.00703247

Consensus sequence: HBDDDAACAAAGRVBHH

2.0

: A

P ==

bits

AAA::’:

5

5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

el

0.0 1= — i
15

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HBDTAATTGTTABBV
-———-HKTTGTGABH-

Original motif

UP00069

Sox1_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

5

10

0.00766951

Reverse complement motif
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Consensus sequence: HBDTAATTGTTABBV

2.0

bits

0.0

| T.aTTGlra

15

Webiloga 34

Consensus sequence: VBVTAACAATTADVD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHBTMCTTTGTTMDDVH
————— HKTTGTGABH--

Original motif

UP00030

Sox11_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

10

0.00853696

Consensus sequence: HBDDRAACAAAGRABHH

20

bits

0.0l=— o

10 A
re=15.3 $A£_\_é ,
10 1

Websiaga 3.4

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

2.0

:
H
<O
>—]

-
- =T K =

WekiLags 3.4
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Dataset #: 4 Motif ID: 95 Motif name: rmATGCTAww

Original motif Reverse complement motif
Consensus sequence: DHATGCTADH Consensus sequence: HDTAGCATHD
2.0 2.0
0o ] s 10 0o 5 10

WL ogo 3 S WL ogo 3 @

Best Matches for Motif ID 95 (Highest to Lowest)

Motif ID: UP00035

Motif name: Hicl_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 6

Number of overlap: 10

Similarity score: 0.000392414

Alignment:

DDBHGGTTGGCATVBD

————— HDTAGCATHD-

Original motif Reverse complement motif
Consensus sequence: DBBATGCCAACCHVHH Consensus sequence: DDBHGGTTGGCATVBD
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2.0

bits

0.0

20

alUWACe ol [UUAz

]

Weblogad 4 Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDBHACATCCTAKWDV
—-——--DHATGCTADH--

Original motif

Consensus sequence: DDBHACATCCTAKWDV

(1

= .‘éﬂ:gilgji nﬁ;{g;éiig;].l\ ll-[.

2.0

N AqAI

0.0 e —

UP00038

Spdef_secondary
Mus musculus
Original Motif
Original Motif
Backward

3

10

0.00185687

Reverse complement motif
Consensus sequence: VDWYTAGGATGTHVDH

20

—_— a.

oY= i &L W = —a pe_
5

140 15
Weblagad 4 Weblogod 4

Motif ID:

UP00528
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Motif name:

Foxm1_secondary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 8

Number of overlap: 10

Similarity score: 0.00415297
Alignment:

MWSMBAARRATGCDCABHATGD

Original motif Reverse complement motif
Consensus sequence: MWSMBAARRATGCDCABHATGD Consensus sequence: DCATDBTGHGCATKMTTBRSWR

2.0 20

=T =3 AA A 1LYV=CA ATG cAT ISeh CA cgl

== 0.0
10 15 20 5
WabLogod 4 Weblagod4

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00191

Pou2f2

Mus musculus
Original Motif
Original Motif
Forward

3

10
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Similarity score: 0.00662149

Alignment:
BHDTATGCAAATDHDV
—--DHATGCTADH----

Original motif
Consensus sequence: BHDTATGCAAATDHDV

20

“ TATOMAT

0.0

15
Weblogad 4

Reverse complement motif
Consensus sequence: BHHDATTTGCATAHHV

2

21

“:_$IﬁATIIAQATA—w

0.0

Weblogodd

Motif ID: UP00179
Motif name: Pou2f3
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 10

Similarity score: 0.00719542
Alignment:

BHDTATGCAAATBHDV

--DHATGCTADH----

Original motif
Consensus sequence: BHDTATGCAAATBHDV

Reverse complement motif
Consensus sequence: BHHVATTTGCATAHHV
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2.0

L TTCOMAT

0.0

Wabiogad 4

2.

0.0
15
WabiLogo 34

Dataset #: 4 Motif ID: 96 Motif name: mdAAcCAACG
Original motif

Consensus sequence: VDAACCAACG

2.0

1 _AA<CAAcs

Wabloga 3 4

Best Matches for Motif ID 96 (Highest to Lowest)

Motif ID: UP00227
Motif name: Duxl
Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward
Position number: 4

Number of overlap: 10
Similarity score: 0.00355394

Alignment:

Reverse complement motif
Consensus sequence: CGTTGGTTDB

2.0
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VHVVGTTGATTGGGTMK
-—-CGTTGGTTDB----

Original motif
Consensus sequence: YRACCCAATCAACVVHV

2.0

ﬁigaAQ?g N W_Ag

15
Wabiloga 3.4

Reverse complement motif
Consensus sequence: VHVVGTTGATTGGGTMK

2.0

_ . =1 W Aé"—alxﬂ
15

opl——== =
5 10

Webiloga 3.4

Motif ID: UP00030
Motif name: Sox11_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 10

Similarity score: 0.00855132
Alignment:

HBDDRAACAAAGRABHH

--VDAACCAACG-—----

Original motif
Consensus sequence: HBDDRAACAAAGRABHH

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH
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2.0

bits

2.0

bits

0.0

aol=——

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HAMAAHCAATTAABHH
-VDAACCAACG

Original motif

Consensus sequence: HAMAAHCAATTAABHH

2.0

uP00145

Barhl2

Mus musculus
Original Motif
Original Motif
Forward

2

10
0.0107325

Reverse complement motif
Consensus sequence: HHBTTAATTGDTTYTH

15
Weblagad 4

Motif ID:

UP00062
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Motif name: Sox4_primary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 10

Similarity score: 0.0110249
Alignment:

HBDDDAACAAAGRVBHH

--VDAACCAACG-—-—---

Original motif
Consensus sequence: HBDDDAACAAAGRVBHH

2.0

= —"‘--F‘_‘HA e AA&& .

0.0 =5
5 15

bits

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

- {1 1)

0.0 ===
15

Wabiogs 3.4

Motif ID: UP00037

Motif name: Zfp105_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 10
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Similarity score: 0.0135248

Alignment:
HHHTTRTTDTTTKDH
—-———-CGTTGGTTDB-

Original motif
Consensus sequence: HDYAAAHAAMAADHD

2.0

nféAéfAAEAé e

00— . T

bits

-
5
Webiloga 34

Reverse complement motif
Consensus sequence: HHHTTRTTDTTTKDH

2.0

i M | P

00—
5 10 15
Webiloga 34

bits

Dataset #: 4 Motif ID: 97 Motif name: sgArGCCACg

Original motif
Consensus sequence: SGARGCCACG

2.0
1.0 H
b —
ag———= =" .
5

Best Matches for Motif ID 97 (Highest to Lowest)

bits

10
WL g 3

Motif ID: UP00527

Motif name: Foxn4_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement

Reverse complement motif
Consensus sequence: CGTGGCKTCS

2.0
£
10
C\A
g —=—="= ——
5
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Matching format of second motif: Original Motif

Direction: Backward
Position number: 7
Number of overlap: 10
Similarity score: 0
Alignment:

DBBVDDDRTRGCGTCBBYTHGA

—————— CGTGGCKTCS—————~

Original motif
Consensus sequence: DBBVDDDRTRGCGTCBBYTHGA

2.0

Reverse complement motif
Consensus sequence: TCDAMVBGACGCMAKDDDVBBD

20

it
p=

—ta———

20

=G _aa _VINVY QAEN - ]

WablLogo 34

e e e e V1§ e X2 B
: e 5 D 5 e
Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 4
Number of overlap: 10
Similarity score: 0.016953

Alignment:
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BDDHVDKGCCACCCVCGCTDBVH
~--SGARGCCACG-—-——--—=--=

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

o B e e E e
5 0 18 2 WebiLogn 34

Motif ID: UP00035
Motif name: Hicl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2
Number of overlap: 10
Similarity score: 0.0201376
Alignment:
DBBATGCCAACCHVHH
-SGARGCCACG-----

Original motif
Consensus sequence: DBBATGCCAACCHVHH

Reverse complement motif
Consensus sequence: DDBHGGTTGGCATVBD
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2.0

bits

0.0

* alWALe

|
5

15
Weblogad 4

20

5 140 15
Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBBDVVRGACCACCCAVGABBAB
-—-—-SGARGCCACG-=———————-

Original motif

UP00538

Glil_v015681_primary
Mus musculus

Original Motif

Original Motif
Backward

10

10

0.0208219

Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

= _,_AA A A_f_\A

0.0 === == e ¥ T

5 10 15

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

10

bits

==

20

1 - lg__.;,_:r T .c[.g-:.—h_.

10
WebbLaga 34

Motif ID:

UP00540
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
ABBBBVVRGACCACCCACRDBBM

Original motif

Consensus sequence: ABBBBVVRGACCACCCACRDBBM

2.0

bits

=

- A

Gli3_v015681_primary
Mus musculus

Original Motif

Original Motif

Forward

6

10

0.0214164

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

=& = =

0.0

5 20

WebiLog 34 Weblagn 3.4

Dataset #: 4 Motif ID: 98

Original motif
Consensus sequence: HBCCCCACMTGCMHV

Motif name: myyCCCACMTGCmyr

Reverse complement motif
Consensus sequence: VDRGCAYGTGGGGVD
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Best Matches for Motif ID 98 (Highest to Lowest)
Motif ID: UP00060
Motif name: Max_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1
Number of overlap: 15
Similarity score: 0.0181868
Alignment:
DDASCACGTGBTBVDD
VDRGCAYGTGGGGVD-
Original motif Reverse complement motif
Consensus sequence: DDASCACGTGBTBVDD Consensus sequence: HHVBABCACGTGSTHD

it
5

- é?CAQAT__ ___:!._ m e g == é_. .CAQAT . ?I-E )

0.0
15

Weblogad 4 Weblogodd
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
RDHDBVDTCACGTGASBHVHDH
—-——--VDRGCAYGTGGGGVD—---

Original motif

UP00050

Bhlhb2_primary

Mus musculus
Reverse Complement
Original Motif
Backward

4

15

0.0230607

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

20

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

i A

0.0 = By =i = — 0 - (.-':-“ =
5 10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00046
Tcfe2a_primary

Mus musculus
Original Motif
Reverse Complement
Backward

2
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Number of overlap: 15
Similarity score: 0.0256209

Alignment:
DHDBHGCACCTGBDDVB
-HBCCCCACMTGCMHV-

Original motif
Consensus sequence: VBHHVCAGGTGCDVDHD

2.0

0.0 —=

Reverse complement motif

Consensus sequence

2.0

: DHDBHGCACCTGBDDV

B

C : L]
S —— ] —
10 15

Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 15

Similarity score: 0.0266663
Alignment:

BADHBDHCGCCCMCGCAHHDBBV
—-—-——-HBCCCCACMTGCMHV—-—---

Original motif

Reverse complement motif
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Consensus sequence: BADHBDHCGCCCMCGCAHHDBBV

20

it
P

A _C

e

= AT =

Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

WA

15

= . = = __‘_‘“IAQ - AL gé-;—. e I -
2 5 10 15 X

WesLogo 34 Weblaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBYVVCAGCTGCBVHHD
HBCCCCACMTGCMHV--

Original motif

Consensus sequence: BBYVVCAGCTGCBVHHD

20

0.0

UP00099
Ascl2_primary
Mus musculus
Original Motif
Original Motif
Backward

3

15

0.0272039

Reverse complement motif
Consensus sequence: HHDVVGCAGCTGVBKVB

2.0

Websiaga 3.4

oy w
£ 1.0 A C ‘ £1.0 C ‘
— = 4 W [ = AN : o = i = e M= - N
5 10 15 : 10 15

WekiLags 3.4
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Dataset #: 4 Motif ID: 99 Motif name: graGGGGGArr

Original motif
Consensus sequence: DVAGGGGGADD

2.0

bits

AN
-

0.0

| —

L_|

5 10
Webiioga 34

Best Matches for Motif ID 99 (Highest to Lowest)

Motif ID: UP00022

Motif name: Zfp740_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4

Number of overlap: 11

Similarity score: 0.00603636
Alignment:

BHHDYGGGGGGGGBVD

—-—-DVAGGGGGADD---

Original motif
Consensus sequence: HVBCCCCCCCCMHHHB

Reverse complement motif
Consensus sequence: HDTCCCCCTVH

< T0CCC.

Wabhiaga 34

bits
@

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD
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2.0

elllle..

0.0

20

= 0.0

15
Weblogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BVVHAGGGGGCGRDHHB
--DVAGGGGGADD—---

Original motif

Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

0.0

UP00002
Sp4_primary

Mus musculus
Original Motif
Reverse Complement
Backward

5

11

0.0076747

Reverse complement motif

2.0

bits

Consensus sequence: BVWHAGGGGGCGRDHHB

A.ﬂ_-.T_...._ — = T..—E.. SR

Webiiaga 3.4

WebiLags 3.4

Motif ID:

uP00047
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDVCCCCCCHAAWHB
—-HDTCCCCCTVH---

Original motif

Zbtb7b_primary

Mus musculus
Reverse Complement
Original Motif
Forward

2

11

0.00819591

Consensus sequence: DDVCCCCCCHAAWHB

2.0

e T

0.0

QCCCCCI-&A%-

10 15
WetiLoga 34

Reverse complement motif
Consensus sequence: VHWTTHGGGGGGVDD

bits

2.0

a.0

e (-‘ﬁAI

e

b AD i - —

5

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00007
Egrl_secondary
Mus musculus
Original Motif
Original Motif
Forward

4

11
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Similarity score: 0.00976403

Alignment:
BBHBGAGTGGGAHHDB
—-—-—-DVAGGGGGADD--

Original motif
Consensus sequence: BBHBGAGTGGGAHHDB

20

>
—_
>

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV

2.0

bits

+rolealc

ool = e A e -
Motif ID: UP00021
Motif name: Zfp281_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 11
Similarity score: 0.0106708
Alignment:
DKKWDACCCCCAHTDDV
-—-—-HDTCCCCCTVH---

Original motif
Consensus sequence: DKKWDACCCCCAHTDDV

Reverse complement motif
Consensus sequence: VDDAHTGGGGGTHWYYD
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2.0

Watiloga 3.4

2.0

—_— . e = _ . . v — TS

Dataset #: 4

Original motif

Consensus sequence: DHTAATAADD

2.0

Motif ID: 100

Motif name: wwTAATAAwWW

10
Wabloga 3 4

Best Matches for Motif ID 100 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UP00202

DIx1

Mus musculus
Original Motif
Original Motif
Forward

5

10

0

Reverse complement motif
Consensus sequence: DDTTATTAHD

2.0

WabLoga 3 4
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Reverse complement motif
Consensus sequence: MDTAATTAHMBCHB

BHGVRDTAATTADY
—-—-—-DHTAATAADD
Original motif
Consensus sequence: BHGVRDTAATTADY
20 20
0o E= e IAA”AE it fE_IAATTA%IQA
5 1o g 5 o S
Motif ID: UP00254
Motif name: Pou2f1
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif Reverse Complement
Direction: Backward
5
10
0.00229164

Position number:
Number of overlap:
Similarity score:

Alignment:
WABKTAATTAHKHHHD

—-DDTTATTAHD-—--

Original motif
Consensus sequence: DHDHRHTAATTARBTW

Reverse complement motif
Consensus sequence: WABKTAATTAHKHHHD
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2.0

0.0

20

210 ‘A ‘ |
.- A LI . =
* 5 10

15
Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BHDDDGTAATTAHHDT
—-——-DHTAATAADD--

Original motif

UP00242
Hoxc8

Mus musculus
Original Motif
Original Motif
Backward

3

10
0.00454573

Consensus sequence: BHDDDGTAATTAHHDT

2.0

it
&

0.0

UM

Weblagad 4

Reverse complement motif
Consensus sequence: AHDHTAATTACHHHHV

I,

Weblogod 4

Motif ID:

UP00164
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVHDDTAATTAHTDDBC
-—-—-DDTTATTAHD----

Original motif

Hoxa7_2668.2

Mus musculus
Reverse Complement
Original Motif
Backward

5

10

0.00628744

Consensus sequence: VVHDDTAATTAHTDDBC

2.0

=== e . my = K
5 10

Reverse complement motif
Consensus sequence: GBDDAHTAATTADHHVV

2.0

w
" TAA ‘ \ A
= = -l EE Y — -_—
10 15

Wabiogs 3.4

— — i
WataLo, a4 ! 2
Motif ID: UP00188
Motif name: Lmx1la
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Reverse Complement
Reverse Complement
Forward

5

10
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Similarity score: 0.00687588

Alignment:
BDWWWTTAATTAAHHVG
-——-DDTTATTAHD---

Original motif Reverse complement motif

Consensus sequence: CVHHTTAATTAAWWWHB Consensus sequence: BDWWWTTAATTAAHHVG

20

IAAATTAATTAA"_Dﬁ

15
Webiloga 3.4

20

EIHﬁHAQTAATTAAAAA

Webiiogo 3.4

bits

Dataset #: 4 Motif ID: 101  Motif name: csCACCCCgg

Original motif Reverse complement motif

Consensus sequence: HVCACCCCBB Consensus sequence: BBGGGGTGVD
CACCCC - . — B4 C:I i

Best Matches for Motif ID 101 (Highest to Lowest)

Motif ID: UP00043

Motif name: Bcl6b_secondary

Species: Mus musculus

Matching format of first motif: Original Motif
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Matching format of second motif: Original Motif

Direction: Backward
Position number: 4
Number of overlap: 10
Similarity score: 0
Alignment:

HBBBCCGCCCCWHHHV

-—-—-HVCACCCCBB---

Original motif
Consensus sequence: HBBBCCGCCCCWHHHV

2.0

" ee.000c,

15
WabiLogad 4

0.0

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH

2.0

Motif ID: UP00033

Motif name: Zfp410_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 10

Similarity score: 0.00537553
Alignment:
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HHHHDGGGGCGGDBHDV
-—--BBGGGGTGVD—-—---

Original motif

Consensus sequence: BHHBHCCGCCCCDHHHH

2.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

2.0

aod= .

e . OO
10

=
5

15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BHHDYGGGGGGGGBVD
~--BBGGGGTGVD---

Original motif

UuP00022

Zfp740_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

10

0.00656484

Consensus sequence: HVBCCCCCCCCMHHHB

Reverse complement motif
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2.0

elllle..

0.0

20

— 0.0 = =

15
Weblogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VHWTTHGGGGGGVDD
-——-BBGGGGTGVD-

Original motif

Consensus sequence: DDVCCCCCCHAAWHB

e, T e W

S0 e o0

uP00047

Zbtb7b_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

10

0.007042

Reverse complement motif
Consensus sequence: VHWTTHGGGGGGVDD

20

bits

=

e I T M
5

10

Motif ID:

UP00022
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Motif name: Zfp740_secondary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5

Number of overlap: 10

Similarity score: 0.00824602
Alignment:

HVKDCCGGGGGGWADDD

----BBGGGGTGVD---

Original motif
Consensus sequence: DDDTWCCCCCCGGDRVH

2.0

P —— = —?—IIQGCCCC?-;_ f-e —

15
Watiloga 3.4

Reverse complement motif
Consensus sequence: HVKDCCGGGGGGWADDD

2.0

bits

— EEEQ?Q: VYA .
5 10 15

0.0

Wabiogs 3.4

Dataset #: 4 Motif ID: 102 Motif name: ssCkGGYCCCsg

Original motif
Consensus sequence: BBCKGGCCCCVV

Reverse complement motif
Consensus sequence: VVGGGGCCRGBB
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5

Wetiloga 34

Best Matches for Motif ID 102 (Highest to Lowest)

Motif ID: UP00033

Motif name: Zfp410_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 12

Similarity score: 0.0169484

Alignment:

HHHHDGGGGCGGDBHDV

-—--VVGGGGCCRGBB--

Original motif
Consensus sequence: BHHBHCCGCCCCDHHHH

20

0.0

2.0

bits
5

0.0

CECACQé_ L

Wetiloga 34

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

20

Page 431 of 540


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=033

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHHWGGGGCGGBRBVH
—-——-VVGGGGCCRGBB-

uP00043

Bcl6b_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

2

12

0.0175288

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH

Original motif
Consensus sequence: HBBBCCGCCCCWHHHV

o - ; g—e‘_-'xg -1.:] CI = L oo l= e %&f.——fz?%%&_ - -
Motif ID: UP00002
Motif name: Sp4_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Reverse Complement
Forward

5
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Number of overlap:
Similarity score:

Alignment:
BVVHAGGGGGCGRDHHB
-——-VVGGGGCCRGBB-

Original motif

12
0.0227378

Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB

2.0

bits

0.0 1=
WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBBDYTGGCGCCKWDBD
-—-BBCKGGCCCCVV---

Original motif

UP00003

E2F3_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

3

12

0.0249423

Reverse complement motif
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Consensus sequence: HBHWYGGCGCCAMDVBB

20

o0,

Consensus sequence: BBBDYTGGCGCCKWDBD

20

o

—
< >
D
<D

>

>

82 5 MY 3 e e e = %
Motif ID: UP00088
Motif name: Plagll_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4
Number of overlap: 12
Similarity score: 0.0253681
Alignment:
BHDGGGGSSCCCCBVV
-BBCKGGCCCCVV---

Original motif
Consensus sequence: BHDGGGGSSCCCCBVV

2.0

i
R
D
0
0
< >
“C D
M)

0.0—== —

Reverse complement motif
Consensus sequence: VBVGGGGSSCCCCHHV

20

o)
0
T )

0.0 ==
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Dataset #: 4 Motif ID: 103  Motif name: csCCaGCTCCCgs

Original motif Reverse complement motif
Consensus sequence: BBCCAGCTCCCVB Consensus sequence: BVGGGAGCTGGBB
2.0 2.0

0.0 =

CTCC - .-:::;:Qé_ CTC.-;,- =

e 0.0 = ——
10

Cuv.
_-_2-3

Wablogod s Wablogod s

Best Matches for Motif ID 103 (Highest to Lowest)

Motif ID: UP00099

Motif name: Ascl2_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position humber: 3

Number of overlap: 13

Similarity score: 0.0202226

Alignment:

BBYVVCAGCTGCBVHHD

--BBCCAGCTCCCVB--

Original motif Reverse complement motif
Consensus sequence: BBYVVCAGCTGCBVHHD Consensus sequence: HHDVVGCAGCTGVBKVB
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2.0

ﬁ”_gﬂACAQQTQLE_-

0.0
15
Websiags 3.4

8
£1.0 :
= -t — A=< = B = =
5 10

2.0

0.0

Motif ID: UP00021
Motif name: Zfp281_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 13

Similarity score: 0.0208734
Alignment:

DBCCCCCCCCCCMYC

-BBCCAGCTCCCVB-

Original motif
Consensus sequence: DBCCCCCCCCCCMYC

2.0

L alelllLs

Webilaga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

20

Motif ID: UP00081
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Mybl1_secondary
Mus musculus

Reverse Complement

Motif name:
Species:

Matching format of first motif:

Matching format of second motif: Reverse Complement

Direction: Backward
2
13
0.0210344

Position number:
Number of overlap:
Similarity score:

Alignment:
BHCGGCAGTTGGBEB

-BVGGGAGCTGGBB-
Original motif
Consensus sequence: BBVCCAACTGCCGHB

2.0

- nggAACIWEQA

15
WetiLoga 34

0.0

upP00043

Reverse complement motif
Consensus sequence: BHCGGCAGTTGGBBB

2.0

1.0 C E ‘
e g W _— — ‘ P
5 10 18
Wetiloga A4

bits

a.0

Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:

Bcl6b_secondary

Mus musculus
Reverse Complement

Reverse Complement
Forward

3
13
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Similarity score:
Alignment:
BHHHWGGGGCGGBBVH
--BVGGGAGCTGGBB-

Original motif

0.0215827

Consensus sequence: HBBBCCGCCCCWHHHV

20

0.0

" ¢c.cCCc,

15
Weblogad 4

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH

2.0

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHHDGGGGCGGDBHDV
-—-BVGGGAGCTGGBB--

Original motif

UP00033

Zfp410_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

3

13

0.0226705

Consensus sequence: BHHBHCCGCCCCDHHHH

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV
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2.0 2.0

"1 _ ccallee "1 _GGGGCGG

= —_— i = - === == L —_—— = —

- — = 0.0= ..
5

ul-l]l

10 15
Wabiogs 3.4

Dataset #: 4 Motif ID: 104 Motif name: cgCCCwGGScsg
Original motif Reverse complement motif
Consensus sequence: VDCCCWGGGCBB Consensus sequence: BBGCCCWGGGHV
2.0 2.0
o e CCC‘E‘C:CQ —— ool = Cgcc‘—- =
3 10 WebiLoga 3.4 = Ll WebiLoga 3.4
Best Matches for Motif ID 104 (Highest to Lowest)
Motif ID: UP00057
Motif name: Zic2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2
Number of overlap: 12
Similarity score: 0.0278909
Alignment:
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BMCCCCCGGGGGGGB
--VDCCCWGGGCBB-

Original motif
Consensus sequence: BMCCCCCGGGGGGGB
2.0

@
=1

0.

CS_N_ =——=_W 8 B - =—— _

1 cclec

10

15
Webiloga 34

Reverse complement motif
Consensus sequence: VCCCCCCCGGGGGRB

2.0

bits

= = & o
10 15
WebiLoga 34

ool

GQQQQCQ

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BMCCCCCGGGGGGGB
--VDCCCWGGGCBB-

Original motif
Consensus sequence: BMCCCCCGGGGGGGB

UP00006

Zic3_primary
Mus musculus
Original Motif
Original Motif
Backward

2

12
0.0289126

Reverse complement motif
Consensus sequence: VCCCCCCCGGGGGRB
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2.0

- ccCCC

2
=10

cCCQCC

15
Websloge 34

- _,__._I":‘_::_TII = ool A‘;ETII —_
Motif ID: UP00102

Motif name: Zicl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 12

Similarity score: 0.029683

Alignment:

BHCCCCCGGGGGGG

--VDCCCWGGGCBB

Original motif
Consensus sequence: BHCCCCCGGGGGGG

CeCCo. GUGGG..

—

bits
B

Wehilogo 3.4

Reverse complement motif
Consensus sequence: CCCCCCCGGGGGHB

2.0

" ecCClCe ClGE

o= = g

:
a

Webiogo 3.4

Motif ID: UP00028
Motif name: Tcfap2e_primary
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Mus musculus
Reverse Complement

Species:
Matching format of first motif
Matching format of second motif: Original Motif
Direction: Backward
3
12
0.0336763

Position number:
Number of overlap
Similarity score:

Reverse complement motif
Consensus sequence: DTHGCCTSAGGCHHH

Alignment:
HHHGCCTSAGGCDAD
-BBGCCCWGGGHV -~

Original motif
Consensus sequence: HHHGCCTSAGGCDAD
2.0 2.0
C C CTCA C
P e—— = = CC GC-_—_..—-._ 2 f:h—l'—;—' = 0.0 I—_ : C - el .1—5
Motif ID: UP00087
Motif name: Tcfap2c_primary
Species: Mus musculus
Matching format of first motif Reverse Complement
Matching format of second motif Original Motif
Direction: Backward
3
12
0.0349474
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Alignment:
WHHSCCYSRGGSDAD
-BBGCCCWGGGHV--

Original motif

Consensus sequence: WHHSCCYSRGGSDAD

2.0

bits

Reverse complement motif
Consensus sequence: DTHSCCKSMGGSHHW

2.0

bits

G | C
I = LSAM = ol X=C LAY - =
Dataset #: 4 Motif ID: 105 Motif name: ccGCAGCCss
Original motif

Consensus sequence: VCGCAGCCBB

2.0

o g CgHCC¢

Wabloga 3 4

bits

Best Matches for Motif ID 105 (Highest to Lowest)

Motif ID: UP00036

Motif name: Myf6_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Reverse complement motif
Consensus sequence: BBGGCTGCGV

2.0

=
=10
R —
o e = " W ==
5

10
WabLoga 3 4
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Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
GGDGBGVCTGTKVVB
-—--BBGGCTGCGV--

Original motif

Consensus sequence: VVVRACAGVCBCDCC

20

bits

Forward
4

10
0.010084

QA C C co

o=

Wﬂ.l_ugaatt

Reverse complement motif
Consensus sequence: GGDGBGVCTGTKVVB

20

bits

0.0

—_—— e QI?——TI
5 10

Weslage a4

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00000
Smad3_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

5

10

0.0132463
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BHBHDTGGCGGGGBDHD
—-—-—--BBGGCTGCGV—---

Original motif

Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

bits

: = = ‘E‘:QQC-,L:CC& e

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

=
=1k

gl = e e

5 10 15

— = ===

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHDVVGCAGCTGVBKVB
-—--VCGCAGCCBB----

Original motif

UP00099

Ascl2_primary

Mus musculus
Original Motif
Reverse Complement
Backward

5

10

0.0166617

Consensus sequence: BBYVVCAGCTGCBVHHD

Reverse complement motif
Consensus sequence: HHDVVGCAGCTGVBKVB
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2.0

2.0

15

WebiLags 1.4

- QA.&CACCT Q;_-:ﬁ = e — e ey = = cc e
-t (Sl=TuT W s oo = —<=_1 9
5 10 15 Sitiah 5 10
Motif ID: UP00057
Motif name: Zic2_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:

Reverse Complement
Reverse Complement

Direction: Backward

Position number: 3

Number of overlap: 10

Similarity score: 0.0227026

Alignment:

DVBCYTGCTGBGDDD

-—--BBGGCTGCGV--

Original motif Reverse complement motif

Consensus sequence: HHDCVCAGCAKGVVD Consensus sequence: DVBCYTGCTGBGDDD
2.0 2.0
o6 = 49 CA,__—C.—AT B == polmm=— _ CQIACI_._ =

2 10 Wabtrat ve ? 10 Wtooh be
Motif ID: UP00527
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDWDARRGACGCGGWHGGAKHV
-—-—--BBGGCTGCGV-———————

Original motif

Foxn4_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

5

10

0.0228762

Consensus sequence: VDWDARRGACGCGGWHGGAKHV

2.0

EA:-I AW IVY -s‘;.-s;%?g_:_g:r

20
WabLogad 4

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

bits
b=

N ngQ,_J__;EQ ViVe . x A

Dataset #: 4

Original motif

Consensus sequence: DTAATTAATH

Motif ID: 106

Motif name: wtAATTAAtw

Reverse complement motif
Consensus sequence: HATTAATTAD
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Best Matches for Motif ID 106 (Highest to Lowest)

Motif ID: UP00262
Motif name: Lhx1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3
Number of overlap: 10
Similarity score: 0
Alignment:
BHTWWTTAATTAATDVV
————— DTAATTAATH--
Original motif Reverse complement motif
Consensus sequence: VVDATTAATTAAWWAHB Consensus sequence: BHTWWTTAATTAATDVV
£10 TT A £10 TT I ‘ AA
ao === e_-gc AN B- _._,_._;c-;__,é_._._ £ P II#‘;G -l = '..._._l - e

Webiiogo 3.4 Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHDATTAATTAAWWWHB
--HATTAATTAD-—--—-

Original motif

UP00169

Lmx1b

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

10

0.00156097

Consensus sequence: VDWWWTTAATTAATDHB

20

“ IIXIT TTAAAA

0.0-1= e

5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BHDATTAATTAAWWWHB

20

...

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00196

Hoxa4

Mus musculus
Reverse Complement
Original Motif
Forward

4
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Number of overlap: 10
Similarity score: 0.00196821

Alignment:
DDTHATTAATTAACKBG
-—-—-HATTAATTAD--—-

Original motif Reverse complement motif

Consensus sequence: DDTHATTAATTAACKBG Consensus sequence: CVRGTTAATTAATHADH
20 20
- nl,{,élIA TTAAQT,—-_-_ o g’méa;IA TAA;,}A___ =
3 19 12 Watsiaga 3.4 2 19 e WabsLaga 3.4
Motif ID: UP00238
Motif name: Nkx6-3
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 10
Similarity score: 0.00207435
Alignment:
DVHWATTAATTAVTBBB
-—-——-HATTAATTAD----

Original motif Reverse complement motif
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Consensus sequence: DVHWATTAATTAVTBBB Consensus sequence: BVVAVTAATTAATWHBH

20 20

il T o TallTher,

bits
bit

5 10

Webiiogo 3.4

Motif ID: UP00200

Motif name: Nkx6-1_2825.1

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 4

Number of overlap: 10

Similarity score: 0.00251648

Alignment:

CBVMRTAATTAATTHBH

--—-DTAATTAATH---

Original motif Reverse complement motif
Consensus sequence: DVHAATTAATTAMYBBG Consensus sequence: CBVMRTAATTAATTHBH

20 2.0

Ej *TAIT TTAEEL - gmc" o A AAAﬁAq

0.0==

15
Websiaga 3.4 WekiLags 3.4
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Dataset #: 4 Motif ID: 107 Motif name: crCGyGCRcg

Original motif Reverse complement motif
Consensus sequence: CGCGTGCACG Consensus sequence: CGTGCACGCG

2.0 2.0

D= 0.0
10

WL ogo 3 S WL ogo 3 @

Best Matches for Motif ID 107 (Highest to Lowest)

Motif ID: UP00065

Motif name: Zfpl161_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 4

Number of overlap: 10

Similarity score: 0

Alignment:

DDGCGCGCGCRCHYRD

---CGCGTGCACG---

Original motif Reverse complement motif
Consensus sequence: DDGCGCGCGCRCHYRD Consensus sequence: DMMDGMGCGCGCGCHD
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2.0 20

W L
Motif ID: UP00526
Motif name: Foxn1_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6
Number of overlap: 10
Similarity score: 0.0113553
Alignment:
DDRMHBACGCGYGCGTDGBBDB
——————— CGCGTGCACG——----
Original motif Reverse complement motif

Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

2.0

Jo 8% A¢ﬂgé$¢QAI

Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

5

= L

= -
1

3034

Wabis

Motif ID: UP00526
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WHVBVVMACGCGCGTCDYHWDH

Original motif

Foxnl_primary
Mus musculus
Original Motif
Original Motif
Forward

7

10

0.0247731

Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

2.0

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

Lo caCOOWOGE, 2

e 2 ACSS _ S=o_w XA

15
WabiLogod4

Bhlhb2_secondary
Mus musculus

T <A aAC —E

i 5 10 20 ‘WabLogad 4
Motif ID: UP00050
Motif name:
Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Original Motif
Reverse Complement
Forward

10

10
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Similarity score: 0.0252308

Alignment:
ACHRBHDTCCACGTGYAHHBMHM
————————— CGCGTGCACG———--

Original motif

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

20

ls A .o

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20

Tc A

%

Weblaga 3.4

e W WV T = AKX - “-\Q?If? R=7-9 4£=4 A -0 == ‘
Motif ID: UP00026
Motif name: Zscan4_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
Number of overlap: 10
Similarity score: 0.025406
Alignment:
DHVDTGTGCACAYAHDH
--CGCGTGCACG-—----

Original motif
Consensus sequence: DHVDTGTGCACAYAHDH

Reverse complement motif
Consensus sequence: HDHTMTGTGCACADVHD
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2.0 2.0

o AIﬁTnCACQTAf* K JﬁlfIﬂTCACEP

its

15
Wabiogs 3.4

Watiloga 3.4

Dataset #: 4 Motif ID: 108 Motif name: wwATKTTTAww
Original motif Reverse complement motif
Consensus sequence: DHATKTTTAHH Consensus sequence: HHTAAARATHD

2.0
o
B AIT ‘
aan—— -
5

Best Matches for Motif ID 108 (Highest to Lowest)

10
Webilaga 34

Motif ID: UP00073

Motif name: Foxa2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 11

Similarity score: 0

Alignment:
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BDVTTTKTTTACWTWHH
--DHATKTTTAHH----

Original motif
Consensus sequence: HHWAWGTAAAYAAAVDB

2.0

AQ?AIAA 5 g é—e:‘ :

=

5
Wabiloga 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

2.0

o7 I¥ X TIAGEI

15
Webiloga 3.4

Motif ID: UP00061
Motif name: Foxl1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 5

Number of overlap: 11

Similarity score: 3.90279e-05
Alignment:

VVVWTTGTTTAMATTWD

—--DHATKTTTAHH----

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD
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2.0

Websiags 3.4

2.0

Motif ID: UP00039

Motif name: Foxj3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 5

Number of overlap: 11

Similarity score: 0.00301688
Alignment:

DVVTTTGTTTACDTHDH

--DHATKTTTAHH-——-

Original motif
Consensus sequence: HDHADGTAAACAAAVVH

2.0

| sl

15
Webiiaga 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

2.0

il

WebiLags 3.4

bits

Motif ID: UP00025
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BBVTTTGTTTACATTDD
--DHATKTTTAHH----

Original motif

Foxkl1_primary

Mus musculus
Original Motif
Reverse Complement
Forward

3

11

0.00639823

Consensus sequence: DDAATGTAAACAAAVVB

2.0

I - &\AI AIAA

0 =

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

2.0

Zuo 1I v TT_Q@IIL

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00041
Foxjl_primary

Mus musculus
Original Motif
Reverse Complement
Forward

4

11
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0.00769803

Similarity score:

Alignment:
DDDHTTTGTTTAMHDH

—-——DHATKTTTAHH--
Original motif
Consensus sequence: HDHRTAAACAAAHDDD

20

. *ALAAAGAéA B

Motif name: aaCAAAAACaa

bits

0.0-==

bits

Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH

” ;IIATITAQH.

0.0

Reverse complement motif
Consensus sequence: HHGTTTTTGHH

Dataset #: 4 Motif ID: 109

Original motif
Consensus sequence: HHCAAAAACHH

UP00025
Foxkl_secondary

Mus musculus
Reverse Complement

Best Matches for Motif ID 109 (Highest to Lowest)

Motif ID:
Motif name:

Species:
Matching format of first motif:

2.0

bits
@

0.0
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Matching format of second motif:

Reverse Complement

Wetilogo 3.4

Direction: Backward
Position number: 3
Number of overlap: 11
Similarity score: 0
Alignment:
HDDTGTTKTTKTHHD
——HHGTTTTTGHH--
Original motif Reverse complement motif
Consensus sequence: HHHAYAAYAACAHHH Consensus sequence: HDDTGTTKTTKTHHD
2.0 2.0
AgAA?AAQA | TTATT T
—_— e = p— - L] 0.0 o - e W — A=
5 10 Wd.l_ogllsaﬁ 5 10 15

Motif ID: UP00061
Motif name: Foxl1_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

Reverse Complement
Reverse Complement
Forward

5

11

0.0170113
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HDTYTTGTTWTKDDDT
—-———-HHGTTTTTGHH-

Original motif

Consensus sequence: ADDDYAWAACAAMAHH

2.0

bits

:éa,%ééAA%AAéa

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT

2.0

= IILIAIIAAA"“—I - " 5

bits

0.0

15
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDYAAAHAAMAADHD

-—-—--HHCAAAAACHH

Original motif
Consensus sequence: HDYAAAHAAMAADHD

UP00037

Zfp105_primary
Mus musculus
Original Motif
Original Motif
Forward

5

11

0.0175316

Reverse complement motif
Consensus sequence: HHHTTRTTDTTTKDH
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2.0

o
o
(i
i

e — 0.0 ————__ - =

"L e M As

RN |

ey ' 8 19 iliteoie
Motif ID: UP00040
Motif name: Irf5_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BDKGTTTCGKTWDDD
HHGTTTTTGHH----

Original motif

Consensus sequence: DDDWAYCGAAACYDV

2.0

Reverse Complement
Reverse Complement
Forward

1

11

0.0176547

Reverse complement motif
Consensus sequence: BDKGTTTCGKTWDDD

2.0

% 1.0 AAAC % 1-0 TTTC I
- A USRS g‘f‘ﬂ o6 =AW 1 A~ ==K
19 wa:_ng:z» 3 0 Wetilogo A4
Motif ID: UP00011
Motif name: Irf6_primary
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Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 11

Similarity score: 0.0176921
Alignment:

HDDAHCGAAACYAVDDD

--—-HHCAAAAACHH---

Original motif
Consensus sequence: HDDAHCGAAACYAVDDD

2.0

>

_VURAAVE.

5 15
Websiags 3.4

Reverse complement motif
Consensus sequence: DHDBTKGTTTCGHTHDD

2.0

Dred]
i

=

|

0.0

=LA

Dataset #: 4 Motif ID: 110

Original motif
Consensus sequence: HVCCACACCBV

240

- Cécg

0.0

Watiiaga 34

Motif name: cmCCACACCcm

Reverse complement motif
Consensus sequence: VBGGTGTGGBD

VIV

bits
-

o0
10
Webilags 3.4
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Best Matches for Motif ID 110 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HBDRCCMCGCCCHHHD
—-—-HVCCACACCBV---

Original motif

UP00093

KIf7_primary
Mus musculus
Original Motif
Original Motif
Forward

3

11

0

Consensus sequence: HBDRCCMCGCCCHHHD

20

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH

2.0

bits

1.0 c
— l}-%hﬁ B N T_;q__—__—_—_l-:- —

5 10 15
WebLoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

UP00043
Bcl6b_secondary

Mus musculus
Reverse Complement
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Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHHWGGGGCGGBBVH
-——-VBGGTGTGGBD--

Original motif

Reverse Complement
Forward

4

11

0.00667141

Consensus sequence: HBBBCCGCCCCWHHHV

2.0

0.0

" ¢c.cCCe,

15
WabiLogad 4

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00000
Smad3_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

11

0.00715345
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HVHBVTGTCTGGDDHDD
-—-VBGGTGTGGBD—---

Original motif
Consensus sequence: HDHDDCCAGACABBHVH

2.0

210 - QQA ; A -

00—
15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HVHBVTGTCTGGDDHDD

2.0

bits

= = = --—-l - = g _

5 10 15

0.0

Webiloga 3.4

Motif ID: UP00068

Motif name: Eomes_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 11

Similarity score: 0.00885578
Alignment:

VVBVCKACACCTHVBV

—-—HVCCACACCBV—---

Original motif
Consensus sequence: VBVDAGGTGTYGVBBV

Reverse complement motif
Consensus sequence: VVBVCKACACCTHVBV
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2.0

m—
—
—t
=0
b

I
i

0.0 = = ; e

20

. ﬂ¢gAACAGCl=

bits

15
Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHHHDGGGGCGGDBHDV
-—--VBGGTGTGGBD—---

Original motif

UP00033

Zfp410_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

4

11

0.00952604

Consensus sequence: BHHBHCCGCCCCDHHHH

2.0

0.0

. _ CceCCCC

5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

2.0

WebiLags 3.4

Dataset #: 4 Motif ID: 111

Motif name: ccCCmMCaCCCCcc
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Original motif

Consensus sequence: HBCCCCACCCCBH

EICQC&CQGQ

Wb agod 4

Best Matches for Motif ID 111 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHHDGGGCGRGGKHBH
-DBGGGGTGGGGBD—--

Original motif

UP00093
KIf7_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

13

0

Consensus sequence: HBDRCCMCGCCCHHHD

Reverse complement motif
Consensus sequence: DBGGGGTGGGGBD

Wablagod 4

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH
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2.0

i AQQEAW

0.0—1==

bits

20

e R g T_.p,_—_-_:l—:— e

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
GKRGGGGGGGGGGBD
-DBGGGGTGGGGBD-

Original motif

Consensus sequence: DBCCCCCCCCCCMYC

2.0

UP00021

Zfp281_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

13

0.00295406

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

20

o -¢§Qgggccgccg%g E=S S A A LDS ois s SN

Webilaga 34 WetsLogo 34

Motif ID:

UP00022
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVBCCCCCCCCMHHHB
-HBCCCCACCCCBH--

Original motif

Zfp740_primary
Mus musculus
Original Motif
Original Motif
Forward

2

13

0.00418721

Consensus sequence: HVBCCCCCCCCMHHHB

2.0

bits

s,

15
Wabiogad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00043
Bcl6b_secondary
Mus musculus
Original Motif
Original Motif
Backward

4

13
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Similarity score:
Alignment:
HBBBCCGCCCCWHHHV
HBCCCCACCCCBH---

Original motif

0.011156

Consensus sequence: HBBBCCGCCCCWHHHV

20

bits

0.0

. cc.clCe, .

15
Weblogad 4

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH

2.0

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHBHCCGCCCCDHHHH
—-HBCCCCACCCCBH---

Original motif

UP00033

Zfp410_secondary
Mus musculus
Original Motif
Original Motif
Backward

4

13

0.0148306

Consensus sequence: BHHBHCCGCCCCDHHHH

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV
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2.0

%]
= 1.0

. . CceCCCC_

0.0

Watiloga 3.4

2.0

e — e =
10 15

=)
)
|
|
ul-l]l>

Wabiogs 3.4

Dataset #: 4 Motif ID: 112  Motif name: ctGAGTKTGAgg

Original motif
Consensus sequence: VBGAGTKTGADD

© CAGT=TCA

Best Matches for Motif ID 112 (Highest to Lowest)

bits
5

0.0

WatiLoga 3.4

Motif ID: UP00007

Motif name: Egrl_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 12

Similarity score: 0.0112925
Alignment:

Reverse complement motif
Consensus sequence: HHTCARACTCVV

© TOheACTC

Webiloga 3.4

bits
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BBHBGAGTGGGAHHDB
--VBGAGTKTGADD--

Original motif
Consensus sequence: BBHBGAGTGGGAHHDB

2.0

>
—
>

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV

2.0

bits

ot = oS — oA T W S m 00
2 19 hl\fu_oguas
Motif ID: UP00042
Motif name: Gm397_second
Species: Mus musculus

Original Motif
Reverse Complement

Matching format of first motif:
Matching format of second motif:

Direction: Backward
Position number: 3

Number of overlap: 12
Similarity score: 0.0167722
Alignment:

HBGYGTGTGTGCVRVD

--VBGAGTKTGADD--

Original motif
Consensus sequence: DVMVGCACACACKCVH

Reverse complement motif
Consensus sequence: HBGYGTGTGTGCVRVD
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2.0

0.0

o

v«.uoga

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVHDAGGTGTGAAAHHH
--VBGAGTKTGADD---

Original motif

UP00068

Eomes_primary
Mus musculus
Original Motif
Original Motif
Backward

4

12

0.0205946

Consensus sequence: BVHDAGGTGTGAAAHHH

2.0

bits

0.0

) ¢6$III Aa_

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHHTTTCACACCTDHBY

2.0

TT CA __mlg

B

0.0

15
WebiLags 3.4

Motif ID:

UP00058
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHKVCTTTGATSTHHH
-VBGAGTKTGADD—---

Original motif

Tcf3_primary

Mus musculus
Original Motif
Reverse Complement
Backward

5

12

0.0208938

Consensus sequence: HHHASATCAAAGVRHHH

2.0

g:_ﬁhe?AIQAAAé“A

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH

2.0

%T -E?QITTQAICZ?—“

10

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00083
Tcf712_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

12
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Similarity score: 0.0229548

Alignment:
BDDASATCAAAGGMDDD
—-———-HHTCARACTCVV-

Original motif Reverse complement motif

Consensus sequence: DDDYCCTTTGATSTDDV Consensus sequence: BDDASATCAAAGGMDDD
0o ; E?Q___‘ ‘T—_‘AICL e PN, I ACAIC ot ==
Dataset #: 4 Motif ID: 113  Motif name: htCTGyKTCbt

Reverse complement motif
Consensus sequence: HVGAAMCAGVH

Original motif
Consensus sequence: HBCTGYTTCBH

Ez CTTITICT_ - AéA Av_

Webioga 3.4

Weiloga 34

Best Matches for Motif ID 113 (Highest to Lowest)

Motif ID: UP00011
Motif name: Irf6_primary
Species: Mus musculus
Matching format of first motif: Original Motif
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Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDBTKGTTTCGHTHDD
-—-HBCTGYTTCBH----

Original motif

Reverse Complement
Forward

3

11

9.08187e-05

Consensus sequence: HDDAHCGAAACYAVDDD

2.0

1 a LKA

bits

5 10

Wabiloga 3.4

Reverse complement motif
Consensus sequence: DHDBTKGTTTCGHTHDD

2.0

P—i
i

(=

|

=LA

0.0 —— ==

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDDAYCGAAACYDVA
HBCTGYTTCBH----

UP00018

Irf4_primary

Mus musculus
Original Motif
Reverse Complement
Forward

1

11

0.0020112
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Original motif

Consensus sequence: VDDAYCGAAACYDVA

2.0

Reverse complement motif
Consensus sequence: TBDKGTTTCGMTDHYV

2.0

e @—,-:_&%G AAAngn — I e AW A‘E‘lﬁ“:—:_
* 5 10 Wabtrat he B G 0 -
Motif ID: UP00028
Motif name: Tcfap2e_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDTTTTTTMBDGDH
HBCTGYTTCBH---

Original motif

Consensus sequence: HDCDBRAAAAAADD

2.0

Original Motif
Reverse Complement
Forward

1

11

0.00395272

Reverse complement motif
Consensus sequence: DDTTTTTTMBDGDH

2.0

oo tl=—

TIxITT

Wabioga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDDHTTTGTTTAMHDH
-——-HBCTGYTTCBH--

Original motif

UP00041
Foxjl_primary

Mus musculus
Original Motif
Reverse Complement
Backward

3

11

0.00443293

Consensus sequence: HDHRTAAACAAAHDDD

2.0

it
&

0.0—=

e _ALAAACAQA

Weblagad 4

Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH

20

%”” ;IIATITAQ

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00036

Myf6_primary

Mus musculus
Original Motif
Reverse Complement
Backward

1
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11
0.00700099

Number of overlap:
Similarity score:

Alignment:
VVDBAACAGBTGBYHB
HBCTGYTTCBH

Original motif
Consensus sequence: VVDBAACAGBTGBYHB

2.0

1.0
M= -
I==1V¥V-"r.__
10 15
Wablaogad 4

bits

0.0 ——

Motif name: awAACAcAAwa

Reverse complement motif
Consensus sequence: BDKVCABCTGTTBDBV

2.0

10 A
- M I S apse
5 10 15
WabLogo 3.4

bits

Dataset #: 4 Motif ID: 114

Original motif
Consensus sequence: DDAACACAADV

2.0

10
Webilaga 34

Best Matches for Motif ID 114 (Highest to Lowest)

Motif ID: UP00062
Motif name: Sox4_primary
Mus musculus

Species:

Bt
S0

0.0
Reverse complement motif
Consensus sequence: BDTTGTGTTDD
2.0
- ‘ ‘ o _ ‘ } ‘ ‘ e
= Wiabtoos a4

0.0
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Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HBDDDAACAAAGRVBHH
—-—-DDAACACAADV---

Original motif

Original Motif
Original Motif
Forward

4

11

0

Consensus sequence: HBDDDAACAAAGRVBHH

2.0

bits

0o === —-:“-._-\A o AA&:Z
10 1

5

Webriogo 3.4

- )

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

D b —

0.0
15

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position nhumber:

Number of overlap:

Similarity score:

UP00061
Foxl1_secondary
Mus musculus
Original Motif
Original Motif
Forward

6

11

0.00187486
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Alignment:
ADDDYAWAACAAMAHH
————— DDAACACAADV

Original motif

Consensus sequence: ADDDYAWAACAAMAHH

2.0

bits

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT

2.0

= IILIAIIAAA"HI - " 5

bits

0.0

15
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HVHRGCACACAAHHHV
—-—--DDAACACAADV--

Original motif

UP00026

Zscan4_secondary
Mus musculus
Original Motif
Original Motif
Forward

4

11

0.00220739

Consensus sequence: HVHRGCACACAAHHHV

Reverse complement motif
Consensus sequence: BHHHTTGTGTGCKHVD
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2.0

s AQACA%QA §

20

= 0.0

15
Weblogad 4

: TIAT,ITCEI?

5
Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HBDDRAACAAAGRABHH
—-—-DDAACACAADV---

Original motif

Consensus sequence: HBDDRAACAAAGRABHH

2.0

P = QAAQ

UP00030

Sox11_primary
Mus musculus
Original Motif
Original Motif
Backward

4

11
0.00510749

Reverse complement motif

2.0

it
5

Consensus sequence: HHBTMCTTTGTTMDDVH

== 0.0

Webiiaga 3.4

Motif ID:

UP00039
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Motif name: Foxj3_secondary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 11

Similarity score: 0.00591125
Alignment:

DVHWDTGTTWTGDTBDH

BDTTGTGTTDD—-———-—-

Original motif
Consensus sequence: HDBAHCAWAACADWDVD

2.0

Reverse complement motif
Consensus sequence: DVHWDTGTTWTGDTBDH

2.0

o e %x,-}TAIIIT.E\ x
5 10

bits

Wabiogs 3.4

Dataset #: 4 Motif ID: 115 Motif name: ysCmAGCACwy

Original motif
Consensus sequence: HVCMAGCACHH

Reverse complement motif
Consensus sequence: DHGTGCTRGVH
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+ (eACCAC :
__WALL —

2.0

bits
o

Watiiaga 34

Best Matches for Motif ID 115 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDHBYGAGCACTGBHHB
-—-HVCMAGCACHH----

Original motif

Consensus sequence: BDHVCAGTGCTCMBHDD

20

== 0.0

UP00Q95
Zfp691_primary

Mus musculus
Original Motif
Reverse Complement
Backward

5

11

0.0053489

Reverse complement motif

20

JJJ — N -—

—

Consensus sequence: DDHBYGAGCACTGBHHB

= e

5

Webiiogo 3.4

Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDHRBGTTCTAGATCVB
—-——-DHGTGCTRGVH---

Original motif

UP00019

Zbtb12_primary

Mus musculus
Reverse Complement
Original Motif
Forward

4

11

0.00963065

Consensus sequence: BDHRBGTTCTAGATCVB

20

bits
a

iy

0.0-1= e e

o
=

Al%,

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BBGATCTAGAACBKHDB

20

T

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00070
Gcm1l_primary
Mus musculus
Original Motif
Original Motif
Forward

4
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Number of overlap:
Similarity score:

Alignment:

HVVHACCCGCATVDHD
---HVCMAGCACHH--

Original motif

Consensus sequence: HVVHACCCGCATVDHD

2.0

“ ACochr

11

0.012513

15
Weblagad 4

Reverse complement motif
Consensus sequence: DHDVATGCGGGTHVVH

20

Al

0.0

bits

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DKBGTTCTAAKGHBH
-DHGTGCTRGVH---

Original motif

UP00019

Zbtb12_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

4

11

0.0159596

Reverse complement motif
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Consensus sequence: HVHCRTTAGAACBYD Consensus sequence: DKBGTTCTAAKGHBH

CAITA | AAC o ) TTCTAAE.:A
RE= = w0 5 g e S e s
Motif ID: UP00093
Motif name: KIf7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 11
Similarity score: 0.0162796
Alignment:
HBDRCCMCGCCCHHHD
-—--HVCMAGCACHH--
Original motif Reverse complement motif
Consensus sequence: HBDRCCMCGCCCHHHD Consensus sequence: DHHDGGGCGRGGKHBH
20 20
- AGQE N Yoo ol =T W ‘cl: T,,_II-? o
: 10 5 5 10 5

Weblogad 4 Weblogod.4
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Dataset #: 4 Motif ID: 116 Motif name: dyCTGCyTCyc

Original motif
Consensus sequence: DHCTGCYTCHB

- CIECQTCm

Wehiiogo 34

Best Matches for Motif ID 116 (Highest to Lowest)

Motif ID: UP00027

Motif name: Osrl_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 11

Similarity score: 0.00304687
Alignment:

VHDHKWKGTAGCHHDK

—-—-BHGAKGCAGHH---

Original motif
Consensus sequence: RHHHGCTACYWRHDHV

Reverse complement motif
Consensus sequence: BHGAKGCAGHH

1 (GAGOAG

Wabhiaga 34

bits
@

0.0

Reverse complement motif
Consensus sequence: VHDHKWKGTAGCHHDK
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2.0 20

1§$Aflé¢g_ -

15 15
Weblogad 4 Wablogo 3.4

Motif ID: UP00527

Motif name: Foxn4_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 6

Number of overlap: 11

Similarity score: 0.00310994

Alignment:

VHYTCCDWCCGCGTCMMTHWHV

—————— DHCTGCYTCHB--—---

Original motif Reverse complement motif

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV
2.0 2.0
i ==X A VWV ZESL _Foas il QIEQ,JLE{C\ i 1V x A%
: 5 10 15 20 B 53 5 10 15 20 o

Motif ID: UP00528
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HADTBVADGATGCATCMTGMVHB

Original motif

Foxm1_primary

Mus musculus
Reverse Complement
Original Motif
Forward

7

11

0.0069793

Consensus sequence: HADTBVADGATGCATCMTGMVHB

2.0

e — s A 2

0.0

A aalUleT.

—
_——

5 10

WebiLog 34

Reverse complement motif
Consensus sequence: VHVRCAYGATGCATCDTVVADTH

20

! A A
= --:I___A
5

- N
0.0-= —
1

1]

bits

lggl a T_

.

Weblagn 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00527
Foxn4_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

11
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Similarity score: 0.00989903

Alignment:
TCDAMVBGACGCMAKDDDVBBD

Original motif
Consensus sequence: DBBVDDDRTRGCGTCBBYTHGA

20

Reverse complement motif
Consensus sequence: TCDAMVBGACGCMAKDDDVBBD

20

20

—
Weblogo34

IS — S ‘?lé i Lx_ A o %g_-_e‘f\:ff_ iR AN QAE?-,L-
Motif ID: UP00052
Motif name: Osr2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3
Number of overlap: 11
Similarity score: 0.0109065
Alignment:
VDWRKAKGTAGCHHDT
--BHGAKGCAGHH---

Original motif
Consensus sequence: AHHHGCTACYTRMWHV

Reverse complement motif
Consensus sequence: VDWRKAKGTAGCHHDT
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2.0 20

15
Wabiogad 4 WabiLogo 34

Dataset #: 4 Motif ID: 117 Motif name: yaCATAYACay
Original motif Reverse complement motif
Consensus sequence: HVCATACACAH Consensus sequence: DTGTGTATGBD

2.0

_ChTheAC. L TIATE,

bits
.

o0 ———

Webilaga 34 Welilags 3.4

Best Matches for Motif ID 117 (Highest to Lowest)

Motif ID: UP00042

Motif name: Gm397_second
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 11

Similarity score: 0.00146648
Alignment:
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HBGYGTGTGTGCVRVD

--DTGTGTATGBD——--

Original motif Reverse complement motif

Consensus sequence: DVMVGCACACACKCVH Consensus sequence: HBGYGTGTGTGCVRVD
2.0 2.0
0.0 -‘-i_‘—:%:"t CACACGATL;., — ol "T Id_ G’:Tqa .

Motif ID: UuP00014

Motif name: Sox17_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 4

Number of overlap: 11

Similarity score: 0.00148401

Alignment:

VHBHHCATTCATRHVDD

—-—-—HVCATACACAH---

Original motif Reverse complement motif

Consensus sequence: VHBHHCATTCATRHVDD Consensus sequence: DDBDKATGAATGHDBHV
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2.0

2]
F1.0

_ ATTCA.

15

00—

Websiags 3.4

2.0

Motif ID: UP00026

Motif name: Zscan4_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 11

Similarity score: 0.00748624
Alignment:

BHHHTTGTGTGCKHVD

--DTGTGTATGBD—--

Original motif
Consensus sequence: HVHRGCACACAAHHHV

2.0

SILY ¥ Y

0.0 1=

a4

Reverse complement motif
Consensus sequence: BHHHTTGTGTGCKHVD

20

—
;—I
— 1
—
|
M
M

U

5 10 15

Motif ID: UP00000
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVHBVTGTCTGGDDHDD
--DTGTGTATGBD—----

Original motif

Smad3_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

11

0.0111266

Consensus sequence: HDHDDCCAGACABBHVH

2.0

0.0 =

Watiloga 3.4

Reverse complement motif
Consensus sequence: HVHBVTGTCTGGDDHDD

2.0

o
:E‘I.CI

= — _.—_—.l £ — ==

5 10 15

0.0

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00041

Foxj1_primary
Mus musculus
Original Motif
Original Motif
Forward

1

11

0.0147238
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Alignment:

HDHRTAAACAAAHDDD
HVCATACACAH-—----
Original motif Reverse complement motif
Consensus sequence: HDHRTAAACAAAHDDD Consensus sequence: DDDHTTTGTTTAMHDH
2.0 2.0
oo === -AEC&ACAéA G - lIIAT e 1 —-—
2 19 \‘AIMSU_OQGQ 4 2 19 \:rfu_ugua A
Dataset #: 4 Motif ID: 118 Motif name: yrCACATGCATGTGyr
Original motif Reverse complement motif
Consensus sequence: HVCACATGCATGTGBD Consensus sequence: DVCACATGCATGTGBH

20

- ClokreeiTeTe

WablLogo 34

2.0

" CACATCCATCTG.

WabiLogad 4

bits

Best Matches for Motif ID 118 (Highest to Lowest)

Motif ID: UP00014

Motif name: Sox17_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
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Position number: 1

Number of overlap: 16
Similarity score: 0.0237272
Alignment:

VHBHHCATTCATRHVDD

-HVCACATGCATGTGBD

Original motif
Consensus sequence: VHBHHCATTCATRHVDD

2.0

1.0

bits

_ GAITCA.

15
Wabiloga 3.4

oo l=—=—=

Reverse complement motif
Consensus sequence: DDBDKATGAATGHDBHV

2.0

TOAAT..

s =o' —_— e
5

10 15
Webiloga 3.4

Motif ID: UP00211
Motif name: Pou3f3
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 16

Similarity score: 0.0311234
Alignment:

HADDTATGCATAATDDA

DVCACATGCATGTGBH-
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Original motif
Consensus sequence: HADDTATGCATAATDDA

2.0

‘o TAICATAs.

= e e
15

5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: TDDATTATGCATADDTH

| A0+

5
WebiLags 3.4

bits
=

gl

Motif ID: UP00526
Motif name: Foxnl_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 16

Similarity score: 0.0317308
Alignment:

DDRMHBACGCGYGCGTDGBBDB
-HVCACATGCATGTGBD—-————

Original motif
Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

2.0

%1.!]
A ¢
- - .g-_—. =t =T—=xA e =
é 5 10 15

Wablogad 4

Reverse complement motif
Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

2.0
I = "."‘37 i
20

. — AQ@QAQJ&C i 0
5 10

5

1

WablLogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HADTBVADGATGCATCMTGMVHB
-—-—--DVCACATGCATGTGBH---

Original motif

UP00528

Foxm1_primary

Mus musculus
Reverse Complement
Original Motif
Forward

5

16

0.0350949

Consensus sequence: HADTBVADGATGCATCMTGMVHB

2.0

“an alalUWATeT

=== c=

et

5 10

WesLago 34

Reverse complement motif
Consensus sequence: VHVRCAYGATGCATCDTVVADTH

20

it:
P

t-:;sAIAAjG L | lggl 2 I

00l==

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00050
Bhlhb2_secondary
Mus musculus
Original Motif
Reverse Complement
Backward
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7

Position number:
16
0.0361283

Number of overlap:
Similarity score:

Reverse complement motif

Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

Alignment:
ACHRBHDTCCACGTGYAHHBMHM
-HVCACATGCATGTGBD—-—-=-=——-
Original motif
Consensus sequence: YDYBDHTMCACGTGGADDBMDGT
2.0 20
=L IéAA d_T Ié Pl I, 5 . ‘3‘9_?_1-?4? IQAA ,_I-.-lé -
= 5 10 15 20 Vit ; 5 10 0 2 Webloga 34
Motif ID: 119 Motif name: cbCCAGCTCmyk
Reverse complement motif
Consensus sequence: HBYGAGCTGGBB
: C
- _I5: B —? Wty a 34

Dataset #: 4

Original motif
Consensus sequence: BBCCAGCTCMBD

s
=

- oA (70

Motif ID:
Motif name:

Best Matches for Motif ID 119 (Highest to Lowest)

Ascl2_primary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHDVVGCAGCTGVBKVB
—-—--BBCCAGCTCMBD--

Original motif

Mus musculus
Original Motif

Reverse Complement

Backward
3

12
0.0114595

Consensus sequence: BBYVVCAGCTGCBVHHD

2.0

0.0

ﬁm_gﬂQCAgng$i_

Websiags 3.4

Reverse complement motif
Consensus sequence: HHDVVGCAGCTGVBKVB

2.0

48
=10 :
= Py - N -— -
15

.0 l= — e e == N W =

5 10
WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00079
Esrra_primary
Mus musculus
Original Motif
Original Motif
Backward

4

12

0.0116283
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Alignment:
DHDBCAAGGTCAHVBDH
--BBCCAGCTCMBD---

Original motif
Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

w
=10 : ‘ A
—— . =
e — - =
10

0.0

15
Wabiloga 3.4

5

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

2.0

0.0

Webiloga 3.4

Motif ID: UP00009
Motif name: Nr2f2_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 12

Similarity score: 0.0162386
Alignment:

VBVBCSGGGTCAVEBBH

--BBCCAGCTCMBD--

Original motif
Consensus sequence: VBVBCSGGGTCAVBBH

Reverse complement motif
Consensus sequence: HVBVTGACCCSGBVBYV
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2.0

20

col==m_ o U 3 — = gl _— L | s
2 10 orkoarsis ? L Wastono3
Motif ID: UP00046
Motif name: Tcfe2a_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 4
Number of overlap: 12
Similarity score: 0.0168976
Alignment:
VBBDMYCATCTGVHHBH
—-——HBYGAGCTGGBB--

Original motif
Consensus sequence: HVDDVCAGATGKYHBBV

2.0

GT
e :GAIAT = Ic___ R ——

0.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: VBBDMYCATCTGVHHBH

2.0

it
=

N ﬁECAIQT ==

e e = e A e e e

Motif ID: UP00007
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Motif name: Egrl_secondary
Mus musculus
Original Motif

Reverse Complement

Species:
Matching format of first motif:
Matching format of second motif:

Direction: Forward
Position number: 4

Number of overlap: 12
Similarity score: 0.0184561
Alignment:

BHHDTCCCACTCRDRBRV

---BBCCAGCTCMBD-

Original motif
Consensus sequence: BBHBGAGTGGGAHHDB

2.0

Wabiogad 4

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV

20

) $¢l§CQéCLQ _

bits

0.0

15
WabiLogo 34

Dataset #: 4 Motif ID: 120 Motif name: wtTTTwAAAaw

Original motif
Consensus sequence: HHTTTWAAADD

Reverse complement motif
Consensus sequence: DDTTTWAAAHH
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Watiiaga 34

Best Matches for Motif ID 120 (Highest to Lowest)

Motif ID: UP00245

Motif name: Hoxcl10

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 11

Similarity score: 0.00479174
Alignment:

VBDDTTTACGACDDDH

-—-DDTTTWAAAHH---

Original motif
Consensus sequence: HDDDGTCGTAAADHBB

HAA

A
_—

WA AN R —. —

Weblogad 4

i =

Reverse complement motif
Consensus sequence: VBDDTTTACGACDDDH

2

Tk

0.

Weblogodd
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDHHTTTTATRGCKMV
--HHTTTWAAADD---

Original motif

UuP00207

Hoxb9

Mus musculus
Original Motif
Reverse Complement
Forward

3

11

0.00518937

Consensus sequence: VRRGCMATAAAAHHHD

20

bits

A. —=

b lalh

_—
15
Weblogad 4

Reverse complement motif
Consensus sequence: HDHHTTTTATRGCKMV

2.0

0.0 ?‘?—ITTIALAQI$$

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00173

Hoxcl3

Mus musculus
Original Motif
Reverse Complement
Backward

4
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Number of overlap:
Similarity score:

Alignment:

DHWTTTTAMGAGBDHH
——HHTTTWAAADD---

Original motif

11

0.00780549

Consensus sequence: HHDBCTCRTAAAAWHD

2.0

bits

0.0

~clodTM..

]
"'d

blogad 4

£

Reverse complement motif
Consensus sequence: DHWTTTTAMGAGBDHH

ﬁnélsIIAgﬁAc_ﬁ

i
0.0== =

15
Weblogod 4

£210

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDKVYAATAAAATDDDH
-——HHTTTWAAADD---

Original motif

UP00121

Hoxd10

Mus musculus
Original Motif
Original Motif
Forward

4

11
0.00780612

Reverse complement motif
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Consensus sequence: VDKVYAATAAAATDDDH

20

o g&AIAAAA;A??

bits

Webiiogo 3.4

Consensus sequence: HDDDATTTTATTKVRDB

20

! _ gﬁllIIAIT .

a e

bits

Webiloga 3.4

Motif ID: UP00235

Motif name: Hoxcl1l

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 11

Similarity score: 0.00841397
Alignment:

HDHTTTTACGACDTTH

--DDTTTWAAAHH---

Original motif
Consensus sequence: HAADGTCGTAAAAHDD

2.0

- . AA
_aa 1WA A Ml
5 10 15

Weblogad 4

Reverse complement motif
Consensus sequence: HDHTTTTACGACDTTH

2.

0
210 Ac
s g | ‘ i - W
= 5 10 15

K
Weblogod.4
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Dataset #: 4 Motif ID: 121 Motif name: ctGAGTCATCkb

Original motif Reverse complement motif
Consensus sequence: HDGAGTCATCDB Consensus sequence: BHGATGACTCDD
2.0 2.0

»—
=
>
L G
—
D

el ——

a.0 —is Tt — = -

- GAGTCATC

Wk a 34 = Ll Wt o 34
Best Matches for Motif ID 121 (Highest to Lowest)
Motif ID: UP00103
Motif name: Jundm?2_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 12
Similarity score: 0.00741758
Alignment:
VDKDRTGASTCAYHDH
—-—-——-HDGAGTCATCDB
Original motif Reverse complement motif
Consensus sequence: VDKDRTGASTCAYHDH Consensus sequence: HDDKTGASTCAKHRDB
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2.0

bits

0.0 = —
5

I TﬁcTGAQE

15
Weblogad 4

20

bits
a

0.0 i

ﬁcl\W[_‘\(:W[g; Jgﬁféé?;

Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVHHWGATATCTMHBBV
-—--BHGATGACTCDD--

Original motif

UP00080

Gata5_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

4

12

0.00840436

Consensus sequence: VVBHRAGATATCWDHBB

2.0

gol=—m— - - ==

Webiiaga 3.4

Reverse complement motif
Consensus sequence: VVHHWGATATCTMHBBV

2.0

L oaThleT.

WebiLags 3.4

Motif ID:

UP00095
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DABBWGACTCCTHDVHV
———-HDGAGTCATCDB--

Original motif

Zfp691_secondary
Mus musculus
Original Motif
Original Motif
Forward

4

12

0.0100045

Consensus sequence: DABBWGACTCCTHDVHV

2.0

-

@ ‘
=10
e w8} W A ——
5 10

Watiloga 3.4

Reverse complement motif
Consensus sequence: VHBDDAGGAGTCWBBTD

2.0
- —S¢ S 1 ¥ AQI%!‘.—-— 3_.4
5 10 15

Wabiogs 3.4

bits
P

0.0===

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00009

Nr2f2_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

1

12

0.0129913
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Alignment:
HVBVTGACCCSGBVBV
BHGATGACTCDD-—---

Original motif

Consensus sequence: VBVBCSGGGTCAVBBH

2.0

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HVBVTGACCCSGBVBV

2.0

bits

0.0== —_—— o W TQ-:—.J e e g

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBVHVGGTGTCATHDDT
—-——--HDGAGTCATCDB-

Original motif

UP00199

Six4

Mus musculus
Original Motif
Reverse Complement
Backward

2

12

0.0138031

Consensus sequence: ADDHATGACACCBHBBV

Reverse complement motif
Consensus sequence: BBVHVGGTGTCATHDDT
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2.0

2.0

AL .

WebiLags 1.4

-

A

Dataset #: 4 Motif ID: 122

Original motif
Consensus sequence: HVCCAGGCCTGGBD

" clAGeeCTG:

bits

Motif name: hsCCAGGCCTGGsr

Welsloge 34

Best Matches for Motif ID 122 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UP00000
Smad3_primary

Mus musculus
Original Motif
Reverse Complement
Forward

1

14

0.0176735

Reverse complement motif
Consensus sequence: HBCCAGGCCTGGVD

- CCA¢4QQE~?

0.0 —

Webilaga 3.4
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HVHBVTGTCTGGDDHDD
HVCCAGGCCTGGBD---

Original motif
Consensus sequence: HDHDDCCAGACABBHVH

2.0

210 - QQA ; A -

00—
15
Wabiloga 3.4

Reverse complement motif
Consensus sequence: HVHBVTGTCTGGDDHDD

2.0

bits

= = = --—-l - = g _

5 10 15

0.0

Webiloga 3.4

Motif ID: UP00079
Motif name: Esrra_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3

Number of overlap: 14

Similarity score: 0.0267861
Alignment:

HHBVHTGACCTTGVDHD

-HVCCAGGCCTGGBD--

Original motif
Consensus sequence: DHDBCAAGGTCAHVBDH

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD
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2.0

2.0

" CAUTCA,

0.0

15
WebiLags 1.4

Websiags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHHHWGGGGCGGBBVH
HBCCAGGCCTGGVD--

Original motif

Consensus sequence: HBBBCCGCCCCWHHHV

2.0

" cc.cCCe,

UP00043
Bcl6b_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

3

14

0.0286506

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH

20

e L_J AA —
5

0.0

10 15

15
Weblogod 4

Weblagad 4

Motif ID:

UP00000
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Motif name: Smad3_secondary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 14

Similarity score: 0.030173

Alignment:

BHBHDTGGCGGGGBDHD

-HBCCAGGCCTGGVD--

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

:-? %ggCﬁCCéI?_

bits

Watiloga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

g
- HR
— i —= =

— . e e — o ==

Wabiogs 3.4

Motif ID: UP00046

Motif name: Tcfe2a_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 14
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0.0304555

Similarity score:

Alignment:
VBHHVCAGGTGCDVDHD

—-—-HVCCAGGCCTGGBD-

Original motif
Consensus sequence: VBHHVCAGGTGCDVDHD

20

0.0

Websiaga 3

Motif name: asMAAGCTTKst

Reverse complement motif

Consensus sequence: DHDBHGCACCTGBDDVB

20

Reverse complement motif
Consensus sequence: DVCAAGCTTGBH

Dataset #: 4 Motif ID: 123

Original motif
Consensus sequence: HBCAAGCTTGVD

bits
=

< chAGCTTS

"

Motif ID:
Motif name:

Species:
Matching format of first motif:

Best Matches for Motif ID 123 (Highest to Lowest)

Esrra_primary
Mus musculus
Reverse Complement

bits
5

 cMCTTs

0.0
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Matching format of second motif: Original Motif

Direction: Backward
Position number: 4

Number of overlap: 12
Similarity score: 0.0208125
Alignment:

DHDBCAAGGTCAHVBDH

—--DVCAAGCTTGBH---

Original motif
Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

" CATCA,

0.0
5

15
Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

2.0

L — -
— e e

Webiloga 3.4

Motif ID: UP00092

Motif name: Myb_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 12

Similarity score: 0.0336071

Alignment:
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DHHHTAACGGTTHHHDH
—-—--HBCAAGCTTGVD--

Original motif
Consensus sequence: HDDDHAACCGTTAHHHD

2.0

- AACCm A

. e =

15
Wabiloga 3.4

0.0 . . — . s

5

Reverse complement motif
Consensus sequence: DHHHTAACGGTTHHHDH

2.0

" A I
: ,_,,},}l [ @R Al - =
5 10 15

Webiloga 3.4

Motif ID: UP00002

Motif name: Sp4_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1

Number of overlap: 12

Similarity score: 0.0348053
Alignment:

HHDGBCACGCCTWDB

—-——HBCAAGCTTGVD

Original motif
Consensus sequence: BDWAGGCGTGBCHHD

Reverse complement motif
Consensus sequence: HHDGBCACGCCTWDB
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2.0 20

1 _AUucul CA
s _6% CRA AR L Al _A.___g_-:—-—- =
5 10

- 0.0 == = ol =
15 5 10 15
Webiloga 3.4 Websloge 34

Motif ID: UP00053

Motif name: Rxra_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 3

Number of overlap: 12

Similarity score: 0.0350725

Alignment:

KCVCRWAGKTYRBDHD

--DVCAAGCTTGBH--

Original motif Reverse complement motif

Consensus sequence: KCVCRWAGKTYRBDHD Consensus sequence: DDDVMMAYCTWMGVGR
204 20

] AA T
=_=_—_=A Il rxaTw-—=A
5 10

T 0.0

15
Weblagad 4

0.0

QfégQIXQhWEé

blogadd

Motif ID: UP00081
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DHHHTAACGGTTHDHDH
—-—HBCAAGCTTGVD--

Original motif

Mybl1_primary

Mus musculus
Original Motif
Reverse Complement
Backward

3

12

0.0350753

Consensus sequence: HDDDHAACCGTTAHHHD

2.0

0.0 =

5

d AACCWIA

—_——
15

Watiloga 3.4

Reverse complement motif
Consensus sequence: DHHHTAACGGTTHDHDH

2.0

Dataset #: 4 Motif ID: 124

Original motif

Consensus sequence: VWVWGGGCCCWBB

Motif name: cswGGGCCCwsg

Reverse complement motif
Consensus sequence: BBWGGGCCCWVV
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Best Matches for Motif ID 124 (Highest to Lowest)
Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7
Number of overlap: 12
Similarity score: 0.00677789
Alignment:
HVGVSAGGAGGGTCYHHHHYVH
—————— VVWGGGCCCWBB————
Original motif Reverse complement motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20 20

oo = Tf__\_-rA- L A QIQQI <
10 15

>

n
—i
D
>

=

—— Pl

5 10 15 20 5 20
WabLogad 4 Webiaga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VHHDWTGGGCAMDHBH
—-——-VVWGGGCCCWBB-

UP00035

Hicl_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

2

12

0.00883058

Reverse complement motif
Consensus sequence: VHHDWTGGGCAMDHBH

Original motif
Consensus sequence: DBDDRTGCCCAWDHDV

Py = ATn.CCCg& . o XI 4D QA% S
Motif ID: UP00079
Motif name: Esrra_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
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Number of overlap: 12
Similarity score: 0.0135862

Alignment:
VKBBAGGGGTCAHDBBH
-—-VVWGGGCCCWBB——--

Original motif
Consensus sequence: VKBBAGGGGTCAHDBBH

2.0
= g — y e e

5 10 15

bits

0.0——=

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DBBHHTGACCCCTBBYYV

2.0

T Tl

bits

0.0 ==

WebiLags 3.4

Motif ID: UP00088

Motif name: Plagll_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 12

Similarity score: 0.0139879
Alignment:

BHDGGGGSSCCCCBVV

-BBWGGGCCCWVV—-—~—

Original motif

Reverse complement motif
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Consensus sequence: BHDGGGGSSCCCCBVV

20

bits

0.0—== —

e e
5

otledee.

15
Weblogad 4

Consensus sequence: VBVGGGGSSCCCCHHV

2.0

bits

0.0

c CCQ
— 4?%?!5 - 4 (::u_r--£%EE1I;:

Weblogodd

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DHDTHGGGCGTATBHBB
——-VVWGGGCCCWBB——--

Original motif

UP00093

KIf7_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

3

12

0.0179108

Consensus sequence: VVDBATACGCCCHAHHD

20

bits

0.0

_aTAW

Websiaga 3.4

Reverse complement motif

Consensus sequence: DHDTHGGGCGTATBHBB

2.0

it
P

0.0——— R~
5

.\ CmTégﬁ1-ﬂ

5
WekiLags 3.4
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Dataset #: 4 Motif ID: 125 Motif name: wwwTAATWWATTAwWWwW

Original motif
Consensus sequence: DDTAATWWATTAHH

2.0

L TANTxeATTA

Webilogo 3.4

Best Matches for Motif ID 125 (Highest to Lowest)

Motif ID: UP00105
Motif name: Pou3f4
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2

Number of overlap: 14

Similarity score: 0

Alignment:

BDDDTAATTAATTAHBD

—-—-DDTAATWWATTAHH-

Original motif
Consensus sequence: DVHTAATTAATTADDDB

Reverse complement motif
Consensus sequence: HHTAATWWATTADD

2.0

"L TARTzA]TA

Webiogo 34

Reverse complement motif
Consensus sequence: BDDDTAATTAATTAHBD
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2.0

AT ..

e

Websiags 3.4

2.0

bits
a

0.0—=

_TMATTAATT,

WebiLags 1.4

Motif ID: UP00158
Motif name: Poulfl
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 14

Similarity score: 0.000146898
Alignment:

DVDTAATTAATTADDDB

-HHTAATWWATTADD--

Original motif
Consensus sequence: DVDTAATTAATTADDDB

2.0

“ <AATTAATTA

0.0

15
Webiiaga 3.4

Reverse complement motif
Consensus sequence: BDHDTAATTAATTADBH

2.0

%:wﬂ IIAAITAAIIé -

15
WebiLags 3.4

Motif ID: UP00129
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DAVTTAATTAATTAVBD
-—-DDTAATWWATTAHH-

Original motif

Pou3fl

Mus musculus
Original Motif
Reverse Complement
Forward

3

14

0.00623234

Consensus sequence: DVBTAATTAATTAABTH

2.0

L oAATTATTA,

Watiloga 3.4

Reverse complement motif
Consensus sequence: DAVTTAATTAATTAVBD

2.0

. &ﬁIIAAITAAIIéﬁ

0.0

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00225

HIx1

Mus musculus
Original Motif
Reverse Complement
Backward

2

14
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Similarity score:
Alignment:
HDTAATTAATTAHDD
DDTAATWWATTAHH-

Original motif

Consensus sequence: HHHTAATTAATTAHH

2.0

2
S0

0.0

0.00935009

___TAAlxaATTA _

Webiloga 34

Reverse complement motif
Consensus sequence: HDTAATTAATTAHDD

2.0

e —
15
Weblogo a4

1+lé%l;AA;IA-

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VVTWATTAATTABBYC
HHTAATWWATTADD--

Original motif

Consensus sequence: VVTWATTAATTABBYC

UP00200

Nkx6-1_2825.2

Mus musculus
Reverse Complement
Original Motif
Forward

1

14

0.0200997

Reverse complement motif
Consensus sequence: GMVBTAATTAATWAVB
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2.0

P =

00—

" zabiTHALTA

15
Wabiogad 4

20

EWAAHLAATTAQIIAq

0.0 —
15
WebLogod 4

Dataset #: 4 Motif ID: 126

Original motif
Consensus sequence: BVTGCAGSCABV

bits
5

Motif name: yvTGCAGsCAcg

00—

< 1(0acs0A

WatiLoga 3.4

Best Matches for Motif ID 126 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UP00031
Zbtb3_primary

Mus musculus
Original Motif
Reverse Complement
Forward

4

12

0.0148057

Reverse complement motif
Consensus sequence: VBTGSCTGCAVB

2.0

ol I§Clcﬁ

0.0

Webiloga 3.4
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BBBAVTGCAGTGBBVDD
—-—-BVTGCAGSCABV--

Original motif

Consensus sequence: DDBBBCACTGCABTBBB

2.0

Reverse complement motif

2.0

-~

Consensus sequence: BBBAVTGCAGTGBBVDD

15

~ CACTLCA .

Wabiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HVHBVTGTCTGGDDHDD
-—--VBTGSCTGCAVB--

Original motif

UuP00000

Smad3_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

12

0.0155444

Reverse complement motif

Webiloga 3.4

Consensus sequence: HDHDDCCAGACABBHVH Consensus sequence: HVHBVTGTCTGGDDHDD
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2.0

o

i
i

0.0

&
=1.0
- — ﬁl £ S e
10 15
Wablaga 3.4

uP00042

Motif ID:
Motif name:

Species:
Matching format of first motif
Matching format of second motif

Direction:
Position number:

Number of overlap
Similarity score:

Alignment:
HBGYGTGTGTGCVRVD

—-——-VBTGSCTGCAVB-

Gm397_second

Mus musculus
Reverse Complement

Reverse Complement
Backward

2
12
0.0203202

Original motif
Consensus sequence: DVMVGCACACACKCVH

bit
&

0.0

..

UP00000

Reverse complement motif
Consensus sequence: HBGYGTGTGTGCVRVD

20
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Motif name: Smad3_secondary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 12

Similarity score: 0.0217211

Alignment:

BHBHDTGGCGGGGBDHD

—-——-VBTGSCTGCAVB--

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

:-? %ggCﬁCCéI?_

bits

Watiloga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

g
- HR

e e e — e e e — — =

Wabiogs 3.4

Motif ID: UP00099

Motif name: Ascl2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 12
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Similarity score: 0.0221555

Alignment:
HHDVVGCAGCTGVBKVB

--BVTGCAGSCABV-—--

Original motif
Consensus sequence: BBYVVCAGCTGCBVHHD

20

» ‘
£1.0 C
e _—_g&-ﬂ- b A¢A L9 Q——-—"—"T_‘-—.— —
5 10 1

0.0 T
5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHDVVGCAGCTGVBKVB

20

s
£1.0 :
. = = — (__:_ - L = F =
10 15

Webiloga 3.4

Dataset #: 4 Motif ID: 127 Motif name: rryCAGGGAyw

Original motif
Consensus sequence: DDYCAGGGAHD

240

+ aCAGGUA.

0.0
10
Wetiioga A4

bits

Best Matches for Motif ID 127 (Highest to Lowest)

Motif ID: UP00031

Motif name: Zbtb3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif

Reverse complement motif
Consensus sequence: DHTCCCTGMDD

1 _T0CCTGA

Webioga 3.4

15

b
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Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDHHTBCCAGTGABHG
—-——-DDYCAGGGAHD-

Original motif

Reverse Complement
Backward

2

11

0.018701

Consensus sequence: CHVTCACTGGBADHDD

2.0

oAl

= W ==
: .

0.0 —

5 10

WabiLogad 4

Reverse complement motif
Consensus sequence: DDHHTBCCAGTGABHG

2.0

% “J QA T
- - lx’—_—‘ﬂ-g_ = I'E——:Ie:--_')-"ﬁ
5 10 15

opl=—==

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00000
Smad3_primary
Mus musculus
Original Motif
Original Motif
Backward

4

11

0.0230154
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HDHDDCCAGACABBHVH
—-—--DDYCAGGGAHD---

Original motif
Consensus sequence: HDHDDCCAGACABBHVH

2.0

210 - QQA ; A -

00—
15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HVHBVTGTCTGGDDHDD

2.0

bits

= = = --—-l - = g _

5 10 15

0.0

Webiloga 3.4

Motif ID: UP00031

Motif name: Zbtb3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 11

Similarity score: 0.0300205
Alignment:

DDBBBCACTGCABTBBB

—--DHTCCCTGMDD—---

Original motif
Consensus sequence: DDBBBCACTGCABTBBB

Reverse complement motif
Consensus sequence: BBBAVTGCAGTGBBVDD
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2.0

2.0

-_— TP

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VVBAYTCTCGGWHDB
—-—--DHTCCCTGMDD-

Original motif

Consensus sequence: VVBAYTCTCGGWHDB

2.0

it
5

——

-

uP00018

Irf4_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

4

11

0.0316143

Reverse complement motif
Consensus sequence: BHHWCCGAGAMTVVB

20

bits

A 0.0

0.0

Motif ID:

>UP00011
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Motif name: Irf6_secondary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 4

Number of overlap: 11

Similarity score: 0.0321346

Alignment:

VBBACTCYCGGKHDV

———-DHTCCCTGMDD-

Original motif
Consensus sequence: VBBACTCYCGGKHDV

2.0

_E:QTCIG-?%I

0.0

15
WetiLoga 34

Reverse complement motif
Consensus sequence: VDDRCCGMGAGTBBB

2.0

;"éggqﬁﬁéxx_

15
Wetiloago 3.4

Results created by MOTIFSIM on 11-19-2016 22:23:05
Runtime: 867.303 seconds

MOTIFSIM is written by Ngoc Tam L. Tran
Motif logo generated by weblogo
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