MOTIFSIM - MOTIF SIMilarity Detection Tool

Version 2.1

INPUT

Input Parameters

Number of files: 4

Number of top significant motifs: 10

Number of best matches: 10

Similarity cutoff >= 0.75

Matching motif database: UniProbe Mus Musculus
Phylogenetic tree: Yes

Combined similar motifs: Yes

Output file type: All

Output file format: All

Input files and motif counts

File name Count of motifs Dataset number
DREME_DM721.txt 16 1
MEME-ChIP_DM721.txt 11 2
PScanChIP_DM721.txt 37 3
RSAT_peak-motifs_DM721.txt 40 4
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RESULTS

Best Matches in Database for Each Motif (Highest to Lowest)

Dataset #: 1 Motif ID: 1 Motif name: Motif 1

Original motif
Consensus sequence: AAAAWAAA

=20

0.0

WelLaogo 3

Best Matches for Motif ID 1 (Highest to Lowest)

Motif ID: UP00061

Motif name: Foxl1_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 8

Similarity score: 0

Alignment:

VVVWTTGTTTAMATTWD

———TTTWTTTT-————-

Reverse complement motif
Consensus sequence: TTTWTTTI

ATHITTT

WeLago 3
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Original motif

Consensus sequence: DWAATRTAAACAAWVVB

2.0

M;%éélA_: Q Ae_

D]
10

Webiiaga 3.4

Reverse complement motif
Consensus sequence: VWWWTTGTTTAMATTWD

2.0

;!:I A 5 'cl'é;!: - .

) (A
5 10 15

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDVTTTKTTTACWTWHH
-——TTTWTTTT-————-

Original motif

UP00073

Foxa2_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

8

0.00234495

Consensus sequence: HHWAWGTAAAYAAAVDB

2.0

ool= %eQ‘%AIAA g é%

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

2.0

m x¥ A TIAgglfm

bits

0.0

Wabiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVVTTTGTTTACDTHDH
-——TTTWITTT-—---—-

Original motif

UP00039

Foxj3_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

8

0.00263137

Consensus sequence: HDHADGTAAACAAAVVH

2.0

0.0

gl MAcha

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

2.0

%:_ I; A IIAQ“TT*

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00134
Hoxb13

Mus musculus
Original Motif
Original Motif
Backward
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Position number:
Number of overlap:
Similarity score:

Alignment:

VRHCCAATAAAAWHHV
————— AAAAWAAA-——

Original motif

4
8
0.00284772

Consensus sequence: VRHCCAATAAAAWHHV

2.0

0.o==

“coalTala

WabiLogad 4

Reverse complement motif
Consensus sequence: VDHWTTTTATTGGDKB

2.0

: %ﬂél IIATIA$ =

0.0—=
5 15
WabiLogo 34

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VBDDAAAAAAAAMVBHH
————— AAAAWAAA-———

UP00077
Srf_secondary
Mus musculus
Original Motif
Original Motif
Backward

5

8

0.0029041
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Original motif

Consensus sequence: VBDDAAAAAAAAMVBHH

2.0

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

2.0

w
H1.0

1 1k e

0.0 e e e e - = E - —

15
WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBVTTTGTTTACATTDD
-——TTTWTTTT-————-

Original motif

UP00025

Foxkl_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

8

0.00413427

Consensus sequence: DDAATGTAAACAAAVVB

2.0

Ean AQATAIAA i é% 1

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

2.0

1 SI10 TI_QQI%-

bits

0.0
Wabiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDHYYAATAAAAHHHH
————— AAAAWAAA-——

Original motif
Consensus sequence: HDHYYAATAAAAHHHH

2.0

"~ oqahlMRA

0. = =

UP00180

Hoxd13

Mus musculus
Original Motif
Original Motif
Forward

6

8
0.00521252

Weblagad 4

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD

20

11T .

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

UP00090
EIf3_secondary
Mus musculus
Original Motif
Original Motif
Backward
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Position number:
Number of overlap:
Similarity score:

Alignment:

DBTHHAAAAAAAAVHDH
————— AAAAWAAA-—-—

Original motif

5
8
0.0056978

Consensus sequence: DBTHHAAAAAAAAVHDH

2.0

2anARRA,

Reverse complement motif
Consensus sequence: DDHBTTTTTTTTHDAVH

2.0

1.0

bits

15
Wabioga 3.4

— ?-{IIIIF[I___.;_‘.A —

g PE===miess ;::_ E 0.0
Motif ID: UP00030
Motif name: Sox11_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBDDRAACAAAGRABHH
-——AAAAWAAA-—————

Original Motif
Original Motif
Backward

7

8
0.00616244
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Original motif
Consensus sequence: HBDDRAACAAAGRABHH

2.0

I A $ ~
o= i AAD s
10 1

0= e ———
5

5
Webiiaga 3.4

bits

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

2.0

Motif ID: UP00061
Motif name: Foxl1_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 8

Similarity score: 0.00844854
Alignment:

ADDDYAWAACAAMAHH

————— AAAAWAAA-—-

Original motif

Consensus sequence: ADDDYAWAACAAMAHH

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT

20

= IILIAIIA IAEI = PN

0.0

bits

WablLogo 34
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Dataset #: 1 Motif ID: 2 Motif name: Motif 2

Original motif
Consensus sequence: CACACACA

=0

bifs
:

L&~

OO

el ago @

Best Matches for Motif ID 2 (Highest to Lowest)

Motif ID: UuP00042

Motif name: Gm397_second
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 8

Similarity score: 0

Alignment:

HBGYGTGTGTGCVRVD

---TGTGTGTG-—----

Original motif
Consensus sequence: DVMVGCACACACKCVH

Reverse complement motif
Consensus sequence: TGTGTGTG

ek Lago @

Reverse complement motif
Consensus sequence: HBGYGTGTGTGCVRVD
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2.0

" el CACACAQTLnu

0.0

v«.uoga

20

bits
P

R

e o

Motif ID: UP00026

Motif name: Zscan4_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 6

Number of overlap: 8

Similarity score: 0.0178637

Alignment:

BHHHTTGTGTGCKHVD

————— TGTGTGTG-—-

Original motif
Consensus sequence: HVHRGCACACAAHHHV

2.0

SINLY TV

0.0 1=

a4

Reverse complement motif
Consensus sequence: BHHHTTGTGTGCKHVD

20

5 10 15

Motif ID: UuP00004
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

Sox14_secondary
Mus musculus
Reverse Complement
Reverse Complement

_—

15
Wetiloago 3.4

Direction: Forward

Position number: 8

Number of overlap: 8

Similarity score: 0.0291592

Alignment:

BBDCMATTGTSTBRB

——————— TGTGTGTG

Original motif Reverse complement motif

Consensus sequence: BKBASACAATRGHBB Consensus sequence: BBDCMATTGTSTBRB
2.0 2.0
M -éEACAATQﬁ - - QE$=I?IA

5 10 wm_ogascm 5 10

Motif ID: uP00042

Motif name: Gm397_primary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Reverse Complement
Backward

9

8
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Similarity score:
Alignment:
HHRTATGTGCACATHHD
-TGTGTGTG-———————

Original motif

0.0316665

Consensus sequence: HHDATGTGCACATAMDH

20

B i,

&

S
=

15
Webiiogo 3.4

Reverse complement motif

Consensus sequence: HHRTATGTGCACATHHD

20

{

s S -

1

tn

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHVDTGTGCACAYAHDH
———————— CACACACA-

Original motif
Consensus sequence: DHVDTGTGCACAYA

UP00026
Zscan4_primary
Mus musculus
Original Motif
Original Motif
Backward

2

8

0.0327662

HDH

Reverse complement motif

Webiloga 3.4

Consensus sequence: HDHTMTGTGCACADVHD
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2.0
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Watiloga 3.4

15
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVHBVTGTCTGGDDHDD
————— TGTGTGTG-—---

Original motif

Consensus sequence: HDHDDCCAGACABBHVH

2.0

E— — 0.0

UuP00000

Smad3_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

8

0.0329902

Reverse complement motif

2.0

it
5

!

Consensus sequence: HVHBVTGTCTGGDDHDD

L oohAb

Watiloga 3.4

5
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDHRTAAACAAAHDDD
-—-CACACACA-—-———-

Original motif

UuP00041

Foxjl_primary
Mus musculus
Original Motif
Original Motif
Forward

3

8

0.0361089

Consensus sequence: HDHRTAAACAAAHDDD

20

bits

0.0

S TmACA.a

15
Weblogad 4

Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH

2.0

“ Il

15
Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00101
Sox12_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

6
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Number of overlap: 8
Similarity score: 0.039766

Alignment:
HDTMCTTTGTSTVDBB
————— TGTGTGTG---

Original motif
Consensus sequence: VVDBASACAAAGRADH

?¢AQAAAEQé

bits
&

a0 ==

|
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blogad 4

Hr

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB

20

bits

_———w

0.0 e

) _— T< IIIéI(El

15
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Motif ID: UP00039
Motif name: Foxj3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 8

Similarity score: 0.0414454
Alignment:

HDHADGTAAACAAAVVH

-—-—-CACACACA-——-—-

Original motif

Reverse complement motif
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Consensus sequence: HDHADGTAAACAAAVVH

20

o6 T e e A__T_AA é

Webiiogo 3.4

Consensus sequence: DVVTTTGTTTACDTHDH

20

L atlelTThe..

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVVHACCCGCATVDHD
-—-—-CACACACA-———-

Original motif

UP00070

Gcm1l_primary
Mus musculus
Original Motif

Original Motif

Backward

6

8

0.0420768

Consensus sequence: HVVHACCCGCATVDHD

2.0

bits

8.0 — e e =

ek

Weblogad 4

Reverse complement motif

Consensus sequence: DHDVATGCGGGTHVVH

bits

20

1.0

~ algChlir

Webiloga 3.4

0.0
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Dataset #: 1 Motif ID: 3 Motif name: Motif 3

Original motif
Consensus sequence: AWATAMA

=0

N
-

W L o o T

Best Matches for Motif ID 3 (Highest to Lowest)

Motif ID: UP00180

Motif name: Hoxd13

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 7

Similarity score: 0

Alignment:

HDHHTTTTATTKKHDD

————— TYTATWT----

Original motif
Consensus sequence: HDHYYAATAAAAHHHH

Reverse complement motif
Consensus sequence: TYTATWT

=0

bits
:

Wk ey T8

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD
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2.0

sl

15
Weblogad 4

20

1.

bits
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0.0
15
Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VDHWTTTTATTGGDKB
————— TYTATWT--—-

Original motif

UP00134

Hoxb13

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

7

0.0065385

Consensus sequence: VRHCCAATAAAAWHHV

2.0

- cxh[MAs.

15

Weblagad 4

Reverse complement motif
Consensus sequence: VDHWTTTTATTGGDKB

20

. ,hdp#]i:;_.TIIATIAg = B

15
Weblogod 4

bits

Motif ID:

UP00121
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDDDATTTTATTKVRDB
—————— TYTATWT-—-—

Original motif

Hoxd10

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

7

0.0124058

Consensus sequence: VDKVYAATAAAATDDDH

2.0

bits

Y L TV

Watiloga 3.4

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB

2.0

e @ﬁ-—: A_Al LA e
g 10 15

0.0 = =

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00073
Foxa2_primary
Mus musculus
Original Motif
Original Motif
Backward

4

7

Page 20 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=073

Similarity score: 0.0126252

Alignment:
HHWAWGTAAAYAAAVDB
——————— AWATAMA---

Original motif
Consensus sequence: HHWAWGTAAAYAAAVDB

20

- AA?AIAA n g é—‘?—‘ .

—
5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

20

Motif ID: UP00041
Motif name: Foxjl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 7

Similarity score: 0.0147643
Alignment:

HDHRTAAACAAAHDDD

————— AWATAMA----—

Original motif
Consensus sequence: HDHRTAAACAAAHDDD

Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH
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2.0

L oTAMCA.A

0.0—=

15
Weblogod 4

20

g ;IIATITAQ -

15
Weblogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DWAATRTAAACAAWVVEB
——————— AWATAMA---

Original motif

UP00061

FoxI1_primary
Mus musculus
Original Motif
Original Motif
Backward

4

7

0.0182155

Consensus sequence: DWAATRTAAACAAWVVB

2.0

1 2RATAIT Q éel

L
10

5

Watiloga 3.4

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD

2.0

bits
5

_xI ; _géllx_

0.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDHADGTAAACAAAVVH
——————— AWATAMA---

Original motif

UP00039

Foxj3_primary
Mus musculus
Original Motif
Original Motif
Forward

8

7

0.0194168

Consensus sequence: HDHADGTAAACAAAVVH

20

g - ATAA A

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

20

S 11113

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00025
Foxkl_primary
Mus musculus
Original Motif
Original Motif
Forward

8
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Number of overlap: 7
Similarity score: 0.0214053

Alignment:
DDAATGTAAACAAAVVE
——————— AWATAMA---

Original motif
Consensus sequence: DDAATGTAAACAAAVVB

2.0

G AARCA.

5
Webiiaga 3.4

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

2.0

gro 15][ v I[h‘I_g;éij[liﬂ-

WebiLags 3.4

Motif ID: UP00133
Motif name: Cdx2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6

Number of overlap: 7

Similarity score: 0.0216297
Alignment:

DVVGGYMATAAAAHKH

————— AWATAMA-—--

Original motif

Reverse complement motif
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Consensus sequence: DVVGGYMATAAAAHKH

20

00l—= = ; -

Consensus sequence: HRHTTTTATYMCCVBD

2

%AIIII _TAQC___ _

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BHDTATGCAAATDHDV
———————— AWATAMA-

Original motif

Consensus sequence: BHDTATGCAAATDHDV

2.0

0.0

Mus musculus
Original Motif
Original Motif

0.0237828

" AICCMAT.

Reverse complement motif
Consensus sequence: BHHDATTTGCATAHHV

2.

< AT

0.0

5
Weblogod.4
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Dataset #: 1 Motif ID: 4 Motif name: Motif 4

Original motif
Consensus sequence: CYBCCTCC

=20

bits
:

I

0.0

WelLaogo 3

Best Matches for Motif ID 4 (Highest to Lowest)

Motif ID: UP00021
Motif name: Zfp281_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 8

Similarity score: 0.0047591
Alignment:

DBCCCCCCCCcCcCMYC

--—--CYBCCTCC---

Original motif
Consensus sequence: DBCCCCCCCCCCMYC

Reverse complement motif
Consensus sequence: GGAGGVMG

2.0

=2
=10 ﬂ

WeLago 3

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD
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5 10 15
Websloge 34

Motif ID: UP00538
Motif name: Glil_v015681_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7

Number of overlap: 8

Similarity score: 0.0211234
Alignment:

MHHHWHYTMCCHCCCACVAABVH

—————— CYBCCTCC-——=—==——~

Original motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

5 10

WesLago 34

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

0.0-= e e e B Apm P S = = -

Motif ID: UP00540
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVTTVVCVYGGHGGYCHHDMYB

Original motif

Gli3_v015681_secondary
Mus musculus

Reverse Complement
Original Motif

Forward

10

8

0.0214303

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

%1.0 T
s O Elﬁ—-. Q_,_gl . 4 E_,fr_-lg 2= ,_J‘_‘:E___
5 10 15 20

WabLogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

E10 Q A
‘A.__.__ —— 12}. - A—E—I = -=A_-_
10 15

WabiLogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00007
Egrl_primary
Mus musculus
Original Motif
Original Motif
Forward

2

8
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Similarity score: 0.0215351

Alignment:
HCCGCCCCCGCAHB
-CYBCCTCC-----
Original motif Reverse complement motif
Consensus sequence: HCCGCCCCCGCAHB Consensus sequence: VHTGCGGGGGCGGH
0.0 QTC#CCCQCTQQ-—- == onl=——=— g_{:‘-—_g N B LA Qe-:':
Motif ID: UP00033
Motif name: Zfp410_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3
Number of overlap: 8
Similarity score: 0.0262858
Alignment:
BDDYYCATCCCATDDRBD
--CYBCCTCC--—--—---
Original motif Reverse complement motif
Consensus sequence: DVDDATGGGATGKMDDV Consensus sequence: BDDYYCATCCCATDDBD
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2.0

- _1££§1[ IXWiA:réé

2.0

bits

—— 0.0

5

Watiloga 3.4

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVBCCCCCCCCMHHHB
-—--CYBCCTCC-—---

Original motif

Consensus sequence: HVYBCCCCCCCCMHHHB

2.0

o
-_E‘I.CI

0

gég

1

UuP00022

Zfp740_primary
Mus musculus
Original Motif
Original Motif
Forward

4

8

0.0273549

Reverse complement motif

2.0

it
5

Consensus sequence: BHHDYGGGGGGGGBVD

== 0.0

0.0

o

15
Wabiogad 4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHWTTHGGGGGGVDD
—————— GGAGGVMG-

Original motif

Consensus sequence: DDVCCCCCCHAAWHB

lle .

2.0

bits
5

0.0

uP00047

Zbtb7b_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

7

8

0.0294721

N
15

Webiloga 34

Reverse complement motif
Consensus sequence: VHWTTHGGGGGGVDD

2.0

—

= s

o= T ——— =

Weblogo a4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00050
Bhlhb2_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

3
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Number of overlap: 8

Similarity score: 0.0296935
Alignment:

YDYBDHTMCACGTGGADDBMDGT

————————————— GGAGGVMG--

Original motif
Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

o IA A =

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20
— liaes —tn
15 20

o T6V

T %

WebbLaga 34

e S S WL T = A XK R v
5 e I B e 5 b
Motif ID: UP00022
Motif name: Zfp740_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 8
Number of overlap: 8
Similarity score: 0.0314233
Alignment:
HVKDCCGGGGGGWADDD
——————— GGAGGVMG--

Original motif

Reverse complement motif

Page 32 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=022

Consensus sequence: DDDTWCCCCCCGGDRVH

20

2

15
Webiiogo 3.4

Consensus sequence: HVKDCCGGGGGGWADDD

20

i, - T-E‘EC-;E 20 iB B iD-4& ‘E‘A?l..,_"‘ﬁz,:
2 5 10 15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDHHMCGCCCCCTHVEB
-—-—-—-CYBCCTCC-——-—--

Original motif

UP00002
Sp4_primary
Mus musculus
Original Motif
Original Motif
Forward

5

8

0.0324346

Consensus sequence: BDHHMCGCCCCCTHVBB

20

210 C Q
s <AVY

Reverse complement motif
Consensus sequence: BWWHAGGGGGCGRDHHB

2.0

=== - B = T.—'-. EE—

WekiLags 3.4
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Dataset #: 1 Motif ID: 5 Motif name: Motif 5

Original motif Reverse complement motif
Consensus sequence: AAAASAAA Consensus sequence: TTTSTTTT

“AAAAS ~Tel Tl

5

bits
:

WelLaogo 3 WeLago 3

Best Matches for Motif ID 5 (Highest to Lowest)

Motif ID: UP00062

Motif name: Sox4_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 7

Number of overlap: 8

Similarity score: 0

Alignment:

HBDDDAACAAAGRVBHH

———AAAASAAA-——-——-

Original motif Reverse complement motif
Consensus sequence: HBDDDAACAAAGRVBHH Consensus sequence: HHBBMCTTTGTTHDDBH

Page 34 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=062

2.0 2.0

Motif ID: UP00030
Motif name: Sox11_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 7

Number of overlap: 8

Similarity score: 0.000128474
Alignment:

HBDDRAACAAAGRABHH

---AAAASAAA--———-

Original motif
Consensus sequence: HBDDRAACAAAGRABHH

2.0

P - -

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

2.0

y

-0
=“CD
P>—i
;5)

0.0

Motif ID: UP00061
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DWAATRTAAACAAWVVB
—————— AAAASAAA-—-

Original motif

FoxI1_primary
Mus musculus
Original Motif
Original Motif
Backward

4

8
0.000164173

Consensus sequence: DWAATRTAAACAAWVVB

2.0

2RATXIA Q Qéﬁ

10

Watiloga 3.4

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD

2.0

R U o

0.0
5 10 15
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00025
Foxkl1_primary
Mus musculus
Original Motif
Original Motif
Backward

4

8
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Similarity score: 0.000213551

Alignment:
DDAATGTAAACAAAVVEB
—————— AAAASAAA-—-—

Original motif
Consensus sequence: DDAATGTAAACAAAVVB

20

G ANACA,

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

20

ﬁ*j 1I W TT_Q@II"’

Webiloga 3.4

Motif ID: UP00039
Motif name: Foxj3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7

Number of overlap: 8

Similarity score: 0.0017146
Alignment:

HDHADGTAAACAAAVVH

—————— AAAASAAA---—

Original motif
Consensus sequence: HDHADGTAAACAAAVVH

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH
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2.0 2.0

0.0

15
Watiloga 3.4 Wabiogs 3.4

Motif ID: UP00171

Motif name: Msx3

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 8

Similarity score: 0.00344628
Alignment:

HHVTTAATTKGTTHTV

——————— TTTSTTTT-

Original motif Reverse complement motif

Consensus sequence: VAHAACYAATTAABHH Consensus sequence: HHVTTAATTKGTTHTV
2.0
. TA |AcIT =
T 0.0 o =

15
'thug LEP
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
ADDDYAWAACAAMAHH
————— AAAASAAA-—-—

Original motif

UP00061
Foxl1_secondary

Mus musculus
Original Motif
Original Motif
Backward

4

8

0.0055484

Consensus sequence: ADDDYAWAACAAMAHH

20

bits

:é$3?§éAA%AA$A

15
Weblogad 4

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT

2.0

—

calgll

AAA_ = T
10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00073
Foxa2_primary
Mus musculus
Original Motif
Original Motif
Backward

4
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Number of overlap:
Similarity score:

Alignment:

HHWAWGTAAAYAAAVDB
—————— AAAASAAA-—-

Original motif

8
0.00600115

Consensus sequence: HHWAWGTAAAYAAAVDB

2.0

;oe-‘a‘-'i‘AIAA g é%

0.0-1=

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

2.0

_ I]; A TIAG£I—: .

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DDDHTTTGTTTAMHDH
-——-TTTSTTTT----

Original motif

UP00041

Foxjl_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

8

0.0108329

Reverse complement motif
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Consensus sequence: HDHRTAAACAAAHDDD

20

it
5

0.01=—

- ~ALAAAGA2A

15
Weblogad 4

Consensus sequence: DDDHTTTGTTTAMHDH

“ ;IIATITAQ_

bits
a

15
Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDBAHCAWAACADWDVD
—————— AAAASAAA-——

Original motif

UP00039

Foxj3_secondary
Mus musculus
Original Motif
Original Motif
Forward

7

8

0.0126083

Consensus sequence: HDBAHCAWAACADWDVD

20

0.0

Reverse complement motif
Consensus sequence: DVHWDTGTTWTGDTBDH

bits
a

2.0
5 10

15
WekiLags 3.4
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Dataset #: 1 Motif ID: 6 Motif name: Motif 6

Original motif
Consensus sequence: CCCCRCCC

-CCCCA

Best Matches for Motif ID 6 (Highest to Lowest)

s

b

WelLaogo 3

Motif ID: UP00093
Motif name: KIf7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position humber: 5

Number of overlap: 8

Similarity score: 0

Alignment:

HBDRCCMCGCCCHHHD

--—--CCCCRCCC----

Original motif
Consensus sequence: HBDRCCMCGCCCHHHD

Reverse complement motif
Consensus sequence: GGGKGGGG

2.0

bits

WeLago 3

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH
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2.0

1 AQQRA

LiX

bits

20

e R g T_.p,_—_-_:l—:— e

15 5 10 15

19 Waeblogad 4 WablLogo 34
Motif ID: UP00021
Motif name: Zfp281_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
GKRGGGGGGGGGGBD
————— GGGKGGGG--

Original motif

Consensus sequence: DBCCCCCCCCCCMYC

2.0

o -¢§Qgggccgccg%g E=S S A A LDS ois s SN

Reverse Complement
Reverse Complement
Backward

3

8

0.0189858

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

20

Webilaga 34 WetsLogo 34

Motif ID:

UP00022
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHDYGGGGGGGGBVD
————— GGGKGGGG—---

Original motif

Zfp740_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

8

0.0254924

Consensus sequence: HVBCCCCCCCCMHHHB

2.0

bits

s,

15
Wabiogad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00538
Glil_v015681_secondary
Mus musculus

Original Motif

Original Motif

Forward

8

8
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Similarity score: 0.0344544

Alignment:
MHHHWHYTMCCHCCCACVAABVH

Original motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

20

Reverse complement motif
Consensus sequence: DVWVTTVGTGGGHGGYAMHWHHHY

20

we = Xx Y TX ox we oo S XYV VYo "
Motif ID: UP00007

Motif name: Egrl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 6

Number of overlap: 8

Similarity score: 0.0351247

Alignment:

VHTGCGGGGGCGGH

————— GGGKGGGG-

Original motif
Consensus sequence: HCCGCCCCCGCAHB

Reverse complement motif
Consensus sequence: VHTGCGGGGGCGGH
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0.0

5

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDHHMCGCCCCCTHVEB
--CCCCRCCC—==———-

Original motif

UP00002
Sp4_primary
Mus musculus
Original Motif
Original Motif
Backward

8

8

0.0379829

Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

0.0

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB

2.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HKBBGGGGGGTCVHHH
--GGGKGGGG—————-

Original motif

UuP00024

Glis2_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

8

0.0387654

Consensus sequence: HHHVGACCCCCCVBRD

20

w
. TAC Qg
= — - - S
pac— . L s b4 — e
5 10 15
WebiLogad 4

Reverse complement motif
Consensus sequence: HKBBGGGGGGTCVHHH

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00043
Bcl6b_secondary
Mus musculus
Original Motif
Original Motif
Backward

7
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Number of overlap:
Similarity score:

Alignment:
HBBBCCGCCCCWHHHV
-—-CCCCRCCC—=————

Original motif

8
0.044983

Consensus sequence: HBBBCCGCCCCWHHHV

2.0

0.0

" ¢c.cCCe,

15
Weblagad 4

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH

20

Weblogod 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHBSHTCGTGRGTGGKGDBVWMV

Original motif

UP00540

Gli3_v016060_secondary
Mus musculus

Reverse Complement
Reverse Complement
Backward

7

8

0.0449971

Reverse complement motif
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Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

20

i QQCQéQECA°~2*°

i sl = e

20
WesLogo 34

Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

it
b=

ay*ag‘f:‘—é‘?‘xg‘i‘-crIT"FIé.fug‘} . o

5 10 15 20

Motif ID: UP00000
Motif name: Smad3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 8

Similarity score: 0.0452062
Alignment:

DHHBCCCCGCCAHHBHB

--—--CCCCRCCC-----

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

20

=
15

Websiaga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

WekiLags 3.4
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Dataset #: 1 Motif ID: 7 Motif name: Motif 7

Original motif
Consensus sequence: ASASAGAA

“AeAcAGAA

WelLaogo 3

s

b

Best Matches for Motif ID 7 (Highest to Lowest)

Motif ID: UP00032
Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6

Number of overlap: 8

Similarity score: 0

Alignment:

BDHDDADAGATAAGADHBDHVD

————— ASASAGAA-————————

Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

Reverse complement motif
Consensus sequence: TTCTSTST

~TTCTeTel

WeLago 3

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV
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2.0

Motif ID: UP00040
Motif name: Irf5_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 8

Similarity score: 0.00562375
Alignment:

BHDAHCGAGARTHRBV

---ASASAGAA---—-—

Original motif
Consensus sequence: BHDAHCGAGARTHBV

2.0

bits

,T ALQﬁAHAelﬁ

15
Webilaga 34

Reverse complement motif
Consensus sequence: VBHAKTCTCGHTHHYV

20

A&§Clcﬁl .

0.0
15
WetsLogo 34

bits

Motif ID:

UP00101
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVDBASACAAAGRADH
—-—-ASASAGAA-—-—-—---

Original motif

Consensus sequence: VVDBASACAAAGRADH

2.0

1 6¢AQAAAE¢éI

Sox12_secondary
Mus musculus
Original Motif
Original Motif
Forward

3

8

0.0120605

15
Wabiogad 4

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB

20

Lonellleler

0.0

15
WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00018
Irf4_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

4

8
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Similarity score: 0.017471

Alignment:
BHHWCCGAGAMTVVB
—-——-ASASAGAA-—-—-

Original motif
Consensus sequence: VVBAYTCTCGGWHDB

2.0

Reverse complement motif
Consensus sequence: BHHWCCGAGAMTVVB

2.0

o é%Igl-Aﬂlé - . figgamiﬁﬁl
Motif ID: UP00090
Motif name: EIf3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5
Number of overlap: 8
Similarity score: 0.018291
Alignment:
TDAMTTCCYYDTD
-——-TTCTSTST-

Original motif
Consensus sequence: DAHMMGGAARTDA

Reverse complement motif
Consensus sequence: TDAMTTCCYYDTD
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b=

|

' aeT100=.

WarbiLogo 3.4

A l
- d___Ar_,_zgé":Cﬂ_ 't —-—A_ -‘?‘A oo —_— n A A e e
2 10 WeblLogod 4
Motif ID: UP00004
Motif name: Sox14_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBDCMATTGTSTBRB
—————— TTCTSTST-

Original motif

Reverse Complement
Reverse Complement
Forward

7

8

0.0185351

Consensus sequence: BKBASACAATRGHBB

2.0

L0 o éEACAAIA_&-ﬁ

WebiLogo 34

Reverse complement motif
Consensus sequence: BBDCMATTGTSTBRB

2.0

B , QgéTT¢A?I

0= =

18
Webhlogo 34
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HBDDRAACAAAGRABHH
—————— ASASAGAA---

Original motif

UP00030

Sox11_primary
Mus musculus
Original Motif
Original Motif
Backward

4

8

0.0187871

Consensus sequence: HBDDRAACAAAGRABHH

20

10 1

aol= ]

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

20

"L LTIl
= hLEy N —_—s = s

5 10 15
Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00062
Sox4_primary
Mus musculus
Original Motif
Original Motif
Backward

4

Page 55 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=030
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=062

Number of overlap:
Similarity score:

Alignment:
HBDDDAACAAAGRVBHH
—————— ASASAGAA-—--

Original motif

8
0.0188246

Consensus sequence: HBDDDAACAAAGRVBHH

2.0

bits

— = A-.-HA l AAA:'_’:

0.0 ==
5

5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

el

0.0 1= — i
15

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BWAHSMGGAAGTWD
-—-ASASAGAA--—-

Original motif

UuP00409

EIf5

Mus musculus
Original Motif
Original Motif
Forward

3

8

0.0192614

Reverse complement motif
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Consensus sequence: BWAHSMGGAAGTWD

2.0

L otileT

Welilogo 3.4

Consensus sequence: DWACTTCCRSDTWV

Webitoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VHDDTCTTATCWHBDHD
—————— TTCTSTST---

Original motif

UP00100
Gata6_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

8

0.0192685

Consensus sequence: DHDVDWGATAAGADDHV

20

0.0

i —_ . g | B (_:_:é,_,_

15

Websiaga 3.4

Reverse complement motif
Consensus sequence: VHDDTCTTATCWHBDHD

2.0

0.0k g B = A-..-'_— - —

WekiLags 3.4
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Dataset #: 1 Motif ID: 8 Motif name: Motif 8

Original motif
Consensus sequence: TTTWWAAW

=20

bits
:

T

0.0

WelLaogo 3

Best Matches for Motif ID 8 (Highest to Lowest)

Motif ID: UP00061
Motif name: Foxl1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 8

Number of overlap: 8

Similarity score: 0.0113493
Alignment:

VVVWTTGTTTAMATTWD

——————— TTTWWAAW-—

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

Reverse complement motif
Consensus sequence: WTTWWAAA

~alT22AAA

WeLago 3

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD
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2.0

2.0

Motif ID: UP00073

Motif name: Foxa2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 6

Number of overlap: 8

Similarity score: 0.0142946
Alignment:

BDVTTTKTTTACWTWHH

————— TTTWWAAW--—-

Original motif
Consensus sequence: HHWAWGTAAAYAAAVDB

2.0

. = {_e-a‘?AIAA g é%

5
Webiiaga 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

it
5

0.0

x¥ A TIAgglf_h

WebiLags 3.4

Motif ID: UP00114
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HDTVAAAACGATRWWHT
WTTWWAAA-————————

Original motif

Homez

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

8

0.0164944

Consensus sequence: AHWWMATCGTTTTBADD

2.0

Reverse complement motif
Consensus sequence: HDTVAAAACGATRWWHT

2.0

%I‘—-AAAAC - I:—:XI_F-,_ ;
5 10 15

Webiloga 3.4

00 == e == é? 0.0
5 10 15 Saaah
Motif ID: UP00262
Motif name: Lhx1
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Reverse Complement
Original Motif
Forward

8

8

0.0167097
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Alignment:
VVDATTAATTAAWWAHB
——————— WITWWAAA--—

Original motif

Consensus sequence: VVDATTAATTAAWWAHB

2.0

o ===

Reverse complement motif
Consensus sequence: BHTWWTTAATTAATDVV

2.0

A h II—%—II R HAAI -

gol==

o ‘e_‘(_.:c: _1n
5

10

——
15

Wabiloga 3.4 Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDHWTTTTATTGGDKB
-——TTTWWAAW-————

Original motif

Consensus sequence: VRHCCAATAAAAWHHV

uP00134

Hoxb13

Mus musculus
Original Motif
Reverse Complement
Backward

6

8

0.0168038

Reverse complement motif
Consensus sequence: VDHWTTTTATTGGDKB
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2.0

" coshAbs.

0.0

I

Weblogad 4

20

E”ﬂ+¢lTIIAIIA$ =

Motif ID: UP00188
Motif name: Lmx1la
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 8

Similarity score: 0.0169282
Alignment:

CVHHTTAATTAAWWWHB

——————— WTTWWAAA--

Original motif
Consensus sequence: CVHHTTAATTAAWWWHB

2.0

Reverse complement motif
Consensus sequence: BDWWWTTAATTAAHHVG

M T MAITA

WebiLags 3.4

it
5

00—

Motif ID: UP00016

Page 62 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=188
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=016

Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BHDHATTATAATDDDV
————-TTTWWAAW--—--

Original motif

Consensus sequence: BHDHATTATAATDDDV

2,

Sry_primary
Mus musculus
Original Motif
Original Motif
Forward

5

8

0.0172544

< _ATTATAAT

Wabiogad 4

Reverse complement motif
Consensus sequence: VDDDATTATAATHDHV

2.

T

WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00023
Sox30_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

5

8
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Similarity score:
Alignment:
THDBATTATAATMVVV
———-WTTWWAAA-—-—-—

Original motif

Consensus sequence: THDBATTATAATMVVV

20

bits

0.0178935

Sl

.. ATTATAAT.

15
Weblogad 4

Reverse complement motif
Consensus sequence: VVVYATTATAATBDHA

2.0

| .ATTATAAT .

0.

bits

15
Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DHWTTTTAMGAGBDHH
———-WTTWWAAA-—-———-

Original motif

UP00173

Hoxcl3

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

8

0.0180658

Consensus sequence: HHDBCTCRTAAAAWHD

Reverse complement motif
Consensus sequence: DHWTTTTAMGAGBDHH
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2.0

bits

- cleIMAL_

Weblogod 4

20

C

*:—.‘E"‘-E*I__ - TA !:-:T;'; E—
5

10 15
Weblogod4

bits

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDHHTTTTATRGCKMV
-——WITTWWAAA-————

Original motif

UuP00207

Hoxb9

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

8

0.018356

Consensus sequence: VRRGCMATAAAAHHHD

2.0

o
=1

AHAEQEATQAAAAxQ

L}
0.0

15
Weblogod 4

Reverse complement motif
Consensus sequence: HDHHTTTTATRGCKMV

,AﬁlTIIAerQI?$

Weblogod4

it
5

0.0——
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Dataset #: 1 Motif ID: 9 Motif name: Motif 9

Original motif
Consensus sequence: GCTGGGAW

g CT T

WelLaogo 3

s

b

Best Matches for Motif ID 9 (Highest to Lowest)

Motif ID: UP00033
Motif name: Zfp410_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 7

Number of overlap: 8

Similarity score: 0

Alignment:

DVDDATGGGATGKMDDV

---GCTGGGAW-—-——---

Original motif
Consensus sequence: DVDDATGGGATGKMDDV

Reverse complement motif
Consensus sequence: WTCCCAGC

2.0

=2
=10

el

WeLago 3

Reverse complement motif
Consensus sequence: BDDYYCATCCCATDDBD
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2.0

al=s

2.0

: 5

£
£10
el g
gole—— === W v
5 10

Websiags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVHCYTGCTGTGHDH
—————— GCTGGGAW-

Original motif

Consensus sequence: DDDCACAGCAKGHVD

2.0

UP00006

Zic3_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

2

8

0.0015592

Reverse complement motif
Consensus sequence: DVHCYTGCTGTGHDH

20

15
WetsLogo 34

0.0

0.0

+Q?CAAQ§TT$ = TcglAcI v =5

15
Webilaga 34

Motif ID:

UP00102

Page 67 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=006
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=102

Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVHCCTGCTGBGDDB
—————— GCTGGGAW-

Original motif

Consensus sequence: BHDCVCAGCAGGHVD

2.0

EIH%QTCAAQQT-

e

Zicl_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

2

8

0.00311134

15
WetiLoga 34

Reverse complement motif
Consensus sequence: DVHCCTGCTGBGDDB

2.0
i
Z1.0
0.0 =

GerelTu 6,

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00057
Zic2_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

7

8
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Similarity score:
Alignment:
DVBCYTGCTGBGDDD
—————— GCTGGGAW-

Original motif

Consensus sequence: HHDCVCAGCAKGVVD

2.0

0.00378731

“1 ¢ (AGEa

15
Webiloga 34

Reverse complement motif
Consensus sequence: DVBCYTGCTGBGDDD

20
8
=10

-
-

(eIl 6,

Weblogo a4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDBHGGTTGGCATVBD
————— GCTGGGAW-—--

Original motif

UP00035
Hicl_primary

Mus musculus
Original Motif
Reverse Complement
Forward

6

8

0.00499352

Consensus sequence: DBBATGCCAACCHVHH

Reverse complement motif
Consensus sequence: DDBHGGTTGGCATVBD
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2.0

“ a|G00AGe

e 0.0

20

5 10 15

|
5

15
WabiLogo 34

Wabiogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DBVVAGCTGTCAWWVTH
————— GCTGGGAW———-

Original motif

Consensus sequence: DABWWTGACAGCTVVBD

2.0

bits
a

PN

0.0 ——— T —

Ay |\ Cr

b A T —

UP00122

Tgifl

Mus musculus
Original Motif
Reverse Complement
Backward

5

8

0.00832067

Reverse complement motif
Consensus sequence: DBVVAGCTGTCAWWVTH

2.0

A V- I
S oy -=“:é < i = IA:?;
1

5 10

15

Watiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WVVHWTWACAGCGHHVT
—-———-WTCCCAGC—-——-—-

Original motif

UP00193

Rhox11_2205.1

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

8

0.0141947

Consensus sequence: AVDHCGCTGTWAWDVVW

20

n.ufﬂ"-k % 9 Aééi—;-_l —_—

5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: WVVHWTWACAGCGHHVT

20

«
240

51 I
a A== i I i I i 3 - —— =
K1} T 1 T

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00193
Rhox11_1765.2

Mus musculus
Reverse Complement
Reverse Complement
Forward

5
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Number of overlap:
Similarity score:

Alignment:
WVVHWTWACAGCGBHBT
-——-WTCCCAGC———-—-

Original motif

8
0.014648

Consensus sequence: AVDVCGCTGTWAWDVVW

2.0

& A
P oA 4 B L %:ri I
10 15

0.0
5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: WVWVHWTWACAGCGBHBT

2.0

1.0

i IS’;=_=_,__.III Ol = - X
¥ 5 10

15
WebiLags 3.4

a
=

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHTTTCACACCTDHBV
-——-WTCCCAGC———-—-

Original motif

UP00068

Eomes_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

8

0.0155942

Reverse complement motif
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Consensus sequence: BVHDAGGTGTGAAAHHH

20

bits

0.0

T aCUIUTGAAs.

Webiiogo 3.4

Consensus sequence: HHHTTTCACACCTDHBY

20

. | QA mglg1

0.0

5
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VBWTTGACAGCTVBTT
—-—-WTCCCAGC-—-—-—--

Original motif

UP00258

Tgif2

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

8

0.0159446

Consensus sequence: AABBAGCTGTCAAWVYV

2.

=

0.0

Weblogad 4

Reverse complement motif
Consensus sequence: VBWTTGACAGCTVBTT

20

_:-_—A%IT A CT l:c

0.0 — e = —
5 10

bits

Weblogod.4
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Dataset #: 1 Motif ID: 10 Motif name: Motif 10

Original motif Reverse complement motif
Consensus sequence: TAMATA Consensus sequence: TATRTA
=_i =_i

bis
)
bis
:

5 5
R P = " e Ry o

[ = =

Best Matches for Motif ID 10 (Highest to Lowest)

Motif ID: UP00082

Motif name: Zfp187_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 2

Number of overlap: 6

Similarity score: 0

Alignment:

HWATTAGTACATAV

——————— TAMATA-

Original motif Reverse complement motif
Consensus sequence: BTATGTACTAATWH Consensus sequence: HWATTAGTACATAV

Page 74 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=082

“ ATUTACZART .

Welsloge 34

L ATLLCTaCAT.

0.0

Webilaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHWAWGTAAAYAAAVDB

Original motif

UP00073
Foxa2_primary
Mus musculus
Original Motif
Original Motif
Backward

6

6

0.00240236

Consensus sequence: HHWAWGTAAAYAAAVDB

2.0

. = {_e-a‘?AIAA g é%

5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

x¥ A TIAgglf_h

it
5

0.0

WebiLags 3.4

Motif ID:

UP00061
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Motif name: Foxl1_primary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 6

Similarity score: 0.00807433
Alignment:

DWAATRTAAACAAWVVB

—————— TAMATA--——-

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

2.0

2AATLIA Q Qéﬁ

o0== - s ———
10

Watiloga 3.4

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD

2.0

g Qi][ A _$;4§1£]£}K__

0.0 =
5 10 15

Wabiogs 3.4

Motif ID: UP00039
Motif name: Foxj3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 6
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Similarity score: 0.0104466

Alignment:
HDHADGTAAACAAAVVH

Original motif
Consensus sequence: HDHADGTAAACAAAVVH

20

D; ﬁa?ATAAm ééﬁ -

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

20

S 11113

Webiloga 3.4

Motif ID: UP00025
Motif name: Foxkl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 6

Similarity score: 0.0133367
Alignment:

DDAATGTAAACAAAVVB

—————— TAMATA-———-—

Original motif
Consensus sequence: DDAATGTAAACAAAVVB

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD
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2.0 2.0

: n&AgAIAAN As LIl TT‘Qé"lm

Watiloga 3.4

bits

Motif ID: UP00211

Motif name: Pou3f3

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 7

Number of overlap: 6

Similarity score: 0.0159085

Alignment:

TDDATTATGCATADDTH

————— TATRTA-————-—

Original motif Reverse complement motif

Consensus sequence: HADDTATGCATAATDDA Consensus sequence: TDDATTATGCATADDTH

2.0 2.0

a *;AI_QNIAQTHAA EI-éIIATQAIAL1IL

00—

Watiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHDATTAATTAAWWWHB

Original motif

UP00169

Lmx1b

Mus musculus
Original Motif
Reverse Complement
Forward

6

6

0.0177771

Consensus sequence: VDWWWTTAATTAATDHB

20

“ IIXIT TTAAAA

0.0-1= e

5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BHDATTAATTAAWWWHB

20

L TIAATA..._

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00172

Prop1l

Mus musculus
Original Motif
Reverse Complement
Backward

6
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Number of overlap:
Similarity score:

Alignment:
GDDDBTTAATTAABBVV

Original motif

Consensus sequence: VVVVTTAATTAABDDDC

2.0

“ TIRAITAe

gotm——— =

6
0.0178756

Reverse complement motif

2.0

= 0.0

15
Webiiaga 3.4

Consensus sequence: GDDDBTTAATTAABBVY

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
CHDMTTAATTAAKDHVV

Original motif

UP00237

Otp

Mus musculus
Original Motif
Reverse Complement
Backward

7

6

0.0179741

Reverse complement motif
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Consensus sequence: VVHDRTTAATTAAYDDG

20

e

Consensus sequence: CHDMTTAATTAAKDHVYV

Nl | AAE -

-

00—

JIAA]

Webiiogo 3.4 Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DAWKGGGTATCTAWHWH
——————— TATRTA-———

Original motif

Consensus sequence: HWHWTAGATACCCYWTD

20

=

UP00232

Dobox4

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

6

0.0179753

Reverse complement motif
Consensus sequence: DAWKGGGTATCTAWHWH

2.0

A-&AIAT 1Accg$el,,

Websiaga 3.4
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Dataset #: 1 Motif ID: 11 Motif name: Motif 11

Original motif
Consensus sequence: CCGCCGCC

=20

bits
:

0.0

WelLaogo 3

Best Matches for Motif ID 11 (Highest to Lowest)

Motif ID: UP00002
Motif name: Sp4_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position humber: 5

Number of overlap: 8

Similarity score: 0.00319355
Alignment:

BDHHMCGCCCCCTHVEB

-—-—-CCGCCGCC————-

Original motif
Consensus sequence: BDHHMCGCCCCCTHVBB

Reverse complement motif
Consensus sequence: GGCGGCGG

=0
i
= 1.0
-
a0 -~y s

WeLago 3

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB
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2.0 2.0

=AVY Q . W s

0.0 -
5 10 15 Skitarad
Motif ID: UP00007
Motif name: Egrl_primary

Mus musculus
Reverse Complement
Reverse Complement

Species:
Matching format of first motif:
Matching format of second motif:

Direction: Forward
Position number: 6
Number of overlap: 8
Similarity score: 0.00646974
Alignment:
VHTGCGGGGGCGGH
————— GGCGGCGG-
Original motif Reverse complement motif
Consensus sequence: VHTGCGGGGGCGGH

Consensus sequence: HCCGCCCCCGCAHB

2.0

2.0
0

Cuc

QTC%;CCCQC{Q&A

0.0 -
Webslogo 3.4

10

Motif ID: UP00093

Webitaga 3.4
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHHDGGGCGRGGKHBH
————— GGCGGCGG—---

Original motif

KIf7_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

8

0.0238664

Consensus sequence: HBDRCCMCGCCCHHHD

2.0

_ AGGQA

a.0—==

=

15
Wabiogad 4

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH

TYME =~

10 15
WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00527
Foxn4_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

9

8
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Similarity score: 0.0278448

Alignment:
VDWDARRGACGCGGWHGGAKHV

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

20

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

it
P

Ww=Rh 2oVl IVIVESS Foay ol = QIEQ-AEQ Vi¥sx &%
Motif ID: UP00000
Motif name: Smad3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 8
Similarity score: 0.028459
Alignment:
BHBHDTGGCGGGGBDHD
—————— GGCGGCGG---

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD
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2.0 2.0

%] 2]
b C : C CC et — : — I C p—
: - Pl = . A P A — —— =1

o - Webiloga 14 2 10 8 Webiioga 3.4
Motif ID: UP00010
Motif name: Tcfap2b_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 8
Similarity score: 0.0291826
Alignment:
DTWGCCKSMGGCRHH
---GGCGGCGG----

Reverse complement motif
Consensus sequence: HHKGCCYSRGGCWAD

Original motif
Consensus sequence: DTWGCCKSMGGCRHH

2.0

%1.0 C
T X JVWVW . WYWAa

2.0

p— TgeT v g‘%é__

o = Enﬁ

LET
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Motif ID: UP00021

Motif name: Zfp281_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 8

Similarity score: 0.0293811

Alignment:

GKRGGGGGGGGGGBD

---GGCGGCGG-—---

Original motif
Consensus sequence: DBCCCCCCCCCCMYC

2.0

“oLe0000C..c

Webiloga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

2.0

Motif ID: UP00028

Motif name: Tcfap2e_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5
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Number of overlap:
Similarity score:

Alignment:
DTHGCCTSAGGCHHH
-—-—-GGCGGCGG———-

Original motif

Consensus sequence: HHHGCCTSAGGCDAD

2.0

bits

+ lsealiic

8
0.0298524

Reverse complement motif
Consensus sequence: DTHGCCTSAGGCHHH

2.0

-~ & CCTCA C{h __

bits

15
WetsLogo 34

P-N
0.0 = == = 0.0 —= _— &
Motif ID: UP00003
Motif name: E2F3_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBBDYTGGCGCCKWDBD
—————— GGCGGCGG——--

Original motif

Reverse Complement
Reverse Complement
Forward

7

8

0.0333911

Reverse complement motif
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Consensus sequence: HBHWYGGCGCCAMDVBB

20

S N

Consensus sequence: BBBDYTGGCGCCKWDBD

20

o

—

< >
D
<D

>

>

0.0

Motif ID: UP00001

Motif name: E2F2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 7

Number of overlap: 8

Similarity score: 0.0345259

Alignment:

BBBDTTGGCGCCKWVVD

—————— GGCGGCGG---

Original motif
Consensus sequence: HVBWYGGCGCCAADVBB

20

0.0 I%ACC - CgAé .

Websiaga 3.4

Reverse complement motif
Consensus sequence: BBBDTTGGCGCCKWVVD

it
P

00—
WekiLags 3.4
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Dataset #: 1 Motif ID: 12 Motif name: Motif 12

Original motif
Consensus sequence: AGGMCAGC

=20

=2
=) C

0.0

WelLaogo 3

Best Matches for Motif ID 12 (Highest to Lowest)

Motif ID: UP00045
Motif name: Mafb_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 8

Similarity score: 0

Alignment:

HAAWDTGCTGACDWARH

—————— GCTGRCCT---

Original motif
Consensus sequence: HAAWDTGCTGACDWARH

Reverse complement motif
Consensus sequence: GCTGRCCT

o CT N

5

WeLago 3

Reverse complement motif
Consensus sequence: DMTWDGTCAGCADWTTH
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2.0

G —:—*&QIII A CT- 4 g—-;‘v’-‘e‘@

0.
15
Websiags 3.4

2.0

% 1-0 CA
st =2 .4 B - @61; s
5 10 15

WebiLags 1.4

Motif ID: UP00048

Motif name: Rara

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 8

Similarity score: 0.00167433
Alignment:

HHVGTGACCTTTDVDD

--GCTGRCCT------

Original motif
Consensus sequence: DHBHAAAGGTCACVHD

2.0

0.0 = =
10 15
Weblagad 4

Reverse complement motif
Consensus sequence: HHVGTGACCTTTDVDD

2.

- Tohobrrr

0
15
Weblogod 4

Motif ID: UP00079
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHBVHTGACCTTGVDHD
-—--GCTGRCCT-—----

Original motif

Esrra_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

8

0.00403191

Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

0.0

“ chAGLTCA,

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

2.0

0.0

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00122
Tgifl

Mus musculus
Original Motif
Original Motif
Forward

5

8

Page 92 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=122

Similarity score: 0.00799523

Alignment:
DABWWTGACAGCTVVBD

—---AGGMCAGC-----

Original motif
Consensus sequence: DABWWTGACAGCTVVBD

20

bits
a

Reverse complement motif
Consensus sequence: DBVVAGCTGTCAWWVTH

20

bits

o 2 x|V WMCIEIE; h?ﬁ_?%g 1VIVIeX =
Motif ID: UP00009
Motif name: Nr2f2_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3
Number of overlap: 8
Similarity score: 0.00808575
Alignment:
BHVDTGACCTTTDVDD
--GCTGRCCT------

Original motif
Consensus sequence: DHBHAAAGGTCAHVHB

Reverse complement motif
Consensus sequence: BHVDTGACCTTTDVDD
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2.0

20

< amlToA

0.0

1T
P ,‘Ac Ccc— T
5 10

15 15
Wabiogad 4 WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDBHGGTTGGCATVBD
————— GCTGRCCT---

Original motif

Consensus sequence: DBBATGCCAACCHVHH

2.0

bits

UP00035

Hicl_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

8

0.0141098

Reverse complement motif
Consensus sequence: DDBHGGTTGGCATVBD

2.0

o UMALe

0.0
5

- V= 1UVWWAL
S, U, IS 4. .5 A L\ 4 I

15 : 5 10 15
WabLogad 4 WabiLogo 34
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DWAAAWTGCTGACTH
——————— GCTGRCCT

Original motif

Consensus sequence: DWAAAWTGCTGACTH

QIIAQLQ

2.0

1.0

bits

YYS|

uP00044

Mafk_primary

Mus musculus
Reverse Complement
Original Motif
Forward

8

8

0.0149298

Reverse complement motif
Consensus sequence: HAGTCAGCAWTTTWD

oA 1.

00 R
Motif ID: UP00258

Motif name: Tgif2

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6
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Number of overlap: 8
Similarity score: 0.0156273

Alignment:
VBWTTGACAGCTVBTT
-—-—AGGMCAGC-——---

Original motif
Consensus sequence: AABBAGCTGTCAAWVV

Weblagad 4

2,
£

0.0

Reverse complement motif
Consensus sequence: VBWTTGACAGCTVBTT

20

bits

001= A * -

10

wq

Weblogod 4

Motif ID: UP00186
Motif name: Meis1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6

Number of overlap: 8

Similarity score: 0.0171725
Alignment:

DBWTTGACAGSTBVTW

-—-—-AGGMCAGC—-———-—

Original motif

Reverse complement motif
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Consensus sequence: WAVBASCTGTCAAWVH

2

=

. = _ACC_T T_ éx_f____

15
Weblogad 4

Consensus sequence: DBWTTGACAGSTBVTW

2.0

£10
# "‘I X
a S S = Sl M. — _—
0 . —_=

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVGMTGACGTCATCBB
--GCTGRCCT--———--

Original motif

Consensus sequence: BBGATGACGTCAYCVH

2.

0.

UP00103
Jundm2_primary
Mus musculus
Reverse Complement
Reverse Complement
Backward

7

8

0.0215057

- siﬂTTAQAIQAzc?

Weblogad 4

Reverse complement motif
Consensus sequence: HVGMTGACGTCATCBB

2.

0.

“_alohecTeh...

Weblogod.4
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Dataset #: 1 Motif ID: 13 Motif name: Motif 13

Original motif Reverse complement motif
Consensus sequence: GAGRCAGR Consensus sequence: MCTGKCTC

i A A %1-0 CCT T

WelLaogo 3 WeLago 3

s

b

Best Matches for Motif ID 13 (Highest to Lowest)

Motif ID: UP00205

Motif name: Pknox2

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Backward

Position number: 4

Number of overlap: 8

Similarity score: 0

Alignment:

HAVSRSCTGTCAATHB

————— MCTGKCTC---

Original motif Reverse complement motif
Consensus sequence: HAVSRSCTGTCAATHB Consensus sequence: VHATTGACAGSKSVTH
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2.0

bits
&

AC

20
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L “--._5_ ] _10_ \:.Eu_ :QA = 5 Wablaga 34
Motif ID: UP00203
Motif name: Pknox1
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DRVSASCTGTCAAWVV
————— MCTGKCTC---

Original motif

Consensus sequence: DRVSASCTGTCAAWVV

act‘_x QACGI T é;_!;ﬁf;-: o6 ;—_:--:‘%I | B L Vil =

Reverse Complement
Original Motif
Forward

6

8

0.0024357

Reverse complement motif
Consensus sequence: VVWTTGACAGSTSBKD

20

it
o

10

m

Weblogod 4

Weblagad 4

Motif ID:

UP00226
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WAVBASCTGTCAAWHB
————— MCTGKCTC---

Original motif

Mrgl

Mus musculus
Reverse Complement
Original Motif
Forward

6

8

0.00532831

Consensus sequence: WAVBASCTGTCAAWHB

2,

0—=

. ALTOTCR.

Wabiogad 4

Reverse complement motif
Consensus sequence: BHWTTGACAGSTBBTW

20

o3
E'I.CI ‘
= Tw S = v CE:'__T‘ A=
10

15
WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00210

Mrg2

Mus musculus
Reverse Complement
Original Motif
Forward

6

8
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Similarity score: 0.00847279

Alignment:
DADBASCTGTCAAHVH
————— MCTGKCTC---
Original motif Reverse complement motif
Consensus sequence: DADBASCTGTCAAHVH Consensus sequence: DBHTTGACAGSTVDTD
AcQT T T I
00 4‘9‘ ==l W N é:_';ﬂ-f 0.0 == :-_—"-'—-"‘*I_I " ";‘*Qn_——_ :I‘?:_li
Motif ID: UP00186
Motif name: Meis1
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6
Number of overlap: 8
Similarity score: 0.00869293
Alignment:
WAVBASCTGTCAAWVH
————— MCTGKCTC---
Original motif Reverse complement motif
Consensus sequence: WAVBASCTGTCAAWVH Consensus sequence: DBWTTGACAGSTBVTW
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2,

o ALTOTCRs,

0.0
15
Wabiogad 4

bits
a5

20

0.0

Motif ID: UP00000
Motif name: Smad3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7

Number of overlap: 8

Similarity score: 0.00919674
Alignment:

HDHDDCCAGACABBHVH

—————— GAGRCAGR---

Original motif
Consensus sequence: HDHDDCCAGACABBHVH

2.0

Watiloga 3.4

Reverse complement motif
Consensus sequence: HVHBVTGTCTGGDDHDD

2.0

it
5

= s ..*.I PPN e e

5 10 15
WebiLaga 3.4

0.0

Page 102 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=000

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDDKTGASTCAKHRDB
————— GAGRCAGR---

Original motif

Consensus sequence: VDKDRTGASTCAYHDH

20

bits

0.0 ——

1A TGCIGA$E

UP00103
Jundm2_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

6

8

0.00968214

5

15
Weblogad 4

Reverse complement motif
Consensus sequence: HDDKTGASTCAKHRDB

2.0

15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00095
Zfp691_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

3
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Number of overlap: 8
Similarity score: 0.0110909

Alignment:
DABBWGACTCCTHDVHV
--MCTGKCTC-—————-

Original motif
Consensus sequence: DABBWGACTCCTHDVHV

2.0

£
=10
e w8 ] W AAC S — - —
5 1

L] 15
Webiiaga 3.4

Reverse complement motif
Consensus sequence: VHBDDAGGAGTCWBBTD

bits
=

0o==

2.0
s_N_ W A._Iekh'—; R i
10 15

5

WebiLags 3.4

Motif ID: UP00122
Motif name: Tgifl
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 8

Similarity score: 0.0125857
Alignment:

DABWWTGACAGCTVVBD

-—-—-GAGRCAGR-—--—--

Original motif

Reverse complement motif
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Consensus sequence: DABWWTGACAGCTVVBD Consensus sequence: DBVVAGCTGTCAWWVTH
L e ax|VAVAVCT J= BVIVIVAZ =

Motif ID: UP00258

Motif name: Tgif2

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Backward

Position number: 4

Number of overlap: 8

Similarity score: 0.0145433

Alignment:

AABBAGCTGTCAAWVV

————— MCTGKCTC---

Reverse complement motif

Original motif
Consensus sequence: VBWTTGACAGCTVBTT

Consensus sequence: AABBAGCTGTCAAWVYV

2. 20

A _-A%CII é;!;éﬁ . ___:-_—4*1 A glﬂ P&

bit

0.0
5 10

Weblogad 4 Weblogod.4
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Dataset #: 1 Motif ID: 14 Motif name: Motif 14

Original motif
Consensus sequence: GCRCACRC

CACACA

WelLaogo 3

s

b

Best Matches for Motif ID 14 (Highest to Lowest)

Motif ID: UP00042
Motif name: Gm397_second
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 8

Similarity score: 0

Alignment:

DVMVGCACACACKCVH

-—-—-—-GCRCACRC----

Original motif
Consensus sequence: DVMVGCACACACKCVH

Reverse complement motif
Consensus sequence: GKGTGKGC

ME& Tﬁl C

WeLago 3

bits

Reverse complement motif
Consensus sequence: HBGYGTGTGTGCVRVD
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20
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDYTTGCACACGDHBH
————— GCRCACRC---

Original motif

UP00097

Mtfl_primary

Mus musculus
Original Motif
Reverse Complement
Forward

6

8

0.0261244

Consensus sequence: DBDHCGTGTGCAAMDH

20

“ OTerlh

T

15
Weblagad 4

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH

M TT&MCm:

a

it
o

0.0

Motif ID:

UP00538
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH

Original motif

Glil_v016060_primary
Mus musculus

Reverse Complement
Original Motif

Forward

9

8

0.0329776

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

= B S

0.0

10 15

c,,,f—fscga 9 T T

B i

WebiLog 34

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00540
Gli3_v016060_primary
Mus musculus

Reverse Complement
Reverse Complement
Backward

9

8
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Similarity score: 0.0341116

Alignment:
CVHBSCGGGTGGTCMHVHHCDH

Original motif
Consensus sequence: HDGHHBHRGACCACCCGSVDVG

20

— -':—A A A _...,_C‘e"‘_:‘:— = =

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

ool

&

Weblogo34

0= :r; = T . & = ool e S XS 3 =
Motif ID: UP00026
Motif name: Zscan4_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5
Number of overlap: 8
Similarity score: 0.0351584
Alignment:
HVHRGCACACAAHHHV
-———-GCRCACRC----

Original motif
Consensus sequence: HVHRGCACACAAHHHV

Reverse complement motif
Consensus sequence: BHHHTTGTGTGCKHVD
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2.0

L (OACAcas

0.0== =
5 15
Wabiogad 4

bits

20

5 10 15

Motif ID: UP00539

Motif name: Gli2_v016060_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 9

Number of overlap: 8

Similarity score: 0.0353979

Alignment:

DBCDWHCTGGGTGGTCMDHBBAH

———————— GKGTGKGC-———---

Original motif
Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

2.0

AVAWWVA. .

it W e

= e =AWV . .

5 10 15 20
WebiLog 34

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBALF

20

W
=10

C
= = T 2=
0.0 T e

15
Weblagn 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BTBVTCVTGGGTGGTCMVVDVEBB

Original motif

UP00538

Glil_v015681_primary
Mus musculus

Reverse Complement
Reverse Complement
Backward

8

8

0.0359411

Consensus sequence: BBBDVVRGACCACCCAVGABBAB

20

bits

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

10

bits

20

Tff_:;g._.]q-f_»T I 1 ¥¢—

Weblaga 3.4

0.0 == ===l W=V = =2 -T—--—_——éq: ==
Motif ID: UP00539
Motif name: Gli2_v015681_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Reverse Complement
Backward

9
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Number of overlap: 8
Similarity score: 0.0360788

Alignment:
CBDMCMGGGTGGTCCHVBVBAH

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

2.0

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

it
=

9 ﬁ?g—?ek_ i —G_ = é,-\

4 ﬂl = - IV i asca = =~ " =
5 e 5 Bl 5 o % 2
Motif ID: UP00042
Motif name: Gm397_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 8
Number of overlap: 8
Similarity score: 0.0376684
Alignment:
HHDATGTGCACATAMDH
——————— GCRCACRC--

Original motif

Reverse complement motif

Page 112 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=042

Consensus sequence: HHDATGTGCACATAMDH

20

Consensus sequence: HHRTATGTGCACATHHD

20

g”ﬁTQInLAQAC&I

al

Webiloga 3.4

c =
29 N - - é ) - 10 N - _‘I-Ep_ = %9 = = -
Motif ID: UP00540
Motif name: Gli3_v015681_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
YBVDMGTGGGTGGTCKVVBVBBT

Original motif

Reverse Complement
Reverse Complement
Backward

9

8

0.0381663

Consensus sequence: ABBBBVVRGACCACCCACRDBBM

20

bits

0.0

e -'-—T—fe—.'-m L= W 255 -'—-A‘-‘:"___?é

5 10 15

Reverse complement motif
Consensus sequence: YBYVDMGTGGGTGGTCKVVBVBBT

20
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Dataset #: 1 Motif ID: 15 Motif name: Motif 15

Original motif
Consensus sequence: GRAAATG

=0

W L o o T

Best Matches for Motif ID 15 (Highest to Lowest)

Motif ID: UP00179

Motif name: Pou2f3

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 7

Number of overlap: 7

Similarity score: 0

Alignment:

BHHVATTTGCATAHHV

———CATTTKC-——---

Original motif
Consensus sequence: BHDTATGCAAATBHDV

Reverse complement motif
Consensus sequence: CATTTKC

=0

blts
0
-

Wk ey T8

Reverse complement motif
Consensus sequence: BHHVATTTGCATAHHV
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2.0

”___;ETTQAQ .

15
Weblogad 4

bits

%f,*Iﬁ; II&Q - -

5 140 15
Wablogo 3.4

Motif ID: UP00191

Motif name: Pou2f2

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 7

Number of overlap: 7

Similarity score: 0.0024655

Alignment:

BHHDATTTGCATAHHV

-——CATTTKC------—

Original motif
Consensus sequence: BHDTATGCAAATDHDV

2.0

" TAICGMAT

0.0
15

Weblagad 4

Reverse complement motif
Consensus sequence: BHHDATTTGCATAHHV

2.

» ATHAQATA .

0.0

Weblogod 4

Motif ID: uP00424
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DHDACCGGAAMTHBVB
—————— GRAAATG---

Original motif

Consensus sequence: VBBHAYTTCCGGTDDD

2.0

S

bits

e

Gm4881

Mus musculus
Original Motif
Reverse Complement
Forward

7

7

0.0185589

0.0 = .
5 10

15
Wabiogad 4

Reverse complement motif
Consensus sequence: DHDACCGGAAMTHBVB

el

WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00090
EIf3_primary
Mus musculus
Original Motif
Original Motif
Backward

2

7
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Similarity score: 0.0206385

Alignment:

DAHMMGGAARTDA

————— GRAAATG-

Original motif Reverse complement motif

Consensus sequence: DAHMMGGAARTDA Consensus sequence: TDAMTTCCYYDTD

a L QTTCCT

-~ ___q_.é — éc"—“‘ B A —-—_A._ "E"‘-é_ 0.0 IEA P~ - . ____: i —IA__.;—

Motif ID: UP00013

Motif name: Gabpa_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 4

Number of overlap: 7

Similarity score: 0.0213964

Alignment:

HVHHACCGGAAGTDHHV

——————— GRAAATG——-

Original motif Reverse complement motif

Consensus sequence: HVHHACCGGAAGTDHHV Consensus sequence: BHHHACTTCCGGTHHBD
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2.0

2.0

w
=10 ‘ ‘
— _— = WL
5 10

12 WataLo, a4 2 1-‘6 5 WakiLo a4
Motif ID: UP00015
Motif name: Ehf_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:

Original Motif
Reverse Complement

Direction: Backward

Position number: 4

Number of overlap: 7

Similarity score: 0.0237376

Alignment:

WDSHTYGGAAVTDVDW

—————— GRAAATG---

Original motif Reverse complement motif

Consensus sequence: WDVDABTTCCKAHSDW Consensus sequence: WDSHTYGGAAVTDVDW

2.0

bits
5

2.0

O:G ;- _A _ HQG:I:QIQ . N Ea:u ‘-“Q‘;*r--*[gf:-ﬁAA --l—f—v—*éé

-

15
Wabiogad 4 WabiLogo 34
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BWAHSMGGAAGTWD
—————— GRAAATG-

Original motif

Consensus sequence: BWAHSMGGAAGTWD

2.0

0.0

A o5 AA I.

UP00409

EIf5

Mus musculus
Original Motif
Original Motif
Forward

7

7

0.0242017

Reverse complement motif
Consensus sequence: DWACTTCCRSDTWV

ﬁ”ﬁAQITCCT?Ix

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00419
Spic

Mus musculus
Original Motif
Original Motif
Forward

7
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Number of overlap: 7
Similarity score: 0.0253372

Alignment:
VAAAGMGGAAGTWD
—————— GRAAATG-

Original motif
Consensus sequence: VAAAGMGGAAGTWD

2.0

h_ééé%g v - A_QI__I ==

0.0

Webslogo 3.4

Reverse complement motif
Consensus sequence: DWACTTCCRCTTTB

o QACI <CTIT

oo==

Motif ID: UP00414
Motif name: Ets1

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 7

Similarity score: 0.0259997
Alignment:

BDDDHACCGGAARTVDD

———————— GRAAATG--

Original motif

Reverse complement motif
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Consensus sequence: BDDDHACCGGAARTVDD

20

0.0

B ._,ACQ AA;]

Webiiogo 3.4

Consensus sequence: DDBAMTTCCGGTDHDHB

CoagllVT

10 15
Webiloga 3.4

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VBDABCCGGAAGTDD
——————— GRAAATG-

Original motif

Consensus sequence: VBDABCCGGAAGTDD

20

bits

0.0—=— —

UP00015

Ehf_primary
Mus musculus
Original Motif
Original Motif
Backward

2

7

0.0272781

1 a Gy AAA;ﬂﬂ

Webiloga 3.4

Reverse complement motif
Consensus sequence: DDACTTCCGGBTHBB

20

S ([

Weslage a4
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Dataset #: 1 Motif ID: 16 Motif name: Motif 16

Original motif
Consensus sequence: CTGDGTTC

CTC_CTTC

WelLaogo 3

s

b

Best Matches for Motif ID 16 (Highest to Lowest)

Motif ID: UP00019
Motif name: Zbtb12_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 9

Number of overlap: 8

Similarity score: 0.0157032
Alignment:

BDHRBGTTCTAGATCVB

-CTGDGTTC--=-————-

Original motif
Consensus sequence: BDHRBGTTCTAGATCVB

Reverse complement motif
Consensus sequence: GAACDCAG

2.0

WeLago 3

Reverse complement motif
Consensus sequence: BBGATCTAGAACBKHDB
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2.0

2.0

0.0

TOTNGMC.=

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDDCACAGCAKGHVD
GAACDCAG———-——--

Original motif

Consensus sequence: DDDCACAGCAKGHVD

2.0

UP00006

Zic3_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

8

8

0.0201417

Reverse complement motif
Consensus sequence: DVHCYTGCTGTGHDH

0.0

Aihg‘_:‘cA....QﬂTT%

15
Webilaga 34

20

TcglAcI — =5

0.0 - ——

15
WetsLogo 34

Motif ID:

UP00102
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHDCVCAGCAGGHVD
GAACDCAG-—-—-——---

Original motif

Consensus sequence: BHDCVCAGCAGGHVD

2.0

EIH%QTCAAQQT-

Zicl_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

8

8

0.0217587

=

15
WetiLoga 34

Reverse complement motif
Consensus sequence: DVHCCTGCTGBGDDB

2.0
iR
= 1.0
o0 =

GerelTu 6,

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00057
Zic2_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

8

8
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Similarity score:
Alignment:
DVBCYTGCTGBGDDD
——————— CTGDGTTC

Original motif

Consensus sequence: HHDCVCAGCAKGVVD

2.0

0.0238424

“1 ¢ (AGEa

Webiloga 34

Reverse complement motif
Consensus sequence: DVBCYTGCTGBGDDD

2.0
=
S1.0

-
-

(eIl 6,

Weblogo a4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBDDDAACAAAGRVBHH
-—-—-—-GAACDCAG—-—-—-—--

Original motif

UP00062
Sox4_primary

Mus musculus
Reverse Complement
Original Motif
Forward

5

8

0.0269844

Consensus sequence: HBDDDAACAAAGRVBHH

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH
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2.0 2.0

.l B\ 11—

. a0

15
Watiloga 3.4 Wabiogs 3.4

Motif ID: UP00030

Motif name: Sox11_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 8

Similarity score: 0.0275902
Alignment:

HBDDRAACAAAGRABHH

--—--GAACDCAG-----

Original motif
Consensus sequence: HBDDRAACAAAGRABHH

2.0

1.0 A ]
10 !

00— S e
5

5
Watiloga 3.4

bits

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

oGl [UIT
= Loy N . =SEX =

Wabiogs 3.4

it
5

0.0

Page 126 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=030

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDHBYGAGCACTGBHHB
————— GAACDCAG——-—--

Original motif

UP00095

Zfp691_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

8

0.0327569

Consensus sequence: BDHVCAGTGCTCMBHDD

20

bits

Reverse complement motif
Consensus sequence: DDHBYGAGCACTGBHHB

=

Webiloga 3.4

A T
0.0 — QQ C"-:'.—T.. — = — _—
Motif ID: UP00053
Motif name: Rxra_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Original Motif
Reverse Complement
Backward

7
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Number of overlap:
Similarity score:

Alignment:
VHBHDGGGGTCAHBHBD
-—--CTGDGTTC-————-

Original motif

8
0.0328235

Consensus sequence: DBHBDTGACCCCDHVHB

2.0

2
-_E‘Il]
_ T
’ 10

e =

Webiiaga 3.4

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD

2.0

m ( :
N — A
— =AU | O i
5 1

0.0 — = p—
a 15
WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVMVGCACACACKCVH
-———-GAACDCAG—-—---

Original motif

uP00042

Gm397_second

Mus musculus
Reverse Complement
Original Motif
Forward

5

8

0.0346944

Reverse complement motif
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Consensus sequence: DVMVGCACACACKCVH

M EA?CACACAQIQﬁJ

it
&

——
P — ——

Weblogad 4

Consensus sequence: HBGYGTGTGTGCVRVD

2.0

- - ETI__T 5 T e

)

0.0—= W
10
Weblogodd

Motif ID: UP00079
Motif name: Esrra_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 8

Similarity score: 0.0347789
Alignment:

VKBBAGGGGTCAHDBBH

-—-CTGDGTTC-————--

Original motif
Consensus sequence: VKBBAGGGGTCAHDBBH

20
= W g

bits

>

e e —

Websiaga 3.4

Reverse complement motif
Consensus sequence: DBBHHTGACCCCTBBYV

2.0

P ——— — - B 4

1A w@CI

= -
5

1
WekiLags 3.4
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Dataset #: 2 Motif ID: 17

Original motif
Consensus sequence: RGGAAR

= i

5
R P =

Motif name: Motif 17

Reverse complement motif

Consensus sequence: MTTCCK

=

=

Best Matches for Motif ID 17 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
TDAMTTCCYYDTD
-—-MTTCCK----

Original motif
Consensus sequence: DAHMMGGAARTDA

UP00090

EIf3_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

6

0

=

“<[TCC=

LTSS S S T B W

Reverse complement motif
Consensus sequence: TDAMTTCCYYDTD
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|

10

Emlgé$1TCCTT x

Wablagod 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDAWGVGGAAGTDH
————— RGGAAR---

Original motif

Consensus sequence: BDAWGVGGAAGTDH

2.0

bits

0.0 —

UP00085

Sfpil_primary
Mus musculus
Original Motif
Original Motif
Forward

6

6
0.00351709

- PX<F-3 . AAQ:!; _

Webslogo 3.4

Reverse complement motif
Consensus sequence: HDACTTCCBCWTDV

2.0

” ,AcchcE?ll

0.0

bits

Webitaga 3.4

Motif ID:

uP00414
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DDBAMTTCCGGTDHDHB
———-MTTCCK-—-—-—-

Original motif

Etsl

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

6

0.00356242

Consensus sequence: BDDDHACCGGAARTVDD

2.0

0.0

B o ACQ AA]-:E—

Watiloga 3.4

Reverse complement motif
Consensus sequence: DDBAMTTCCGGTDHDHB

gl

10 15
Wabiogs 3.4

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00409

EIf5

Mus musculus
Original Motif
Original Motif
Backward

4

6
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Similarity score: 0.00439981

Alignment:
BWAHSMGGAAGTWD
————— RGGAAR-—--

Original motif
Consensus sequence: BWAHSMGGAAGTWD

2.0

T

0.0

Reverse complement motif
Consensus sequence: DWACTTCCRSDTWV

ﬁ”ﬁAQITCCT?Ix

0.0

Motif ID: UP00015

Motif name: Ehf_primary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 6

Similarity score: 0.00655644
Alignment:

DDACTTCCGGBTHRB

-—-MTTCCK-=———-

Original motif
Consensus sequence: VBDABCCGGAAGTDD

Reverse complement motif
Consensus sequence: DDACTTCCGGBTHBB
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2.0

A Gl AAA;ﬂﬁ

00—

WetiLoga 34

>=

el T

10 15
WebLoga 3.4

Motif ID: UP00013

Motif name: Gabpa_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 6

Number of overlap: 6

Similarity score: 0.00663687
Alignment:

BHHHACTTCCGGTHHBD

————— MTTCCK-————-

Original motif
Consensus sequence: HVYHHACCGGAAGTDHHV

2.0

GGk

bits

Watiloga 3.4

Reverse complement motif
Consensus sequence: BHHHACTTCCGGTHHBD

2.0

0.0
15
Wabiogs 3.4
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Motif ID: UP00413

Motif name: Elf4

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 6

Number of overlap: 6

Similarity score: 0.00896416

Alignment:

DBBHACTTCCGGKWTH

————— MTTCCK-----

Original motif Reverse complement motif

Consensus sequence: DBBHACTTCCGGKWTH Consensus sequence: HAWYCCGGAAGTHBBD
sl==— _—-mégﬂ b T*;:Ixjfr: - ’k.‘?ﬂ‘%ﬁg AAAl’:*?: ——

Motif ID: UP00419

Motif name: Spic

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 4
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Number of overlap: 6
Similarity score: 0.00975526

Alignment:
VAAAGMGGAAGTWD
————— RGGAAR---

Original motif
Consensus sequence: VAAAGMGGAAGTWD

2.0

h_ééé%g v - A_QI__I ==

0.0

Webslogo 3.4

Reverse complement motif
Consensus sequence: DWACTTCCRCTTTB

o QACI <CTIT

oo==

Motif ID: UP00418
Motif name: Etve

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7

Number of overlap: 6

Similarity score: 0.0103447
Alignment:

DVHBTACTTCCGGHTHB

—————— MTTCCK-—----

Original motif

Reverse complement motif

Page 136 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=418

Consensus sequence: DVHBTACTTCCGGHTHB

20

Consensus sequence: BHAHCCGGAAGTABDVD

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBBHACTTCCGGDWDB

Original motif

uP00404

EIf2

Mus musculus
Reverse Complement
Original Motif
Backward

6

6

0.010491

Consensus sequence: DBBHACTTCCGGDWDB

2.0

bits

o

0.0 = ——

eI

15
Weblogad 4

Reverse complement motif
Consensus sequence: BDWDCCGGAAGTHBBD

20

g”ﬂﬁA$GQ AAAIH

0.0
15
Weblogod.4
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Dataset #: 2 Motif ID: 18 Motif name: Motif 18

Original motif
Consensus sequence: AMACA

<HAUVA

5.
et n o e S =

s
;

L

Best Matches for Motif ID 18 (Highest to Lowest)

Motif ID: UP00042
Motif name: Gm397_second
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7

Number of overlap: 5

Similarity score: 0

Alignment:

DVMVGCACACACKCVH

—————— AMACA-----

Original motif
Consensus sequence: DVMVGCACACACKCVH

Reverse complement motif
Consensus sequence: TGTRT

R T P

Reverse complement motif
Consensus sequence: HBGYGTGTGTGCVRVD
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2.0

. LACAC

0.0

AC.

== TS

wsoga.a

20

ol T 0.

Wu Logodd

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDAATGTAAACAAAVVB

Original motif

UP00025
Foxkl_primary
Mus musculus
Original Motif
Original Motif
Forward

8

5

0.00605402

Consensus sequence: DDAATGTAAACAAAVVB

2.0

00 *Eéiéij[)hflflill

é@

15
Webiiaga 3.4

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

1139

WebiLags 3.4

it
5

0.0

Motif ID:

UP00041
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDHRTAAACAAAHDDD

Original motif

Foxjl_primary
Mus musculus
Original Motif
Original Motif
Forward

6

5

0.00753267

Consensus sequence: HDHRTAAACAAAHDDD

2.0

bits

0.0—=

S TmACA.

15
Wabiogad 4

Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH

20

= ;IIATITAQH'

WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00039
Foxj3_primary
Mus musculus
Original Motif
Original Motif
Forward

8

5
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Similarity score: 0.00965634

Alignment:
HDHADGTAAACAAAVVH

Original motif
Consensus sequence: HDHADGTAAACAAAVVH

20

D; ﬁa?ATAAm ééﬁ -

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

20

S 11113

Webiloga 3.4

Motif ID: UP00061
Motif name: Foxl1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 8

Number of overlap: 5

Similarity score: 0.00989492
Alignment:

DWAATRTAAACAAWVVB

——————— AMACA-—-—--—-

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD
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2.0

0.0 —

2 10 18 Webiloga 14
Motif ID: UP00004
Motif name: Sox14_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 5
Similarity score: 0.0116453
Alignment:
BBDCMATTGTSTBRB
——————— TGTRT——--

Original motif
Consensus sequence: BKBASACAATRGHBB

2.0

Ny = éEACAAIA}ﬁ

WebiLogo 34

Reverse complement motif
Consensus sequence: BBDCMATTGTSTBRB

2.0

B , Qgéﬂ%:.?l

18
Webhlogo 34
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHWAWGTAAAYAAAVDB

Original motif

UP00073

Foxa2_primary
Mus musculus

Original Motif

Original Motif

Backward

6

5

0.0143122

Consensus sequence: HHWAWGTAAAYAAAVDB

20

- AA?AIAA n g é—‘?—‘ .

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00026
Zscan4_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

6
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Number of overlap:
Similarity score:

Alignment:
BHHHTTGTGTGCKHVD

Original motif

Consensus sequence: HVHRGCACACAAHHHV

2.0

o (OACAcs

5
0.0153228

0.0 =

15
Weblagad 4

Reverse complement motif
Consensus sequence: BHHHTTGTGTGCKHVD

20

0.
5 10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDBTKGTTTCGHTHDD

Original motif

UP00011

Irf6_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

5

0.024195

Reverse complement motif
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Consensus sequence: HDDAHCGAAACYAVDDD

20

bits

A WAARVE..

=
5 5
Webiiogo 3.4

Consensus sequence: DHDBTKGTTTCGHTHDD

20

LsWllw sz

0.0 =

Motif ID: UP00000
Motif name: Smad3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 8

Number of overlap: 5

Similarity score: 0.0255974
Alignment:

HDHDDCCAGACABBHVH

——————— AMACA-----

Original motif
Consensus sequence: HDHDDCCAGACABBHVH

20

Py : | E—

Reverse complement motif
Consensus sequence: HVHBVTGTCTGGDDHDD

2.0

8
=1 1.0
= = ml £ B
5 10

0.0
WekiLags 3.4
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Dataset #: 2 Motif ID: 19 Motif name: Motif 19

Original motif
Consensus sequence: AGSCWGG

=0

=
= 1.0 T

5
W L o o T

Best Matches for Motif ID 19 (Highest to Lowest)

Motif ID: UP00035
Motif name: Hicl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 7

Number of overlap: 7

Similarity score: 0

Alignment:

DDBHGGTTGGCATVEBD

-——-AGSCWGG--—----

Original motif
Consensus sequence: DBBATGCCAACCHVHH

Reverse complement motif
Consensus sequence: CCWGSCT

“0CaGsCT

Wk ey T8

bits
:

Reverse complement motif
Consensus sequence: DDBHGGTTGGCATVBD
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2.0

bits

0.0

20

allWACe 1 6l JUbAz

]

Weblogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDVATGCGGGTHVVH
-——-AGSCWGG-——---

Original motif

Consensus sequence: HVVHACCCGCATVDHD

2.0

bits

0.0 ———— S ¥

el

UP00070

Gcm1_primary

Mus musculus
Original Motif
Reverse Complement
Forward

5

7

0.00560414

Reverse complement motif
Consensus sequence: DHDVATGCGGGTHVVH

20

bits

15
Wablogo 3.4

T Al

0.0

5

Weblagad 4

Motif ID:

UP00095
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Motif name: Zfp691_secondary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 3

Number of overlap: 7

Similarity score: 0.0109149

Alignment:

DABBWGACTCCTHDVHV

--CCWGSCT---—-———-

Original motif
Consensus sequence: DABBWGACTCCTHDVHV

2.0

o
=10
e w8} W O - i
5 10

Watiloga 3.4

Reverse complement motif
Consensus sequence: VHBDDAGGAGTCWBBTD

2.0
S_N_ W AQI eu: —_— B
10 15

5

bits
P

0.0===

Wabiogs 3.4

Motif ID: UP00006

Motif name: Zic3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 7
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0.0109242

Similarity score:
Alignment:
DVHCYTGCTGTGHDH
--CCWGSCT------
Original motif Reverse complement motif
Consensus sequence: DDDCACAGCAKGHVD Consensus sequence: DVHCYTGCTGTGHDH
s T_QAQACIHE—-—% ,

2.0

%Af“ AT T Tl .
° ° webtoge 34

0.0

bits

UP00000
Smad3_primary
Mus musculus

Motif ID:
Motif name:
Species:
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
6
7
0.0114503

Position number:

Number of overlap:
Similarity score:
Alignment:
HDHDDCCAGACABBHVH
CCWGSCT-—----
Reverse complement motif
Consensus sequence: HVHBVTGTCTGGDDHDD
Page 149 of 833
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2.0

M QQA AL _

Watiloga 3.4

]

=
——4
>

)

Wabiogs 3.4

Motif ID: UP00539

Motif name: Gli2_v015681_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 6

Number of overlap: 7

Similarity score: 0.0115258

Alignment:

CBDMCMGGGTGGTCCHVBVBAH

————— AGSCWGG———==————-

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

2.0

= £ __A gAﬁ —
0.0 - ;T‘: — AN — =3 AN A =~ -
5 10 15 )

WabLogad 4

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

2.0

| 9 Ce c A

=% =wu < U ¥ AF= | i — . —t

5 10 15 20
WabiLogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

UP00538

Glil_v016060_primary
Mus musculus

Reverse Complement
Reverse Complement

Direction: Forward

Position number: 10

Number of overlap: 7

Similarity score: 0.0117486

Alignment:

HGDHVHKGACCACCCGGBGBGDB

————————— CCWGSCT---——--

Original motif Reverse complement motif

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

0.0

= S .

20

= e = =

=

: BRI

WesLogo 34 Weblaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00540

Gli3_v016060_primary
Mus musculus

Original Motif

Reverse Complement
Backward

11
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Number of overlap: 7
Similarity score: 0.0131676

Alignment:
CVHBSCGGGTGGTCMHVHHCDH

Original motif
Consensus sequence: HDGHHBHRGACCACCCGSVDVG

2.0

o= = AWEIN VoS . =

WebLogad 4

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

e el TIQL

<

Weblogod4

Motif ID: UP00081

Motif name: Mybl1l_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 7

Similarity score: 0.0136026
Alignment:

BHCGGCAGTTGGBBB

--AGSCWGG------

Original motif

Reverse complement motif
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Consensus sequence: BBVCCAACTGCCGHB

2.0

bits

0.0

2.0

= 0.0

Consensus sequence: BHCGGCAGTTGGBBB

oot

15
Webiloga 34

% ”] CA ‘ T
— - = —:—%I# = e .
5 10 :

15

Weblogo a4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVBCYTGCTGBGDDD
-—-CCWGSCT-————-

Original motif

Consensus sequence: HHDCVCAGCAKGVVD

20

N

UP00057
Zic2_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

7

0.0139558

Reverse complement motif

Consensus sequence: DVBCYTGCTGBGDDD

¢ CAGEa

15
Webiloga 3.4

2.0
o) |
. C I C -
== g l———— _ 3 g___hA — . W =
- 5 10
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Dataset #: 2 Motif ID: 20 Motif name: Motif 20

Original motif Reverse complement motif
Consensus sequence: CTCTGY Consensus sequence: KCAGAG

= i = i
=
£ 1.0 T c 1.0 ﬂ
[ = = [ = =
L=

R P = " e Ry o

bis

Best Matches for Motif ID 20 (Highest to Lowest)

Motif ID: UP00031

Motif name: Zbtb3_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 7

Number of overlap: 6

Similarity score: 0

Alignment:

BBBAVTGCAGTGBBVDD

—————— KCAGAG-----

Original motif Reverse complement motif
Consensus sequence: DDBBBCACTGCABTBBB Consensus sequence: BBBAVTGCAGTGBBVDD
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2.0

2.0

-_— TP

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

uP00018

Irf4_secondary

Mus musculus
Reverse Complement
Reverse Complement

Direction: Backward

Position number: 7

Number of overlap: 6

Similarity score: 0.00610915

Alignment:

BHHWCCGAGAMTVVB

-—-—-KCAGAG-——---—--

Original motif Reverse complement motif

Consensus sequence: VVBAYTCTCGGWHDB Consensus sequence: BHHWCCGAGAMTVVB
2.0 2.0
. égIgl_AﬂA - N ?égggéﬁéel

2 Wabtrat ve ? 10 Wtooh be
Motif ID: UP00095
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Motif name: Zfp691_secondary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5

Number of overlap: 6

Similarity score: 0.00648219
Alignment:

VHBDDAGGAGTCWBBTD

--—--KCAGAG---—-—---

Original motif
Consensus sequence: DABBWGACTCCTHDVHV

2.0

o
=10
e w8} W O - i
5 10

Watiloga 3.4

Reverse complement motif
Consensus sequence: VHBDDAGGAGTCWBBTD

2.0
S_N_ W AQI eu: —_— B
10 15

5

bits
P

0.0===

Wabiogs 3.4

Motif ID: UP00006

Motif name: Zic3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 8

Number of overlap: 6
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0.00853125

Similarity score:

Alignment:
DDDCACAGCAKGHVD
-—-KCAGAG-——-————-

Original motif
Consensus sequence: DDDCACAGCAKGHVD

2.0

%Af“ AT T Tl .
° ° webtoge 34

0.0

bits

UuP00007

Reverse complement motif
Consensus sequence: DVHCYTGCTGTGHDH

2.0
m TC I CI LN
210
pole = VWACCAWLTE T
5 10 15
WebLogo 3.4

Motif ID:
Egrl_secondary
Mus musculus
Original Motif

Motif name:
Species:
Matching format of first motif:
Matching format of second motif: Reverse Complement
Direction: Backward
2
6
0.00895004

Position number:
Number of overlap:
Similarity score:
Alignment:
BHHDTCCCACTCRDRBRV
CTCTGY-

Original motif
Consensus sequence: BBHBGAGTGGGAHHDB

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV
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2.0

20

WabiLogo 34

oo = PSR LEP- W Le s oo =4 }
2 19 R saria 2 10 5
Motif ID: UP00095
Motif name: Zfp691_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 9
Number of overlap: 6
Similarity score: 0.00955889
Alignment:
DDHBYGAGCACTGBHHB
———————— CTCTGY---

Original motif
Consensus sequence: BDHVCAGTGCTCMBHDD

2.0

c 2.

o o~ — y w e

5 10 15

Watiloga 3.4

Reverse complement motif
Consensus sequence: DDHBYGAGCACTGBHHB

2.0

. —
_——

5 10 15

i ——

Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDDAGATCAAAGGKDDD

Original motif

UP00067

Lefl_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

6

6

0.0106184

Consensus sequence: DDDYCCTTTGATCTDDV

20

- vl M“AIC;-

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

= TC | e
5

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00102
Zicl_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

8
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Number of overlap:
Similarity score:

Alignment:
BHDCVCAGCAGGHVD
--KCAGAG-—————-

Original motif
Consensus sequence: BHDCVCAGCAGGHVD

2.0

10 CAGeacl

6
0.0122635

Webilaga 34

Reverse complement motif
Consensus sequence: DVHCCTGCTGBGDDB

2.0

@ T
Fro
LV = ;

ool — = B 4 =
15
WetsLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDDASATCAAAGGMDDD

Original motif

UP00083
Tcf712_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

6

6

0.0131237

Reverse complement motif
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Consensus sequence: DDDYCCTTTGATSTDDV

20

0.

: __ quHT___AICL -

Webiiogo 3.4

Consensus sequence: BDDASATCAAAGGMDDD

20

bits

)

|

T achICARAG

5

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHDCVCAGCAKGVVD
-—-KCAGAG-—————-—-

Original motif

Consensus sequence: HHDCVCAGCAKGVVD

20

N

UP00057

Zic2_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

3

6

0.0136526

¢ CAGEa

15
Webiloga 3.4

Reverse complement motif
Consensus sequence: DVBCYTGCTGBGDDD

Webiloga 3.4

20
m C C
- I | =
S~ — — . g_ﬁA =5 A =
5 10
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Dataset #: 2 Motif ID: 21 Motif name: Motif 21

Original motif
Consensus sequence: ATKTM

=_ar

C

L=
et n o e S =

Best Matches for Motif ID 21 (Highest to Lowest)

Motif ID: UP00080

Motif name: Gata5_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 9

Number of overlap: 5

Similarity score: 0

Alignment:

VVBHRAGATATCWDHBB

————RARAT-——————-

Original motif
Consensus sequence: VVBHRAGATATCWDHBB

Reverse complement motif
Consensus sequence: RARAT

=_{

R T P

Reverse complement motif
Consensus sequence: VVHHWGATATCTMHBBV
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2.0 2.0

w1
210 A A
—_= = =%

gl=—— — e
5

Websiags 3.4

Motif ID: UP00148
Motif name: Hdx

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6

Number of overlap: 5

Similarity score: 0.00279496
Alignment:

BDBDHTGATTTCDHYDD

——————— ATKTM-----—

Original motif Reverse complement motif

Consensus sequence: DDKDHGAAATCAHHBHV Consensus sequence: BDBDHTGATTTCDHYDD
2.0 2.0
o - T AéAATCA—-— g — == e AI%AIng ﬁ_—g
5 10 15 SiRhaat 5 10 15 i
Motif ID: UP00032
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Motif name: Gata3_primary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 12

Number of overlap: 5

Similarity score: 0.00967655
Alignment:

BDHDDADAGATAAGADHBDHVD

—————— RARAT-—————————-

Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

2
510
00 == =" 1 L W= = W
20

5 10 15

WabLogad 4

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

TCHRIVT -

=" S . “S—— -l -

0.0-l= — == s

5 10 ’ 15 20

Motif ID: UP00250
Motif name: Irx5

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 8

Number of overlap: 5
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Similarity score: 0.0116566

Alignment:
DDDHWACATGTWHDABW

Original motif
Consensus sequence: DDDHWACATGTWHDABW

20

A,
e~ ALIWINL VLY _ & =

15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: WVTDHWACATGTWHDDD

20

A

A
= S -n--nI = ===

Webiloga 3.4

Motif ID: UP00236
Motif name: Irx2

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 5

Similarity score: 0.0120196
Alignment:

WDDDTACATGTADDWBW

——————— ATKTM—-—-——-

Original motif
Consensus sequence: WDDDTACATGTADDWBW

Reverse complement motif
Consensus sequence: WVWWDDTACATGTADDDW
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2.0

00 N, o #IA - TA& st I

15

Watiloga 3.4

2.0

1.0

0.0

bits

- —

AT

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HAHDTACATGTAVDWHT

Original motif

UP00150

Irx6

Mus musculus
Original Motif
Original Motif
Backward

6

5

0.0120601

Consensus sequence: HAHDTACATGTAVDWHT

2.0

[i]a .

i i

-

. TAGAT

Watiloga 3.4

Reverse complement motif
Consensus sequence: AHWDBTACATGTADHTH

2.0

. TRATUTa

Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDDHTACATGTAVWDHD

Original motif

UP00223

Irx3_2226.1
Mus musculus
Original Motif
Original Motif
Backward

6

5

0.0124884

Consensus sequence: DDDHTACATGTAVWDHD

20

I.-‘_‘-Il-l"‘ e

" THCATLT

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DHDWBTACATGTAHDDD

20

T A
oo AL AI v IT e
= 5 10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00033
Zfp410_primary
Mus musculus
Original Motif
Original Motif
Forward

10
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Number of overlap: 5
Similarity score: 0.0150044

Alignment:
DVDDATGGGATGKMDDV
————————— ATKTM---

Original motif
Consensus sequence: DVDDATGGGATGKMDDV

2.0

. _:séle ‘XWig:réa S

0.0
5
Webiiaga 3.4

Reverse complement motif
Consensus sequence: BDDYYCATCCCATDDBD

2.0

=10

C

T

:'_AT A
5

-
- e
1

Motif ID: UP00223
Motif name: Irx3_0920.1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 8

Number of overlap: 5

Similarity score: 0.0150192
Alignment:

DDDDTACATGTAVWWHD

——————— ATKTM-----

Original motif

Reverse complement motif
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Consensus sequence: DDDDTACATGTAVWWHD

20

a1

Webiiogo 3.4

Consensus sequence: DDWWBTACATGTADDDD

20

bits
=

—— =

T

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
MWSMBAARRATGCDCABHATGD

Original motif

UP00528

Foxm1_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

7

5

0.0166075

Consensus sequence: MWSMBAARRATGCDCABHATGD

2.0

1.0

bits

C@ 9 AA A _6___1.;();

10

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

20
Weblogo3.4

ﬂ

Page 169 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=528

Dataset #: 2 Motif ID: 22 Motif name: Motif 22

Original motif
Consensus sequence: CMGCRGC

' Cé C‘?

W L o o T

Best Matches for Motif ID 22 (Highest to Lowest)

Motif ID: UP00052

Motif name: Osr2_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5

Number of overlap: 7

Similarity score: 0

Alignment:

HHHHGCTACKGTHVHH

-—-—--GCKGCYG—-----

Original motif
Consensus sequence: HHVHACRGTAGCHHHD

Reverse complement motif
Consensus sequence: GCKGCYG

0x(Cx

Wk ey T8

bits
:

Reverse complement motif
Consensus sequence: HHHHGCTACKGTHVHH
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2.0 20

)
4

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

UP00027

Osrl_primary
Mus musculus
Reverse Complement
Reverse Complement

Direction: Forward

Position number: 5

Number of overlap: 7

Similarity score: 0.00108105

Alignment:

DHBHGCTACKGTHDHH

-——-GCKGCYG—-——---

Original motif Reverse complement motif

Consensus sequence: HHDHACRGTAGCHVHD Consensus sequence: DHBHGCTACKGTHDHH
2.0 2.0
6 . _5_ c IA Q_‘.E—"_‘ﬁ Em‘:: o = - _-!_T T - ? i = ____

Motif ID: UP00099
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBYVVCAGCTGCBVHHD
——————— GCKGCYG---

Original motif

Ascl2_primary

Mus musculus
Reverse Complement
Original Motif
Forward

8

7

0.00905497

Consensus sequence: BBYVVCAGCTGCBVHHD

2.0

0.0

gm_gﬂﬁCAgngLﬁv_

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHDVVGCAGCTGVBKVB

2.0

o
") C
= T Mc=C = 0 TS =0
10 15

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00102
Zicl_secondary
Mus musculus
Original Motif
Original Motif
Backward

4

7
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Similarity score:

Alignment:
BHDCVCAGCAGGHVD
————— CMGCRGC—---

Original motif
Consensus sequence: BHDCVCAGCAGGHVD

0.0111061

Reverse complement motif
Consensus sequence: DVHCCTGCTGBGDDB

o0 —-——‘?QHCA" gAT- = == P = GAlACI _--Ié -
Motif ID: UP00057
Motif name: Zic2_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHDCVCAGCAKGVVD
————— CMGCRGC—---

Original motif
Consensus sequence: HHDCVCAGCAKGVVD

Original Motif
Original Motif
Forward

6

7

0.0126897

Reverse complement motif
Consensus sequence: DVBCYTGCTGBGDDD
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S

15
WetiLoga 34

UP00006

g CEI (T4 G,

N

15
Wetiloago 3.4

Motif ID:
Motif name:

Species:
Matching format of first motif
Matching format of second motif

Direction:
Position number:

Number of overlap
Similarity score:

Alignment:
DVHCYTGCTGTGHDH

——-GCKGCYG-----

Zic3_secondary

Mus musculus
Reverse Complement

Reverse Complement
Backward

6

7
0.0137402

Original motif
Consensus sequence: DDDCACAGCAKGHVD

20
E1.0 ( :
%A‘i‘ o e s - . A
5 10 15
WetiLoga 3.4

0.0

Reverse complement motif
Consensus sequence: DVHCYTGCTGTGHDH

- Lerd(TuG.

Wetiloago 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DMTWDGTCAGCADWTTH
——————— CMGCRGC—---

Original motif

uP00045

Mafb_primary

Mus musculus
Original Motif
Reverse Complement
Backward

4

7

0.0253076

Consensus sequence: HAAWDTGCTGACDWARH

20

PN

e JTGHG

—

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DMTWDGTCAGCADWTTH

20

% 1.0
o0 E;%Ea CA - W . %$1; —
5 10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00193
Rhox11_1765.2

Mus musculus
Original Motif
Reverse Complement
Forward

9
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Number of overlap:
Similarity score:

Alignment:

WVVHWTWACAGCGBHBT
———————— CMGCRGC-~-

Original motif

7
0.0292668

Consensus sequence: AVDVCGCTGTWAWDVVW

2.0

Reverse complement motif

Consensus sequence: WVWVHWTWACAGCGBHBT

2.0

a
=

X

15

o6 = == %__.._9 —_ %gi_;_—_ e " IS';=_=_,__.III W =V -—
! 5 10 18] o =y ’ 5 10

Motif ID: UP00193

Motif name: Rhox11_2205.1

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

WVVHWTWACAGCGHHVT
———————— CMGCRGC--

Original motif

Original Motif
Reverse Complement
Backward

3

7

0.0298083

Reverse complement motif
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Consensus sequence: AVDHCGCTGTWAWDVVW

20

bits

0.0—=
5

P Y] Y] L. S

Webiiogo 3.4

Consensus sequence: WVVHWTWACAGCGHHVT

20

w
N o — II = —_ - .
o L . —— i = e = -
28 5 10 :

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DABWWTGACAGCTVVBD
———————— CMGCRGC--

Original motif

UP00122
Tgifl

Mus musculus
Original Motif
Original Motif
Forward

9

7

0.0332976

Consensus sequence: DABWWTGACAGCTVVBD

20

5 1

15
Websiaga 3.4

0.0

JAVAVCT

Reverse complement motif
Consensus sequence: DBVVAGCTGTCAWWVTH

2.0

A v-u I
pol=— :TC = IAT;
1
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Dataset #: 2 Motif ID: 23 Motif name: Motif 23

Original motif
Consensus sequence: CCCRCCCC

=20

bits
:

0.0

WelLaogo 3

Best Matches for Motif ID 23 (Highest to Lowest)

Motif ID: UP00093
Motif name: KIf7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 8

Similarity score: 0

Alignment:

HBDRCCMCGCCCHHHD

————— CCCRCCCC---

Original motif
Consensus sequence: HBDRCCMCGCCCHHHD

Reverse complement motif
Consensus sequence: GGGGMGGG

2.0

bits

, -
T

WeLago 3

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH
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2.0

i Aggﬁem

bits

20

0.0-1== = 0.0 — - 3 =
Lsu_ma 5 10
Motif ID: UP00002
Motif name: Sp4_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVVHAGGGGGCGRDHHB
—————— GGGGMGGG—---

Original motif

Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

0.0

Reverse Complement
Reverse Complement
Forward

7

8

0.00490878

Reverse complement motif

2.0

bits

= fo = —

= 0 W

YW T

Consensus sequence: BVWHAGGGGGCGRDHHB

Motif ID:

UP00007
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HCCGCCCCCGCAHB
CCCRCCCC——————

Original motif

Consensus sequence: HCCGCCCCCGCAHB

2.0

Egrl_primary
Mus musculus
Original Motif
Original Motif
Forward

1

8

0.0101441

- obellliclic..

Webiioga 3.4

Reverse complement motif
Consensus sequence: VHTGCGGGGGCGGH

2.0

bits

e ;&g T Wi Qe_'_

0.0 —
5 10

Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00021
Zfp281_primary
Mus musculus
Original Motif
Original Motif
Forward

4

8

0.0106908
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Alignment:
DBCCCCCCCCCCMYC
-—-—CCCRCCCC-—-—--

Original motif

Consensus sequence: DBCCCCCCCCCCMYC

2.0

* L0000

15
Webiloga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBBBCCGCCCCWHHHV
-—--CCCRCCCC———---

Original motif

UP00043
Bcl6b_secondary
Mus musculus
Original Motif
Original Motif
Forward

4

8

0.0152681

Consensus sequence: HBBBCCGCCCCWHHHV

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH
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2.0

" cc.cCCe,

20

e . ole. = =T 2GRS
orkoarsis ? L L
Motif ID: UP00538
Motif name: Glil_v015681_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 9
Number of overlap: 8
Similarity score: 0.0252184
Alignment:
MHHHWHYTMCCHCCCACVAABVH
———————— CCCRCCCC———————
Original motif Reverse complement motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY
2.0 20
o o _IIE;é _ Gég__éé:c = <= ﬂlf-_-&AAT V. V¥ T"}ﬁ‘-"—e— i I
2 — 5 I 15 & i 8 5 T Y 2 S
Motif ID: UP00022
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHDYGGGGGGGGBVD
—————— GGGGMGGG--

Original motif

Zfp740_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

7

8

0.0258528

Consensus sequence: HVBCCCCCCCCMHHHB

2.0

bits

s,

15
Wabiogad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00007
Egrl_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

6

8
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Similarity score: 0.0318239

Alignment:

BHHDTCCCACTCBDBV

————— CCCRCCCC---

Original motif Reverse complement motif

Consensus sequence: BBHBGAGTGGGAHHDB Consensus sequence: BHHDTCCCACTCBDBV

>
—_
>

1 GaumGlga - %¢lQCQéGLQ

8.0 —— St — = =~ - i 0.0 —_

15
Weblogad 4 Weblogodd

Motif ID: UP00538

Motif name: Glil_v016060_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 8

Number of overlap: 8

Similarity score: 0.0333599

Alignment:

HGDHVHKGACCACCCGGBGBGDB

———————— CCCRCCCC-—————--

Original motif Reverse complement motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
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2.0

C

-

: ¢,¢G9$ T lgx

8

WebiLog 34

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HHHHEDGGGGCGGDBHDV
————— GGGGMGGG--—-—

Original motif

UP00033

Zfp410_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

6

8

0.0336185

Consensus sequence: BHHBHCCGCCCCDHHHH

2.0

- —

.. CceeCCC.

0.0

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

2.0
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Dataset #: 2 Motif ID: 24

Original motif
Consensus sequence: CTGGGA

= i

s

Motif name: Motif 24

Reverse complement motif

Consensus sequence: TCCCAG

=

=

R P =

Best Matches for Motif ID 24 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVDDATGGGATGKMDDV
-——-CTGGGA--————-

Original motif

Consensus sequence: DVDDATGGGATGKMDDV

UP00033

Zfp410_primary
Mus musculus
Original Motif
Original Motif
Backward

8

6

0

=
.

(=

TCCCa

LTSS S S T B W

Reverse complement motif

Consensus sequence: BDDYYCATCCCATDDBD
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2.0

- éT A
S S e = § W Il AT=
5 10

Websiags 3.4

2.0

Motif ID: UP00216

Motif name: Obox1

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 9

Number of overlap: 6

Similarity score: 0.000600574
Alignment:

DHDGTTAATCCCCKTDD

———————— TCCCAG---

Original motif
Consensus sequence: DDARGGGGATTAACDHH

2.0

- ‘ ‘ ‘!
= ;-téﬁl_\&p_--‘- 1 B Ag_r_ﬂ*:_
5 10 15

0.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DHDGTTAATCCCCKTDD

2.0

it
5

0.0 ——
15
WebiLags 3.4

.Iﬂgl Gggzlﬂ

Motif ID: UP00229
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHHWATTAATCCCMDHH
————————— TCCCAG--

Original motif

Otx1

Mus musculus
Reverse Complement
Reverse Complement
Forward

10

6

0.0140775

Consensus sequence: DDDRGGGATTAATWHHB

2.0

bits

-"TAEA

0.0 - = _

| |IAAT

5 10

Watiloga 3.4

Reverse complement motif
Consensus sequence: VHHWATTAATCCCMDHH

2.0

Wabiogs 3.4

10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00160

Obox3

Mus musculus
Reverse Complement
Reverse Complement
Forward

9

6
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Similarity score: 0.0142192

Alignment:
HHWGTTAATCCCCCBBH
———————— TCCCAG—---

Original motif
Consensus sequence: HBVGGGGGATTAACWHH

20

Reverse complement motif
Consensus sequence: HHWGTTAATCCCCCBBH

20

15
Webiloga 3.4

ool —=ao VU111 AAQI#:% = ;-_;‘QIL s v ggg_--__ .
Motif ID: UP00239
Motif name: Obox2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 6
Similarity score: 0.0184594
Alignment:
HTARTTAATCCCCCKBD

———————— TCCCAG---

Original motif
Consensus sequence: DBRGGGGGATTAAMTAH

Reverse complement motif
Consensus sequence: HTARTTAATCCCCCKBD
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2.0

2.0

bits
5

0.0

s o9 4l ST E Lo R -TO-GUAALE. Iggzﬁﬂ
5 10 15 ' 5 10 15

Watiloga 3.4 Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDACCGGAAKTBBVV
-——-CTGGGA--—-—---

Original motif

Consensus sequence: VBBVAYTTCCGGTDDH

2.0

UP00416

Flil

Mus musculus
Original Motif
Reverse Complement
Backward

7

6

0.018604

Reverse complement motif
Consensus sequence: DHDACCGGAAKTBBVV

2.

— a.

0.0

- agTTO00GE

10

uacg ARL

15
Wabiogad 4 WabiLogo 34
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Motif ID:
Motif name:

Species:
Matching format of first motif:
Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
BDDACCGGAAKTVRBVB

~---CTGGGA----—-

uP00411

Erg
Mus musculus

Original Motif
Reverse Complement
Backward

7

6
0.0196433

Original motif
Consensus sequence: VBBVAYTTCCGGTDDB

S |

| =
15
Weblogad 4

5

Reverse complement motif
Consensus sequence: BDDACCGGAAKTVBVB

20
- eee ACQ A _
& L Wooaias

bits

0.0
Motif ID: UP00413
Motif name: Elf4
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Backward
7

Direction:
Position number:
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Number of overlap: 6

Similarity score: 0.0196806

Alignment:

HAWYCCGGAAGTHBED

-—-—-CTGGGA-—-—-—---

Original motif Reverse complement motif

Consensus sequence: DBBHACTTCCGGKWTH Consensus sequence: HAWYCCGGAAGTHBBD
2.0 2.0
O _-.-Ag___‘ ‘ T-_T-‘IIIJ—_ - *ué%%c £ A.Al*r—,.: =

3 10 fmkoarsa ? 1o oo

Motif ID: UP00143

Motif name: Dobox5

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 10

Number of overlap: 6

Similarity score: 0.0199632

Alignment:

DDHVGGGATTAATHDTH

--CTGGGA-————————~

Original motif Reverse complement motif
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Consensus sequence: DDHVGGGATTAATHDTH

20

bits

10 A
— =n¥gil < ‘:I%
10 ’

Consensus sequence: DADHATTAATCCCBHHH

20

240
i ———— ; == —
; P y

15
Webiloga 3.4

29 - & 15 Fore 29 5
Motif ID: UP00265
Motif name: Pitx3
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

GBHDGCTAATCCCCCB
————————— TCCCAG-

Original motif

Reverse Complement
Reverse Complement
Forward

10

6

0.0210625

Consensus sequence: VGGGGGATTAGCDDBC

Reverse complement motif
Consensus sequence: GBHDGCTAATCCCCCB

20

it
5

Cc

- —,—ﬁ%g 2 - ———
Logad

0.0—= —

5 10 15
W b
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Dataset #: 2 Motif ID: 25 Motif name: Motif 25

Original motif Reverse complement motif
Consensus sequence: CACACAVRCACACA Consensus sequence: TGTGTGKVTGTGTG

2.0

Chcaca_acACACH -TOTCTer z61e

0.0

blts

Webilogo 3.4 Webiogo 34

Best Matches for Motif ID 25 (Highest to Lowest)

Motif ID: UP00540

Motif name: Gli3_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 2

Number of overlap: 14

Similarity score: 0.0487588

Alignment:

VYWVVHCRCCACMCACGAHSBHH

—-CACACAVRCACACA-———————

Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
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2.0

e alla0s0ac,

l; o ) -- = -f.;vv —--:-a-::‘_“:

WesLaga 34

20

AAE-;—-:‘E*IQ-E-CI-IT?I-_-)._Ee . o
5 10 15 20

.ﬂ

Webblaga 3.4

Motif ID: UP00042

Motif name: Gm397_second
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 14

Similarity score: 0.0496974

Alignment:

HBGYGTGTGTGCVRVD

-TGTGTGKVTGTGTG-

Original motif
Consensus sequence: DVMVGCACACACKCVH

GO0,

\Msag!]

it
&

00—

Reverse complement motif
Consensus sequence: HBGYGTGTGTGCVRVD

20

Motif ID: UP00538
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVBDAGCGBGGGTGGCRDBDDDB
TGTGTGKVTGTGTG—————————

Original motif

Glil_v016060_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

10

14

0.0503392

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

w
b T
N —

gy B — e s T

g

5 10

WebiLog 34

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

S e

—

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00025

Foxkl_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

1

14
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Similarity score:

Alignment:
HDDTGTTKTTKTHHD
—-TGTGTGKVTGTGTG

Original motif
Consensus sequence: HHHAYAAYAACAHHH

2.0

0.0506792

15
Webiloga 34

Reverse complement motif
Consensus sequence: HDDTGTTKTTKTHHD

2.0

= l?ITAIIAlf'

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVVRACAGVCBCDCC
—CACACAVRCACACA

Original motif
Consensus sequence: VVVRACAGVCBCDCC

UP00036
Myf6_secondary
Mus musculus
Original Motif
Original Motif
Forward

2

14

0.0516113

Reverse complement motif
Consensus sequence: GGDGBGVCTGTKVVB
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2.0

«
210

oo l=— ==

w
E10

WetiLoga 34 Wetiloago 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVYDDDCHCAVACAATTDRBVAC
CACACAVRCACACA-———————

Original motif

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

1.0

bits

UP00034

Sox7_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

1

14

0.0523703

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

2.0

w
£10

= cxéAlI%I K =

i S : = & C?QQATAELI:AE_QQ

20 5 20
WabLogad 4 WabiLogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHVDTGTGCACAYAHDH
CACACAVRCACACA---

Original motif

UP00026

Zscan4_primary
Mus musculus
Original Motif
Original Motif
Forward

1

14

0.0557355

Consensus sequence: DHVDTGTGCACAYAHDH

20

" 7

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HDHTMTGTGCACADVHD

20

"l TaT T c A

10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00526
Foxnl_secondary
Mus musculus
Original Motif
Original Motif
Forward

2
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Number of overlap: 14
Similarity score: 0.0578572

Alignment:
DDRMHBACGCGYGCGTDGRBBDB
—-CACACAVRCACACA-—————~—

Original motif
Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

2.0

o= A-E" A¢$Gégqgel e e e

Reverse complement motif
Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

20

N ,AEAQ¢QAGACHI -II_
g 5 10 15 20

WabiLago

.

< | |

2 19 3 a8 WabiLogad &
Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 14
Similarity score: 0.0580046
Alignment:
VVVDHHTGCGYGGGCGDHVHHTB
—————— TGTGTGKVTGTGTG———

Original motif

Reverse complement motif
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Consensus sequence: BADHBDHCGCCCMCGCAHHDBBV

20

it
P

WA

Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

o ?6 = gg—-— LTN=X  X= gol == _‘_“IAQ ; A VY gé-:—. = I
Motif ID: UP00014
Motif name: Sox17_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDBDKATGAATGHDBHV
-—-TGTGTGKVTGTGTG-

Original motif

Reverse Complement
Reverse Complement
Backward

2

14

0.0581238

Consensus sequence: VHBHHCATTCATRHVDD

20

£
s10

N

_ cAITCA,

Websiaga 3.4

Reverse complement motif
Consensus sequence: DDBDKATGAATGHDBHV

2.0

bits

0.0 - == _C:_i-

WekiLags 3.4
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Dataset #: 2 Motif ID: 26 Motif name: Motif 26

Original motif
Consensus sequence: TKKTTTGTTTTTTI

TIITIT

- i LN

Webilogo 3.4

Best Matches for Motif ID 26 (Highest to Lowest)

Motif ID: UP00061

Motif name: Foxl1_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3

Number of overlap: 14

Similarity score: 0.0319341
Alignment:

HDTYTTGTTWTKDDDT

TKKTTTGTTTTTTT--

Original motif
Consensus sequence: ADDDYAWAACAAMAHH

Reverse complement motif
Consensus sequence: AAAAAAACAAARRA

2.0

| AA&&A¢Q AéeA

o ==

10
Webiogo 34

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT
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15
Weblogad 4

Wablogo 3.4

Motif ID: UP00062
Motif name: Sox4_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 14

Similarity score: 0.0368361
Alignment:

HBDDDAACAAAGRVBHH

AAAAAAACAAARRA-——

Original motif

Consensus sequence: HBDDDAACAAAGRVBHH

2.0

p— ):-";«_AA % AAQ.‘_?: S

0.0 ==
5

bits

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

- {1 1]}

0.0
15
WebiLags 3.4

Motif ID: UP00030
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HBDDRAACAAAGRABHH
AAAAAAACAAARRA---

Original motif

Sox11_primary

Mus musculus
Reverse Complement
Original Motif
Forward

1

14

0.0370295

Consensus sequence: HBDDRAACAAAGRABHH

2.0

- ==l _

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

2.0

a1
. o iy —S= = =

10 15
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00077
Srf_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

3

14
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Similarity score: 0.038882

Alignment:
HHVBYTTTTTTTTDDVV
-TKKTTTGTTTTTTT--

Original motif
Consensus sequence: VBDDAAAAAAAAMVBHH

20

- =
00— o

AAaAAAAL

5 15
Webitago 3.4

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

20

sl .

e — — = =

15
Webiloga 3.4

Motif ID: UP00101

Motif name: Sox12_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.0402601
Alignment:

HDTMCTTTGTSTVDBB

AAAAAAACAAARRA--

Original motif
Consensus sequence: VVDBASACAAAGRADH

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB
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bits
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20

5 10

Motif ID: UP00073
Motif name: Foxa2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2
Number of overlap: 14
Similarity score: 0.0402844
Alignment:
VVDAATAACAAAVVB
-AAAAAAACAAARRA
Original motif Reverse complement motif
Consensus sequence: VVDAATAACAAAVVB Consensus sequence: BVVTTTGTTATTDBB
2.0 2.0
_¢ﬁéléégééﬁ _ lxléllérgi.
= - 3 - 19 - . Wty 115!']4 = ) 3 1.0 Wty 1153:
Motif ID: UP00034
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBDHDDAACAATDRHHHHHBW
--AAAAAAACAAARRA-—————

Original motif

Sox7_primary

Mus musculus
Reverse Complement
Original Motif
Backward

7

14

0.0409353

Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

R - *9% 1 B e

WabiLogod4

= e A v = - £ = v
2 - _5_ = 10 --2‘0?_““__“: f 5 10 15
Motif ID: UP00025
Motif name: Foxkl_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Original Motif
Reverse Complement
Backward

1

14
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Similarity score:

Alignment:
HDDTGTTKTTKTHHD
—TKKTTTGTTTTTTT

Original motif
Consensus sequence: HHHAYAAYAACAHHH

2.0

0.0416172

15
Webiloga 34

Reverse complement motif
Consensus sequence: HDDTGTTKTTKTHHD

2.0

" l?ITAIIAlI_E

Weblogo a4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDHADGTAAACAAAVVH
-—--AAAAAAACAAARRA

Original motif

UP00039

Foxj3_primary

Mus musculus
Reverse Complement
Original Motif
Backward

1

14

0.0419017

Consensus sequence: HDHADGTAAACAAAVVH

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH
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2.0
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Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HHWAWGTAAAYAAAVDB
—-—--AAAAAAACAAARRA

Original motif

UuP00073

Foxa2_primary

Mus musculus
Reverse Complement
Original Motif
Backward

1

14

0.0439168

Consensus sequence: HHWAWGTAAAYAAAVDB

2.0

o= “‘ré‘?AIAA , g A |

Watiloga 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

<L | X TIAgglf-k

5

it
5

0.0
Wabiogs 3.4
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Dataset #: 2 Motif ID: 27 Motif name: Motif 27

Original motif
Consensus sequence: CAYACACACACACA

: eacAACAGACA

Webilogo 3.4

Best Matches for Motif ID 27 (Highest to Lowest)

Motif ID: UP00042
Motif name: Gm397_second
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 14

Similarity score: 0.0235042
Alignment:

DVMVGCACACACKCVH

—-CAYACACACACACA-

Original motif
Consensus sequence: DVMVGCACACACKCVH

Reverse complement motif
Consensus sequence: TGTGTGTGTGTKTG

- Tariralclrs

Webiogo 34

Reverse complement motif
Consensus sequence: HBGYGTGTGTGCVRVD
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2.0

o

0.0

v«.uoga

20

Motif ID: UP00026

Motif name: Zscan4_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 2

Number of overlap: 14

Similarity score: 0.0372612

Alignment:

BHHHTTGTGTGCKHVD

-TGTGTGTGTGTKTG-

Original motif
Consensus sequence: HVHRGCACACAAHHHV

2.0

SINLY TV

0.0 1=

a4

Reverse complement motif
Consensus sequence: BHHHTTGTGTGCKHVD

20

—
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5 10 15

Motif ID: UP00000
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HVHBVTGTCTGGDDHDD
—-—-TGTGTGTGTGTKTG

Original motif

Smad3_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

14

0.0446373

Consensus sequence: HDHDDCCAGACABBHVH

2.0

00—

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HVHBVTGTCTGGDDHDD

2.0

o
:E‘I.CI

= = = --—-l - = g

5 10 15

0.0

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UuP00400
Zif268

Mus musculus
Original Motif
Original Motif
Forward

4

14
0.0457169
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Alignment:
BADHBDHCGCCCMCGCAHHDBBV
-——-CAYACACACACACA-————-—

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

f=-{

- _elﬂg XWvie2
5 10 15

Webloga 3.4

= =R EIVT S¥SE. ”iw ol = > o
Motif ID: UP00034

Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.0477221

Alignment:

VVYDDDCHCAVACAATTDBVAC

CAYACACACACACA-——————-

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC
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2.0

1.0

bits

20

]
F10
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20 ;M_ g 3 2 WebiLoga 3.4
Motif ID: UP00025
Motif name: Foxk1l_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDDTGTTKTTKTHHD
-TGTGTGTGTGTKTG

Original motif
Consensus sequence: HHHAYAAYAACAHHH

2.0

Reverse Complement
Reverse Complement
Forward

2

14

0.0485483

Reverse complement motif
Consensus sequence: HDDTGTTKTTKTHHD

20

i (S

0.0 =
15

bits

WetsLogo 34

Motif ID:

UP00041
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDHRTAAACAAAHDDD
CAYACACACACACA--

Original motif

Foxjl_primary
Mus musculus
Original Motif
Original Motif
Backward

3

14

0.0488633

Consensus sequence: HDHRTAAACAAAHDDD

2.0

bits

0.0—=

S TmACA.

15
Wabiogad 4

Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH

20

= ;IIATITAQH'

WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00026
Zscan4_primary
Mus musculus
Original Motif
Original Motif
Backward

2

14
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0.0489596

Similarity score:

Alignment:
DHVDTGTGCACAYAHDH

—-—-CAYACACACACACA-

Original motif
Consensus sequence: DHVDTGTGCACAYAHDH

iR eIﬁInCACATAﬁQ

UP00538

Reverse complement motif
Consensus sequence: HDHTMTGTGCACADVHD

20
@
E‘I.CI
e AL I...___...x 4 v = = S
5 10 15
Webiloga 3.4

Motif ID:
Motif name:

Species:
Matching format of first motif:
Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
HVBDAGCGBGGGTGGCRDBDDDB
TGTGTGTGTGTKTG————-=-———~—

Original motif

Glil_v016060_secondary

Mus musculus
Reverse Complement
Original Motif
Backward
10

14
0.0501133

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

1 ecce GWTUMCA,

Weblagn 3.4

== B = e ey e - o= e dShlem
8 10 18 2 WebiLog) 34

Motif ID: UP00025
Motif name: Foxkl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2
Number of overlap: 14
Similarity score: 0.0518949
Alignment:
DDAATGTAAACAAAVVB
—-—CAYACACACACACA-

Original motif
Consensus sequence: DDAATGTAAACAAAVVB

2.0

E: néAZ:ZATAA 4 é% :

5
Watiloga 3.4

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

1139

Wabiogs 3.4

it
5

0.0
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Dataset #: 3 Motif ID: 28 Motif name: Zfx

Original motif
Consensus sequence: BBVGCCBVGGCCTV

b CCT“

0.0

Webilogo 3.4

Best Matches for Motif ID 28 (Highest to Lowest)

Motif ID: UP00005
Motif name: Tcfap2a_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 14

Similarity score: 0.0596136
Alignment:

HHRCCBBWGGDCDB

BBVGCCBVGGCCTV

Original motif
Consensus sequence: HHRCCBBWGGDCDB

Reverse complement motif
Consensus sequence: VAGGCCBBGGCVBB

2.0

% 1.0
- v = — Ag§?=-_::
5 10

0.0

Webiogo 34

Reverse complement motif
Consensus sequence: BDGHCCWBVGGKDH

Page 218 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=005

2.0

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
ABBBBVVRGACCACCCACRDBBM
BBVGCCBVGGCCTV-—====———

Original motif

Consensus sequence: ABBBBVVRGACCACCCACRDBBM

2.0

bits

=

0.0

A A AVWA-.. e

UP00540

Gli3_v015681_primary
Mus musculus

Original Motif

Original Motif

Forward

1

14

0.0603516

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

bits

<=
0.0-== ﬁ:—_g_r-_!;
5

5 10 15 20

WesLago 34 WebbLaga 34

Motif ID:

UP00002
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDHHMCGCCCCCTHVEB
-—--VAGGCCBBGGCVBB

Original motif

Sp4_primary

Mus musculus
Reverse Complement
Original Motif
Forward

4

14

0.0604694

Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB

2.0

bits

0.0—l==

-_-6AT,_. = T..". i

5 10
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00Q093
KIf7_primary
Mus musculus
Original Motif
Original Motif
Backward

3

14
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Similarity score: 0.0606067

Alignment:
HBDRCCMCGCCCHHHD
BBVGCCBVGGCCTV--

Original motif
Consensus sequence: HBDRCCMCGCCCHHHD

20

1.0

bits

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH

2.0

Weblogodd

- A ¥ ,}g VAV Y= ool = DF X g IAIET L
Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 9
Number of overlap: 14
Similarity score: 0.0606878
Alignment:
HVGVSAGGAGGGTCYHHHHYVH
———————— VAGGCCBBGGCVEB

Original motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH
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2.0

20

@
510 A C

WabiLogod4

. = =8 c—=—Ta | JI_ATES = g AT =T VW AZS
: o P D i 5 b s 2
Motif ID: UP00087
Motif name: Tcfap2c_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1
Number of overlap: 14
Similarity score: 0.0608063
Alignment:
HWGCCCTDGGGCDB
VAGGCCBBGGCVBB

Original motif
Consensus sequence: BHGCCCDAGGGCWD

2.0

Reverse complement motif
Consensus sequence: HWGCCCTDGGGCDB

2.0

@

B W Q N ey o c
LB ‘Ené —— N W -
5 10

Ty,
0.0 = A N

Wabioga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVTTVVCVYGGHGGYCHHDMYB
-—-—-—-BBVGCCBVGGCCTV-—---

Original motif

UP00540
Gli3_v015681_secondary

Mus musculus
Original Motif
Original Motif
Forward

5

14
0.0615001

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

20

o= EIIE Q:«%:;; .-L:;_,?r.-%g ;-;,:?E___

Weblogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

| C C
N Q A
- A lﬂA-fa A+ T=A¢
i 10 15

20
Weblogo34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00010
Tcfap2b_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

2
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Number of overlap: 14
Similarity score: 0.0624288

Alignment:
HHKGCCYSRGGCWAD
-BBVGCCBVGGCCTV

Original motif
Consensus sequence: DTWGCCKSMGGCRHH

2.0

1 22600 G0C,

0.0 A-:‘L@

bits

15
Webilaga 34

Reverse complement motif
Consensus sequence: HHKGCCYSRGGCWAD

2.0

_— En"—‘*_.—

10

ggﬁrgEéézcgag;éFég

Motif ID: UP00082

Motif name: Zfp187_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.0627664
Alignment:

DDGMCCTBGTCCHYHV

VAGGCCBBGGCVBB--

Original motif

Reverse complement motif
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Consensus sequence: DDGMCCTBGTCCHYHV

20
)
1.0

=

o0 ==

15
Weblogad 4

Consensus sequence: VHMDGGACVAGGRCDH

2.0

0.0 =S ——— . ==

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVBVTGACCCSGBVBV
--VAGGCCBBGGCVBB

Original motif

UP00009
Nr2f2_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

3

14

0.0636529

Consensus sequence: VBVBCSGGGTCAVBBH

2.0

15
Weblogad 4

Reverse complement motif
Consensus sequence: HVBVTGACCCSGBVBYV

20

&
210
o —— T A | Qé—' ===
5 10 15

0.0

Weblogod.4
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Dataset #: 3

Original motif
Consensus sequence: GSMMCCYARGGKKKC

2.0

_Geke\ AT

10 15
Webilogo 34

Best Matches for Motif ID 29 (Highest to Lowest)

Motif ID: UP00057
Motif name: Zic2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 15

Similarity score: 0.0178077
Alignment:

BMCCCCCGGGGGGGB

GSMMCCYARGGKKKC

Original motif
Consensus sequence: BMCCCCCGGGGGGGB

Motif ID: 29 Motif name: Zfp423

Reverse complement motif
Consensus sequence: GYRYCCMTKGGYRSC

bits

“G_AC TGC
. ECAGC¥IAm TGE

Reverse complement motif
Consensus sequence: VCCCCCCCGGGGGRB
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2.0

2]
=10

1 ec0CC
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bits

GQQQCCQ¢ETTT_

oot

15
Websloge 34

1o Wastogh 34
Motif ID: UP00006
Motif name: Zic3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 15
Similarity score: 0.0213948
Alignment:
BMCCCCCGGGGGGGR
GSMMCCYARGGKKKC

Original motif
Consensus sequence: BMCCCCCGGGGGGGB

2.0

%mhcchCC

- E Sl e e s ol —

10 15
Webilogo 34

Reverse complement motif
Consensus sequence: VCCCCCCCGGGGGRB

2.0

= 1.0

ccCQCC

P AC;‘;ETT__.__I —

15
Weblogo a4

Motif ID: UP00538

Motif name: Glil_v016060_secondary

Page 227 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=006
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538

Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDDHVDKGCCACCCVCGCTDBVH
——————— GSMMCCYARGGKKKC-

Original motif

Mus musculus
Original Motif
Reverse Complement
Backward

2

15

0.0255241

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

2
:D T
LN

ool R — e M Ey e

N

5 10

WesLaga 34

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00087
Tcfap2c_primary
Mus musculus
Original Motif
Original Motif
Backward

1

15

0.0261399
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Alignment:
WHHSCCYSRGGSDAD
GSMMCCYARGGKKKC

Original motif
Consensus sequence: WHHSCCYSRGGSDAD

2.0

bits

g

0.0 - CClG =

C
cyVZIzA

10 15
Webiloga 34

Reverse complement motif
Consensus sequence: DTHSCCKSMGGSHHW

2.0

1.0

bits

C
LCTA

i 1553(: =l P-N = =
5

Motif ID: UP00005
Motif name: Tcfap2a_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 15

Similarity score: 0.0266201
Alignment:

WDHSCCYSRGGSRAD

GSMMCCYARGGKKKC

Original motif
Consensus sequence: WDHSCCYSRGGSRAD

Reverse complement motif
Consensus sequence: DTMSCCKSMGGSHDW
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2.0

= —ﬁ-—c _CI_EC_:_&A C=2 . I$CCQEE£A C= =
5 To .o} 5 To s
Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 8
Number of overlap: 15
Similarity score: 0.027503
Alignment:
RTHBSYCGCCMCMYVCGBTVDH
——————— GSMMCCYARGGKKKC

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

- —_——— e P

A\, ?;%GAQCAcggﬁ ST

WebLogad 4

Reverse complement motif

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

Motif ID: UP00220
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WGHRCYAATTRGYGSDV
—GYRYCCMTKGGYRSC-

Original motif

Nkx1-1

Mus musculus
Reverse Complement
Original Motif
Backward

2

15

0.0276935

Consensus sequence: WGHRCYAATTRGYGSDV

2.0

E:xﬁﬁa?lAAITAEEE?-

Watiloga 3.4

Reverse complement motif

Consensus sequence: BHSCMCKAATTMGMDCW

2.0

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00539
Gli2_v016060_primary
Mus musculus

Original Motif

Original Motif
Backward

1

15
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Similarity score: 0.0280481

Alignment:
DTVBDDRGACCACCCAGDWDGBH
———————— GSMMCCYARGGKKKC

Original motif
Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

20

UAWVAWWAA.

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBAFK

20

S e T eSS o
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 9
Number of overlap: 15
Similarity score: 0.0288797
Alignment:
HGDHVHKGACCACCCGGBGBGDB
———————— GSMMCCYARGGKKKC

Original motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
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WebiLog 34 Weblagn 3.4

Motif ID: UP00028
Motif name: Tcfap2e_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1
Number of overlap: 15
Similarity score: 0.029693
Alignment:
HHHGCCTSAGGCDAD
GSMMCCYARGGKKKC
Original motif Reverse complement motif
Consensus sequence: HHHGCCTSAGGCDAD Consensus sequence: DTHGCCTSAGGCHHH

2.0 2.0

C IcAl C
0.0 l= "-—CCC Q.:_H—.._ - —-—_-—-—ﬁ : o.0 "—_ : CC i e ==
Wabtsat ik dbtoat ik

Dataset #: 3 Motif ID: 30 Motif name: ZEB1
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Original motif
Consensus sequence: CACCTD

~-cACCT_

R ey L mey an TE

Best Matches for Motif ID 30 (Highest to Lowest)

Motif ID: UP00068

Motif name: Eomes_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 6

Similarity score: 0

Alignment:

VVBVCKACACCTHVBV

——————— CACCTD---

Original motif
Consensus sequence: VBVDAGGTGTYGVBBV

Reverse complement motif
Consensus sequence: HAGGTG

=_
o3
= 1.0
E_ e — — e N

(= = —_——

e ey L mey e TE

Reverse complement motif
Consensus sequence: VVBVCKACACCTHVBV
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20

it
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Weblogad 4 Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBVHVGGTGTCATHDDT
--—-HAGGTG-—--——-—-

Original motif

Consensus sequence: ADDHATGACACCBHBBV

2.0

UP00199

Six4

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

6

0.00433068

Reverse complement motif
Consensus sequence: BBVHVGGTGTCATHDDT

2.0

-1
£10
== — == = A FAN - I e PN
=
10 15

Webiiaga 3.4 WebiLags 3.4

Motif ID:

UP00068
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HHHTTTCACACCTDHBYV
———————— CACCTD---

Original motif

Eomes_primary

Mus musculus
Original Motif
Reverse Complement
Forward

9

6

0.00524081

Consensus sequence: BVHDAGGTGTGAAAHHH

2.0

bits

0.0

S 16 € T

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHHTTTCACACCTDHBY

2.0

e P

0.0

.T|CAVAVCL.

15
Wabiogs 3.4

5

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00046
Tcfe2a_primary

Mus musculus
Reverse Complement
Original Motif
Forward

6

6
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Similarity score:

Alignment:
VBHHVCAGGTGCDVDHD

Original motif

Consensus sequence: VBHHVCAGGTGCDVDHD

20

0.00911301

Reverse complement motif
: DHDBHGCACCTGBDDVB

20

Consensus sequence

0.0 ———

C : L]
T e =
10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BDDRVGACCACCHBDVB
———————— CACCTD---

Original motif

Consensus sequence: BDDRVGACCACCHBDVB

UP00047

Zbtb7b_secondary
Mus musculus
Original Motif
Original Motif
Backward

4

6

0.0233556

Reverse complement motif

Webiloga 3.4

Consensus sequence: BBDVHGGTGGTCBKDDB
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2.0

S

0.0 =

5 10

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH

Original motif

UP00538

Glil_v016060_primary
Mus musculus

Reverse Complement
Original Motif
Backward

11

6

0.0233928

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

e
= == T
—_—

e =

sl

WebiLog 34

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

F— e =

10 15 20

o

Weblagn 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HTBVVVDGGACCACCCRGRDBG

Original motif

UP00539

Gli2_v015681_primary
Mus musculus

Original Motif

Original Motif

Forward

12

6

0.0254338

Consensus sequence: HTBVVVDGGACCACCCRGRDBG

20

i = C

00 _= === o = _I_IAEF_‘ = =

5 10 15

20
Weblogad 4

Reverse complement motif

Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00540
Gli3_v016060_primary
Mus musculus

Original Motif

Original Motif

Forward

12
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Number of overlap: 6
Similarity score: 0.0290143

Alignment:
HDGHHBHRGACCACCCGSVDVG

Original motif
Consensus sequence: HDGHHBHRGACCACCCGSVDVG

2.0

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

"t _cGNTWe.

&

Weblogod4

P = =V 2= ;_Emugm vl == X 3 =
Motif ID: UP00036
Motif name: Myf6_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5
Number of overlap: 6
Similarity score: 0.0309673
Alignment:
VVDBAACAGBTGBYHB
—————— HAGGTG----

Original motif

Reverse complement motif
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Consensus sequence: VVDBAACAGBTGBYHB Consensus sequence: BDKVCABCTGTTBDBV

g mm—— _-___é.__. } - ?%__t ;-:g‘? — got= -r‘éﬂ_CAE‘;‘T m.I E— _-Es- —
Motif ID: UP00249
Motif name: Nkx2-5
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6
Number of overlap: 6
Similarity score: 0.031502
Alignment:
HDADCCACTTRAAWTT
————— CACCTD-----
Original motif Reverse complement motif
Consensus sequence: HDADCCACTTRAAWTT Consensus sequence: AAWTTMAAGTGGHTDH

2.0 2.0

C A TC
.= l_-—é — CAC IA-&IE% .= 6%I_$T ¥ Ac:____.l%
5 10 15 5 10 15

Weblogad 4 Weblogod.4
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Dataset #: 3 Motif ID: 31
Original motif
Consensus sequence: GCCBBVRGS

Z2.0

bits

0.0 —
5

Motif name: TFAP2A

Best Matches for Motif ID 31 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHKGCCYSRGGCWAD
-—-—-GCCBBVRGS—---

Original motif

Consensus sequence: DTWGCCKSMGGCRHH

UP00010
Tcfap2b_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

4

9

0.0115546

Reverse complement motif
Consensus sequence: SCMVBBGGC

2.0

e e

Wty Lo 3o

Reverse complement motif
Consensus sequence: HHKGCCYSRGGCWAD
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2.0

bits

0.0

— c CA 5 i = CAA
= n R MLSGE A T S e - == - P . - W Tw
5

e

10 15 5 10 15

Webiloga 3.4 Websloge 34

Motif ID: UP00010

Motif name: Tcfap2b_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 3

Number of overlap: 9

Similarity score: 0.0150447

Alignment:

DYGCCYBARGGCAH

--GCCBBVRGS——--

Original motif Reverse complement motif
Consensus sequence: DYGCCYBARGGCAH Consensus sequence: HTGCCMTVKGGCMD

2

bits

0.0

2.0
1.0

its

_?.::gccs_-crzép;ﬁﬁgé ) o ;ch__crlgﬁ.?-:.c‘?f

0.0

10
Webslogo 3.4 Webitaga 3.4

Motif ID:

UP00005
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
WDHSCCYSRGGSRAD
-—-—-GCCBBVRGS---

Original motif

Consensus sequence: WDHSCCYSRGGSRAD

2.0

0.0

% 1.0
5 10

Tcfap2a_primary
Mus musculus
Original Motif
Original Motif
Forward

4

9

0.0151527

15
WetiLoga 34

Reverse complement motif

Consensus sequence: DTMSCCKSMGGSHDW

2.0

E‘I.CI

<.

PN
== -N C’}

—
.

10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00087
Tcfap2c_primary
Mus musculus
Original Motif
Original Motif
Backward

4

9
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Similarity score: 0.016909

Alignment:
WHHSCCYSRGGSDAD
—-—-—-GCCBBVRGS—-—--

Original motif
Consensus sequence: WHHSCCYSRGGSDAD

2.0

Reverse complement motif
Consensus sequence: DTHSCCKSMGGSHHW

2.0

o —oVWYZ=AVE o o xcVWYIealVE, o
Motif ID: UP00087
Motif name: Tcfap2c_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
Number of overlap: 9
Similarity score: 0.0170259
Alignment:
BHGCCCDAGGGCWD
-—-GCCBBVRGS—--

Original motif
Consensus sequence: BHGCCCDAGGGCWD

Reverse complement motif
Consensus sequence: HWGCCCTDGGGCDB
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wr
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— T N AIT

0.0

Webiioga 3.4

h . Q = m
10

Wabioga 3.4

Motif ID: UP00028
Motif name: Tcfap2e_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 9

Similarity score: 0.0198854
Alignment:

HHHGCCTSAGGCDAD

---GCCBBVRGS---

Original motif
Consensus sequence: HHHGCCTSAGGCDAD

2.0

"1 dlxsallic .

0.0

15
WetiLoga 34

Reverse complement motif
Consensus sequence: DTHGCCTSAGGCHHH

2.0

A= CCTCA C__

0.0 e —

Wetiloago 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHBHDTGGCGGGGBDHD
SCMVBBGGC—-—-—————-

Original motif

UP00000
Smad3_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

9

9

0.0203681

Consensus sequence: DHHBCCCCGCCAHHBHB

20

mi ) %QQCﬁQCg

bits

iy

.
15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00003
E2F3_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

9
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Similarity score: 0.0217064
Alignment:

BBBDYTGGCGCCKWDBD
SCMVBBGGC—=——=———-—

Original motif
Consensus sequence: HBHWYGGCGCCAMDVBB

(Ca.

bits

1

?focG

0.0

o

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BBBDYTGGCGCCKWDBD

2.0

T:[ecc - Cgl_\é?

0.0 e e ——
5

Webiloga 3.4

Motif ID: UP00005
Motif name: Tcfap2a_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 9

Similarity score: 0.0234775
Alignment:

HHRCCBBWGGDCDB

—-—GCCBBVRGS—-—-—

Original motif
Consensus sequence: HHRCCBBWGGDCDB

Reverse complement motif
Consensus sequence: BDGHCCWBVGGKDH
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2.0

0
‘)
10O

» .
. = =3 B P e e e - - 0.0 = = —
5 10 e 5 10 e

Motif ID: UP00093
Motif name: KIf7_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 9
Similarity score: 0.026642
Alignment:
VVDBATACGCCCHAHHD
———————— GCCBBVRGS
Original motif Reverse complement motif
Consensus sequence: VVDBATACGCCCHAHHD Consensus sequence: DHDTHGGGCGTATBHBB

2.0 2.0

o= '?élg y ¥ e EiS ool=— - A CTQL:—; = ==

= 1) 10 15 i T i 5 10 15 _—
Dataset #: 3 Motif ID: 32 Motif name: SP1
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Original motif
Consensus sequence: CCCCKCCCCC

-Ccle_¢Coce

L e

bits

Best Matches for Motif ID 32 (Highest to Lowest)

Motif ID: UP00021

Motif name: Zfp281_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 10

Similarity score: 0.0231018

Alignment:
DBCCCCCCCCCCMYC
-—-CCCCRcCcceeC—--

Original motif

Consensus sequence: DBCCCCCCCCCCMYC

Reverse complement motif
Consensus sequence: GGGGGYGGGG

z=.0
=
=1o

| — ety
P ——— N -

5 10
ek e a3 4

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD
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2.0

bits

- obelllllecs

Webiloga 3.4

ool W o W o o A N — -

5 10 15
Websloge 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBDRCCMCGCCCHHHD
—-—-—-CCCCKCCCCC--

Original motif

UP00093

KIf7_primary
Mus musculus
Original Motif
Original Motif
Forward

5

10
0.0303207

Consensus sequence: HBDRCCMCGCCCHHHD

2.0

1 AGQRA

LiX

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH

20

bits

= "}%—4_':_; g T_.p,_—_-_:l—_— ——

0.0
5 140 15
Weblogod 4

Motif ID:

UP00033
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHHDGGGGCGGDBHDV
-——-GGGGGYGGGG---

Original motif

Zfp410_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

5

10

0.0323007

Consensus sequence: BHHBHCCGCCCCDHHHH

2.0

0.0

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

2.0

15
Wabiogs 3.4

= “‘?EEIQ% 2
10

=)
)
|
|
|
|
ul-l]l

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00099
Ascl2_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

10
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Similarity score:
Alignment:
HVDVGGGHGGGGDBHB
--GGGGGYGGGG——-—-

Original motif

Consensus sequence: BHVYDCCCCDCCCBDBH

20

bits

0.0

0.0340973

10

. .cCCc Ccc

15
Weblogad 4

Reverse complement motif
Consensus sequence: HVDVGGGHGGGGDBHB

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHHHWGGGGCGGBRBVH
-——-—-GGGGGYGGGG--

Original motif

uP00043

Bcl6b_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

3

10

0.0351051

Consensus sequence: HBBBCCGCCCCWHHHV

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH
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2.0 20

I 2]
ELCI Cgc E'l.ﬂ
5

° 77 N o - ‘1;";‘ T R Rerisoni
Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 7
Number of overlap: 10
Similarity score: 0.0390437
Alignment:
HDBABCGBKRGYGGCGMSBHAK
—————— GGGGGYGGGG———--~
Original motif Reverse complement motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH Consensus sequence: HDBABCGBKRGYGGCGMSBHAK
20 20
I cégﬁggécggng—:ulﬂ = i - . .;..é_—_AI%l*FI?@‘?‘:;-—_-?‘?‘E
§ 19 18 2 WabLogad & g 10 8 = WebLogod4
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Motif ID: UP00540

Motif name: Gli3_v016060_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 7

Number of overlap: 10

Similarity score: 0.0393358

Alignment:

HHBSHTCGTGRGTGGKGDBVWMV

——————— GGGGGYGGGG————-—~

Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20 20

bits

E:Ezg QQQQéQEQAQAQ%G

&8 =L ol a‘EE‘?‘Ig‘%cIT?Ié.FEe . 28
Motif ID: UP00000
Motif name: Smad3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward

Position number: 4
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Number of overlap: 10
Similarity score: 0.0413863

Alignment:
DHHBCCCCGCCAHHBHB
—-—-—-CCCCKCCCCC---

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

: = EQQCﬁCCé e~ — S

bits

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

Motif ID: UP00022
Motif name: Zfp740_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 10

Similarity score: 0.0418947
Alignment:

HVBCCCCCCCCMHHHR

-—-—-CCCCKCCcCCC-=--

Original motif

Reverse complement motif
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Consensus sequence: HVBCCCCCCCCMHHHB

20

%j%uggQCCCQQé% :

LI X
15
Weblogad 4

Consensus sequence: BHHDYGGGGGGGGBVD

2.0

Motif ID: UP00002
Motif name: Sp4_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 10

Similarity score: 0.0420708
Alignment:

BDHHMCGCCCCCTHVEB

--CCCCKCCCCC-—---

Original motif
Consensus sequence: BDHHMCGCCCCCTHVBB

20

0.0

Websiaga 3.4

Reverse complement motif
Consensus sequence: BWWHAGGGGGCGRDHHB

2.0

=== - B = T.—'-. EE—

WekiLags 3.4
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Dataset #: 3 Motif ID: 33 Motif name: RXRAVDR

Original motif
Consensus sequence: GGGTCAWBGRGTTCA

SleTon, clTre
naLisAi - A\ AL@

10

Webilogo 34

Best Matches for Motif ID 33 (Highest to Lowest)

Motif ID: UP00037
Motif name: Zfp105_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 15

Similarity score: 0.0631638
Alignment:

DYGVKTCAATAABTYDD

—-—-GGGTCAWBGRGTTCA

Original motif
Consensus sequence: DYGVKTCAATAABTYDD

Reverse complement motif
Consensus sequence: TGAACKCBWTGACCC

~2iMlss LTeAC

Weblogo a4

Reverse complement motif
Consensus sequence: HDMAVTTATTGARVCMH
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2.0

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DWAAAWTGCTGACTH
TGAACKCBWTGACCC

Original motif

UP00044
Mafk_primary

Mus musculus
Reverse Complement
Original Motif
Backward

1

15

0.0639668

Consensus sequence: DWAAAWTGCTGACTH

2.0

0.0 == - AL e _—

Reverse complement motif
Consensus sequence: HAGTCAGCAWTTTWD

" asTCAGA o,

15
WetsLogo 34

Motif ID:

UP00538
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Motif name: Glil_v016060_primary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 9

Number of overlap: 15

Similarity score: 0.0682816
Alignment:

BHCBCBCCGGGTGGTCYHVHDCH

———————— GGGTCAWBGRGTTCA

Original motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

c{fsch-T Ie. ¢

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

oAV

bits

Weblagn 3.4

b ==Xy = = m:» == S =YV —Sx= o
Motif ID: UP00539

Motif name: Gli2_v015681_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 2

Number of overlap: 15
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Similarity score: 0.06995

Alignment:
HTBVVVDGGACCACCCRGRDBG
-TGAACKCBWTGACCC—-—-———-—

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

Reverse complement motif

Consensus sequence

20

: CBDMCMGGGTGGTCCHVBVBAH

o ﬂl == A BA AP\ "S~>= - 9 ﬁ?g—?‘? VT =
Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:

Direction: Backward
Position number: 1

Number of overlap: 15
Similarity score: 0.0711699
Alignment:

DVMHHDHKGACCCTCCTSVCBH

——————— TGAACKCBWTGACCC

Original motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

Reverse Complement
Reverse Complement

Reverse complement

motif

Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

Page 261 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=539

2.0 20

e =
20

Motif ID: UP00540

Motif name: Gli3_v016060_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 2

Number of overlap: 15

Similarity score: 0.072162

Alignment:

CVHBSCGGGTGGTCMHVHHCDH

—————— GGGTCAWBGRGTTCA-

Original motif Reverse complement motif

Consensus sequence: HDGHHBHRGACCACCCGSVDVG Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH
2.0 2.0
PSR :'=‘-A | A A _.-,._C‘-e“‘_;‘:_—— — - 00 _c —_— ?g':.’—-.::_‘ L4 T W I g_;-.._' = g_.._ =

5 10 15 20 - 5 10 15 20 2
Motif ID: UP00045
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
—-HAAWDTGCTGACDWARH
TGAACKCBWTGACCC—---

Original motif

Mafb_primary

Mus musculus
Reverse Complement
Original Motif
Backward

4

14

0.562034

Consensus sequence: HAAWDTGCTGACDWARH

2.0

2

-

0.0—=

Watiloga 3.4

Reverse complement motif
Consensus sequence: DMTWDGTCAGCADWTTH

2.0

Elg——-_:-—aﬂt CA — - - é¢1; -

0.0

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00012
Bbx_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2

14
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Similarity score: 0.562788

Alignment:
HWBTTCAWTGAADTH-
—GGGTCAWBGRGTTCA

Original motif
Consensus sequence: HADTTCAWTGAABWD

2.0

Lo dlh Ik .,

Reverse complement motif
Consensus sequence: HWBTTCAWTGAADTH

2.0

Weblogo a4

Motif ID: UP00005

Motif name: Tcfap2a_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 14

Similarity score: 0.56549

Alignment:

—HHRCCBBWGGDCDB

GGGTCAWBGRGTTCA-

Original motif
Consensus sequence: HHRCCBBWGGDCDB

Reverse complement motif
Consensus sequence: BDGHCCWBVGGKDH
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2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDDAGATCAAAGGKDDD-
—-——GGGTCAWBGRGTTCA

Original motif

UP00067
Lefl_primary

Mus musculus
Original Motif
Reverse Complement
Forward

4

14

0.565777

Consensus sequence: DDDYCCTTTGATCTDDV

2.0

0.0

B $?CITMVAICL”

Webiiaga 3.4

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

2.0

>

0.0

5

10 15
WebiLags 3.4

Dataset #: 3 Motif ID: 34 Motif name: RREB1
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Original motif
Consensus sequence: CCCCMAAMCAMCCMCMMMCV

20

Best Matches for Motif ID 34 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
YBVDMGTGGGTGGTCKVVBVBBT
BGRRRGRGGRTGRTTYGGGG——-

Original motif

UP00540

Gli3_v015681_primary
Mus musculus

Reverse Complement
Reverse Complement
Backward

4

20

0.0443369

Consensus sequence: ABBBBVVRGACCACCCACRDBBM

Reverse complement motif
Consensus sequence: BGRRRGRGGRTGRTTYGGGG

20

i

= C T XTI Ty [ 1 VT T

20
WebsLoga 3.4

Reverse complement motif
Consensus sequence: YBYVDMGTGGGTGGTCKVVBVBBT
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2.0 20

f=1
R A A=

=
CVEAX = =—C S X
5

WesLaga 34

Motif ID: UP00538

Motif name: Glil_v015681_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 2

Number of overlap: 20

Similarity score: 0.0490569

Alignment:

MHHHWHYTMCCHCCCACVAABVH
--CCCCMAAMCAMCCMCMMMCV -

Original motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

5 10

WesLago 34

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

Motif ID: UP00538
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Motif name: Glil_v015681_primary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 2

Number of overlap: 20

Similarity score: 0.0546172

Alignment:

BTBVTCVTGGGTGGTCMVVDVERB

-BGRRRGRGGRTGRTTYGGGG--

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

cUAWAWA o o

a0 —— ====43 — ¥ =

5 10 15

4

WebiLog 34

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

bits

e = =T

DI ==
10

20

” rx¢ I I _1 ¢

Weblagn 3.4

Motif ID: UP00540

Motif name: Gli3_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 3

Number of overlap: 20
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Similarity score: 0.055783

Alignment:
VYWVVHCRCCACMCACGAHSBHH
-CCCCMAAMCAMCCMCMMMCV —-—

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

20

- = e

E:Ezg QQQQéQEQAQAQ%G

15 20
WesLogo 34

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

bits

—Lagan;cgafcxx1:?];h'
5 10

00

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif

Direction: Forward

Position number: 3

Number of overlap: 20

Similarity score: 0.057969

Alignment:

HVBDAGCGBGGGTGGCRDBDDDB
—-—-BGRRRGRGGRTGRTTYGGGG-

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

X CA

== 77--:@:;1'1’—-“:‘-‘-—-'-'—-

e

WebiLog 34

CCA o

Weblagn 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DTVBDDRGACCACCCAGDWDGBH
--CCCCMAAMCAMCCMCMMMCV -

Original motif

UP00539

Gli2_v016060_primary
Mus musculus

Original Motif

Original Motif
Backward

2

20

0.0595101

Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

2.0

TAGVALLA

gt

T.—-._‘t;.k-;:

5 10 15

e =RV A Y .- W

WebiLog 34

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBALF

20

" ez TN T

=== a4 et

Weblagn 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
—-BGRRRGRGGRTGRTTYGGGG——

Original motif

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

20

UP00538

Glil_v016060_primary
Mus musculus

Reverse Complement
Original Motif

Forward

2

20

0.0622003

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

0.0 c____g-:—-ggﬁ_ L 4 T I g:‘!; = 9{‘- 00 = = QA W A A Q“.\’F,_,f_:_— : =
Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Original Motif
Original Motif
Forward

2
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Number of overlap:
Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
-CCCCMAAMCAMCCMCMMMCV -

Original motif

20
0.0626951

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

bits

X ?E%ﬁgcécggﬂ I

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

= A = e - _ = éclg;-:_-_AI.;:;ltFI e — N e -
5 20 o 5 10 15 20
Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HVGVSAGGAGGGTCYHHHHYVH
CCCCMAAMCAMCCMCMMMCV ——

Original motif

Original Motif
Reverse Complement
Forward

1

20

0.0631901

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH
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2.0

20

00 —= =t = g3 N — = E‘:.T_.:‘_*_ o e = E= L e e
5 10 15 20 G e 5 10 15 20
Motif ID: UP00528
Motif name: Foxm1_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DCATDBTGHGCATKMTTBRSWR
—-—-BGRRRGRGGRTGRTTYGGGG

Original motif

Reverse Complement
Reverse Complement
Backward

1

20

0.0673848

Consensus sequence: MWSMBAARRATGCDCABHATGD

2.0

1.0

bits

Baog ab A AIW.ca

0 15

Reverse complement motif

Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

= .‘EE

cax JI¢ .CA CGI

Dataset #: 3

Motif ID: 35

Motif name: REST
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Original motif Reverse complement motif
Consensus sequence: TTCAGCACCATGGACAGCKCC Consensus sequence: GGYGCTGTCCATGGTGCTGAA

2.0 2.0

Hm T CAI AC Vel -mA¢ QI VaxvvlcVIYA,

L =
- G

bits

5 10 15
w.gu.g 034 Weiloga 34

Best Matches for Motif ID 35 (Highest to Lowest)

Motif ID: UP00538

Motif name: Glil_v015681_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward

Position number: 3

Number of overlap: 21

Similarity score: 0.0699178

Alignment:

BBBDVVRGACCACCCAVGABBAB
—-—-TTCAGCACCATGGACAGCKCC

Original motif Reverse complement motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB
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2.0

20

Webblaga 3.4

a == = o w =i 4 P — e == == - — = .4
5 10 15 20 Vs 5 10 15 20
Motif ID: UP00540
Motif name: Gli3_v015681_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward
Position number: 1

Number of overlap: 21
Similarity score: 0.0734685
Alignment:

VMYDHDGMCCHCCKBGVVAAVH
GGYGCTGTCCATGGTGCTGAA-

Original motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

oh ﬁll_ Qﬁg:fx;:-:ﬂ@§§ A?%E-:_

WebLogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

A TAC A Garf An

polmE e e s =X . __== =

5 10 15 20

Weblogod4

Motif ID: UP00540
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Motif name:

Gli3_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 2

Number of overlap: 21

Similarity score: 0.0740652

Alignment:

VYWVVHCRCCACMCACGAHSBHH

-TTCAGCACCATGGACAGCKCC-

Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

2.0

20

bits

- . ‘E-,:-:‘?-IQ-ECIT?I& X

e a0l

15

Clha.c .
20 5 10
WebiLago 3.4 Wabiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00538
Glil_v015681_secondary
Mus musculus

Original Motif

Original Motif

Forward

3

21
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Similarity score:

Alignment:
MHHHWHYTMCCHCCCACVAABVH
-—-TTCAGCACCATGGACAGCKCC

Original motif

0.0750152

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

20

é — I_A_E;é_ = C

0.0 e

=t B-—-: <=

WesLogo 34

Reverse complement motif
Consensus sequence: DVWVTTVGTGGGHGGYAMHWHHHY

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
GGYGCTGTCCATGGTGCTGAA-~-

Original motif

UP00538
Glil_v016060_primary
Mus musculus

Reverse Complement
Original Motif
Backward

3

21

0.0751449

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
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2.0

[Tk,

20

o cig‘?ggé 4 = 9!_‘- oo == N e o W = SN = - =
5 10 20 i 5 10 15 20
Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BDDHVDKGCCACCCVCGCTDBVH
-TTCAGCACCATGGACAGCKCC-

Original motif

Original Motif
Reverse Complement
Backward

2

21

0.075832

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

TusCa_

 ACC T U

= e

e

5 10

15

20
WebiLog 34

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DTVBDDRGACCACCCAGDWDGBH
—-—-TTCAGCACCATGGACAGCKCC

Original motif

UP00539

Gli2_v016060_primary
Mus musculus

Original Motif

Original Motif
Backward

1

21

0.0773446

Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

20

.

- e W

=

5 10 15

WesLogo 34

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBAFK

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00050
Bhlhb2_secondary
Mus musculus
Original Motif
Original Motif
Forward

3
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Number of overlap: 21
Similarity score: 0.0775367

Alignment:
YDYBDHTMCACGTGGADDBMDGT
-—-TTCAGCACCATGGACAGCKCC

Original motif

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

TA A <
.

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20
— liaes —tn
15 20

%1'] T
.C 1CVF
10

T %

WebbLaga 34

e S S WL T = A XK o e = v
5 w B B e ;
Motif ID: UP00528
Motif name: Foxm1_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1
Number of overlap: 21
Similarity score: 0.077977

Alignment:
DCATDBTGHGCATKMTTBRSWR
-GGYGCTGTCCATGGTGCTGAA

Original motif

Reverse complement motif
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Consensus sequence: MWSMBAARRATGCDCABHATGD

20

BN A A

Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

o - _m. R -:..27? el

c@-:.—g A e W ".“"QA__— e i;g 0 = -
Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVVDHHTGCGYGGGCGDHVHHTRB
—-—-GGYGCTGTCCATGGTGCTGAA

Original motif

Reverse Complement
Original Motif
Backward

1

21

0.0785969

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBV

2.0

it
P

o — =5

Ca

¢T.=.,—= = II

A CoVWVA

WebiLogo 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

bits

. elAQ_TA 5 T

0.0 — 2 —_— —

Webloga 3.4

Dataset #: 3

Motif ID: 36

Motif name: PPARGRXRA
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Original motif
Consensus sequence: BTRGGDCARAGGKCA

2.0

"1.aG0 cHaAUGrcA

=R S =l A

5

15
Webilaga 34

Best Matches for Motif ID 36 (Highest to Lowest)

Motif ID: UP00067
Motif name: Lefl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2

Number of overlap: 15

Similarity score: 0.0304954
Alignment:

VDDAGATCAAAGGKDDD

-BTRGGDCARAGGKCA-

Original motif
Consensus sequence: DDDYCCTTTGATCTDDV

Reverse complement motif
Consensus sequence: TGRCCTKTGHCCKAB

0o == A QA-:

IEéQQIET CCx

W&J,clg :u

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD
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2.0

bits

0.0

” $?GITTVAIC£

Websiags 3.4

2.0

bits
a

0.0 ——

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHASATCAAAGVRHHH
-BTRGGDCARAGGKCA-

Original motif

UP00058
Tcf3_primary
Mus musculus
Original Motif
Original Motif
Forward

2

15
0.0319475

Consensus sequence: HHHASATCAAAGVRHHH

2.0

w0
10
0

acATOAMG .

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH

2.0

- = E-?—Qn‘ ‘I-.:AI,C:.!::‘:-4 —
: 5 10 15

WebiLags 3.4

Motif ID:

UP00054
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHASATCAAAGGAHHH
—BTRGGDCARAGGKCA-

Original motif

Tcf7_primary
Mus musculus
Original Motif
Original Motif
Backward

2

15

0.032779

Consensus sequence: BHHASATCAAAGGAHHH

2.0

0.0

gm_:A?QIQAAAA“ﬂt'

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHYV

2.0

. =S —-:Iggﬂ‘ 4‘.I*.=AIC1&"JP ey

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00082
Zfp187_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

2

15
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Similarity score: 0.0334185

Alignment:
VHMDGGACVAGGRCDH

BTRGGDCARAGGKCA-

Original motif Reverse complement motif

Consensus sequence: DDGMCCTBGTCCHYHV Consensus sequence: VHMDGGACVAGGRCDH

e . AQCCE = AT _crﬁz 0.0 l} -AAAQEA fw:‘:_hr% T

Motif ID: UP00062

Motif name: Sox4_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 2

Number of overlap: 15

Similarity score: 0.0352539

Alignment:

HBDDDAACAAAGRVBHH

-BTRGGDCARAGGKCA-

Original motif Reverse complement motif

Consensus sequence: HBDDDAACAAAGRVBHH Consensus sequence: HHBBMCTTTGTTHDDBH
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15

Watiloga 3.4 Wabiogs 3.4

Motif ID: UP00030

Motif name: Sox11_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 15

Similarity score: 0.0358782
Alignment:

HBDDRAACAAAGRABHH

-BTRGGDCARAGGKCA-

Original motif Reverse complement motif

Consensus sequence: HBDDRAACAAAGRABHH Consensus sequence: HHBTMCTTTGTTMDDVH

2.0

%1.0 A §
st ] $A&é . =
1o 1

00— o e —
5

5
Watiloga 3.4

it
5

Gl VT
= Loy N . =B =

Wabiogs 3.4

0.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDTMCTTTGTSTVDBB
TGRCCTKTGHCCKAB-

Original motif
Consensus sequence: VVDBASACAAAGRADH

20

H ?¢AQAAAEBA

bits

0.0 R

UP00101

Sox12_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

2

15

0.0374729

fal

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB

2.0

bits

_—— .

) - JLIP=S : IIIéIE; o=

0.0 = T
15
Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00083
Tcf712_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2
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Number of overlap: 15
Similarity score: 0.0379757

Alignment:
BDDASATCAAAGGMDDD
—-BTRGGDCARAGGKCA-

Original motif
Consensus sequence: DDDYCCTTTGATSTDDV

2.0

EgQITT_AIC; B

0.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

2.0

5 10

0.0 ——
15

WebiLags 3.4

Motif ID: UP00093
Motif name: KIf7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2

Number of overlap: 15

Similarity score: 0.0382733
Alignment:

DHHDGGGCGRGGKHBH

BTRGGDCARAGGKCA-

Original motif

Reverse complement motif
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Consensus sequence: HBDRCCMCGCCCHHHD

20

0.

1 AGQRA

Consensus sequence: DHHDGGGCGRGGKHBH

2.0

it
5

ool =T ‘CL‘ TYME =~

5 10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBTHVACAATGGGMDHD
BTRGGDCARAGGKCA--

Original motif

UP00055

Hbp1l_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

1

15

0.0397168

Consensus sequence: DDDYCCCATTGTVHABH

20

bits

0.0

e o —— A e

Reverse complement motif
Consensus sequence: HBTHVACAATGGGMDHD

bits
P

0.0

. achAToce.

P
==
15

WekiLags 3.4
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Dataset #: 3 Motif ID: 37 Motif name: PLAG1

Original motif
Consensus sequence: GGGGCCCAAGGGGG

1CC_AaG

10

bits
B

. -

Webilogo 3.4

0.0

Best Matches for Motif ID 37 (Highest to Lowest)

Motif ID: UP00102

Motif name: Zicl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.0499525

Alignment:

CCCCCCCGGGGGHB

CCCCCTTGGGCCCC

Original motif
Consensus sequence: BHCCCCCGGGGGGG

Reverse complement motif
Consensus sequence: CCCCCTTGGGCCCC

E jlgmg:rlx e?gcgc

Webiogo 34

Reverse complement motif
Consensus sequence: CCCCCCCGGGGGHB
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2.0

bits
B

— —

0.0 = .

10

QQQCE$$

Welsloge 34

1.c0c0C--G0GG

10
Webilaga 3.4

Motif ID: UP00538

Motif name: Glil_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 1

Number of overlap: 14

Similarity score: 0.0540613

Alignment:

BTBVTCVTGGGTGGTCMVVDVERB

————————— CCCCCTTGGGCCCC

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

20

AA A

00 —_— ====4 AN =W i -T=-_=‘:‘;=
: 5 10 15 20

bits

Wetlogo 34

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

2

reze TITW Ve

Webhlogo 3.4

Motif ID: UP00057
Motif name: Zic2_primary
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Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BMCCCCCGGGGGGGB
—-CCCCCTTGGGCCCC

Original motif

Consensus sequence: BMCCCCCGGGGGGGB

2.0

oy
|

B QQQQCC

0.0

Mus musculus
Reverse Complement
Original Motif
Backward

1

14

0.0548411

W W W N W e -

10

15
Webiloga 3.4

Reverse complement motif
Consensus sequence: VCCCCCCCGGGGGRB

20

) GQQQQCQ

P

bits

C—="m = = =

10 15
Websloge 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00005
Tcfap2a_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

1

14

0.0556785
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Alignment:
HHRCCBBWGGDCDB
GGGGCCCAAGGGGG

Original motif
Consensus sequence: HHRCCBBWGGDCDB

2.0

bits
B

e

-

10
Webiioga 3.4

Reverse complement motif
Consensus sequence: BDGHCCWBVGGKDH

2.0

oo = 220 S _:':-A=_—£ e
i 10

——— . L -
5

Wabioga 3.4

Motif ID: UP00006
Motif name: Zic3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 14

Similarity score: 0.056976
Alignment:

BMCCCCCGGGGGGGR

-CCCCCTTGGGCCCC

Original motif
Consensus sequence: BMCCCCCGGGGGGGB

Reverse complement motif
Consensus sequence: VCCCCCCCGGGGGRB
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2.0

- ccCCC

0.0

T =" "W II

10

15
Webiloga 3.4

2
=10

cCCQCC

o= = -

AC;E L N e

15
Websloge 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDGHHBHRGACCACCCGSVDVG
CCCCCTTGGGCCCC—====———

Original motif

UP00540

Gli3_v016060_primary
Mus musculus

Reverse Complement
Original Motif
Backward

9

14

0.0573495

Consensus sequence: HDGHHBHRGACCACCCGSVDVG

2.0

it:
b=

T
5

WAL,

=

10

=4

WebLogad 4

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

Motif ID:

UP00540
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VMYDHDGMCCHCCKBGVVAAVH
———————— CCCCCTTGGGCCCC

Original motif

Gli3_v015681_secondary
Mus musculus

Reverse Complement
Reverse Complement
Forward

9

14

0.0579022

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

%1.0 T
s O Elﬁ—-. Q_,_gl . 4 E_,fr_-lg 2= ,_J‘_‘:E___
5 10 15 20

WabLogad 4

Reverse complement motif

Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

E10 Q A
‘A.__.__ —— 12}. - A—E—I = -=A_-_
10 15

WabiLogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00539

Gli2_v015681_secondary
Mus musculus

Reverse Complement
Reverse Complement
Backward

9

14
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Similarity score: 0.0580662

Alignment:
DVMHHDHKGACCCTCCTSVCBH
CCCCCTTGGGCCCC——==————

Original motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

20

2
-51.!]
=A== A e‘:Ag$
10 15

o

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

bits
b=

= TATAQIQQI &=
: 10 15

20
Weblogo34

0.0 — ; _— e %F.:‘_—_' i T _——=
Motif ID: UP00538
Motif name: Gli1_v016060_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1
Number of overlap: 14
Similarity score: 0.0597453
Alignment:
HGDHVHKGACCACCCGGBGBGDB

_________ CCCCCTTGGGCCCC

Original motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
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2.0

bits

c ¢._=9%% T I g_j_; :

20

0.0 S = = e W= oA V= = N
5 10 20 Vs 5 10 15 20
Motif ID: UP00021
Motif name: Zfp281_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
GKRGGGGGGGGGGBD
-CCCCCTTGGGCCCC

Original motif
Consensus sequence: DBCCCCCCCCCCMYC

2.0

Reverse Complement
Original Motif
Backward

1

14

0.0598088

L alecll{Cs

Webilogo 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

2.0

bits

o> a2 AR LR LB AP B » =—

0.0 :
5 10 15

Dataset #: 3 Motif ID: 38

Motif name: NR2F1
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Original motif
Consensus sequence: TGAMCTTTGMMCYT

TOAUIT G

Webslogo 3.4

bits

Best Matches for Motif ID 38 (Highest to Lowest)

Motif ID: UP00083
Motif name: Tcf712_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 14

Similarity score: 0.0452364
Alignment:

DDDYCCTTTGATSTDDV

-TGAMCTTTGMMCYT--

Original motif
Consensus sequence: DDDYCCTTTGATSTDDV

Reverse complement motif
Consensus sequence: AKGYYCAAAGRTCA

2.0

gmaegT;gAAAmTIQA

0.0

Webitaga 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD
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2.0

bits

2.0

bits

e - 0.0

0.0

T

Websiags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VDDAGATCAAAGGKDDD
—-—-AKGYYCAAAGRTCA-

Original motif

Consensus sequence: DDDYCCTTTGATCTDDV

2.0

gcQITT“AIC; 1 ASA|IVARAVs.

UP00067

Lefl_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

14

0.0453449

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

2.0

it
5

0.0

5 10 15

WebiLags 3.4

Webiiaga 3.4

Motif ID:

UP00539
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVMHHDHKGACCCTCCTSVCBH
——————— TGAMCTTTGMMCYT-

Original motif

Gli2_v015681_secondary
Mus musculus

Original Motif

Reverse Complement
Forward

8

14

0.0461358

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

10 15

WabiLogod4

00 —— =2 s —T P Eﬂ.:.:‘___’ o e =
5 10 15 e 5
Motif ID: UP00054
Motif name: Tcf7_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Original Motif
Backward

2

14
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Similarity score: 0.0461768

Alignment:
BHHASATCAAAGGAHHH

—-—-AKGYYCAAAGRTCA-

Original motif
Consensus sequence: BHHASATCAAAGGAHHH

20

oy :ACQIQAAAA:':ﬁ@ p—

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHYV

20

"= Ezggﬁg;j,}j[qF[!][(:![ﬂh-ﬁ

Webiloga 3.4

Motif ID: UP00058
Motif name: Tcf3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 14

Similarity score: 0.0473628
Alignment:

HHHASATCAAAGVRHHH

-—-AKGYYCAAAGRTCA-

Original motif
Consensus sequence: HHHASATCAAAGVRHHH

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH
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2.0

“abToMAs .

2.0

. o[Tehr

43‘-‘-'-

7

—

15

Watiloga 3.4

= I

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDGMCCTBGTCCHYHV
TGAMCTTTGMMCYT--

UuP00082

Zfp187_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

14

0.0480188

Wabiogs 3.4

Original motif
Consensus sequence: DDGMCCTBGTCCHYHV

Wabiogad 4

Reverse complement motif
Consensus sequence: VHMDGGACVAGGRCDH

2.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHBBMCTTTGTTHDDBH
-TGAMCTTTGMMCYT--

Original motif

UP00062

Sox4_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2

14

0.0495447

Consensus sequence: HBDDDAACAAAGRVBHH

20

.
:
=

. e AAéf: .

5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

20

Pt
£1.0

0.0

LSSl

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00030
Sox11_primary

Mus musculus
Original Motif
Reverse Complement
Backward

3
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Number of overlap: 14
Similarity score: 0.0499033

Alignment:
HHBTMCTTTGTTMDDVH
-TGAMCTTTGMMCYT--

Original motif

Consensus sequence: HBDDRAACAAAGRABHH

2.0

aol= T

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

2.0

L LSOIl VT
e N —S= = =

bits

0.0
5 10 15
WebiLags 3.4

Motif ID: UP00023
Motif name: Sox30_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 14

Similarity score: 0.0511534
Alignment:

DHDBAACAATDRHHHH

-—-TGAMCTTTGMMCYT

Original motif

Reverse complement motif
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Consensus sequence: DHDBAACAATDRHHHH

20

0.0

S|

15
Weblogad 4

Consensus sequence: HHHHMHATTGTTBDHD

= ———?EATT?,TIT—@ = =

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDGHCCWBVGGKDH
AKGYYCAAAGRTCA

Original motif

Consensus sequence: HHRCCBBWGGDCDB

2.0

UP00005
Tcfap2a_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

1

14

0.0516973

bits

Reverse complement motif
Consensus sequence: BDGHCCWBVGGKDH

== A= T N W __,:—_—Aéz —
5 10
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Dataset #: 3 Motif ID: 39 Motif name: MZF1_1-4

Original motif
Consensus sequence: BGGGGA

= i

bis
:

O — gy e,

5
R P =

Best Matches for Motif ID 39 (Highest to Lowest)

Motif ID: UP00176
Motif name: Crx

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 6

Similarity score: 0

Alignment:

YBWDGGGGATTARCCD

---BGGGGA--—-——---

Original motif
Consensus sequence: YBWDGGGGATTARCCD

Reverse complement motif
Consensus sequence: TCCCCV

Reverse complement motif
Consensus sequence: DGGMTAATCCCCDWBK
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2.0

20

AGTA cC
= W e o

Wablogo 3.4

£10
gl A e C‘:': = g —= an
- 5 10 Eﬂ_maﬁ 5 10 15
Motif ID: UP00265
Motif name: Pitx3
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
GBHDGCTAATCCCCCB
————————— TCCCCV-

Original motif

Reverse Complement
Reverse Complement
Backward

2

6

0.00193291

Consensus sequence: VGGGGGATTAGCDDBC

2.0

2.0
—=c=a | ﬁr(;~-p,
- A ——

5 10

Reverse complement motif
Consensus sequence: GBHDGCTAATCCCCCB

20

bits

Cc

=
Logod 4

— ‘.—_‘ﬂ-‘i‘\—%g
5

0.01==

10 15
Wb

Motif ID:

UP00239
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HTARTTAATCCCCCKBD
———————— TCCCCV---

Original motif

Obox2

Mus musculus
Reverse Complement
Reverse Complement
Forward

9

6

0.00284735

Consensus sequence: DBRGGGGGATTAAMTAH

2.0

bits

0.0

1.0 A
e A~ U Ir=KXa
5 10 1

Watiloga 3.4

Reverse complement motif
Consensus sequence: HTARTTAATCCCCCKBD

2.0

Ik Wce. .

0.0
5

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00216
Obox1

Mus musculus
Original Motif
Original Motif
Forward

4

6
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Similarity score: 0.00461976

Alignment:
DDARGGGGATTAACDHH

~--BGGGGA----——--

Original motif
Consensus sequence: DDARGGGGATTAACDHH

20

= d!q_éfql_\@‘ﬂ_ -~ 150 0 AQ.:}.&:-
5 10

0.0
15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DHDGTTAATCCCCKTDD

20

J\ GQQEIA

o e s
28 5

bits

Webiloga 3.4

Motif ID: UP00160

Motif name: Obox3

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 9

Number of overlap: 6

Similarity score: 0.00641818
Alignment:

HHWGTTAATCCCCCRBBH

———————— TCCCCV---

Original motif
Consensus sequence: HBVGGGGGATTAACWHH

Reverse complement motif
Consensus sequence: HHWGTTAATCCCCCBBH
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2.0

0.0—= ————

210 ‘ |
- __-—-EA_“:‘-A ¥ | AAQX#__..}T_
10 1

5

Watiloga 3.4

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDVRGGGATTAAHTHHH
--BGGGGA-——-—————-

Original motif

UuP00208

Obox5_2284.1
Mus musculus
Original Motif

Original Motif

Forward

3

6

0.0110256

Consensus sequence: HDVRGGGATTAAHTHHH

2.0

Watiloga 3.4

Reverse complement motif
Consensus sequence: DHHAHTTAATCCCKVDH

" ATIARIVGe.

= ==alllll

15
Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDHVGGGATTAATHDTH
--BGGGGA-—-———————

Original motif

UP00143

Dobox5

Mus musculus
Original Motif
Original Motif
Backward

10

6

0.0136568

Consensus sequence: DDHVGGGATTAATHDTH

20

w

E‘I.CI ﬂ

oole—== = S Y} A‘:I:,%
10

Reverse complement motif
Consensus sequence: DADHATTAATCCCBHHH

20

w
£1.0
_o = c ; o =
10

15
Webiloga 3.4

: == 0.0
Motif ID: UP00229
Motif name: Otx1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 10
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Number of overlap: 6
Similarity score: 0.0138939

Alignment:
DDDRGGGATTAATWHHB

~-BGGGGA--——=--—~~

Original motif
Consensus sequence: DDDRGGGATTAATWHHB

2.0

Reverse complement motif
Consensus sequence: VHHWATTAATCCCMDHH

2.0

WebiLags 3.4

ool =R o VLD Alx - éél E —.—9%_5.%‘
: 10 T 3 10 15
Motif ID: UP00267
Motif name: Otx2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
Number of overlap: 6
Similarity score: 0.016387
Alignment:
DDDRGGGATTAATHDDH
--BGGGGA-———————~

Original motif

Reverse complement motif
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Consensus sequence: DDDRGGGATTAATHDDH

20

£10 A
. _—  —5 .~ 11 e SR
5 10

Webiiogo 3.4

Consensus sequence: DDHHATTAATCCCKDHD

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBVDRGGGATTAAMDHH
---BGGGGA-———————

Original motif

UP00153

Pitx1

Mus musculus
Original Motif
Original Motif
Backward

9

6

0.0164951

Consensus sequence: HBVDRGGGATTAAMDHH

20

bits

00—

Websiaga 3.4

Reverse complement motif
Consensus sequence: HHDRTTAATCCCKHBVH

2.0

bits

=l Vo .

)H
H

0.0

WekiLags 3.4
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Dataset #: 3 Motif ID: 40 Motif name: Ar

Original motif
Consensus sequence: HWDAGHACRHHVTGTHCCHVMV

2.0

= e e T A PN - A,-_
10 20
WabiLognd 4

Best Matches for Motif ID 40 (Highest to Lowest)

Motif ID: UP00032

Motif name: Gata3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 22

Similarity score: 0.0676991
Alignment:

HBHDVBWGATHBTATCRVBHHH
HWDAGHACRHHVTGTHCCHVMV

Original motif
Consensus sequence: HBHDVBWGATHBTATCRVBHHH

Reverse complement motif
Consensus sequence: VRVDGGHACAVDDKGTHCTDWH

2.0

=3 A Ac Al : TIAI

| —y—
0.0 == l e = W =T
5 10 15 20
Weblogod4

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH
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20

Motif ID: UP00034

Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 22

Similarity score: 0.0692146

Alignment:

VVYDDDCHCAVACAATTDBVAC
VRVDGGHACAVDDKGTHCTDWH

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

4]
=1.0

E TI
ol ?Iéée:-__ -é_I__ e & 1 o
- 5 K B

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

2.0

10

bits

5 20
Weblogod4

Motif ID: UP00050
Motif name: Bhlhb2_primary
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Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDHBHBSTCACGTGAHBBDHHM
VRVDGGHACAVDDKGTHCTDWH

Original motif

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

22

0.0695612

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

i A

0

4

P == - b - 2 1 Gg— = 0.0 e o =il - w G——- 5 -
5 10 15 20 G e 5 10 15
Motif ID: UP00050
Motif name: Bhlhb2_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Original Motif
Reverse Complement
Backward

1

22

0.0771346
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Alignment:
YDYBDHTMCACGTGGADDBMDGT
-HWDAGHACRHHVTGTHCCHVMV

Original motif

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

w
=10 T
A A c
& I._ﬂ e = ) Wi T — - %I

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20

e

15 20

Webloga 3.4

= s < T = B -—-= 2 g — " =7-% &= =
5 10 15 20 o 5 10
Motif ID: UP00526
Motif name: Foxnl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1
Number of overlap: 22
Similarity score: 0.0772045

Alignment:
HDWHMHGACGCGCGTRBVVBHW
VRVDGGHACAVDDKGTHCTDWH

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

Reverse complement motif

Consensus sequence: HDWHMHGACGCGCGTRBVVBHW
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Motif ID: UP00526

Motif name: Foxn1_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 1

Number of overlap: 22

Similarity score: 0.077433

Alignment:

DDRMHBACGCGYGCGTDGBBDB
VRVDGGHACAVDDKGTHCTDWH

Original motif Reverse complement motif

Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

2.0

Jo 8% A¢ﬂgé$¢QAI

Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

5

= L

= -
1

3034

Wabis

Motif ID: UP00540

Page 318 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=526
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=540

Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VYWVVHCRCCACMCACGAHSBHH
—HWDAGHACRHHVTGTHCCHVMV

Original motif

Gli3_v016060_secondary
Mus musculus

Original Motif

Original Motif

Backward

1

22

0.0776897

Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

Reverse complement motif

Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

bits

00

= o ‘EE‘?‘Igfch’FI&

5 10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00528
Foxm1_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

22
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Similarity score: 0.0787977

Alignment:
MWSMBAARRATGCDCABHATGD
HWDAGHACRHHVTGTHCCHVMV

Original motif
Consensus sequence: MWSMBAARRATGCDCABHATGD

20

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

@ - o
ol SRLA=K . ‘i‘AéA_-_‘_;-e--_- %QA_- . iég " (.:AI = lg‘jf_ QAIES-;!I?—: :-:-;II

Motif ID: UP00034

Motif name: Sox7_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 1

Number of overlap: 22

Similarity score: 0.0792723

Alignment:
HHBDHDDAACAATDRHHHHHBW
HWDAGHACRHHVTGTHCCHVMV

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH
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Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 22
Similarity score: 0.0799314

Alignment:
HVGVSAGGAGGGTCYHHHHYVH
HWDAGHACRHHVTGTHCCHVMV

Original motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

= =m0 AV FaN = =
20

WabLogad 4

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

2.0

A CT
= TA- YV TAEQI-; <
: 1 15 Y

20
WabiLogod4
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Dataset #: 3 Motif ID: 41 Motif name: Arnt

Original motif
Consensus sequence: CACGTG

= i

bis
:

[ = =

5
R P =

Best Matches for Motif ID 41 (Highest to Lowest)

Motif ID: UP00050
Motif name: Bhlhb2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 9

Number of overlap: 6

Similarity score: 0

Alignment:

RDHDBVDTCACGTGASBHVHDH

———————— CACGTG-—--—-——--

Original motif
Consensus sequence: RDHDBVDTCACGTGASBHVHDH

Reverse complement motif
Consensus sequence: CACGTG

= i

" e Ry o

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM
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2.0 20

Motif ID: UP00050

Motif name: Bhlhb2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 9

Number of overlap: 6

Similarity score: 0.0026425

Alignment:

ACHRBHDTCCACGTGYAHHBMHM

————————— CACGTG--------

Original motif
Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0
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Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20

0
EH] T
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WebbLaga 34

Motif ID: UP00060
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDASCACGTGBTBVDD
--—--CACGTG-—-——---

Original motif

Max_primary
Mus musculus
Original Motif
Original Motif
Forward

5

6

0.0044422

Consensus sequence: DDASCACGTGBTBVDD

2,

5 e - A W' <=

L1 X

e

15
Wabiogad 4

Reverse complement motif
Consensus sequence: HHVBABCACGTGSTHD

20

= = .CAQAT -:I-:

0.0 — —
5

bits

>

WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UuP00046

Tcfe2a_primary

Mus musculus

Reverse Complement
Reverse Complement

Forward
7
6
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Similarity score:

Alignment:
DHDBHGCACCTGRBDDVB

Original motif

Consensus sequence: VBHHVCAGGTGCDVDHD

20

0.0342153

Reverse complement motif
: DHDBHGCACCTGBDDVB

20

Consensus sequence

0.0 ———

C : L]
T e =
10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HDYTTGCACACGDHBH
———————— CACGTG--

Original motif

Consensus sequence: DBDHCGTGTGCAAMDH

UP00097

Mtfl_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

9

6

0.0471928

Reverse complement motif

Consensus sequence: HDYTTGCACACGDHBH

Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDADCCACTTRAAWTT

Original motif

Consensus sequence: HDADCCACTTRAAWTT

2.0

UP00249

Nkx2-5

Mus musculus
Reverse Complement
Original Motif
Backward

6

6

0.0482749

0.0
5 10

E”AgCCAc IAGI*

Reverse complement motif
Consensus sequence: AAWTTMAAGTGGHTDH

. JOGaGACE

WabiLogo 34

10
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Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
BBGHCACGCGACDD

——--CACGTG----

UP00060

Max_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

5

6
0.0485437

Original motif
Consensus sequence: BBGHCACGCGACDD

20
=2
s 1.0

Welilogo 3.4

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB

lhe

: | C
== W '—Q—A.— AL T
5 10
Webitaga 3.4

2.0

bits

0.0—= = W =
Motif ID: UP00231
Motif name: Nkx2-2

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement
Forward
7

Direction:

Position number:
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Number of overlap:
Similarity score:

Alignment:
DVDTKTCAAGTGGKBDH

Original motif

6
0.0497234

Consensus sequence: HDVRCCACTTGARADBD

2.0

Reverse complement motif
Consensus sequence: DVDTKTCAAGTGGKBDH

2.0

WebiLags 3.4
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Motif ID: UP00165
Motif name: Titf1l
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6
Number of overlap: 6
0.0498919

Similarity score:

Alignment:
AAHYTCAAGTGGBTBV

Original motif

Reverse complement motif
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Consensus sequence: BVABCCACTTGAMHTT Consensus sequence: AAHYTCAAGTGGBTBV

20

A CQA

i} a_ IT i
g BTN s o s
Motif ID: uP00147
Motif name: Nkx2-6
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6
Number of overlap: 6
Similarity score: 0.0544601
Alignment:
DDADCCACTTAAVHTT
————— CACGTG-----
Original motif Reverse complement motif
Consensus sequence: DDADCCACTTAAVHTT Consensus sequence: AAHVTTAAGTGGHTDD

2.0

0.0

A C\A |AA,_ xx

TIAAVIVG T

\Na Logad 4 Weblogod.4
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Dataset #: 3 Motif ID: 42 Motif name: ArntAhr

Original motif
Consensus sequence: YGCGTG

= i

bis
:

P e —_— —— r— = —

5
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Best Matches for Motif ID 42 (Highest to Lowest)

Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 7

Number of overlap: 6

Similarity score: 0

Alignment:

VVVDHHTGCGYGGGCGDHVHHTB

—————— YGCGTG-—-=———————~

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

Reverse complement motif
Consensus sequence: CACGCM

=0
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e
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" e Ry o

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB
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2.0 20

Motif ID: UP00002
Motif name: Sp4_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward
Position number: 6

Number of overlap: 6

Similarity score: 0.00183587
Alignment:

HHDGBCACGCCTWDB

————— CACGCM----

Original motif
Consensus sequence: BDWAGGCGTGBCHHD

2.0

%m A Q T
ail= _e»% — W _e.___g_-r:—-
; 5 10

15
Webilaga 34

Reverse complement motif
Consensus sequence: HHDGBCACGCCTWDB

20

A_\-__EQA:Cé b 4 Clxl
5 10 15

PR ———

WetsLogo 34

Motif ID:

UP00060
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDGTCGCGTGDCVB
-——-YGCGTG----

Original motif

Consensus sequence: BBGHCACGCGACDD

2.0

0.0

Max_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

5

6

0.00348048

EW_TCAQAQT“Q

Webiioga 3.4

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB

2.0

JIQéCAI v E&

Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00527
Foxn4_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

8

6
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Similarity score: 0.00526158

Alignment:
TCDAMVBGACGCMAKDDDVBBD

Original motif
Consensus sequence: DBBVDDDRTRGCGTCBBYTHGA

20

Reverse complement motif
Consensus sequence: TCDAMVBGACGCMAKDDDVBBD

20

20

—
Weblogo34
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Motif ID: UP00042
Motif name: Gm397_second
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 8
Number of overlap: 6
Similarity score: 0.00558171
Alignment:
HBGYGTGTGTGCVRVD
---YGCGTG---—----

Original motif
Consensus sequence: DVMVGCACACACKCVH

Reverse complement motif
Consensus sequence: HBGYGTGTGTGCVRVD
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20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDYTTGCACACGDHBH
———————— CACGCM--

Original motif

UP00097

Mtfl_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

9

6

0.00702416

Consensus sequence: DBDHCGTGTGCAAMDH

20

i ———

“ Orrlh

15
Wabiogad 4

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH

LTl

WabiLogo 34

it
5

0.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDRMHBACGCGYGCGTDGBBDB

Original motif

UP00526

Foxnl_secondary
Mus musculus
Original Motif
Original Motif
Forward

8

6

0.0123233

Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

20

= ACA:‘.. A‘;p cégqc
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5 10

20
Weblogad 4

Reverse complement motif
Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

20

P = .~ AQ#:QAQAC==I == i

.

20

|

WebiLago

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00007
Egrl_primary

Mus musculus
Reverse Complement
Original Motif
Backward

3
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Number of overlap: 6
Similarity score: 0.0141579

Alignment:
HCCGCCCCCGCAHB
—————— CACGCM--

Original motif
Consensus sequence: HCCGCCCCCGCAHB

M QQACCCQCTTTA

Webslogo 3.4

blts

0.0

Reverse complement motif

Consensus sequence: VHTGCGGGGGCGGH

2.0

1.0

bits

oo tm—=

Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 11

Number of overlap: 6

Similarity score: 0.0144485
Alignment:

BHCBCBCCGGGTGGTCYHVHDCH

——————— YGCGTG—————————~

Original motif

Reverse complement motif
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Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

20

i C _chg% T l gy_!;. ;

Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
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Motif ID: UP00527
Motif name: Foxn4_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHYTCCDWCCGCGTCMMTHWHV

Original motif

Original Motif
Reverse Complement
Forward

10

6

0.0172109

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0
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Weblogad 4

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20
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Dataset #: 3 Motif ID: 43 Motif name: E2F1

Original motif
Consensus sequence: TTTSGCGC

=20

bits
:

0.0

WelLaogo 3

Best Matches for Motif ID 43 (Highest to Lowest)

Motif ID: UP00001

Motif name: E2F2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 7

Number of overlap: 8

Similarity score: 0

Alignment:

HVBWYGGCGCCAADVEB

—————— GCGCSAAA---

Original motif
Consensus sequence: HVBWYGGCGCCAADVBB

Reverse complement motif
Consensus sequence: GCGCSAAA

- (ClechAA

WeLago 3

Reverse complement motif
Consensus sequence: BBBDTTGGCGCCKWVVD
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Motif ID: UP00003

Motif name: E2F3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 4

Number of overlap: 8

Similarity score: 0.00182028
Alignment:

BBBDYTGGCGCCKWDBD

-—-TTTSGCGC------

Original motif
Consensus sequence: HBHWYGGCGCCAMDVBB

2.0

e,

0.0 —

bits

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BBBDYTGGCGCCKWDBD

e,

bits
=

0.0 —
WebiLags 3.4

Motif ID: UP00072
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDHTACGACAAAWDDB
-—-—--GCGCSAAA-—---

Original motif

IRC900814_primary
Mus musculus
Reverse Complement
Original Motif
Forward

5

8

0.0237639

Consensus sequence: DDHTACGACAAAWDDB

2.0

o AUUAcha,

15
Wabiogad 4

Reverse complement motif
Consensus sequence: BHDWTTTGTCGTAHDD

20

0.0

bits

15
WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00003
E2F3_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

8
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Similarity score:
Alignment:
WHSGCGCGCCHTDHB
————— GCGCSAAA--

Original motif

Consensus sequence: VHDADGGCGCGCSHW

2.0

bits

0.0 —

0.0275636

e == W =t WY W o i =
5 10 15

Webiloga 34

Reverse complement motif
Consensus sequence: WHSGCGCGCCHTDHB

2.0

:é-GAC3009f115

Weblogo a4

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DMMDGMGCGCGCGCHD
———————— GCGCSAAA

Original motif

UP00065
Zfpl161_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

9

8

0.028109

Consensus sequence: DDGCGCGCGCRCHYRD

Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD
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2.0 20

Motif ID: UP00001

Motif name: E2F2_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 6

Number of overlap: 8

Similarity score: 0.0296302

Alignment:

HHVGCGCGCCKTDHB

————— GCGCSAAA--

Original motif Reverse complement motif

Consensus sequence: VHDARGGCGCGCVHH Consensus sequence: HHVGCGCGCCKTDHB
20 20
- = _—_é?-‘}zﬂ_g C_ _Gc;-g:;e_—;;; . !}I:‘E-GC:CC%EI_ e

WetiLoga 34 Wetiloago 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVHDAGGTGTGAAAHHH
—————— GCGCSAAA-—-

Original motif

UP00068

Eomes_primary

Mus musculus
Reverse Complement
Original Motif
Forward

7

8

0.0348969

Consensus sequence: BVHDAGGTGTGAAAHHH

20

bits

) @641 II ééﬁé_

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHHTTTCACACCTDHBY

20

%)
=

0.0

- ey | QA jvI.

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00011
Irf6_primary

Mus musculus
Original Motif
Reverse Complement
Forward

8
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Number of overlap:
Similarity score:

Alignment:

DHDBTKGTTTCGHTHDD
——————— TTTSGCGC--

Original motif

8
0.0368278

Consensus sequence: HDDAHCGAAACYAVDDD

2.0

bits

o0 l=— ===

a_VWRARVS..

5

Webiiaga 3.4

Reverse complement motif

Consensus sequence: DHDBTKGTTTCGHTHDD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DWTTTCCGHHWAWD
————— GCGCSAAA-

Original motif

UP00049

Spl100_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

8

0.0383813

Reverse complement motif
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Consensus sequence: DWTWHHCGGAAAWD

2.0

J.ARa.

Welilogo 3.4

Consensus sequence: DWTTTCCGHHWAWD

2.0

o
1.0

E AAIIIQC NV

0.0 s

Webitoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBBVDDDRTRGCGTCBBYTHGA

Original motif

UP00527
Foxn4_primary
Mus musculus
Original Motif
Original Motif
Backward

9

8

0.0406002

Consensus sequence: DBBVDDDRTRGCGTCBBYTHGA

2.0

p]
;51.0
FAN
P = --J:‘—ﬂ—— --cé ¥y v =

Reverse complement motif
Consensus sequence: TCDAMVBGACGCMAKDDDVBBD

20

o 19;__&{\:__? LA $A£ o

e
20
WeblLogod4
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Dataset #: 3 Motif ID: 44 Motif name: Egrl

Original motif
Consensus sequence: HGCGTGGGCGK

C\F

N, 0 e

10
Wehiiogo 34

Best Matches for Motif ID 44 (Highest to Lowest)

Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 7

Number of overlap: 11

Similarity score: 0

Alignment:

VVVDHHTGCGYGGGCGDHVHHTB

—————— HGCGTGGGCGK-—--—-—--

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

Reverse complement motif
Consensus sequence: YCGCCCACGCH

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB
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2.0

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HCCGCCCCCGCAHB
-YCGCCCACGCH--

Original motif

Consensus sequence: HCCGCCCCCGCAHB

2.0

- oel0elic.

UP00007
Egrl_primary

Mus musculus
Reverse Complement
Original Motif
Backward

3

11

0.00727533

Reverse complement motif
Consensus sequence: VHTGCGGGGGCGGH

2.0

—:—-—_é_":—kg T_____ Q%T

5 10

— 0.0

5

Webslogo 3.4 Webitaga 3.4

Motif ID:

UP00538
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
MHHHWHYTMCCHCCCACVAABVH
————————— YCGCCCACGCH---

Original motif

Glil_v015681_secondary
Mus musculus

Reverse Complement
Original Motif

Backward

4

11

0.0262579

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

A, -

WebiLog 34

Reverse complement motif

Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UuP00540

Gli3_v015681_primary
Mus musculus

Original Motif

Reverse Complement
Backward

11

11
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Similarity score: 0.0297053

Alignment:
YBVDMGTGGGTGGTCKVVBVBBT
--HGCGTGGGCGK-———==————

Original motif
Consensus sequence: ABBBBVVRGACCACCCACRDBBM

20

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

bits
b=

~ e | TTI 1

-E:“—_z‘; .. ==y ¥ = S S= = —

00 R T
5 10 20

Weblaga 3.4

Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 11

Similarity score: 0.0318144
Alignment:

HVBDAGCGBGGGTGGCRDBDDDB
--—--HGCGTGGGCGK--————-—~

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

e

WebiLog 34

CCA o

Weblagn 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BVVHAGGGGGCGRDHHB
--HGCGTGGGCGK----

Original motif

UP00002

Sp4_primary

Mus musculus
Original Motif
Reverse Complement
Forward

3

11

0.0345009

Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

0.0

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB

2.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BTBVTCVTGGGTGGTCMVVDVEBB
-—--HGCGTGGGCGK-————————

Original motif

UP00538

Glil_v015681_primary
Mus musculus

Original Motif

Reverse Complement
Forward

4

11

0.0353502

Consensus sequence: BBBDVVRGACCACCCAVGABBAB

20

bits

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

10

bits

20

Tff_:;g._.]q-f_»T I 1 ¥¢—

Weblaga 3.4

0.0 == ===l W=V = =2 -T—--—_——éq: ==
Motif ID: UP00007
Motif name: Egrl_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Reverse Complement
Forward

3
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Number of overlap:
Similarity score:

Alignment:
BHHDTCCCACTCBDBV
-—-YCGCCCACGCH---

Original motif

11
0.0360229

Consensus sequence: BBHBGAGTGGGAHHDB

2.0

bits

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV

20

bits

0.0 == ———B & o, — W Sem 0.0
3 10 fmkoarsa
Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VYWVVHCRCCACMCACGAHSBHH
———————— YCGCCCACGCH----

Original motif

Reverse Complement
Original Motif
Backward

5

11

0.0362743

Reverse complement motif
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Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

20

Lx gAQQﬂQECACRQé?

=N —
e = N

WesLogo 34

Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

it
b=

—ﬁagk??jiaicﬂfr?];sAE%% . G

5 10 15 20

00

Motif ID: UP00097

Motif name: Mtfl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 11

Similarity score: 0.0386944

Alignment:

HDYTTGCACACGDHBH

---YCGCCCACGCH--

Original motif
Consensus sequence: DBDHCGTGTGCAAMDH

2.

o CoTirlCA..

L1 X
15
Weblogad 4

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH

" ITE-CACAC“*“Xv

Weblogod.4

it
5

0.0
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Dataset #: 3 Motif ID: 45 Motif name: ESR1

Original motif
Consensus sequence: VDBHMAGGTCACCCTGACCY

20

) ﬁ?EAIpICA‘FECI:Récgl

Weblag 34

Best Matches for Motif ID 45 (Highest to Lowest)

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 20

Similarity score: 0.0658405

Alignment:

BDDHVDKGCCACCCVCGCTDBVH
VDBHMAGGTCACCCTGACCY—-——

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: MGGTCAGGGTGACCTRDBHV

HL%:"?IGA‘-'-‘&:;Q&GQ-EI:T e _

0.

Weblog 3.4

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

WesLaga 34

20

o
o CCA c
=X -—-"‘*gggfﬁ-ﬂ_ﬂ.qwﬁ‘e‘-g
5 10 5

Webblaga 3.4

Motif ID: UP00098

Motif name: Rfx3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 20

Similarity score: 0.0689748

Alignment:

BDBBVBVGTAWCCAAGVBHBAGB
VDBHMAGGTCACCCTGACCY—---

Original motif
Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

ol EE CITAUIT_Q

o — e
20

5
WesLago 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

Motif ID: UP00539
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Motif name: Gli2_v015681_primary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 20

Similarity score: 0.0701247

Alignment:

CBDMCMGGGTGGTCCHVBVBAH

MGGTCAGGGTGACCTRDBHV--

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

2.0

i C

p —_—— =N 11 A P W e e
5 10 15

0.0

WebLogad 4

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

L G C A,

X e i i i L L ==
5 10 15

WabiLogod4

Motif ID: UP00539

Motif name: Gli2_v015681_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif

Direction: Backward

Position number: 3

Number of overlap: 20
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Similarity score: 0.0711267

Alignment:

HVGVSAGGAGGGTCYHHHHYVH

MGGTCAGGGTGACCTRDBHV--

Original motif Reverse complement motif

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH Consensus sequence: DVMHHDHKGACCCTCCTSVCBH
o —_— ?éA‘EéA v AIQQ$ ;F.:‘_—_' P = == . TéT-—A——— - QIQQI*—- (-;__:

Motif ID: UP00540

Motif name: Gli3_v016060_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 2

Number of overlap: 20

Similarity score: 0.0742427

Alignment:

CVHBSCGGGTGGTCMHVHHCDH
—-VDBHMAGGTCACCCTGACCY -

Original motif Reverse complement motif
Consensus sequence: HDGHHBHRGACCACCCGSVDVG Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH
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2.0

20

WabiLogod4

= T Vics - — = - — = = W N - =
2 5 10 15 20 i f 5 - 10 15

Motif ID: UP00540

Motif name: Gli3_v015681_primary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
ABBBBVVRGACCACCCACRDBBM
—--VDBHMAGGTCACCCTGACCY-

Original motif

Original Motif
Original Motif
Backward

2

20
0.0747053

Consensus sequence: ABBBBVVRGACCACCCACRDBBM

2.0

bits
P

W =G W =3

solvialbda.

_a

5 10 15

20

WebiLog 34

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

it
b=

TUWVI TI T

<=
0 NETTI S = mam wih AT =

5 10 15 20
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
—-——-VDBHMAGGTCACCCTGACCY

Original motif

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

20

UP00538

Glil_v016060_primary
Mus musculus

Original Motif

Original Motif

Forward

4

20

0.0749165

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

0.0 c____g-:—-ggﬁ_ L 4 T I g:‘!; = 9{‘- 00 = = QA W A A Q“.\’F,_,f_:_— : =
Motif ID: UP00538
Motif name: Glil_v015681_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Original Motif
Original Motif
Forward

2
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Number of overlap: 20
Similarity score: 0.0759307

Alignment:
BBBDVVRGACCACCCAVGABBAB
-VDBHMAGGTCACCCTGACCY--

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

bits

0.0 =—=== =

5 10 15

= W e

WesLago 34

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

bits

T.=l-.£g,__]c:,_._T T _1 9-:.‘--_- s

P = —
20

WebbLaga 34

Motif ID: UP00400

Motif name: Zif268

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 20

Similarity score: 0.0762689

Alignment:

VVVDHHTGCGYGGGCGDHVHHTB

-MGGTCAGGGTGACCTRDBHV—--

Original motif

Reverse complement motif
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Consensus sequence: BADHBDHCGCCCMCGCAHHDBBV Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20 20

it
P

A C TA CA i TelAQ_TA ek, I

= - o e ==
: 2

e = =¥

5 10 15

WesLogo 34 Weblaga 3.4

Motif ID: UP00034

Motif name: Sox7_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 1

Number of overlap: 20

Similarity score: 0.0780113

Alignment:

GTVBDAATTGTVTGHGDDHKVB

VDBHMAGGTCACCCTGACCY—-—

Original motif Reverse complement motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB Consensus sequence: VVYDDDCHCAVACAATTDBVAC

2.0 20

1.0 1.0

;;I ?fééll%lul_ s 5 L 2 € G?QQA%lIfEQQ

20

bits
bits

15 20 5
WabLogad 4 WablLogo 34

Dataset #: 3 Motif ID: 46 Motif name: ESR2
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Original motif
Consensus sequence: VHRGGTCABDBTGMCCTB

2.0

1.6 A Te.00r

0.0 == e ——

5

bits

WebLaga 3.4

Best Matches for Motif ID 46 (Highest to Lowest)

Motif ID: UP00034
Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 18

Similarity score: 0.0443894
Alignment:

GTVBDAATTGTVTGHGDDHKVB
—-—-VHRGGTCABDBTGMCCTB-

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

Reverse complement motif
Consensus sequence: BAGGYCABHBTGACCKHV

2.0

1AGeea | ACQTI

bits

P

i e

10
WatrLoga 3.4

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC
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2.0 20

4]
1.0

Motif ID: UP00538

Motif name: Glil_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 4

Number of overlap: 18

Similarity score: 0.049219

Alignment:

BDDHVDKGCCACCCVCGCTDBVH

---VHRGGTCABDBTGMCCTB--

Original motif Reverse complement motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

2.0 20

L aees GUMTUNCA e EQQGA Ge ...

== I = e B o e dOan =

5 10 15 20 5 10 15 20
WesLago 34 WebbLaga 34

Motif ID: UP00050
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DDHBHBSTCACGTGAHBBDHHM
--VHRGGTCABDBTGMCCTB--

Original motif

Bhlhb2_primary

Mus musculus
Original Motif
Reverse Complement
Backward

3

18

0.0509182

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

bits
=

T

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

i A

=

WabiLogod4

P == = = — 0 —w G—.—, —, -t 0.0 == - == = — 8 - c——.- =
5 10 15 e 5 10 15
Motif ID: UP00540
Motif name: Gli3_v015681_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Original Motif
Forward

2

18
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Similarity score:

Alignment:
DVTTVVCVYGGHGGYCHHDMYB
-BAGGYCABHBTGACCKHV---

Original motif

0.0527075

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

20

o= EIIE Q:«%:;; .-L:;_,?r.-%g ;-;,:?E___

Weblogad 4

Reverse complement motif

Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

@
N A
o e N S-S it P —
10 15

A

LI
==

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WBHHHHHMDATTGTTHDHDVHH
-BAGGYCABHBTGACCKHV—---

Original motif

UP00034
Sox7_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

18

0.0541044

Consensus sequence: HHBDHDDAACAATDRHHHHHBW

Reverse complement motif

20
Weblogo34

Consensus sequence: WBHHHHHMDATTGTTHDHDVHH
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2.0

20

e =LA =¥ - =_ & e . e &L | 1V l==x .
5 10 15 20 5 10 15 20
Motif ID: UP00098
Motif name: Rfx3_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VCTBHBVCTTGGWTACVVVVVDB
--BAGGYCABHBTGACCKHV---

Original motif

Reverse Complement
Original Motif
Forward

3

18

0.0541108

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

N~ S C?:TA;I\-T

X = T

15

20

WebiLog 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

1[A9VE

== e e

5 10 15 20

o9 A

R = =

Weblagn 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDWDARRGACGCGGWHGGAKHV
—-——-VHRGGTCABDBTGMCCTB-

Original motif

UP00527

Foxn4_secondary
Mus musculus
Original Motif
Original Motif
Backward

2

18

0.0543733

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

20

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

0.0 E%I = ﬁ——’:"-:-—'- — ‘?;!;2% =2 - 0.0 = =i e S LI
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Original Motif
Backward

5

Page 367 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=527
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538

Number of overlap: 18
Similarity score: 0.0548087

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
-BAGGYCABHBTGACCKHV—-—---

Original motif

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

C c:.:ggﬁ_z T l g?:

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

o oMU

bits

WebbLaga 34

C

00 - ,; — : _—;_ — :::: g -=--_5 — b = e P ==
Motif ID: UP00528
Motif name: Foxm1_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5
Number of overlap: 18
Similarity score: 0.055453
Alignment:
DCATDBTGHGCATKMTTBRSWR
—-——-VHRGGTCABDBTGMCCTB

Original motif

Reverse complement motif
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Consensus sequence: MWSMBAARRATGCDCABHATGD

20

04‘39 AA A -ﬁ»-_-%g%- iéf—;

Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

car ISe CA gIT XS
X%

Motif ID: UP00032
Motif name: Gata3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 18

Similarity score: 0.0566426
Alignment:

HBHDVBWGATHBTATCRVBHHH
-VHRGGTCABDBTGMCCTB—---

Original motif
Consensus sequence: HBHDVBWGATHBTATCRVBHHH

2.0

S

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH

20

w
B I ATC
I IS TA-=. A AA -

20
WeblLogod4
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Dataset #: 3 Motif ID: 47 Motif name: Esrrb

Original motif
Consensus sequence: CACGTG

= i

bis
:

[ = =

5
R P =

Best Matches for Motif ID 47 (Highest to Lowest)

Motif ID: UP00050
Motif name: Bhlhb2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 9

Number of overlap: 6

Similarity score: 0

Alignment:

RDHDBVDTCACGTGASBHVHDH

———————— CACGTG-—--—-——--

Original motif
Consensus sequence: RDHDBVDTCACGTGASBHVHDH

Reverse complement motif
Consensus sequence: CACGTG

= i

" e Ry o

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM
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2.0 20

Motif ID: UP00050

Motif name: Bhlhb2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 9

Number of overlap: 6

Similarity score: 0.0026425

Alignment:

ACHRBHDTCCACGTGYAHHBMHM

————————— CACGTG--------

Original motif
Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

@
E10 T
A c
= =P &= Vig = o —— X
5

bR AR

00 = =

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20

0
EH] T
C A
X AV WYL VG —t
15 20

e

WebbLaga 34

Motif ID: UP00060
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDASCACGTGBTBVDD
--—--CACGTG-—-——---

Original motif

Max_primary
Mus musculus
Original Motif
Original Motif
Forward

5

6

0.0044422

Consensus sequence: DDASCACGTGBTBVDD

2,

5 e - A W' <=

L1 X

e

15
Wabiogad 4

Reverse complement motif
Consensus sequence: HHVBABCACGTGSTHD

20

= = .CAQAT -:I-:

0.0 — —
5

bits

>

WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UuP00046

Tcfe2a_primary

Mus musculus

Reverse Complement
Reverse Complement

Forward
7
6
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Similarity score:

Alignment:
DHDBHGCACCTGRBDDVB

Original motif

Consensus sequence: VBHHVCAGGTGCDVDHD

20

0.0342153

Reverse complement motif
: DHDBHGCACCTGBDDVB

20

Consensus sequence

0.0 ———

C : L]
T e =
10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HDYTTGCACACGDHBH
———————— CACGTG--

Original motif

Consensus sequence: DBDHCGTGTGCAAMDH

UP00097

Mtfl_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

9

6

0.0471928

Reverse complement motif

Consensus sequence: HDYTTGCACACGDHBH

Webiloga 3.4
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2,

L1 X

S o

15
Wabiogad 4

20

it
5

0.0 e

= 4 _=
5

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDADCCACTTRAAWTT

Original motif

Consensus sequence: HDADCCACTTRAAWTT

2.0

UP00249

Nkx2-5

Mus musculus
Reverse Complement
Original Motif
Backward

6

6

0.0482749

0.0
5 10

E”AgCCAc IAGI*

Reverse complement motif
Consensus sequence: AAWTTMAAGTGGHTDH

. JOGaGACE

WabiLogo 34

10
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Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
BBGHCACGCGACDD

——--CACGTG----

UP00060

Max_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

5

6
0.0485437

Original motif
Consensus sequence: BBGHCACGCGACDD

20
=2
s 1.0

Welilogo 3.4

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB

lhe

: | C
== W '—Q—A.— AL T
5 10
Webitaga 3.4

2.0

bits

0.0—= = W =
Motif ID: UP00231
Motif name: Nkx2-2

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement
Forward
7

Direction:

Position number:
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Number of overlap:
Similarity score:

Alignment:
DVDTKTCAAGTGGKBDH

Original motif

6
0.0497234

Consensus sequence: HDVRCCACTTGARADBD

2.0

Reverse complement motif
Consensus sequence: DVDTKTCAAGTGGKBDH

2.0

WebiLags 3.4

s JEQ%QGA—, Ié—-—ié = - ﬁsulZAgA VanSsE e
5 10 Sy 3 1o 5
Motif ID: UP00165
Motif name: Titf1l
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6
Number of overlap: 6
0.0498919

Similarity score:

Alignment:
AAHYTCAAGTGGBTBV

Original motif

Reverse complement motif
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Consensus sequence: BVABCCACTTGAMHTT Consensus sequence: AAHYTCAAGTGGBTBV

20

A CQA

i} a_ IT i
g BTN s o s
Motif ID: uP00147
Motif name: Nkx2-6
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6
Number of overlap: 6
Similarity score: 0.0544601
Alignment:
DDADCCACTTAAVHTT
————— CACGTG-----
Original motif Reverse complement motif
Consensus sequence: DDADCCACTTAAVHTT Consensus sequence: AAHVTTAAGTGGHTDD

2.0

0.0

A C\A |AA,_ xx

TIAAVIVG T

\Na Logad 4 Weblogod.4
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Dataset #: 3 Motif ID: 48 Motif name: EWSR1-FLI1

Original motif
Consensus sequence: GGAAGGAAGGAAGGAAGG

2.0

] wes_2 —

5 10 15

Webilogo 3.4

Best Matches for Motif ID 48 (Highest to Lowest)

Motif ID: UP00419
Motif name: Spic

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 14

Similarity score: 0.0442834
Alignment:

—-———-VAAAGMGGAAGTWD

GGAAGGAAGGAAGGAAGG--

Original motif
Consensus sequence: VAAAGMGGAAGTWD

Reverse complement motif
Consensus sequence: CCTTCCTTCCTTCCTTCC

20
j
:51.0

B

: 5

Wetrioga 3.4

Reverse complement motif
Consensus sequence: DWACTTCCRCTTTB
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2.0

gmﬁgég?g AAElT gmiACITCCEQILI_

D0

Welsloge 34 Webilaga 3.4

Motif ID: UP00055
Motif name: Hbp1l_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 5
Number of overlap: 14
Similarity score: 0.0466226
Alignment:
-—-—--VDHATTCATTSAWDDH
CCTTCCTTCCTTCCTTCC----
Original motif Reverse complement motif
Consensus sequence: HHDWTSAATGAATDDB Consensus sequence: VDHATTCATTSAWDDH
2.0 2.0
0.0l== - ﬁ‘.‘,;,c._. A B e ;._—_l.n - 0.0 ___'_._=_A_ ~ G B B N - —
% 19 ik o > L ko2
Motif ID: UP00035
Motif name: Hicl_primary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
———-DDBHGGTTGGCATVBD
GGAAGGAAGGAAGGAAGG--

Mus musculus
Original Motif
Reverse Complement
Backward

3

14

0.047846

Original motif
Consensus sequence: DBBATGCCAACCHVHH

Reverse complement motif
Consensus sequence: DDBHGGTTGGCATVBD

2.0 2.0
A AéCc GV L
0.0 ———— _ L= == = = 0.0 == ==
2 10 orkoarsis ? L L
Motif ID: UP00090
Motif name: EIf3_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Reverse Complement
Reverse Complement
Backward

4

13

0.539121
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Alignment:
————— TDAMTTCCYYDTD
CCTTCCTTCCTTCCTTCC---

Original motif
Consensus sequence: DAHMMGGAARTDA

2.0

Reverse complement motif
Consensus sequence: TDAMTTCCYYDTD

2.0

E1.]l£‘f_3\9'|;TCCT: y o

Wabilogo 3.4

B _=8VVARRT o X VE-
5 10 WabLogad .4 10
Motif ID: UP00062
Motif name: Sox4_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5
Number of overlap: 13
Similarity score: 0.547912
Alignment:
HHBBMCTTTGTTHDDBH————-—
-———CCTTCCTTCCTTCCTTCC

Original motif
Consensus sequence: HBDDDAACAAAGRVBHH

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH
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2.0

w1
210 A
e ] | AA&:E:
1o 15

Websiags 3.4

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DBCCCCCCCCCCMYC————-
————— GGAAGGAAGGAAGGAAGG

Original motif
Consensus sequence: DBCCCCCCCCCCMYC

2.0

UP00021
Zfp281_primary

Mus musculus
Original Motif

Reverse Complement

Forward
6

13
0.548284

ol

Webilogo 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

2.0

0.0 e s e _—,—-_‘&A.'—:a-!--ﬂ-_._.u_:'_?:—

Motif ID:
Motif name:

UP00030
Sox11_primary
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Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 13

Similarity score: 0.54837

Alignment:

————— HHBTMCTTTGTTMDDVH

CCTTCCTTCCTTCCTTCC——=——

Original motif
Consensus sequence: HBDDRAACAAAGRABHH

2.0

L1 A
. e $AA2 =
10

0.0 —
15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

2.0

sl
e o iy N —S= = =

0.0
5 10 15

Webiloga 3.4

Motif ID: UP00539

Motif name: Gli2_v015681_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 7

Number of overlap: 12

Similarity score: 1.04069

Alignment:
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HVGVSAGGAGGGTCYHHHHYVH-—-—-——--

—————— GGAAGGAAGGAAGGAAGG————
Original motif Reverse complement motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

2.0 20

n

>
—q
<>
5

10 15

e ol

% 10 8 2 WebLogad 4 % WebLogod4
Motif ID: UuP00409
Motif name: EIf5
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3
Number of overlap: 12
Similarity score: 1.04159
Alignment:
—————— BWAHSMGGAAGTWD
GGAAGGAAGGAAGGAAGG--
Original motif Reverse complement motif
Consensus sequence: BWAHSMGGAAGTWD Consensus sequence: DWACTTCCRSDTWV
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2.0

xR,

Welsloge 34

Webilaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
—————— HHBCHTRGWTACVVH
GGAAGGAAGGAAGGAAGG—————-

Original motif
Consensus sequence: HHBCHTRGWTACVVH

UP00056
Rfx4_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

7

12

1.04349

| 01T

15
Webilogo 34

Reverse complement motif
Consensus sequence: HVWGTAWCKADGBHH

2.0

o (Thal 6

18
Weblogo a4

Dataset #: 3 Motif ID: 49

Motif name: HIF1AARNT
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Original motif
Consensus sequence: VBACGTGV

=0

£
i A
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Fa e e — iy ——

Wkl aga @A

Best Matches for Motif ID 49 (Highest to Lowest)

Motif ID: UP00097

Motif name: Mtfl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 8

Similarity score: 0

Alignment:

HDYTTGCACACGDHBH

——————— VCACGTBV-

Original motif
Consensus sequence: DBDHCGTGTGCAAMDH

Reverse complement motif
Consensus sequence: VCACGTBV

=0

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH
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20

[(Calale

20
COTCxiCA..
2 10 orkoarsis
Motif ID: UP00060
Motif name: Max_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Forward
4
8

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
DDASCACGTGBTBVDD

-—-VBACGTGV-----

0.000574345

Original motif
Consensus sequence: DDASCACGTGBTBVYDD

2.0
8
S 1.0
o = - == - o - R L. - ———_—
5 10 15
WabLogad 4

LiX

UP00050

Reverse complement motif
Consensus sequence: HHVBABCACGTGSTHD

2.0
”] A T
e «——__ N N L Al e
5 140 15
WabLoga 3 4

0.0

bits
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
YDYBDHTMCACGTGGADDBMDGT

Original motif

Bhlhb2_secondary
Mus musculus
Original Motif
Original Motif
Backward

9

8

0.00642455

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

@
10 T
A
=y - =3 &=
5

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20
TA
AL == £
15

%WAQ Tel

e

20
Weblagn 3.4

.- | A8 s i =X X =F_ VL
10 15 i 5 10
Motif ID: UP00084
Motif name: Gmeb1l_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Original Motif
Reverse Complement
Backward

5

8
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Similarity score: 0.0131171

Alignment:
BVVDVRYACGTRYVBHB
————— VBACGTGV—-——--

Original motif
Consensus sequence: BHBBKKACGTMMVDBVB

20

L TAWa,

=W .

0.0 —————

5
Webiiogo 3.4

Reverse complement motif
Consensus sequence: BVVDVRYACGTRYVBHB

20

g0 TA

.
5 10 15

Motif ID: UP00050

Motif name: Bhlhb2_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 8

Number of overlap: 8

Similarity score: 0.014006
Alignment:

RDHDBVDTCACGTGASBHVHDH

——————— VCACGTBV--—-—---

Original motif
Consensus sequence: RDHDBVDTCACGTGASBHVHDH

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM
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2.0 20

Motif ID: UP00046

Motif name: Tcfe2a_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 5

Number of overlap: 8

Similarity score: 0.0184296

Alignment:

VBHHVCAGGTGCDVDHD

-——-VBACGTGV-----

Original motif Reverse complement motif

Consensus sequence: VBHHVCAGGTGCDVDHD Consensus sequence: DHDBHGCACCTGBDDVB
20 20
e WG G TR e Cm e

Watiloga 3.4 Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVBVCKACACCTHVBV
—————— VCACGTBV--

Original motif

UP00068
Eomes_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

3

8

0.0188154

Consensus sequence: VBVDAGGTGTYGVBBV

20

m—
|
pre=ri]

0.0 = = —_—

Reverse complement motif
Consensus sequence: VVBVCKACACCTHVBV

2.0

caabhCer

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00026
Zscan4_primary
Mus musculus
Original Motif
Original Motif
Backward

9
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Number of overlap: 8
Similarity score: 0.0189568

Alignment:
DHVDTGTGCACAYAHDH
-VBACGTGV—-——=—————

Original motif
Consensus sequence: DHVDTGTGCACAYAHDH

2.0

S L0V

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HDHTMTGTGCACADVHD

2.0

1 Tal TGACQIw

WebiLags 3.4

Motif ID: UP00042

Motif name: Gm397_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 8

Number of overlap: 8

Similarity score: 0.0198987
Alignment:

HHRTATGTGCACATHHD

--VBACGTGV-—————~-

Original motif

Reverse complement motif
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Consensus sequence: HHDATGTGCACATAMDH

20

1l CAGa

0.0

élégA,

15
Webiiogo 3.4

UP00060
Max_secondary

Consensus sequence: HHRTATGTGCACATHHD

20

>
| n|'H

Webiloga 3.4

0.0

Motif ID:
Motif name:

Species:
Matching format of first motif:
Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
BBGHCACGCGACDD

-—-VCACGTBV---

Mus musculus

Reverse Complement
Original Motif
Backward

4

8
0.021967

Original motif
Consensus sequence: BBGHCACGCGACDD

2.0
£
s10

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB
2.0

) X c
== IQ# AL T Q:~;=
5 10

00—

bits
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Dataset #: 3 Motif ID: 50 Motif name: HNF4A

Original motif Reverse complement motif
Consensus sequence: RGGBCAAAGKYCA Consensus sequence: TGMYCTTTGBCCK
2.0 2.0
i _.A__-___.-L._‘?_:,_ - E{ET = o —_— e A = g:_::é—,;?-gAE
Best Matches for Motif ID 50 (Highest to Lowest)
Motif ID: UP00058
Motif name: Tcf3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2
Number of overlap: 13
Similarity score: 0.0357776
Alignment:
HHHASATCAAAGVRHHH
—-—-—-RGGBCAAAGKYCA-
Original motif Reverse complement motif
Consensus sequence: HHHASATCAAAGVRHHH Consensus sequence: HHHKVCTTTGATSTHHH
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2.0

2.0

bits
a

T Tehrer

WebiLags 1.4

o —— z_—"-;écTA — N - é_—r‘vf:‘ﬂﬂ‘—
5 10 15 i
Motif ID: UP00054
Motif name: Tcf7_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BHHASATCAAAGGAHHH
—-—-—-RGGBCAAAGKYCA-

Original motif

Consensus sequence: BHHASATCAAAGGAHHH

2.0

0.0

ﬁmié?$IgAAA‘*§?"

Original Motif
Original Motif
Backward

2

13
0.0357792

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHY

2.0

bits

s ST IIQQM‘ _‘_I.;:AICE,} =

Webiiaga 3.4 WebiLags 3.4

Motif ID:

UP00067
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VDDAGATCAAAGGKDDD
-—-—-RGGBCAAAGKYCA-

Original motif

Lefl_primary

Mus musculus
Original Motif
Reverse Complement
Forward

4

13

0.0359011

Consensus sequence: DDDYCCTTTGATCTDDV

2.0

bits
a

0.0

V| MU_IC;_

Watiloga 3.4

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

2.0

A

i ©- vy ——
5

10 15
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00083
Tcf712_primary

Mus musculus
Original Motif
Reverse Complement
Backward

2

13
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Similarity score: 0.0360786

Alignment:
BDDASATCAAAGGMDDD
—-——-RGGBCAAAGKYCA-

Original motif
Consensus sequence: DDDYCCTTTGATSTDDV

20

EqQITTTAICL_

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

20

bits

0.0
15
Webiloga 3.4

Motif ID: UP00046
Motif name: Tcfe2a_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 13

Similarity score: 0.0405764
Alignment:

HVDDVCAGATGKYHBBV

-RGGBCAAAGKYCA---

Original motif
Consensus sequence: HVDDVCAGATGKYHBBV

Reverse complement motif
Consensus sequence: VBBDMYCATCTGVHHBH
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2.0

2.0

—— = - A - = b
5 15

g =GAIAT L 4 IE—_

Webriogs 3.4 Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

UP00062

Sox4_primary
Mus musculus
Reverse Complement
Reverse Complement

Direction: Forward

Position number: 2

Number of overlap: 13

Similarity score: 0.0409915

Alignment:

HHBBMCTTTGTTHDDBH

-TGMYCTTTGBCCK---

Original motif Reverse complement motif

Consensus sequence: HBDDDAACAAAGRVBHH Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

bits

2.0

bits

0.0 = T
5

10 A A £10 I
- ==l | AA= - e o -::E._ -
10

Webriogs 3.4 Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDTMCTTTGTSTVDBB
TGMYCTTTGBCCK—-—-

Original motif
Consensus sequence: VVDBASACAAAGRADH

20

H ?¢AQAAAEBA

0.0 = =

bits

UP00101

Sox12_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

1

13

0.0413218

fal

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB

2.0

bits

_—— .

) - JLIP=S : IIIéIE; o=

0.0 = T
15
Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00030
Sox11_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

4
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Number of overlap:
Similarity score:

Alignment:
HHBTMCTTTGTTMDDVH
-TGMYCTTTGBCCK-—--

Original motif

13
0.0421105

Consensus sequence: HBDDRAACAAAGRABHH

2.0

a.o-1= R

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

2.0

L LSOIl VT
e N —S= = =

bits

0.0
5 10 15
Webiiaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDAGAADGGDSCDV
RGGBCAAAGKYCA-

Original motif

UP00086

Irf3_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

13

0.0442004

Reverse complement motif
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Consensus sequence: DDAGAADGGDSCDV Consensus sequence: BHGSDCCDTTCTHH

2.0 2.0

h@e_%éq?ﬁﬁqg _ —— é“f:?cg?;l;g:!;#___

Welilogo 3.4 Webitoga 3.4

bits
(=]
(=]

0.0

0.0———

Motif ID: UP00082

Motif name: Zfp187_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 4

Number of overlap: 13

Similarity score: 0.0446884

Alignment:

VHMDGGACVAGGRCDH

-—--RGGBCAAAGKYCA

Original motif Reverse complement motif
Consensus sequence: DDGMCCTBGTCCHYHV Consensus sequence: VHMDGGACVAGGRCDH

2.0 20
0

2]
=1

bit

0.0 S5

o0 ==

001 6leg . 1 Golc A0Gec _

Weblogad 4 Weblogod.4
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Dataset #: 3 Motif ID: 51 Motif name: INSM1

Original motif
Consensus sequence: TGYCAGGGGGCR

2.0

éT A i ¥ ¥

Wehilogo 34

Best Matches for Motif ID 51 (Highest to Lowest)

Motif ID: UP00022

Motif name: Zfp740_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 12

Similarity score: 0.00085101
Alignment:

HVKDCCGGGGGGWADDD

--TGYCAGGGGGCR---

Original motif
Consensus sequence: DDDTWCCCCCCGGDRVH

Reverse complement motif
Consensus sequence: MGCCCCCTGMCA

eeslOlI

it

b

WehLogo 3.4

Reverse complement motif
Consensus sequence: HVKDCCGGGGGGWADDD
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2.0

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BVVHAGGGGGCGRDHHB
TGYCAGGGGGCR-————

Original motif

Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

UP00002
Sp4_primary

Mus musculus
Original Motif
Reverse Complement
Backward

6

12

0.00406431

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB

2.0

bits

— i ——

0.0

15
WebiLags 3.4

Motif ID:

uP00047
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Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Zbtb7b_primary

Mus musculus
Original Motif
Reverse Complement

Direction: Forward
Position number: 3

Number of overlap: 12
Similarity score: 0.00486866
Alignment:

VHWTTHGGGGGGVDD

--TGYCAGGGGGCR-

Original motif
Consensus sequence: DDVCCCCCCHAAWHB

2.0

240 - gccccg«réé¢g -

0.0

WetiLoga 34

Reverse complement motif

Consensus sequence: VHWTTHGGGGGGVDD

bits

2.0

a.0

e (-‘ﬁAI

e

b AD i - —

5

10 15
Wetiloago 3.4

Motif ID: UP00079

Motif name: Esrra_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 12
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Similarity score:

Alignment:

VKBBAGGGGTCAHDBBH
TGYCAGGGGGCR-———-

Original motif

0.00862553

Consensus sequence: VKBBAGGGGTCAHDBBH

20

bits

- AVG

5

0.0—=

Reverse complement motif
Consensus sequence: DBBHHTGACCCCTBBYV

20

1 WQCI —

bits

- B 9

Webiloga 3.4

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HKBBGGGGGGTCVHHH
-TGYCAGGGGGCR---

Original motif

UP00024
Glis2_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2

12

0.00936306

Consensus sequence: HHHVGACCCCCCVBRD

Reverse complement motif
Consensus sequence: HKBBGGGGGGTCVHHH
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2.0

e

15
Wabiogad 4

20

i pn P - W AR AR LB AT e
5

10 15
WabiLogo 34

Motif ID: UP00066
Motif name: Hnf4a_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 12

Similarity score: 0.0123592
Alignment:

BDBVMGGGGTCAABHDV

TGYCAGGGGGCR-----

Original motif
Consensus sequence: BDBVMGGGGTCAABHDV

20

2
E£1.0
[t —
10

Fan
5

15
Websiags 3.4

Reverse complement motif
Consensus sequence: BHHVTTGACCCCYVVDB

2.0

“I 1JURGAGC.

gigle= S E=Je 0 & B | -
5 10 15
Wabilags 3.4

Motif ID: UP00007
Motif name: Egrl_primary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HCCGCCCCCGCAHB
--MGCCCCCTGMCA

Original motif

Consensus sequence: HCCGCCCCCGCAHB

2.0

Mus musculus
Reverse Complement
Original Motif
Forward

3

12

0.0155167

- oballslic.

Welsloge 34

Reverse complement motif
Consensus sequence: VHTGCGGGGGCGGH

2.0

bits

—_— e ;&g Td___ 8 Qe-:':

5 10

0.0

Webilaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00022
Zfp740_primary

Mus musculus
Reverse Complement
Original Motif
Backward

2

12

0.0176638
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Alignment:
HVBCCCCCCCCMHHHB
—-——-MGCCCCCTGMCA-

Original motif
Consensus sequence: HVBCCCCCCCCMHHHB

2.0

t%gggcccggé% _

0.
15
WabiLogad 4

bits

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

2.0

oA . - = —

10 15
WablLogo 34

Motif ID: UP00043

Motif name: Bcl6b_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 5

Number of overlap: 12

Similarity score: 0.0182432
Alignment:

BHHHWGGGGCGGBBVH

TGYCAGGGGGCR----

Original motif
Consensus sequence: HBBBCCGCCCCWHHHV

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH
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2.0

20

o . _cgeggccx =  __ e = BE T ECEA =
5 10 \:Eu_ogaaa 5 10 15
Motif ID: UP00070
Motif name: Gcm1_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BYMBKCCCCTATDVBHD
--MGCCCCCTGMCA---

Original motif

Reverse Complement
Reverse Complement
Backward

4

12

0.0200587

Consensus sequence: DDBVHATAGGGGRBRMB

2.0

bits

S

0.01=
5 10

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BYMBKCCCCTATDVBHD

oWOeThT

e ===
15

it
=

WebiLags 3.4

Dataset #: 3

Motif ID: 52

Motif name: Kif4
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Original motif
Consensus sequence: DGGGYGKGGC

2.0

o
S 1.0
0.0 — c:._ I — ;
E 5 10

L e

Best Matches for Motif ID 52 (Highest to Lowest)

Motif ID: UP00093
Motif name: KIf7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 4

Number of overlap: 10

Similarity score: 0

Alignment:

DHHDGGGCGRGGKHBH

-—--DGGGYGKGGC---

Original motif
Consensus sequence: HBDRCCMCGCCCHHHD

Reverse complement motif
Consensus sequence: GCCYCMCCCD

Lo 000

ek e a3 4

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH
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2.0

i AQQEAW

0.0—1==

bits

20
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBCCCCCCCCCCMYC
-—-—-GCCYCMCCCD--

Original motif

Consensus sequence: DBCCCCCCCCCCMYC

2.0

o -¢§Qgggccgccg%g E=S S A A LDS ois s SN

UP00021

Zfp281_primary

Mus musculus
Reverse Complement
Original Motif
Forward

4

10

0.0153308

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

20

Webilaga 34 WetsLogo 34

Motif ID:

UP00002
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Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDWAGGCGTGBCHHD
--DGGGYGKGGC—---

Original motif

Consensus sequence: BDWAGGCGTGBCHHD

2.0

Sp4_secondary
Mus musculus
Original Motif
Original Motif
Forward

3

10

0.0186791

-AQclTe ¢

15
WetiLoga 34

Reverse complement motif

Consensus sequence: HHDGBCACGCCTWDB

2.0

)
= 1.0

0.0

A-,—:I(:

= CA_':

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00022
Zfp740_primary

Mus musculus
Reverse Complement
Original Motif
Forward

3

10
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Similarity score:
Alignment:
HVBCCCCCCCCMHHHB
--GCCYCMCCCD—----

Original motif

Consensus sequence: HVBCCCCCCCCMHHHB

20

0.0

0.0218399

Reverse complement motif

2.0

lllle..

Consensus sequence: BHHDYGGGGGGGGBVD

e

15 5
WebLogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HCCGCCCCCGCAHB
GCCYCMCCCD----

Original motif
Consensus sequence: HCCGCCCCCGCAHB

UuP00007

Egrl_primary

Mus musculus
Reverse Complement
Original Motif
Forward

1

10

0.0249586

Reverse complement motif

Consensus sequence: VHTGCGGGGGCGGH
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0.0

5

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVVHAGGGGGCGRDHHB
—————— DGGGYGKGGC-

Original motif

UP00002
Sp4_primary

Mus musculus
Original Motif
Reverse Complement
Forward

7

10

0.0299159

Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

0.0

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB

2.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHBHDTGGCGGGGBDHD
—-——-—-DGGGYGKGGC—---

Original motif

UP00000

Smad3_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

5

10

0.0308595

Consensus sequence: DHHBCCCCGCCAHHBHB

20

bits

mi ) %QQCﬁQCg

.
15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00047
Zbtb7b_primary

Mus musculus
Reverse Complement
Original Motif
Forward

1
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Number of overlap: 10

Similarity score: 0.0345891
Alignment:
DDVCCCCCCHAAWHB
GCCYCMCCCD-----
Original motif Reverse complement motif
Consensus sequence: DDVCCCCCCHAAWHB Consensus sequence: VHWTTHGGGGGGVDD
2.0 2.0
e Cccccg’ré:é%@: - ::hIIII . B -
0.0 = - 0.0 =.= == ==
2 19 W&.l‘ug‘rl_l%d. 2 10 WebiLoga 34
Motif ID: UP00043
Motif name: Bcléb_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
Number of overlap: 10
Similarity score: 0.0346735
Alignment:
HBBBCCGCCCCWHHHV
--GCCYCMCCCD----
Original motif Reverse complement motif
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Consensus sequence: HBBBCCGCCCCWHHHV

20

" oc.cCCc, .

15
Weblogad 4

Consensus sequence: BHHHWGGGGCGGBBVH

2.0

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
MHHHWHYTMCCHCCCACVAABVH

Original motif

UP00538

Glil_v015681_secondary
Mus musculus

Reverse Complement
Original Motif

Backward

8

10

0.0351496

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

20

o x.zBW. (

_‘A*E__IT -
20

Weslaga 3.4

Reverse complement motif
Consensus sequence: DVWTTVGTGGGHGGYAMHWHHHY

20
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Dataset #: 3 Motif ID: 53 Motif name: MIZF

Original motif
Consensus sequence: BAACGTCCGC

;ﬂéAQTIQ Ve

10
WL ogo 3 S

ts

b

Best Matches for Motif ID 53 (Highest to Lowest)

Motif ID: UuP00419
Motif name: Spic

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1

Number of overlap: 10

Similarity score: 0

Alignment:

DWACTTCCRCTTTB

BAACGTCCGC—----

Original motif
Consensus sequence: VAAAGMGGAAGTWD

Reverse complement motif
Consensus sequence: GCGGACGTTV

Reverse complement motif
Consensus sequence: DWACTTCCRCTTTB
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2.0

Welsloge 34

D0

gmiACITCCE?IlI_

Webilaga 3.4

Motif ID: UP00409
Motif name: EIf5

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1

Number of overlap: 10

Similarity score: 0.00379999
Alignment:

BWAHSMGGAAGTWD

BAACGTCCGC—-—---

Original motif
Consensus sequence: BWAHSMGGAAGTWD

2.0

“a ST

Wehilogo 3.4

Reverse complement motif
Consensus sequence: DWACTTCCRSDTWV

Webiogo 3.4

Motif ID: UP00413
Motif name: Elf4
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Mus musculus

Species:

Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward

5
10
0.0124101

Position number:
Number of overlap:
Similarity score:

Alignment:
DBBHACTTCCGGKWTH

--BAACGTCCGC----
Original motif
Consensus sequence: DBBHACTTCCGGKWTH

2.0

g AC‘ ‘
T
e T A T AKX -
10 15
Webilogad 4

Reverse complement motif
Consensus sequence: HAWYCCGGAAGTHBBD

20

! CQ AA T
N
N = L N
5 10 \1;5 =

bits

0.0

e :
Motif ID: UP00404
Motif name: EIf2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif Original Motif
Direction: Forward
3
10
0.0128348

Position number:
Number of overlap:
Similarity score:
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Alignment:
DBBHACTTCCGGDWDB
--BAACGTCCGC——---

Original motif

Consensus sequence: DBBHACTTCCGGDWDB

2.0

bits
5

L T el

eIl

15
WabiLogad 4

Reverse complement motif
Consensus sequence: BDWDCCGGAAGTHBBD

2.0

OO

WablLogo 34

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BDAWGVGGAAGTDH
BAACGTCCGC——-—--

Original motif

Consensus sequence: BDAWGVGGAAGTDH

UP00085

Sfpil_primary

Mus musculus
Original Motif
Reverse Complement
Forward

1

10

0.0141516

Reverse complement motif
Consensus sequence: HDACTTCCBCWTDV

Page 421 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=085

2.0 210
Bl AAQ;I.: i : AC =Cx X
0.0 ——— = 0.0 = == == ==
5 10 e 5 10 e
Motif ID: UP00423
Motif name: Gmb5454
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif Reverse Complement
Direction: Forward
Position number: 5
Number of overlap: 10
Similarity score: 0.0144665
Alignment:
DVHACCGGAAGTHDDV
--—-GCGGACGTTV--
Original motif Reverse complement motif
Consensus sequence: VDHHACTTCCGGTHVH Consensus sequence: DVHACCGGAAGTHDDV
2.0 2.0
ﬁAQI ywvil L 4CG . AA;[
? 10 orkoarsa ? 1o o
UP00412
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHHACCGGAWGTTDDV
-——-GCGGACGTTV--

Original motif

Etv5

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

10

0.0155825

Consensus sequence: VDHAACWTCCGGTHHH

2.0

L JACT

—
00—

5 10

15
Wabiogad 4

Reverse complement motif
Consensus sequence: DHHACCGGAWGTTDDV

20

. ACC A%AIT_SH

0.0
4

WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00015
Ehf_primary

Mus musculus
Reverse Complement
Original Motif
Forward

6

10
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Similarity score: 0.0162018

Alignment:
VBDABCCGGAAGTDD
————— GCGGACGTTV

Original motif
Consensus sequence: VBDABCCGGAAGTDD

2.0

Reverse complement motif
Consensus sequence: DDACTTCCGGBTHBB

2.0

Weblogo a4

1 a WAA;ﬂ; h_-AQITCCT?I %
Motif ID: UP00418
Motif name: Etv6
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 10
Similarity score: 0.0171234
Alignment:

DVHBTACTTCCGGHTHB
---BAACGTCCGC----

Original motif
Consensus sequence: DVHBTACTTCCGGHTHB

Reverse complement motif
Consensus sequence: BHAHCCGGAAGTABDVD
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2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
MVHBACCGGAAGTVDVH
————— GCGGACGTTV--

Original motif

UP00421

Etvl

Mus musculus
Reverse Complement
Original Motif
Backward

3

10

0.0184147

Consensus sequence: MVHBACCGGAAGTVDVH

2.0

0.0 ==

7 — -__?Cg . Aél‘“‘ -

Watiloga 3.4

Reverse complement motif
Consensus sequence: HBDBACTTCCGGTBHVY

2.0

1
=

P

»—1

.

!

=

:a

|

1

0.0 —= =
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Dataset #: 3 Motif ID: 54 Motif name: Myc

Original motif
Consensus sequence: VGCACGTGGH

_CACGx(e_

10
WL ogo 3 S

bits
5
- | ) -

Best Matches for Motif ID 54 (Highest to Lowest)

Motif ID: UP00060
Motif name: Max_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 10

Similarity score: 0

Alignment:

DDASCACGTGBTBVDD

--VGCACGTGGH----

Original motif
Consensus sequence: DDASCACGTGBTBVDD

Reverse complement motif
Consensus sequence: DCCACGTGCV

-—m——gc QA—I- 9_

WL ogo 3 @

Reverse complement motif
Consensus sequence: HHVBABCACGTGSTHD
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2.

bits

_ é?CAQAT_ i L

LiX

15
Weblogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
ACHRBHDTCCACGTGYAHHBMHM

Original motif

UP00050

Bhlhb2_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

7

10

0.00631885

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

@
-_E'H] T A
. ESGe N e Ve o A%
5

pe_ O S

0. = =

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20
VE VS —t
15 20

N

WebbLaga 34

Motif ID:

UP00050
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDHBHBSTCACGTGAHBBDHHM

Original motif

Bhlhb2_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

10

0.00821668

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

bits
=

T

00

- === =] e B, | G—.—,
15

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

i A

oole == = St ¢ 1. C_ ~ = =
15

WabiLogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00046
Tcfe2a_primary

Mus musculus
Original Motif
Reverse Complement
Backward

4

10
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Similarity score:
Alignment:
DHDBHGCACCTGBDDVB
—-——-—-VGCACGTGGH---

Original motif

Consensus sequence: VBHHVCAGGTGCDVDHD

20

0.0140005

Reverse complement motif

20

Consensus sequence

: DHDBHGCACCTGBDDV

C : L]
T e =
10 15

B

0.0 ———

Webiiogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBGHCACGCGACDD
--VGCACGTGGH--

Original motif
Consensus sequence: BBGHCACGCGACDD

UP00060

Max_secondary
Mus musculus
Original Motif
Original Motif
Backward

3

10

0.0308912

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB
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bits
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: ATIQécak C__

Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVABCCACTTGAMHTT
-—--DCCACGTGCV---

Original motif

Consensus sequence: BVABCCACTTGAMHTT

2.0

it
5

_— e ==

UP00165

Titf1l

Mus musculus
Reverse Complement
Original Motif
Backward

4

10

0.0311723

Reverse complement motif
Consensus sequence: AAHYTCAAGTGGBTBV

00—

HAMQQATléA

11

Wabiogad 4
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Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
HDADCCACTTRAAWTT

~--DCCACGTGCV---

Original motif

UuP00249

Nkx2-5
Mus musculus
Reverse Complement
Original Motif
Backward

4

10
0.031308

Consensus sequence: HDADCCACTTRAAWTT

20

bits

Reverse complement motif
Consensus sequence: AAWTTMAAGTGGHTDH

PO

—— e
15

Weblogodd

bits

0.0
Motif ID: UP00231
Motif name: Nkx2-2

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif Original Motif
Forward
4

Direction:

Position number:
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Number of overlap: 10
Similarity score: 0.0334845

Alignment:
HDVRCCACTTGARADBD
-—-—-DCCACGTGCV—-—-—-

Original motif

Consensus sequence: HDVRCCACTTGARADBD

2.0

bits
a

P

AAQGA, léTﬁé

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DVDTKTCAAGTGGKBDH

2.0

) _;EAQA

—

s
e A AST e

0.0 -
5 10 15
Webiiaga 3.4

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDADCCACTTAAVHTT
—-——-DCCACGTGCV---

Original motif

uP00147

Nkx2-6

Mus musculus
Reverse Complement
Original Motif
Backward

4

10

0.0345548

Reverse complement motif
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Consensus sequence: DDADCCACTTAAVHTT

20

0.0

" AC

1T o

Weblogad 4

Consensus sequence: AAHVTTAAGTGGHTDD

2.0

0.0 o= e

bits

5 10 15
WebLoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDWDARRGACGCGGWHGGAKHV

Original motif

UP00527
Foxn4_secondary
Mus musculus
Original Motif
Original Motif
Forward

6

10

0.0363818

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

y i9x99¢329_ ViVe x ax

5 10 15 20
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Dataset #: 3 Motif ID: 55 Motif name: MYCMAX

Original motif Reverse complement motif
Consensus sequence: RASCACGTGGT Consensus sequence: ACCACGTGSTM
2.0
T ACCAC T iy
A — g R - W B Al
10 5 b

Wehiiogo 34 Wabhiaga 34

Best Matches for Motif ID 55 (Highest to Lowest)

Motif ID: UP00060

Motif name: Max_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 3

Number of overlap: 11

Similarity score: 0

Alignment:

HHVBABCACGTGSTHD

---RASCACGTGGT--

Original motif Reverse complement motif
Consensus sequence: DDASCACGTGBTBVDD Consensus sequence: HHVBABCACGTGSTHD
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bits
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15
Weblogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
ACHRBHDTCCACGTGYAHHBMHM

Original motif

UP00050

Bhlhb2_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

8

11

0.025477

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

“
E10 T
A
— _ﬂcA
5

pe_ O S

0. = =

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20
VE VS —t
15 20

N

WebbLaga 34

Motif ID:

UP00050
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
RDHDBVDTCACGTGASBHVHDH

Original motif

Bhlhb2_primary
Mus musculus
Original Motif
Original Motif
Backward

7

11

0.033078

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

bits
=

T

00

- === =] e B, | G—.—,
15

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

i A

oole == = St ¢ 1. C_ ~ = =
15

WabiLogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00046
Tcfe2a_primary

Mus musculus
Reverse Complement
Original Motif
Backward

4

11
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Similarity score:
Alignment:
VBHHVCAGGTGCDVDHD
-—-—-ACCACGTGSTM---

Original motif

Consensus sequence: VBHHVCAGGTGCDVDHD

20

0.0375583

Reverse complement motif
: DHDBHGCACCTGBDDVB

20

Consensus sequence

0.0 =

C : L]
T e =
10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVDDVCAGATGKYHBBV
-—-RASCACGTGGT----

Original motif

Consensus sequence: HVDDVCAGATGKYHBBV

UP00046
Tcfe2a_secondary
Mus musculus
Original Motif
Original Motif
Forward

3

11

0.0452419

Reverse complement motif

Webiloga 3.4

Consensus sequence: VBBDMYCATCTGVHHBH
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20
210 CA AT £10
AT
00 =S eea-— T I W == 1 ¥ IC—_” —— — — =
5 10 15 ek 5
Motif ID: UP00036
Motif name: Myf6_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif Original Motif
Direction: Forward
4
11
0.0471968

Position number:
Number of overlap:
Similarity score:

Alignment:
VVDBAACAGBTGBYHB

—--RASCACGTGGT--

Original motif
Consensus sequence: VVDBAACAGBTGBYHB

2.0

w
21,0
L 1 -
CSCS . S
5 10

Reverse complement motif
Consensus sequence: BDKVCABCTGTTBDBV

2

.0
o3
1.0 A
,_______A—_-";—_ - I b S
5 10 15
WabLogad 4

0.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHDVVGCAGCTGVBKVB
—-—-—-RASCACGTGGT---

Original motif

UP00099
Ascl2_primary

Mus musculus
Original Motif
Reverse Complement
Forward

4

11

0.0504418

Consensus sequence: BBYVVCAGCTGCBVHHD

20

gm_$£QCA¢QTg$E_

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHDVVGCAGCTGVBKVB

20

s
£1.0 :
= et Mc= iy S
: 10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00084
Gmeb1_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

3
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Number of overlap: 11
Similarity score: 0.0522039

Alignment:
HHMACKACGTMGBVCD
—-——ACCACGTGSTM--

Original motif
Consensus sequence: DGVBCRACGTYGTYHH

2.0

1.0

bits

- hg_,:éc?kx;x&

15
Weblagad 4

0.0

Reverse complement motif
Consensus sequence: HHMACKACGTMGBVCD

20

Motif ID: UP00165
Motif name: Titf1l

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 11

Similarity score: 0.0554094
Alignment:

BVABCCACTTGAMHTT

-—-—ACCACGTGSTM--

Original motif

Reverse complement motif
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Consensus sequence: BVABCCACTTGAMHTT

Consensus sequence: AAHYTCAAGTGGBTBV

ﬂcsuf=4¥ﬂﬂ,a£;l; :L;éliééﬁ;gglg
Motif ID: UP00060
Motif name: Max_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
2
11
0.0557594

Position number:
Number of overlap:
Similarity score:

Alignment:
HDGTCGCGTGDCVB

-RASCACGTGGT--

Original motif
Consensus sequence: BBGHCACGCGACDD

v AC_ - %:-:ﬁg S

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB
2.0

) X c
= _Igé AL T Q:~;=
5 10

00—

bits
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Dataset #: 3 Motif ID: 56 Motif name: Mycn

Original motif
Consensus sequence: HSCACGTGGC

2.0

Best Matches for Motif ID 56 (Highest to Lowest)

Motif ID: UP00060
Motif name: Max_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 10

Similarity score: 0

Alignment:

DDASCACGTGBTBVDD

--HSCACGTGGC----

Original motif
Consensus sequence: DDASCACGTGBTBVDD

Reverse complement motif
Consensus sequence: GCCACGTGSD

2.0

0.0 e i P = —

WL ogo 3 @

Reverse complement motif
Consensus sequence: HHVBABCACGTGSTHD
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15
Weblogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
ACHRBHDTCCACGTGYAHHBMHM

Original motif

UP00050

Bhlhb2_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

7

10

0.00783793

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

@
-_E'H] T A
. ESGe N e Ve o A%
5

pe_ O S

0. = =

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20
VE VS —t
15 20

N

WebbLaga 34

Motif ID:

UP00050

Page 443 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=050
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=050

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDHBHBSTCACGTGAHBBDHHM

Original motif

Bhlhb2_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

10

0.0132858

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

bits
=

T

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

i A

=

WabiLogod4

P = = = — 0 —w G—.—, = 0.0 P = =i = — 8 - c——.- =
5 10 15 o 5 10 15
Motif ID: UP00046
Motif name: Tcfe2a_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Original Motif
Backward

5

10

Page 444 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=046

Similarity score: 0.0227933

Alignment:
VBHHVCAGGTGCDVDHD

~--GCCACGTGSD----

Original motif
Consensus sequence: VBHHVCAGGTGCDVDHD

20

0.0 ———

Webiiogo 3.4

Reverse complement motif
: DHDBHGCACCTGBDDVB

Consensus sequence

20

C : L]
T e =
10 15

Motif ID: UP00060
Motif name: Max_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 10

Similarity score: 0.0257011
Alignment:

BBGHCACGCGACDD

--HSCACGTGGC--

Original motif
Consensus sequence: BBGHCACGCGACDD

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB

Webiloga 3.4
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1.0

bits
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: ATIQécak C__

Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVABCCACTTGAMHTT
-—-—-GCCACGTGSD---

Original motif

Consensus sequence: BVABCCACTTGAMHTT

2.0

it
5

_— e ==

UP00165

Titf1l

Mus musculus
Reverse Complement
Original Motif
Backward

4

10

0.0344833

Reverse complement motif
Consensus sequence: AAHYTCAAGTGGBTBV

00—

HAMQQATléA

11

Wabiogad 4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDVRCCACTTGARADBD
—-—-—-GCCACGTGSD-—---

Original motif

UP00231

Nkx2-2

Mus musculus
Reverse Complement
Original Motif
Backward

5

10

0.035228

Consensus sequence: HDVRCCACTTGARADBD

20

Agﬁggﬂ, Ig
5 10

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DVDTKTCAAGTGGKBDH

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00084
Gmeb1_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

4
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Number of overlap:
Similarity score:

Alignment:
BVVDVRYACGTRYVBHB
-——-GCCACGTGSD---

Original motif

10
0.0358581

Consensus sequence: BHBBKKACGTMMVDBVB

2.0

L TAWa,

—_—— W %W

0.0 e

5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BVVDVRYACGTRYVBHB

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHMACKACGTMGBVCD
-—-—-HSCACGTGGC—---

Original motif

uP00084

Gmeb1_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

4

10

0.03725

Reverse complement motif
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Consensus sequence: DGVBCRACGTYGTYHH

20

it
&

0.0 g C?‘"‘* - III —

15
Weblogad 4

Consensus sequence: HHMACKACGTMGBVCD

2.0

Motif ID: UP00526
Motif name: Foxnl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7

Number of overlap: 10

Similarity score: 0.0383187
Alignment:

WHVBVVMACGCGCGTCDYHWDH

—————— HSCACGTGGC—-—----

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

2.0
4]
1.0

=

0.0

1A‘_e_-:-__—-_—_._ E TA_ Q g E-X—-—
20

5

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

N ACSE <O LA

2&AC_QT T

15
WeblLogod4
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Dataset #: 3 Motif ID: 57 Motif name: MZF1_5-13

Original motif Reverse complement motif
Consensus sequence: BKAGGGGDAD Consensus sequence: BTHCCCCTYB
2.0
= e e St L - -_—(:_;EA ; QA —_— =
5 10 5 10

WL ogo 3 S WL ogo 3 @

Best Matches for Motif ID 57 (Highest to Lowest)

Motif ID: UP00022

Motif name: Zfp740_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 4

Number of overlap: 10

Similarity score: 0.0090535

Alignment:

DDDTWCCCCCCGGDRVH

---BTHCCCCTYB---~-

Original motif Reverse complement motif
Consensus sequence: DDDTWCCCCCCGGDRVH Consensus sequence: HVKDCCGGGGGGWADDD
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2.0
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3 10 12 Welsiaga 3.4 3 10 B WsLaga 3.4
Motif ID: UP00007
Motif name: Egrl_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 10
Similarity score: 0.00910178
Alignment:
BBHBGAGTGGGAHHDB
—---BKAGGGGDAD---

Original motif
Consensus sequence: BBHBGAGTGGGAHHDB

2.0

bits

aul

e =0 LEP.- B L we e =
5

10 15
Weblagad 4

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV

20

_1clealc

0.0
034

Motif ID: UP00070
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DDBVHATAGGGGRBRMB
————— BKAGGGGDAD--

Original motif

Gcm1l_secondary
Mus musculus
Original Motif
Original Motif
Forward

6

10

0.0101177

Consensus sequence: DDBVHATAGGGGRBRMB

2.0

bits
a

I\

Reverse complement motif
Consensus sequence: BYMBKCCCCTATDVBHD

2.0

E:Et$f§ CQIAI -

Wabiogs 3.4

s a_=se
12 Wetiloga 3.4
Motif ID: UP00021
Motif name: Zfp281_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Original Motif
Reverse Complement
Backward

6

10
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Similarity score:
Alignment:
GKRGGGGGGGGGGBD
BKAGGGGDAD——----

Original motif

Consensus sequence: DBCCCCCCCCCCMYC

2.0

0.0103225

“oLe0000C..c

Webiloga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVDVGGGHGGGGDRBHB
————— BKAGGGGDAD-

Original motif

UP00099

Ascl2_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

6

10

0.0126235

Consensus sequence: BHVYDCCCCDCCCBDBH

Reverse complement motif
Consensus sequence: HVDVGGGHGGGGDBHB
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2 19 R saria 2 10 Rerisoni
Motif ID: UP00013
Motif name: Gabpa_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2
Number of overlap: 10
Similarity score: 0.013531
Alignment:
DBVVDRSGGAWKVHKG
-BKAGGGGDAD----~-

Original motif
Consensus sequence: CYDBYWTCCSMHBVVH

2.0

Reverse complement motif
Consensus sequence: DBVVDRSGGAWKVHKG

2.0

it
5

0.0 = R —— = ==
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHDYGGGGGGGGRBVD
-—--BKAGGGGDAD---

Original motif

UuP00022

Zfp740_primary

Mus musculus
Original Motif
Reverse Complement
Backward

4

10

0.0152996

Consensus sequence: HVBCCCCCCCCMHHHB

20

=

0.0

eeslllle.

15
Weblogad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

2.0

A . - = e Ty

5 10 15
Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00055
Hbp1l_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

7
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Number of overlap: 10
Similarity score: 0.0176527

Alignment:
DDDYCCCATTGTVHABH

-BTHCCCCTYB-—————

Original motif
Consensus sequence: DDDYCCCATTGTVHABH

2.0

L octhTler

15
Webiiaga 3.4

Reverse complement motif
Consensus sequence: HBTHVACAATGGGMDHD

2.0

e

Motif ID: UP00002
Motif name: Sp4_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6

Number of overlap: 10

Similarity score: 0.0183345
Alignment:

BDHHMCGCCCCCTHVEB

————— BTHCCCCTYB--

Original motif

Reverse complement motif
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Consensus sequence: BDHHMCGCCCCCTHVBB

20

0.0 = T
5 10 15

Consensus sequence: BVWWHAGGGGGCGRDHHB

20

_— - B W — T.—'-. EE—

Webiloga 3.4

Motif ID: UP00239
Motif name: Obox2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 10

Similarity score: 0.019782
Alignment:

DBRGGGGGATTAAMTAH

BKAGGGGDAD-———-——-

Original motif
Consensus sequence: DBRGGGGGATTAAMTAH

2.0

po = A — U} Ir=KXa
10 15

mn

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HTARTTAATCCCCCKBD

2.0

L alh QQQQQ%E*

0.0
5

it
P

Webiloga 3.4

Dataset #: 3 Motif ID: 58 Motif name: NFKB1
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Original motif

Consensus sequence: GGGGRTTCCCC

2.0

1.0

bitg

0.0

AAIIC

C

10
Wetiiaga 34

Best Matches for Motif ID 58 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DKKWDACCCCCAHTDDV
—————— GGGGRTTCCCC

Original motif

UP00021

Zfp281_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

1

11

0.0371794

Consensus sequence: DKKWDACCCCCAHTDDV

2.0

oo ‘E‘,-;I‘—el“ — ACC CC&%I =

5

Watiloga 3.4

Reverse complement motif
Consensus sequence: GGGGAAKCCCC

Reverse complement motif
Consensus sequence: VDDAHTGGGGGTHWYYD
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBHGGGGGGTACCHHHD
—-——-—-GGGGRTTCCCC--

Original motif

UP00088
Plagll_secondary

Mus musculus
Original Motif
Original Motif
Backward

3

11
0.0407901

Consensus sequence: DBHGGGGGGTACCHHHD

20

0.0 = r = =

Reverse complement motif
Consensus sequence: DHDDGGTACCCCCCHBH

20

E 4 BN~ lAc s Q% -

0.0—==

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00088
Plagll_primary
Mus musculus
Original Motif
Original Motif
Forward

3
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11
0.0459696

Number of overlap:
Similarity score:
Reverse complement motif
Consensus sequence: VBVGGGGSSCCCCHHV

Alignment:
BHDGGGGSSCCCCBVV
--GGGGRTTCCCC---
Original motif
Consensus sequence: BHDGGGGSSCCCCBVV
2.0 2.0
- === N O chgﬁ-{' = o6 B s - CCQQ‘E—:-—— —
3 10 fmkoarsa ? 1o oo

Motif ID: UP00176

Motif name: Crx

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2
Number of overlap: 11
Similarity score: 0.0464973
Alignment:
DGGMTAATCCCCDWBK
-GGGGAAKCCCC----
Reverse complement motif
Page 460 of 833
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Consensus sequence: YBWDGGGGATTARCCD

20

= X w=—=c_= 1" I Al heF
5

Consensus sequence: DGGMTAATCCCCDWBK

CTA el
#u:%-.‘-'l.—I_é_ P e

10 15
Weblogodd

=
=1

0.0

Motif ID: UP00265

Motif name: Pitx3

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 11

Similarity score: 0.048533

Alignment:

GBHDGCTAATCCCCCB

---GGGGAAKCCCC--

Original motif
Consensus sequence: VGGGGGATTAGCDDBC

Reverse complement motif
Consensus sequence: GBHDGCTAATCCCCCB

20

bits

. Go )Cc

o l= == 11 el =
Lagad

5 10 15
W b
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDGTTAATCCCCKTDD
-—-GGGGAAKCCCC———--

Original motif

UP00216

Obox1

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

11

0.0502644

Consensus sequence: DDARGGGGATTAACDHH

20

. ,-;éf’fi_\@A 13111
5 10

A=

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DHDGTTAATCCCCKTDD

20

bits

J\ GQQEIA

o WA\ .
o 5

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00239

Obox2

Mus musculus
Reverse Complement
Reverse Complement
Backward

5
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Number of overlap: 11
Similarity score: 0.0515498

Alignment:
HTARTTAATCCCCCKBD
--GGGGAAKCCCC—-—-

Original motif
Consensus sequence: DBRGGGGGATTAAMTAH

2.0

0w
E‘Iﬂ A
e - S ail | l = TAFA'élm
5 10 15

0.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HTARTTAATCCCCCKBD

2.0

”?IéI;IATQGQQQEE$

0.0
15
WebiLags 3.4

bits

Motif ID: UP00160

Motif name: Obox3

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 11

Similarity score: 0.0520605

Alignment:

HHWGTTAATCCCCCBBH

-—-GGGGAAKCCCC———-

Original motif

Reverse complement motif
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Consensus sequence: HBVGGGGGATTAACWHH

20

‘x£§£;155!55

Webiiogo 3.4

Consensus sequence: HHWGTTAATCCCCCBBH

20

. oGLIF _,GQ%;___
10

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HKBBGGGGGGTCVHHH
————— GGGGRTTCCCC

Original motif

UuP00024

Glis2_primary

Mus musculus
Original Motif
Reverse Complement
Backward

1

11

0.052761

Consensus sequence: HHHVGACCCCCCVBRD

2.0

< onllllee.

1
blogad 4

Eal

Reverse complement motif
Consensus sequence: HKBBGGGGGGTCVHHH

20

_ = e a VY VI W= -
5 10 15
Wablaga 3.4

Page 464 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=024

Motif ID: UP00539

Motif name: Gli2_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 7

Number of overlap: 11

Similarity score: 0.0555704

Alignment:

CBDMCMGGGTGGTCCHVBVBAH

—————— GGGGAAKCCCC-----

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

== === o = v A A=

5 10 15 20

Weblogad 4

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

P g P i il Ll N =

Dataset #: 3 Motif ID: 59 Motif name: NR1H2RXRA

Original motif
Consensus sequence: AAAGGTCAAAGGTCAAC

Reverse complement motif
Consensus sequence: GTTGACCTTTGACCTTT
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5
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Best Matches for Motif ID 59 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVMHHDHKGACCCTCCTSVCBH
————— GTTGACCTTTGACCTTT

Original motif

UP00539
Gli2_v015681_secondary
Mus musculus

Reverse Complement
Reverse Complement
Backward

1

17

0.0538452

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

=

WabLogad 4

2.0

:cl 1 ¢CILI

WebiLags 1.4

bits

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

= r‘*Tlggk[SEgkrc‘ <
10 15

e —_—

20
WablLogo 34

Motif ID:

UP00032
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDHDDADAGATAAGADHBDHVD
————— AAAGGTCAAAGGTCAAC

Original motif

Gata3_primary
Mus musculus
Original Motif

Original Motif

Backward

1

17

0.0545098

Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

)
EN0
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o e
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WabLogad 4

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

TCHRIVT -

=" S . “S—— -l -

0.0-l= — == s

5 10 ’ 15 20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00067

Lefl_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2

16
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Similarity score:
Alignment:
VDDAGATCAAAGGKDDD-
-AAAGGTCAAAGGTCAAC

Original motif

0.521114

Consensus sequence: DDDYCCTTTGATCTDDV

20

bits
a

vl M“_IC;-

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

20

— _-_¢ 8 N P —
5

10 15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDDASATCAAAGGMDDD-
—GTTGACCTTTGACCTTT

Original motif

UP00083
Tcf712_primary

Mus musculus
Reverse Complement
Original Motif
Forward

2

16

0.527825

Consensus sequence: DDDYCCTTTGATSTDDV

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD
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bits
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bits
5

0.0

m E?QITTGAICLH_ M*A?AIC'N o

Websiags 3.4

Motif ID: UP00054

Motif name: Tcf7_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 2

Number of overlap: 16

Similarity score: 0.531154

Alignment:

BHHASATCAAAGGAHHH-

-AAAGGTCAAAGGTCAAC

Original motif Reverse complement motif
Consensus sequence: BHHASATCAAAGGAHHH Consensus sequence: HHHTCCTTTGATSTHHY

2.0

0.0

ﬁmié?$IgAAA‘*§?"

2.0

bits

.= DEJEE;Q;J,‘j[l;‘!][(:QE%F ==

Webiiaga 3.4 WebiLags 3.4

Motif ID:

UP00058
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

-~HHHASATCAAAGVRHHH
AAAGGTCAAAGGTCAAC-

Original motif

Tcf3_primary
Mus musculus
Original Motif
Original Motif
Backward

2

16

0.531876

Consensus sequence: HHHASATCAAAGVRHHH

2.0

. #LQ?QIQAAAéﬁf

15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH

2.0

%t_ -ETQITTTAICL?'“

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00030
Sox11_primary
Mus musculus
Original Motif
Original Motif
Forward

2

16

0.544403
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Alignment:
HBDDRAACAAAGRABHH-
-AAAGGTCAAAGGTCAAC

Original motif
Consensus sequence: HBDDRAACAAAGRABHH

2.0

£40 A
= il $AA2 = s
10

0.0-= —_——
15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

2.0

sl
e o iy N —S= = =

0.0
5 10 15

Webiloga 3.4

Motif ID: UP00062

Motif name: Sox4_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 16

Similarity score: 0.544565

Alignment:

-HHBBMCTTTGTTHDDBH

GTTGACCTTTGACCTTT-

Original motif
Consensus sequence: HBDDDAACAAAGRVBHH

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH
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. . --«.aA ] AAQ:E:

5

Websiags 3.4

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
—-BBGATCTAGAACBKHDB
GTTGACCTTTGACCTTT-

Original motif

UP00019

Zbtb12_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

16

0.550511

Consensus sequence: BDHRBGTTCTAGATCVB

2.0

| A AIQF

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BBGATCTAGAACBKHDB

2.0

0.0

JOOMG:

WebiLags 3.4

Motif ID:

UP00046
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
—HVDDVCAGATGKYHBBV
AAAGGTCAAAGGTCAAC-

Original motif

Tcfe2a_secondary
Mus musculus
Original Motif
Original Motif
Backward

2

16

0.552064

Consensus sequence: HVDDVCAGATGKYHBBV

2.0

0.0

g =CAI_.—AT s ___I_-E__. =

Watiloga 3.4

Reverse complement motif
Consensus sequence: VBBDMYCATCTGVHHBH

2.0

P e - ‘A—‘RCAIQT A T —

Wabiogs 3.4

Dataset #: 3 Motif ID: 60

Original motif
Consensus sequence: AAGGTCAC

Motif name: NR4A2

Reverse complement motif
Consensus sequence: GTGACCTT
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Best Matches for Motif ID 60 (Highest to Lowest)

Motif ID: UuP00048
Motif name: Rara

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 8

Similarity score: 0

Alignment:

DHBHAAAGGTCACVHD

————— AAGGTCAC---

Original motif
Consensus sequence: DHBHAAAGGTCACVHD

20

" AAMUGIVA.

a.0 ———— e —

Weblogad 4

- I nT—-:Ml

ek Lago @

Reverse complement motif
Consensus sequence: HHVGTGACCTTTDVDD

2.0

1

0.

< ToheCTT
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHBHAAAGGTCAHVHB
————— AAGGTCAC---

Original motif

UP00009

Nr2f2_primary
Mus musculus
Original Motif

Original Motif

Backward

4

8

0.0074527

Consensus sequence: DHBHAAAGGTCAHVHB

20

bits

0.0

1 QAA _TCAT

15
Weblogad 4

Reverse complement motif
Consensus sequence: BHVDTGACCTTTDVDD

=]

2.0

e
1.0

1T

0.0

o — g
10

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00079
Esrra_primary
Mus musculus
Original Motif
Original Motif
Backward

5
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Number of overlap:
Similarity score:

Alignment:
DHDBCAAGGTCAHVBDH
————— AAGGTCAC----

Original motif

8
0.01542

Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

0w
=10 : ‘ A
— . =
= - - ==
10

0.0

5 15

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

2.0

v W - A 8 -

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VBVBCSGGGTCAVBBH
————— AAGGTCAC---

Original motif

UP00009

Nr2f2_secondary
Mus musculus
Original Motif
Original Motif
Backward

4

8

0.0395644

Reverse complement motif
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Consensus sequence: VBVBCSGGGTCAVBBH Consensus sequence: HVBVTGACCCSGBVBV

o, = ?QA ! L & - - == = = A ngéa - ___-TT-:__,
Motif ID: UP00082
Motif name: Zfp187_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1
Number of overlap: 8
Similarity score: 0.0407874
Alignment:
DDGMCCTBGTCCHYHV
GTGACCTT-———————-—
Original motif Reverse complement motif
Consensus sequence: DDGMCCTBGTCCHYHV Consensus sequence: VHMDGGACVAGGRCDH

2.0 20
0

001 6leg . 1 Golc A0Gec _

2]
=1

bit

0.0 ==

o0 ==

Weblogad 4 Weblogod.4
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Motif ID: UP00053

Motif name: Rxra_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 8

Similarity score: 0.0422933
Alignment:

DBHBDTGACCCCDHVHB

--—-GTGACCTT-----

Original motif
Consensus sequence: DBHBDTGACCCCDHVHB

20

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD

20

== - _A . CA-_;_:—

H

15
Webiloga 3.4

Motif ID: UP00079

Motif name: Esrra_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5
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Number of overlap: 8
Similarity score: 0.0447444

Alignment:
VKBBAGGGGTCAHDBBH
————— AAGGTCAC----

Original motif
Consensus sequence: VKBBAGGGGTCAHDBBH

2.0

Reverse complement motif
Consensus sequence: DBBHHTGACCCCTBBYYV

2.0

T Tl

bits

WebiLags 3.4

Motif ID: UP00066
Motif name: Hnf4a_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6

Number of overlap: 8

Similarity score: 0.0481418
Alignment:

BBHHAAAGTCCAMTHH

————— AAGGTCAC---

Original motif

Reverse complement motif
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Consensus sequence: BBHHAAAGTCCAMTHH

20

0.0

“ AallyTCGA..

15
Weblogad 4

Consensus sequence: HHAYTGGACTTTHDBV

2.0

o3
E‘I.ﬁ
A0 —
—— h o 'n 8 e e N e
: 10 15
Weblogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDHHTTAATGACCBHV
——————— GTGACCTT-

Original motif

Consensus sequence: VDVGGTCATTAAHHDB

2.0

0.0

UP00197

Hoxc9

Mus musculus
Reverse Complement
Reverse Complement
Forward

8

8

0.0497679

T,

15

Weblogad 4

Reverse complement motif
Consensus sequence: VDHHTTAATGACCBHV

2.

E€LT?IT$AITAQC?

0.

Weblogod.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DBDDRTGCCCAWDHDV
-——-GTGACCTT----

Original motif

UP00035

Hicl_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

5

8

0.0500062

Consensus sequence: DBDDRTGCCCAWDHDV

20

0.0

= J‘_\TACCCé$ .

Weblogad 4

Reverse complement motif
Consensus sequence: VHHDWTGGGCAMDHBH

2.0

-T~AI-T - s
5 10

Dataset #: 3 Motif ID: 61

Original motif

Motif name: Pax5

Consensus sequence: DGVBCABTGDWGCGKRRCSR

Reverse complement motif
Consensus sequence: MSGKKRCGCWDCABTGBBCD
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20

_— —— e, oy

Best Matches for Motif ID 61 (Highest to Lowest)

Motif ID: UP00526
Motif name: Foxnl_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 20

Similarity score: 0.0499537
Alignment:

DDRMHBACGCGYGCGTDGRBBDB
-DGVBCABTGDWGCGKRRCSR-

Original motif
Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

20

4 %_.__A_g‘? A‘;ﬁcégs?gel =

—— T e BT

20

00 ETT QTT - Igé I“ F= T=

Websloga 1.4

bits

Reverse complement motif
Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

20

T el T

: M

E
£
H
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Motif ID: UP00526

Motif name: Foxnl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1

Number of overlap: 20

Similarity score: 0.0520196
Alignment:

HDWHMHGACGCGCGTRBVVBHW
DGVBCABTGDWGCGKRRCSR--

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

20

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

" AC QT x

DS SSH8 o XA

Weblogo34

0.0 e = == ﬂ_g:.:’ 00— — L= P as s T
Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2
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Number of overlap: 20
Similarity score: 0.0542764

Alignment:
HDBABCGBKRGYGGCGMSBHAK
-DGVBCABTGDWGCGKRRCSR-

Original motif

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

EEQEQCAcggﬁ cla_ T

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

g En A = = e - _ = én g;-:_-_ AI$:.'=_¢FI(?-€\‘_‘~-_=-—-*:~’_"£
2 19 a8 WabiLogad & 3 19 19 £ Weblogad
Motif ID: UP00528
Motif name: Foxm1_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3
Number of overlap: 20
Similarity score: 0.0560636
Alignment:
DCATDBTGHGCATKMTTBRSWR
—-—-MSGKKRCGCWDCABTGBBCD

Original motif

Reverse complement motif

Page 484 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=528

Consensus sequence: MWSMBAARRATGCDCABHATGD Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20 20

cécg AA A_ .___4_‘.___‘-_;()-2%_ =5 éég " (.:AI o 1 T X9 CA —c-;IT :-:-:;II
Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1
Number of overlap: 20
Similarity score: 0.0595671
Alignment:
HHBSHTCGTGRGTGGKGDBVWMV
DGVBCABTGDWGCGKRRCSR———
Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20 20

: Zx CAQCACCCAC ALc

== e e -._-ml e
5 5 10 15 20
Weslaga 3.4

it
b=

0.0 T T e —= e S
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Motif ID: UP00528

Motif name: Foxm1_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 1

Number of overlap: 20

Similarity score: 0.0602559

Alignment:

HADTBVADGATGCATCMTGMVHB

DGVBCABTGDWGCGKRRCSR——-

Original motif Reverse complement motif
Consensus sequence: HADTBVADGATGCATCMTGMVHB Consensus sequence: VHVRCAYGATGCATCDTVVADTH

20 20

e - i
0.0 A
1

=X e sl AT = o l-crél = I
20 1} 15

WesLogo 34 Weblaga 3.4

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 4
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Number of overlap: 20
Similarity score: 0.0607506

Alignment:
HVBDAGCGBGGGTGGCRDBDDDB
DGVBCABTGDWGCGKRRCSR-—--

Original motif

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

- TU.Ca,

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

WebbLaga 34

S = e E e n oA e
% 19 13 a2 WebLogn 3.4

Motif ID: UP00098
Motif name: Rfx3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 20
Similarity score: 0.0611227
Alignment:
BDBBVBVGTAWCCAAGVBHBAGBE
MSGKKRCGCWDCABTGBBCD—-—--

Original motif

Reverse complement motif

Page 487 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=098

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

20

ol EL CTTAUXT_ﬁ

e

5

Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

Motif ID: UP00050

Motif name: Bhlhb2_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 3

Number of overlap: 20

Similarity score: 0.0611361

Alignment:
RDHDBVDTCACGTGASBHVHDH
—-—-MSGKKRCGCWDCABTGBBCD

Original motif
Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

4]
=10

—]
§ —

C
a0== == . ==1 - t'(;;—r— e = -
15

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
GTVBDAATTGTVTGHGDDHKVEB
DGVBCABTGDWGCGKRRCSR--

Original motif

UP00034

Sox7_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

20

0.061403

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

20

1.0

bits

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

=10

20
Weblogo34

5

Dataset #: 3

Original motif

Consensus sequence: AWVDAGGTCA

Motif ID: 62

Motif name: RORA_1

Reverse complement motif
Consensus sequence: TGACCTDVWT
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Best Matches for Motif ID 62 (Highest to Lowest)

Motif ID: UP00009

Motif name: Nr2f2_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 5

Number of overlap: 10

Similarity score: 0.0154749

Alignment:

DHBHAAAGGTCAHVHB

--AWVDAGGTCA----

Original motif Reverse complement motif
Consensus sequence: DHBHAAAGGTCAHVHB Consensus sequence: BHVDTGACCTTTDVDD

it
P
bits
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15

~ AAGGICA. S by i

Weblogad 4 Weblogodd
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHBVHTGACCTTGVDHD
————— TGACCTDVWT--

Original motif

UP00079

Esrra_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

10

0.0176661

Consensus sequence: DHDBCAAGGTCAHVBDH

20

“__cAAGLTCA,

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

20

L — -
i s

e W e W
10 15
Webiloga 3.4

5

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00048
Rara

Mus musculus
Original Motif
Original Motif
Forward

3
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Number of overlap:
Similarity score:

Alignment:
DHBHAAAGGTCACVHD
-—-AWVDAGGTCA----

Original motif

Consensus sequence: DHBHAAAGGTCACVHD

2.0

10
0.0189599

0.0 =

15
Weblagad 4

Reverse complement motif
Consensus sequence: HHVGTGACCTTTDVDD

20

bits

— == 0 W
0.0 =

’“ 1 .

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VBVBCSGGGTCAVBBH
—-—AWVDAGGTCA-—---

Original motif

UP00009

Nr2f2_secondary
Mus musculus
Original Motif
Original Motif
Backward

5

10

0.0331999

Reverse complement motif
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Consensus sequence: VBVBCSGGGTCAVBBH

20

Consensus sequence: HVBVTGACCCSGBVBV

2.0

bits
P
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5 10 15

Weblogodd

Motif ID: UP00066
Motif name: Hnf4a_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDBVMGGGGTCAABHDV
-—-AWVDAGGTCA-—-—-—--—

Original motif

Consensus sequence: BDBVMGGGGTCAABHDV

20

bits

Original Motif
Original Motif
Forward

3

10
0.0341771

Reverse complement motif

2.0

Consensus sequence: BHHVTTGACCCCYVVDB

T

0.0
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Websiaga 3.4
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Motif ID: UP00053

Motif name: Rxra_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6

Number of overlap: 10

Similarity score: 0.0363566
Alignment:

DBHBDTGACCCCDHVHB

————— TGACCTDVWT--

Original motif
Consensus sequence: DBHBDTGACCCCDHVHB

20

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD

20

== - _A . CA-_;_:—

H

15
Webiloga 3.4

Motif ID: UP00079

Motif name: Esrra_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward

Position number: 3
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Number of overlap: 10
Similarity score: 0.0391284

Alignment:
VKBBAGGGGTCAHDBBH
-—-AWVDAGGTCA-—-—-—-

Original motif
Consensus sequence: VKBBAGGGGTCAHDBBH

2.0

Reverse complement motif
Consensus sequence: DBBHHTGACCCCTBBYYV

2.0

T Tl

bits

WebiLags 3.4

Motif ID: UP00035

Motif name: Hicl_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 10

Similarity score: 0.0444205
Alignment:

DBDDRTGCCCAWDHDV

————— TGACCTDVWT -

Original motif

Reverse complement motif
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Consensus sequence: DBDDRTGCCCAWDHDV Consensus sequence: VHHDWTGGGCAMDHBH

Py = &TACCCé$ . o -ﬁrI  AD LD . QA% S
Motif ID: UP00050
Motif name: Bhlhb2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1
Number of overlap: 10
Similarity score: 0.0461434
Alignment:
DDHBHBSTCACGTGAHBBDHHM
AWVDAGGTCA--——-—-———————
Original motif Reverse complement motif
Consensus sequence: RDHDBVDTCACGTGASBHVHDH Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

2.0 20

4]
=10

—]
§ —

ik A

c
P - e - 2. A t-(;;—-—- - o == = — _ '.(;:____ : =
15 13

{

0.0 = 5 ” — - =

20 5 10

B
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Motif ID: UP00538

Motif name: Glil_v016060_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Backward

Position number: 3

Number of overlap: 10

Similarity score: 0.0489571

Alignment:

BHCBCBCCGGGTGGTCYHVHDCH

——————————— TGACCTDVWT--

Original motif Reverse complement motif

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
i G__Q-?ggﬁ y T I g?: == 9::% PN = "-‘A Y A A Q“}’F.u? =

Dataset #: 3 Motif ID: 63 Motif name: RXRRAR_DRS5

Original motif Reverse complement motif

Consensus sequence: RGKTCABVVRGAGGTCA Consensus sequence: TGACCTCKVVBTGAYCK
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Best Matches for Motif ID 63 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DVTTVVCVYGGHGGYCHHDMYB
RGKTCABVVRGAGGTCA—————

Original motif

UP00540

Gli3_v015681_secondary
Mus musculus

Original Motif

Original Motif

Forward

1

17

0.0585087

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

n_clT SV Wxg

2.0

bits
=

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

w
£10 C CQ
06 M~ N, = O X AA =
10 15

WablLogo 34

Motif ID:

UuP00034
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Motif name: Sox7_secondary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 17

Similarity score: 0.0709955
Alignment:

GTVBDAATTGTVTGHGDDHKVB

————— RGKTCABVVRGAGGTCA

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

=10

5 10

0 ——
15

bits

WabLogad 4

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

£10

bits

= S Cf:&gAAslIAE 3 ,QQ

5
WabiLogod4

Motif ID: UP00538

Motif name: Glil_v015681_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 17

Similarity score: 0.075055
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Alignment:
MHHHWHYTMCCHCCCACVAARVH
RGKTCABVVRGAGGTCA-—-—-—-——

Original motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

a IIIIé_ - GAQ A—AI =

=K ___=—

WebiLogo 34

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

Motif ID: UP00538
Motif name: Glil_v015681_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7

Number of overlap: 17

Similarity score: 0.0758824
Alignment:

BBBDVVRGACCACCCAVGABBAR

—————— RGKTCABVVRGAGGTCA

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

Page 500 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538

2.0

20

Webblaga 3.4

. pe— :cgﬁxﬂn < ,HA-T;_\&.-:?_«A:Q o T x&. I¢T I . 1 ?:;_
5 o I B 5 e ®
Motif ID: UP00032
Motif name: Gata3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6
Number of overlap: 17
Similarity score: 0.0759953
Alignment:
HBHDVBWGATHBTATCRVBHHH
TGACCTCKVVBTGAYCK-—-—-—-—

Original motif
Consensus sequence: HBHDVBWGATHBTATCRVBHHH

2.0

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH

20

w
- AI ATC
—
e 7L —= 8 _MI_/&_._
10 15

5

)

Motif ID: UP00539
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DTVBDDRGACCACCCAGDWDGBH
—————— RGKTCABVVRGAGGTCA

Original motif

Gli2_v016060_primary
Mus musculus

Original Motif

Original Motif
Backward

1

17

0.0760211

Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

2.0

R R

= A

A
£\

=

5 10 15

WebiLog 34

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBAK

20

1 2 JUNTWNTL

P ¥ 'S= =
5 10 15

bits

B
20

Weblagn 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00538

Glil1_v016060_primary
Mus musculus

Reverse Complement
Original Motif
Backward

7

17
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Similarity score: 0.0763398

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
TGACCTCKVVBTGAYCK-—-—-—-——

Original motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

20

bits
P

Gmgqggga T lgx ¢

= S

=

5
WesLogo 34

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

Weblaga 3.4

Motif ID: UP00539

Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 17

Similarity score: 0.0768658

Alignment:

RTHBSYCGCCMCMYVCGBTVDH

RGKTCABVVRGAGGTCA-——-—--

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK
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2.0

20

bits

M.-rémgé;éfgl¢196?¢+%@l
5 10 15 20

Weblogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDHBHBSTCACGTGAHBBDHHM
—-———-RGKTCABVVRGAGGTCA-

Original motif

UP00050
Bhlhb2_primary

Mus musculus
Original Motif
Reverse Complement
Forward

5

17

0.0784072

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

a
=10

—]

C
== == — === - - GT— ==
15

Reverse complement motif

Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

i A

0.0 == - == == - . c-.—.* - =
5 10 15

{

¥

Motif ID:

UP00538
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Motif name:
Species:

Glil_v016060_secondary
Mus musculus

Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position nhumber: 1

Number of overlap: 17

Similarity score: 0.0794665
Alignment:

HVBDAGCGBGGGTGGCRDBDDDB
RGKTCABVVRGAGGTCA-—————

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

== e Wy S ool A . Dl = -
Dataset #: 3 Motif ID: 64 Motif name: Tcfcp2l1

Original motif
Consensus sequence: CCAGYYHVADCCRG

. Cge- =X ‘e‘?cgﬂf

Webiioga 3.4

Reverse complement motif
Consensus sequence: CKGGDTBDMMCTGG

2.0

bits

1.0

LMWL A~ ;e.:_

5 10
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Best Matches for Motif ID 64 (Highest to Lowest)

Motif ID: UP00032

Motif name: Gata3_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 5

Number of overlap: 14

Similarity score: 0.0527249

Alignment:

HBHDVBWGATHBTATCRVBHHH

—-———-CCAGYYHVADCCRG——--

Original motif Reverse complement motif

Consensus sequence: HBHDVBWGATHBTATCRVBHHH Consensus sequence: HHHBBMGATAVHATCWVVDHVH
op = : Iéa_\Al _-_;';Algé__-_ = ol = __%-ﬂ.-AI‘E‘:—- AIGIA_ :

Motif ID: UP00539

Motif name: Gli2_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Page 506 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=032
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=539

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

RTHBSYCGCCMCMYVCGBTVDH
———————— CCAGYYHVADCCRG

Original motif

Backward
1

14
0.0551691

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

A G AI%ZE‘FI?&-?-_:-—--? <

o
= e e

5 10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHRCCBBWGGDCDB
CCAGYYHVADCCRG

UP00005
Tcfap2a_secondary
Mus musculus
Original Motif
Original Motif
Backward

1

14

0.0560983
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Original motif

Consensus sequence: HHRCCBBWGGDCDB

2.0

W
<)
O
M

>

)
;O

Reverse complement motif
Consensus sequence: BDGHCCWBVGGKDH

2.0

0.0

_ X s M
5 10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
CYDBYWTCCSMHBVVH
CCAGYYHVADCCRG--

Original motif

UP00013
Gabpa_secondary
Mus musculus
Original Motif
Original Motif
Backward

3

14

0.0566467

Consensus sequence: CYDBYWTCCSMHBVVH

2.0

o
F1.0

LI X

5 10

15
WabiLogad 4

Reverse complement motif
Consensus sequence: DBVVDRSGGAWKVHKG

20

bits

a6 = —_— W O e ——w
: 5 10 15
WeblLogod 4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

UP00075

Sox15_secondary
Mus musculus
Original Motif
Reverse Complement

Direction: Backward
Position number: 1
Number of overlap: 14
Similarity score: 0.0577636
Alignment:
TVDAATYDCATTVVV
—-CCAGYYHVADCCRG
Original motif Reverse complement motif
Consensus sequence: BBVAATGDMATTHVA Consensus sequence: TVDAATYDCATTVVV
2.0 2.0
L Aélé‘AéATl:=A ) AAIT___QATI .
X e
Motif ID: UP00096
Motif name: Sox13_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Reverse Complement
Original Motif
Forward
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Position number: 4

Number of overlap: 14
Similarity score: 0.0587893
Alignment:

DDDHTGGGTGGGHAHHD

—-——-CKGGDTBDMMCTGG

Original motif
Consensus sequence: DDDHTGGGTGGGHAHHD

2.0

Reverse complement motif
Consensus sequence: DHHTHCCCACCCAHDDH

2.0

oo === __-_.EI.A&£=FII = S o = — e T3 = -
3 10 o 3 10 15
Motif ID: UP00034
Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3
Number of overlap: 14
Similarity score: 0.0590238
Alignment:
VVYDDDCHCAVACAATTDBVAC
-—-CCAGYYHVADCCRG—-==———--
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Original motif Reverse complement motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB Consensus sequence: VVYDDDCHCAVACAATTDBVAC

2.0 20

bi

5 20 5 20
WebLogad 4 Weblogod4

Motif ID: UP00540

Motif name: Gli3_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 9

Number of overlap: 14

Similarity score: 0.0596904

Alignment:

VYWVVHCRCCACMCACGAHSBHH

———————— CCAGYYHVADCCRG-

Original motif Reverse complement motif

Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
20 20
RS S giggégggﬁgigé?ﬂﬁﬂ Mlﬂﬁgengleqlélée _ 28

5 s 5 o 5 o 15 P

WebiLogo 34 Webloga 3.4
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Motif ID: UP00538

Motif name: Glil_v015681_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 1

Number of overlap: 14

Similarity score: 0.0597695

Alignment:

BBBDVVRGACCACCCAVGABBAB

————————— CCAGYYHVADCCRG

Original motif Reverse complement motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20 20

bits
bits

0.0 — == N =W e -t - e ==

= ===
5 10 15

2

=

“’ A A A A Ga_ a_ *“ T:_‘%g_;,_‘_TT 1 ¢

Wetlogo 34 Webhlogo 3.4

Motif ID: UP00539

Motif name: Gli2_v015681_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif

Direction: Backward

Position number: 2
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Number of overlap: 14

Similarity score: 0.0598357

Alignment:

HVGVSAGGAGGGTCYHHHHYVH

——————— CKGGDTBDMMCTGG-

Original motif Reverse complement motif

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

2.0 20

A TC A CT
A’ eEAgé = TA VY —.—AQQI <
10 15 10 15

L= - XA =
20

WebLogad 4

bits
b=

= A SALA
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5

0.0

4

Dataset #: 4 Motif ID: 65 Motif name: ssCGrGCGss
Original motif Reverse complement motif
Consensus sequence: VSCGRGCGBYV Consensus sequence: VBCGCMCGSV

bits
(=]
bits

2.0 2.0
| =
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aale—— e, W= —_—= P —— — L] — —
5 5 10

10

L e ek e a3 4

Best Matches for Motif ID 65 (Highest to Lowest)

Motif ID: UP00065
Motif name: Zfpl161_primary
Species: Mus musculus
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDGCGCGCGCRCHYRD
-—--VBCGCMCGSV---

Original motif

Reverse Complement
Original Motif
Forward

4

10

0

Consensus sequence: DDGCGCGCGCRCHYRD

2.0

Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00526
Foxnl_secondary
Mus musculus
Original Motif
Original Motif
Forward

8

10

0.00441562
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Alignment:
DDRMHBACGCGYGCGTDGBBDB

Original motif
Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

2.0

= Agﬂ_ AthégqgeI E__ - =

0.0 e = _
5 10 15

WabLogad 4

Reverse complement motif
Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

20

. — AQ#}QAQAC==:__T~ = IE,-,I
5 10 15 20

WablLogo 34

Motif ID: UuP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 8

Number of overlap: 10

Similarity score: 0.00724497
Alignment:

BADHBDHCGCCCMCGCAHHDRBRV

——————— VBCGCMCGSV-—-———-

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB
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2.0

20

i

_T9CUIWWee, 1

Webblaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHVGCGCGCCKTDHB
VBCGCMCGSV—-—-———

Original motif

Consensus sequence: VHDARGGCGCGCVHH

2.0

UP00001
E2F2_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

6

10

0.00889608

Reverse complement motif
Consensus sequence: HHVGCGCGCCKTDHB

20

a.0
15

0.0
10
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15
Webilaga 34 WetsLogo 34

Motif ID:

UP00002
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVVHAGGGGGCGRDHHB
-—-—--VSCGRGCGBV---

Original motif

Sp4_primary

Mus musculus
Original Motif
Reverse Complement
Backward

4

10

0.00998546

Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

0.0

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB

2.0

bits

0.0—l==

=S a1 W == I — - -
5 10 15
Webilaga 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00007
Egrl_primary

Mus musculus
Reverse Complement
Original Motif
Backward

3

10
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Similarity score: 0.0109516

Alignment:
HCCGCCCCCGCAHB
--VBCGCMCGSV--
Original motif Reverse complement motif
Consensus sequence: HCCGCCCCCGCAHB Consensus sequence: VHTGCGGGGGCGGH
- QTC#CCCQCTQQ-—- — onl=——=— g_{:‘-—_g T !\ Qe-:':
Motif ID: UP00526
Motif name: Foxnl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 7
Number of overlap: 10
Similarity score: 0.0111653
Alignment:
HDWHMHGACGCGCGTRBVVBHW
—————— VSCGRGCGBV-———-—-
Original motif Reverse complement motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH Consensus sequence: HDWHMHGACGCGCGTRBVVBHW
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Motif ID: UP00540

Motif name: Gli3_v016060_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Backward

Position number: 7

Number of overlap: 10

Similarity score: 0.0119775

Alignment:

VYWVVHCRCCACMCACGAHSBHH

——————— VBCGCMCGSV-=———-

Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

2.0 20

it
b=

T
e EQ‘?‘IQ?GIT"FI& XA L o
5 10 15 20

e
e 0.0

WebiLog 34 Weblagn 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDTHGGGCGTATBHBB
--VSCGRGCGBV—-——-—--

Original motif

UP00093

KIf7_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

6

10

0.012521

Consensus sequence: VVDBATACGCCCHAHHD

20

bits

ATA

— =1L ACWY

00— == -
5 10

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DHDTHGGGCGTATBHBB

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00065
Zfp161_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

5
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10

Number of overlap:
Similarity score: 0.0128641
Alignment:
VVGCVMTGCGCGKC
-——-VBCGCMCGSV
Original motif Reverse complement motif
Consensus sequence: GYCGCGCARBGCVB Consensus sequence: VVGCVYMTGCGCGKC
2.0 20
0.0 If__'_._: - -=__Q b A gé,} &g B i — o M EI_J_L_ CJ:‘C—.—.-%E
5 10 it 5 10 iaias
Motif ID: 66 Motif name: ssCGssCGss
Reverse complement motif
Consensus sequence: VSCGSSCGSB

=
-~ 1a

Dataset #: 4
C= =

Original motif
Consensus sequence: BSCGSSCGSV

T » —
5 10
L e

Best Matches for Motif ID 66 (Highest to Lowest)
UP00065
Zfpl161_primary
Page 521 of 833

Mus musculus

Motif ID:
Motif name:

Species:


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=065

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDGCGCGCGCRCHYRD
-—--BSCGSSCGSV---

Original motif

Original Motif
Original Motif
Backward

4

10

0

Consensus sequence: DDGCGCGCGCRCHYRD

2.0

Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00526
Foxnl_secondary
Mus musculus
Original Motif
Original Motif
Forward

8

10

0.00696149
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Alignment:
DDRMHBACGCGYGCGTDGBBDB

Original motif
Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

2.0

= Agﬂ_ AthégqgeI E__ - =

0.0 e = _
5 10 15

WabLogad 4

Reverse complement motif
Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

20

. — AQ#}QAQAC==:__T~ = IE,-,I
5 10 15 20

WablLogo 34

Motif ID: UP00001
Motif name: E2F2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6

Number of overlap: 10

Similarity score: 0.0109689
Alignment:

HHVGCGCGCCKTDHB

BSCGSSCGSV——--—

Original motif
Consensus sequence: VHDARGGCGCGCVHH

Reverse complement motif
Consensus sequence: HHVGCGCGCCKTDHB
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15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDWHMHGACGCGCGTRBVVBHW

Original motif

UP00526
Foxnl_primary

Mus musculus
Original Motif
Reverse Complement
Forward

7

10

0.0123281

Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

2.0

o ACOyUCEre

5 10

Reverse complement motif

Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

-
15 20
Weblogod4

510
s = sl Ac T =
; =™ A TAVY ] ACS _ = A
5 10

Motif ID:

UP00065
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

Zfpl161_secondary
Mus musculus
Reverse Complement
Reverse Complement

Wabioga 3.4

Direction: Forward

Position number: 5

Number of overlap: 10

Similarity score: 0.0126874

Alignment:

VVGCVMTGCGCGKC

-——-VSCGSSCGSB

Original motif Reverse complement motif

Consensus sequence: GYCGCGCARBGCVB Consensus sequence: VVGCVMTGCGCGKC
2.0 2.0
00 (,_.:_-_ ‘__Q b Qé—-} &g . _._.'1:19 EI.—!—C’:‘-C#&E

5 10 e & 5 10

Motif ID: UP00003

Motif name: E2F3_primary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Original Motif
Reverse Complement
Forward

1

10
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Similarity score: 0.0149933

Alignment:
WHSGCGCGCCHTDHB
BSCGSSCGSV—-———-—

Original motif
Consensus sequence: VHDADGGCGCGCSHW

2.0

e == W =t WY W o i =
5 10 15

bits

0.0 === -

Webiloga 34

Reverse complement motif
Consensus sequence: WHSGCGCGCCHTDHB

2.0

:é-GACcCCQEI1

15
Weblogo a4

bits

Motif ID: UP00005

Motif name: Tcfap2a_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 10

Similarity score: 0.0189053
Alignment:

DTMSCCKSMGGSHDW

--BSCGSSCGSV---

Original motif
Consensus sequence: WDHSCCYSRGGSRAD

Reverse complement motif
Consensus sequence: DTMSCCKSMGGSHDW
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DTHSCCKSMGGSHHW
--BSCGSSCGSV—-—--

Original motif

Consensus sequence: WHHSCCYSRGGSDAD

2.0

uP00087
Tcfap2c_primary
Mus musculus
Original Motif
Reverse Complement
Forward

3

10

0.0194786

Reverse complement motif
Consensus sequence: DTHSCCKSMGGSHHW

2.0

i
:E‘I.CI

—cvyvlcAa &

B 0 > u
g e .
5 10 15
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BADHBDHCGCCCMCGCAHHDBRBV

Original motif

UP00400
Zif268

Mus musculus
Original Motif
Original Motif
Backward

7

10
0.0215973

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

20

e & QA

St
==

T L

A

5 10 15

WesLogo 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

10

bits

0.0 ——

= __“_“lf_kg TA _gé_._ = I =

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00036

Myf6_secondary
Mus musculus
Original Motif
Original Motif
Backward

3
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Number of overlap: 10
Similarity score: 0.0218811

Alignment:
VVVRACAGVCBCDCC
-——-BSCGSSCGSV--

Original motif
Consensus sequence: VVVRACAGVCBCDCC

2.0

Reverse complement motif
Consensus sequence: GGDGBGVCTGTKVVB

2.0

WetsLogo 34

=y ﬁégée-ﬁg—_ 9—‘}953 %;::%:'—:‘E-?_-_QI%TZ P
Dataset #: 4 Motif ID: 67 Motif name: ssGMsGRGCGss

Original motif
Consensus sequence: VVGCSGGGCGBB

2.0

o
=10 Q
2 S— =XAVIVWV___
5

a.
10
Wekiloga A4

Best Matches for Motif ID 67 (Highest to Lowest)

Motif ID: UP00000
Motif name: Smad3_secondary
Species: Mus musculus

Reverse complement motif
Consensus sequence: BBCGCCCSGCVV

2.0

. 4
E‘I,U—
| — g—-—c ——
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Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHBHDTGGCGGGGBDHD
VVGCSGGGCGBB——----

Original motif

Original Motif
Reverse Complement
Backward

6

12

0.0145201

Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

=8
=

-
15

00—

m. ) %QQC%QCg

Webriogo 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00033
Zfp410_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

2

12

0.0165054
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Alignment:

BHHBHCCGCCCCDHHHH

-——-BBCGCCCSGCVV~-

Original motif Reverse complement motif

Consensus sequence: BHHBHCCGCCCCDHHHH Consensus sequence: HHHHDGGGGCGGDBHDV

2.0 2.0

— —

15
Webiloga 3.4

) CceCCCC RS

==
5

Wabiloga 3.4

Motif ID: UP00002

Motif name: Sp4_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Backward

Position number: 3

Number of overlap: 12

Similarity score: 0.0174891

Alignment:

BDHHMCGCCCCCTHVEB

---BBCGCCCSGCVV--

Original motif Reverse complement motif
Consensus sequence: BDHHMCGCCCCCTHVBB Consensus sequence: BVWHAGGGGGCGRDHHB
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2.0

2.0

00 = S R 0.0 L= "?AT,.._ s T..-_. . Wm;;
Motif ID: UP00043
Motif name: Bcl6b_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 12
Similarity score: 0.0177479
Alignment:
HBBBCCGCCCCWHHHV
-—-—-BBCGCCCSGCVV~-

Original motif
Consensus sequence: HBBBCCGCCCCWHHHV

2.0

" cc.cCCc, .

15
Weblagad 4

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH

20

— =N g
0.0 l== S e e o T —
5 10

Weblogod 4

Motif ID: UP00065
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
GYCGCGCARBGCVB
--BBCGCCCSGCVV

Original motif

Consensus sequence: GYCGCGCARBGCVB

2.0

Zfpl161_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

1

12

0.0199317

Webiioga 3.4

Reverse complement motif
Consensus sequence: VVGCVMTGCGCGKC

2.0

1 o6 10000

00 . —

bits

Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00099
Ascl2_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

1

12

0.0218581
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Alignment:
HVDVGGGHGGGGDBHB
BBCGCCCSGCVV—-——-—

Original motif

Consensus sequence: BHVYDCCCCDCCCBDBH

2.0

Reverse complement motif
Consensus sequence: HVDVGGGHGGGGDBHB

2.0

ool —— e O - = W = e e

5 10 15
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDWHMHGACGCGCGTRBVVBHW
-—-—--VVGCSGGGCGBB-—-——---

Original motif

UP00526

Foxnl_primary

Mus musculus
Original Motif
Reverse Complement
Forward

5

12

0.0230506

Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW
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Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 7
Number of overlap: 12
Similarity score: 0.0234643
Alignment:
RTHBSYCGCCMCMYVCGBTVDH
-—-—--BBCGCCCSGCVV-=————
Original motif Reverse complement motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH Consensus sequence: HDBABCGBKRGYGGCGMSBHAK
2.0 2.0
C CCAGQ cG_ T A C +MIC T
T, = b - T, S N e e e L N e
09 SEEREEE _5_ EIQTT; - g 15 . 20 m,_ﬂa: ke ‘Ls‘ __A-;'nfif - 1-5 20 MEC:
Motif ID: UP00093
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVDBATACGCCCHAHHD
————— BBCGCCCSGCVV

Original motif

KIf7_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

1

12

0.0242135

Consensus sequence: VVDBATACGCCCHAHHD

2.0

aTA

= ';“:TAC y ¥

bits

0.0

5 10

Watiloga 3.4

Reverse complement motif
Consensus sequence: DHDTHGGGCGTATBHBB

2.0

C TQT
— = . s - = & _—é_.‘?-_. e e
= 10 15

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00003
E2F3_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

6

12
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Similarity score: 0.024665

Alignment:
HBHWYGGCGCCAMDVBB

————— BBCGCCCSGCVV

Original motif Reverse complement motif

Consensus sequence: HBHWYGGCGCCAMDVBB Consensus sequence: BBBDYTGGCGCCKWDBD
- ?x%AcC S CgAé —— W, I Ile-::c -cgl_\in
Dataset #: 4 Motif ID: 68 Motif name: dwCTTTTCwy

Reverse complement motif
Consensus sequence: DHGAAAAGHD

Original motif
Consensus sequence: DHCTTTTCHH

2.0 2.0
£
1.0 10
0. = T — 0.0 — —
5 5 10

10
WL g 3 Wl oo 3 4

bits

Best Matches for Motif ID 68 (Highest to Lowest)

Motif ID: UP00100

Motif name: Gata6_primary
Species: Mus musculus
Matching format of first motif: Original Motif
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Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VHDDTCTTATCWHBDHD
-——-DHCTTTTCHH----

Original motif

Reverse Complement
Forward

4

10

0

Consensus sequence: DHDVDWGATAAGADDHYV

2.0

bits
a

= [T =] Qé,_,_ s

Reverse complement motif

Consensus sequence: VHDDTCTTATCWHBDHD

2.0

—

gol== —— 0.0 —_-—_lg .. I_. —
Saaah 5 10 15
Motif ID: UP00032
Motif name: Gata3_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

Original Motif
Reverse Complement
Backward

7

10

0.00791476
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HBHDVHDTCTTATCTHTDDHDV

—————— DHCTTTTCHH---—-—-
Original motif Reverse complement motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD Consensus sequence: HBHDVHDTCTTATCTHTDDHDV
2.0
00 - _-;Ie___A_ ) S QA‘_‘ e E e e P e _-_-_!—:IC__,_n ! I:T:;;'—‘:——_;— = -
5 10 15 20 o 5 10 15 20 R o
Motif ID: UP00080
Motif name: Gata5_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 4
Number of overlap: 10
Similarity score: 0.0170494
Alignment:
DDHBKCTTATCAGDDDH
—-——-DHCTTTTCHH-—---
Original motif Reverse complement motif
Consensus sequence: HDDDCTGATAAGRVDDD Consensus sequence: DDHBKCTTATCAGDDDH
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Motif ID: UP00180

Motif name: Hoxd13

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 6

Number of overlap: 10

Similarity score: 0.0261336

Alignment:

HDHHTTTTATTKKHDD

-DHCTTTTCHH-—-—---

Original motif
Consensus sequence: HDHYYAATAAAAHHHH

2.0

§ “ggéATAAAA%*

0.0

Weblagad 4

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD

20

) A?ITTIAIIAA

0.0 =

15
Weblogod 4

Motif ID: UP00086
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BHGSDCCDTTCTHH
-—-DHCTTTTCHH-

Original motif

Consensus sequence: DDAGAADGGDSCDV

2.0

bits
B

00—

Irf3_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

2

10

0.0268224

== %6&&4} o _.—___*-_:Q g
5 10

Webiioga 3.4

Reverse complement motif
Consensus sequence: BHGSDCCDTTCTHH

2.0

= 1.0

— %??CQIIIQI-E_ "

0.0

Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00121

Hoxd10

Mus musculus
Original Motif
Reverse Complement
Backward

6

10
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Similarity score: 0.0305464

Alignment:
HDDDATTTTATTKVRDB
—-—-DHCTTTTCHH-----

Original motif
Consensus sequence: VDKVYAATAAAATDDDH

20

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB

20

—_— e T

B AIHIAIT A =

0.0 =
5

Motif ID: UP00028

Motif name: Tcfap2e_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 4

Number of overlap: 10

Similarity score: 0.0311787
Alignment:

HDCDBRAAAAAADD

—-—-—-DHGAAAAGHD-

Original motif
Consensus sequence: HDCDBRAAAAAADD

Reverse complement motif
Consensus sequence: DDTTTTTTMBDGDH
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHAAAAADTGCAHBR
DHGAAAAGHD-----

Original motif

Consensus sequence: VHAAAAADTGCAHBR

2.0

UP00044
Mafk_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

1

10

0.0323274
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00—
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15

WebiLogo 34

Reverse complement motif
Consensus sequence: MBHTGCADTTTITHYV

2.0

CA_TITT
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Motif ID:

UP00097
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDATAHDAAAHADV
DHCTTTTCHH----

Original motif

Consensus sequence: HDATAHDAAAHADV

2.0

bits
B

Mtf1_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

1

10

0.032885

-~ ~xa__AAA

oI — ==

Webiioga 3.4

Reverse complement motif
Consensus sequence: VDTHTTTHHTATDH

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00074
Isgf3g_primary

Mus musculus
Original Motif
Reverse Complement
Backward

6

10

0.0334374
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Alignment:
TDAGTTTCGWTTKDV
DHCTTTTCHH-—-—---

Original motif
Consensus sequence: VDRAAWCGAAACTDA

2.0

| _ah clAMC: &

Webiloga 34

bi

Reverse complement motif
Consensus sequence: TDAGTTTCGWTTKDV

1 T I1..

15
Wetilogo 3.4

Dataset #: 4 Motif ID: 69 Motif name: aaACAAAACaa
Original motif
Consensus sequence: AAACAAAACAA

2.0

L o
=10

5 10
Webilaga 34

Best Matches for Motif ID 69 (Highest to Lowest)

Motif ID: UP00040

Motif name: Irf5_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement

Reverse complement motif
Consensus sequence: TTGTTTTGTTT

2.0

@ o
S0
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Direction: Backward

Position number: 4
Number of overlap: 11
Similarity score: 0
Alignment:

BDKGTTTCGKTWDDD

-TTGTTTTGTTT—--

Original motif
Consensus sequence: DDDWAYCGAAACYDV

20

. QQ%CAAACQAF

0.0

bits

Webiloga 3.4

Reverse complement motif
Consensus sequence: BDKGTTTCGKTWDDD

20

bl

0.0

Weslage a4

Motif ID: UP00039

Motif name: Foxj3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 11

Similarity score: 0.00531676
Alignment:
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DVHWDTGTTWTGDTBDH
-——-TTGTTTTGTTT--

Original motif
Consensus sequence: HDBAHCAWAACADWDVD

2.0

0.0 =
Wabiloga 3.4

Reverse complement motif
Consensus sequence: DVHWDTGTTWTGDTBDH

2.0

%1-0 T TT
" = 7-_'_=—x.':'=..__A_—-__.-.—-._I_ e E
5 10

15
Webiloga 3.4

Motif ID: UP00062
Motif name: Sox4_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 11

Similarity score: 0.00687646
Alignment:

HBDDDAACAAAGRVBHH

-—-—-AAACAAAACAA--

Original motif
Consensus sequence: HBDDDAACAAAGRVBHH

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH
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2.0

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HBDDRAACAAAGRABHH
-——-AAACAAAACAA--

Original motif

UP00030

Sox11_primary
Mus musculus
Original Motif
Original Motif
Backward

3

11
0.00927121

Consensus sequence: HBDDRAACAAAGRABHH

2.0

P - -

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

2.0

y

-0
=“CD
P>—i
;5)

0.0

Motif ID:

UP00074
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Isgf3g_primary
Mus musculus

Motif name:

Species:

Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward

2
11
0.00929598

Position number:
Number of overlap:
Similarity score:

Alignment:
VDRAAWCGAAACTDA

—-—-AAACAAAACAA-

Original motif
Consensus sequence: VDRAAWCGAAACTDA

0
S

b ciAMer

WetiLoga 34

uP00018

Reverse complement motif
Consensus sequence: TDAGTTTCGWTTKDV

2.0
=10
rar—a—— = B S e
' 5 10 15
WebiLoga 34

Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:

Irf4_primary

Mus musculus
Reverse Complement

Reverse Complement
Backward

3
11
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Similarity score:
Alignment:

TBDKGTTTCGMTDHV
-—TTGTTTTGTTT--

Original motif

Consensus sequence: VDDAYCGAAACYDVA

2.0

=

0.0107669

1 COMACE

Reverse complement motif
Consensus sequence: TBDKGTTTCGMTDHV

2.0

= ool = AT A‘E‘_Iﬁ“;:_
Motif ID: UP00034
Motif name: Sox7_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHBDHDDAACAATDRHHHHHBW

Original motif

Original Motif
Original Motif
Backward

6

11
0.0108575

Consensus sequence: HHBDHDDAACAATDRHHHHHBW

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH
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2.0

20

| =X . - -

15 20

e e , 4 =V L —~ Ly
1 N - _5_ = - 10 N —‘!5 — — -_20?-““__“: f
Motif ID: UP00011
Motif name: Irf6_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDBTKGTTTCGHTHDD
-————-TTGTTTTGTTT--

Original motif

Consensus sequence: HDDAHCGAAACYAVDDD

2.0

Reverse Complement
Reverse Complement
Forward

5

11

0.0123014

Reverse complement motif
Consensus sequence: DHDBTKGTTTCGHTHDD

2.0

0.0

_a WAARVE..

5

Watiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
ADDDYAWAACAAMAHH
-AAACAAAACAA—-———

Original motif

UP00061

Foxl1_secondary
Mus musculus
Original Motif
Original Motif
Forward

2

11

0.0135558

Consensus sequence: ADDDYAWAACAAMAHH

20

bits

:é$3?§éAA%AA$A

15
Weblogad 4

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT

2.0

—

lxlIAIIHAnI v

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00025
Foxkl_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

3
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Number of overlap:
Similarity score:

Alignment:
HDDTGTTKTTKTHHD
--TTGTTTTGTTT--

Original motif

Consensus sequence: HHHAYAAYAACAHHH

2.0

11
0.0135993

Reverse complement motif
Consensus sequence: HDDTGTTKTTKTHHD

2.0

WetsLogo 34

Dataset #: 4 Motif ID: 70

Original motif
Consensus sequence: CKAGGCCACG

Motif name: mkARGCCACG

10
L e

Best Matches for Motif ID 70 (Highest to Lowest)

Motif ID:
Motif name:
Species:

uP00048

Rara
Mus musculus

Reverse complement motif
Consensus sequence: CGTGGCCTYG

X ‘
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Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DHBHAAAGGTCACVHD
——--CKAGGCCACG--

Original motif

Original Motif
Original Motif
Forward

5

10
0.0144802

Consensus sequence: DHBHAAAGGTCACVHD

2.0

bits
&

0.0 — =

5

ARG LA,

Weblogod 4

Reverse complement motif
Consensus sequence: HHVGTGACCTTTDVDD

I

15
Weblogod4

it
5

LK L s ——————

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00079
Esrra_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

10

0.0173934
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Alignment:
HHBVHTGACCTTGVDHD
-——-CGTGGCCTYG——-—--

Original motif
Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

w
=10 : ‘ A
—— . =
e — - =
10

0.0

15
Wabiloga 3.4

5

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

2.0

0.0

Webiloga 3.4

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 4

Number of overlap: 10

Similarity score: 0.0178167

Alignment:

HVBDAGCGBGGGTGGCRDBDDDB

—————————— CGTGGCCTYG---

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

20

| CC c
a A
=X -—-"‘*gggfﬁ-ﬂ_ﬂ.qwﬁ‘e‘-g
5 10

Webblaga 3.4

. = éfq:_LIlI = aliy s = :9:2:‘:('_.3..:_..:.._._
a7 5 1o 15 S 94 — 1 2
Motif ID: UP00050
Motif name: Bhlhb2_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDHBHBSTCACGTGAHBBDHHM
-—-CKAGGCCACG——=———————

Original motif

Original Motif
Reverse Complement
Backward

11

10

0.0188256

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

a
=10

—]
==

C
== == — === - - GT— ==
15

Reverse complement motif

Consensus sequence

20

: DDHBHBSTCACGTGAHBBDHHM

A

gilTC. . -
15

{

¥

10

Motif ID:

UP00053
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBHBDTGACCCCDHVHB
-—--CGTGGCCTYG----

Original motif

Rxra_primary
Mus musculus

Reverse Complement

Original Motif
Backward

5

10
0.0205842

Consensus sequence: DBHBDTGACCCCDHVHB

2.0

e

o
E1.0
o -
10

Watiloga 3.4

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD

2.0

w ( :
N — A
S P-4 la = ol i
5

0.0 L = —
10 15
Webilaga 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00009
Nr2f2_primary
Mus musculus
Original Motif
Original Motif
Backward

3

10
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Similarity score:
Alignment:
DHBHAAAGGTCAHVHB
—-———-CKAGGCCACG--

Original motif

0.0209211

Consensus sequence: DHBHAAAGGTCAHVHB

20

bits

0.0

1 QAA _TCAT

15
Weblogad 4

Reverse complement motif
Consensus sequence: BHVDTGACCTTTDVDD

2.0

o ToAbr

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
————————— CGTGGCCTYG———--

Original motif

UP00538

Glil_v016060_primary
Mus musculus

Reverse Complement
Original Motif

Forward

10

10

0.0210008

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
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2.0

| ¢,¢G99 I lgx

20

o - o W= - = b L =W _ LT
5 10 i 5 10 15 20
Motif ID: UP00060
Motif name: Max_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DDASCACGTGBTBVDD
CKAGGCCACG-=———-

Original motif

Original Motif
Reverse Complement
Forward

1

10

0.0213955

Consensus sequence: DDASCACGTGBTBVYDD

2.

_ é?CAQAT_ i L

= e

15
Weblogad 4

Reverse complement motif
Consensus sequence: HHVBABCACGTGSTHD

20

a CAQ T L
== —__ % P-4 T e—

Motif ID:
Motif name:

UP00540
Gli3_v015681_primary
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Species:
Matching format of first motif:
Matching format of second motif:

Mus musculus
Reverse Complement
Reverse Complement

Direction: Backward

Position number: 6

Number of overlap: 10

Similarity score: 0.021686

Alignment:

YBVDMGTGGGTGGTCKVVBVBBT

———————— CGTGGCCTYG——--~

Original motif Reverse complement motif

Consensus sequence: ABBBBVVRGACCACCCACRDBBM Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

2.0

bits

= S = < | |-

20

5 10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00538

Glil_v015681_primary
Mus musculus

Original Motif

Original Motif

Forward

5

10

0.0217225
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Alignment:
BBBDVVRGACCACCCAVGABBAB
-—-—-CKAGGCCACG-————————

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

W
S0

D _#AIA A A RA. A

0.0 ] == = — ¥

P M e —_—

5 10 15 20
WebiLogo 34

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

10

bits

ij'f-fglg___;,_\f T .c[ : 9-:.:-_

10

20

0.0

Webloga 3.4

Dataset #: 4 Motif ID: 71 Motif name: wyATTTTAww

Original motif
Consensus sequence: DHATTTTADD

2.0

10
Wabloga 3 4

Best Matches for Motif ID 71 (Highest to Lowest)

Motif ID: UP00180

Motif name: Hoxd13

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement

Reverse complement motif
Consensus sequence: DDTAAAATHD

2.0

WabLoga 3 4
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Direction: Backward
Position number: 6
Number of overlap: 10
Similarity score: 0
Alignment:

HDHHTTTTATTKKHDD

-DHATTTTADD—-=-——-

Original motif
Consensus sequence: HDHYYAATAAAAHHHH

2.0

. ,QQQATAAAA%*

0.0

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD

20

bits

0.0 = T
15
Weblogod.4

m ATITTIAIIA&

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UP00121

Hoxd10

Mus musculus
Original Motif
Reverse Complement
Backward

6

10

0.00187158
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HDDDATTTTATTKVRDB
--DHATTTTADD———-——

Original motif
Consensus sequence: VDKVYAATAAAATDDDH

2.0

L k[,

bits

0.0 —_——
15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB

2.0

— =211 L AlbAGA =
3 10 15

0.0 e

Webiloga 3.4

Motif ID: UP00134
Motif name: Hoxb13
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6

Number of overlap: 10

Similarity score: 0.00524503
Alignment:

VDHWTTTTATTGGDKB

-DHATTTTADD—-—-——-

Original motif
Consensus sequence: VRHCCAATAAAAWHHV

Reverse complement motif
Consensus sequence: VDHWTTTTATTGGDKB
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2.0

P
15

Weblogad 4

20

1 ,M¢¢ITTIIATIA$ o

0.0
15
Wablogo 3.4

Motif ID: UP00173
Motif name: Hoxcl13
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 7

Number of overlap: 10

Similarity score: 0.00820036
Alignment:

DHWTTTTAMGAGBDHH

DHATTTTADD-—-———--

Original motif
Consensus sequence: HHDBCTCRTAAAAWHD

I

Weblagad 4

it
&

0.0

Reverse complement motif
Consensus sequence: DHWTTTTAMGAGBDHH

ol Thetls

00 == — =
15
Weblogod 4

2

Li}
o
510

Motif ID: UP00207
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDHHTTTTATRGCKMV
-DHATTTTADD-——-—--

Original motif

Hoxb9

Mus musculus
Original Motif
Reverse Complement
Backward

6

10

0.00965417

Consensus sequence: VRRGCMATAAAAHHHD

2.0

bits

0.0—=

WAHA$%2AT$AAA

- .

15
Wabiogad 4

Reverse complement motif
Consensus sequence: HDHHTTTTATRGCKMV

20

jaf¢1IIIAEIAQE$$

o
10 15
WabiLogo 34

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00183

Hoxal3

Mus musculus
Original Motif
Reverse Complement
Forward

1

10
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Similarity score: 0.0126106

Alignment:
DVWTTTTACGAGBHDH
DHATTTTADD-—-—-———

Original motif
Consensus sequence: HDHBCTCGTAAAAWBD

20

< (TodTMA.

0.0

Weblogad 4

Reverse complement motif
Consensus sequence: DVWTTTTACGAGBHDH

2.0

Motif ID: UP00177
Motif name: Hoxd12
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7

Number of overlap: 10

Similarity score: 0.0129115
Alignment:

HHDVGTCGTAAAAHHHD

—————— DDTAAAATHD-

Original motif
Consensus sequence: HHDVGTCGTAAAAHHHD

Reverse complement motif
Consensus sequence: DHDHTTTTACGACVDHD
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2.0

2.0

e o= — — . e = = e

Watiloga 3.4 Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HHDHABAACAATHBWV
-—-—--DDTAAAATHD--

Original motif

Consensus sequence: BWBHATTGTTBTHDHH

2,

UuP00064

Sox18_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

10

0.0140165

Reverse complement motif
Consensus sequence: HHDHABAACAATHBWYV

2.0

bits

LI X

pee 3 %‘_,.ATTAIL L =

”_13_? AAQAAII:“

—— 0.0

15
Weblogod 4 Weblogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WDTAWTTTWATGKCCGD
--DHATTTTADD-—--—-

Original motif

UP00213

Hoxa9

Mus musculus
Original Motif
Reverse Complement
Backward

6

10

0.0140371

Consensus sequence: DCGGYCATWAAAWTADW

20

=1

m:n§+¢%gAI$AAA

= .o A

Webiiogo 3.4

Reverse complement motif
Consensus sequence: WDTAWTTTWATGKCCGD

20

0.0

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UuP00240

Cdx1

Mus musculus
Reverse Complement
Original Motif
Backward

1

10
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Similarity score: 0.0141313

Alignment:
HRVTTTTATYACCBDD
—————— DDTAAAATHD

Original motif
Consensus sequence: DDVGGTMATAAAABKH

2.0

ﬁwnﬂe%IéAT%AAé-rn

0.0
15
WabiLogad 4

Reverse complement motif
Consensus sequence: HRVTTTTATYACCBDD

2.

th%AIIII [xACc

15
WablLogo 34

0.

Dataset #: 4 Motif ID: 72 Motif name: ssCKCwsCGss

Original motif
Consensus sequence: BVCGCWSCGBV

2.0

RISV

bitg

10
Webilaga 34

0.o——

Best Matches for Motif ID 72 (Highest to Lowest)

Motif ID: UP00031

Motif name: Zbtb3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement

Reverse complement motif
Consensus sequence: VBCGSWGCGVB

AR

Welilags 3.4

bits
o

[ e
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Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BBBAVTGCAGTGBBVDD
-—-VBCGSWGCGVB---

Original motif

Reverse Complement
Backward

4

11

0.0194352

Consensus sequence: DDBBBCACTGCABTBBB

2.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BBBAVTGCAGTGBBVDD

2.0

— —— e B L A ————

5 10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00033
Zfp410_secondary
Mus musculus
Original Motif
Original Motif
Forward

5

11

0.0228071
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BHHBHCCGCCCCDHHHH
—-———-BVCGCWSCGBV--

Original motif

Consensus sequence: BHHBHCCGCCCCDHHHH

2.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

2.0

e . OO
10

f0l=—— == ——
5 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VMYDHDGMCCHCCKBGVVAAVH

Original motif

UuP00540

Gli3_v015681_secondary
Mus musculus

Original Motif

Reverse Complement
Backward

7

11

0.0232399

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH
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2.0

20

= __ ghgllgf?ﬂ‘—lg o éz'_-_ 0.0 -"—‘=--A-_—:-.—_‘—'— y = = = -
5 10 15 20 G e 10 1
Motif ID: UP00043
Motif name: Bcl6b_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBBBCCGCCCCWHHHV
-—-—-BVCGCWSCGBV--

Original motif

Original Motif
Original Motif
Forward

4

11
0.0234478

Consensus sequence: HBBBCCGCCCCWHHHV

2.0

0.0

" cc.cCCe,

15
Weblagad 4

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH

20

=N g
e e o T —
5 140

Motif ID:

UP00065
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVGCVMTGCGCGKC
-VBCGSWGCGVB--

Original motif
Consensus sequence: GYCGCGCARBGCVB

2.0

Zfpl161_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

2

11

0.0252863

Webiioga 3.4

Reverse complement motif
Consensus sequence: VVGCVMTGCGCGKC

2.0

200 GC ¢Técﬁ0$ﬂ%

0'G — e o
5

Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00002
Sp4_primary
Mus musculus
Original Motif
Original Motif
Forward

4

11

Page 573 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=002

Similarity score:
Alignment:
BDHHMCGCCCCCTHVBB
-—--BVCGCWSCGBV---

Original motif

0.0275921

Consensus sequence: BDHHMCGCCCCCTHVBB

20

0.0

Reverse complement motif
Consensus sequence: BVWWHAGGGGGCGRDHHB

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHVGCGCGCCKTDHB
--BVCGCWSCGBV--

Original motif
Consensus sequence: VHDARGGCGCGCVHH

UP00001

E2F2_primary

Mus musculus
Original Motif
Reverse Complement
Forward

3

11

0.0283575

Reverse complement motif
Consensus sequence: HHVGCGCGCCKTDHB
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2.0

o
H10
— A e W W W = = =——0>
1 15

0.0 = —

a
WetiLoga 34

Wetiloago 3.4

Motif ID: UP00539

Motif name: Gli2_v015681_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 11

Similarity score: 0.0283837

Alignment:

DVMHHDHKGACCCTCCTSVCBH

———————— BVCGCWSCGBV---

Original motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

= =2 =T AV S =TS L=

WabLogad 4

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

2.0

@
£10 ﬁ C
= é_l e e e — -
0 - % :

1r|

5 1

=3

20
WabiLogod4
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Motif ID: UP00006

Motif name: Zic3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 11

Similarity score: 0.0285568
Alignment:

DDDCACAGCAKGHVD

-VBCGSWGCGVB---

Original motif
Consensus sequence: DDDCACAGCAKGHVD

2.0

m +Q?CAAQ§TT%

0.0

bits

15
Webiloga 34

Reverse complement motif
Consensus sequence: DVHCYTGCTGTGHDH

CCT CI
n.0-== TAAQA = Y E TS5

Motif ID: UP00057

Motif name: Zic2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 2
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Number of overlap: 11

Similarity score: 0.0289868

Alignment:
HHDCVCAGCAKGVVD
-VBCGSWGCGVB——--

Original motif
Consensus sequence: HHDCVCAGCAKGVVD

2.0

o0 (AGGagh

Webilaga 34

Reverse complement motif
Consensus sequence: DVBCYTGCTGBGDDD

2.0
m C C |
- I
- ,Hg =-—p. @ S i -
5 10

O.o—t=—=—= =

15
WetsLogo 34

Dataset #: 4

Original motif
Consensus sequence: VVCGSCTCBB

5 10
L e

Motif ID: 73 Motif name: ssCGsCTCss

Reverse complement motif
Consensus sequence: BBGAGSCGVV

2.0

P CN o

ek e a3 4

Best Matches for Motif ID 73 (Highest to Lowest)

Motif ID: UP00095
Motif name: Zfp691_secondary
Species: Mus musculus
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Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 6

Number of overlap: 10

Similarity score: 0.00650959
Alignment:

VHBDDAGGAGTCWBBTD

————— BBGAGSCGVV--

Original motif
Consensus sequence: DABBWGACTCCTHDVHV

2.0

0 ‘
=10
e e W W A — = =
5 1

o 15

0.0 =

Webriogo 3.4

Reverse complement motif
Consensus sequence: VHBDDAGGAGTCWBBTD

2.0
— =_N_ W A;I‘.’hh——- 5-.—1:-
10 15

bits
=

00—

5

Webloga 3.4

Motif ID: UP00527

Motif name: Foxn4_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position nhumber: 8

Number of overlap: 10

Similarity score: 0.00768675
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Alignment:
VDWDARRGACGCGGWHGGAKHV

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

it
p=

WablLogo 34

=k 2= llIVWIVESS ooy - - QIEQ%‘EEQ ViV x ASY.
5 e 5 e 5 " "
Motif ID: UP00002
Motif name: Sp4_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5
Number of overlap: 10
Similarity score: 0.011635
Alignment:
BDHHMCGCCCCCTHVEB
---VVCGSCTCBB----

Original motif
Consensus sequence: BDHHMCGCCCCCTHVBB

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB

Page 579 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=002

2.0

2.0

0.0

Websiags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDWAGGCGTGBCHHD
BBGAGSCGVV————~—
Original motif

Consensus sequence: BDWAGGCGTGBCHHD

AGCiTs ¢

E‘ICI
=
PN

UP00002

Sp4_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

1

10

0.014161

Reverse complement motif
Consensus sequence: HHDGBCACGCCTWDB

2.0
5 10 15

=10

— — _

a.0

00—

15

Webilaga 34 WetsLogo 34

Motif ID:

UP00001
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBBDTTGGCGCCKWVVD
—————— VVCGSCTCBB-

Original motif

E2F2_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

2

10

0.0149491

Consensus sequence: HVBWYGGCGCCAADVBB

2.0

0o I% ACG - ché

Watiloga 3.4

Reverse complement motif
Consensus sequence: BBBDTTGGCGCCKWVVD

2.0

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00000
Smad3_secondary
Mus musculus
Original Motif
Original Motif
Forward

6

10
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Similarity score: 0.0155554

Alignment:
DHHBCCCCGCCAHHRBHB
————— VVCGSCTCBB--

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

20

bits

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

20

Motif ID: UP00003

Motif name: E2F3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 7

Number of overlap: 10

Similarity score: 0.016609
Alignment:

BBBDYTGGCGCCKWDBD

—————— VVCGSCTCBB-

Original motif
Consensus sequence: HBHWYGGCGCCAMDVBB

Reverse complement motif
Consensus sequence: BBBDYTGGCGCCKWDBD
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2.0

2.0

. Tle-::c 1_acgéﬁ::

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDWHMHGACGCGCGTRBVVBHW
—-—-—--BBGAGSCGVV

Original motif

Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

2.0

aC

D W =CSE A

UP00526

Foxnl_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

10

0.0169272

Reverse complement motif

2.0

Wi,

J 5 ==

e, SN

o — e = X

Wabiogs 3.4

Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

(e

0.0 = T
5 10

caC
—L 1AW
10

F=
5

15 20
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDBHGCACCTGRBDDVB
—-———-VVCGSCTCBB---

Original motif

UP00046
Tcfe2a_primary

Mus musculus
Original Motif
Reverse Complement
Backward

4

10

0.0171375

Consensus sequence: VBHHVCAGGTGCDVDHD

20

0.0 ———

Reverse complement motif
Consensus sequence: DHDBHGCACCTGBDDVB

20

2
510
- W
: == — =
10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00033
Zfp410_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

4
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Number of overlap: 10
Similarity score: 0.0173375

Alignment:
HHHHDGGGGCGGDBHDV
-——-BBGAGSCGVV—-—-—-

Original motif
Consensus sequence: BHHBHCCGCCCCDHHHH

2.0

w0
=10

__CcCCCC

-—

Reverse complement motif

Consensus sequence: HHHHDGGGGCGGDBHDV

2.0

= - = ‘:_-___==TEIQ%§‘E‘ = —_
10

e . = =
5 15

WebiLags 3.4

Dataset #: 4 Motif ID: 74 Motif name: twTACATAvw

Original motif
Consensus sequence: HHTACATAVD

2.0

bits
&

.0

Best Matches for Motif ID 74 (Highest to Lowest)

Motif ID: UP00223
Motif name: Irx3_2226.1
Species: Mus musculus

Reverse complement motif
Consensus sequence: DBTATGTAHH

2.0

10
ek e a3 4
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Matching format of first motif: Original Motif

Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 10

Similarity score: 0.0123822
Alignment:

DDDHTACATGTAVWDHD

--HHTACATAVD-—-—---

Original motif
Consensus sequence: DDDHTACATGTAVWDHD

2.0

T

15
Webriogo 3.4

Reverse complement motif
Consensus sequence: DHDWBTACATGTAHDDD

2.0

. . ] P

5

bits

Webloga 3.4

Motif ID: UP00223
Motif name: Irx3_0920.1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position nhumber: 6

Number of overlap: 10

Similarity score: 0.0137483
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Alignment:
DDDDTACATGTAVWWHD
-—-HHTACATAVD—-—----

Original motif
Consensus sequence: DDDDTACATGTAVWWHD

2.0

I . IA AI Iéﬂx“-"._-L

Wabiloga 3.4

Reverse complement motif
Consensus sequence: DDWWBTACATGTADDDD

2.0

o T

o= =
15
Webiloga 3.4

bits

Motif ID: UP00236
Motif name: Irx2

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 10

Similarity score: 0.0138736
Alignment:

WDDDTACATGTADDWBW

-—-—-DBTATGTAHH---

Original motif
Consensus sequence: WDDDTACATGTADDWBW

Reverse complement motif
Consensus sequence: WWWDDTACATGTADDDW
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2.0

2.0

" - = X o
3 18 Wabilaga 34

Motif ID: UP00250
Motif name: Irx5
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6
Number of overlap: 10
Similarity score: 0.0139791

Alignment:
DDDHWACATGTWHDABW
-—-HHTACATAVD-—-——--

Original motif

Consensus sequence: DDDHWACATGTWHDABW

2.0

Reverse complement motif
Consensus sequence: WVTDHWACATGTWHDDD

2.0

o iU

0.0 — P ——— ——
15

WebiLags 3.4

bits

Motif ID:

UP00150
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HAHDTACATGTAVDWHT
—-——-DBTATGTAHH---

Original motif

Irx6
Mus musculus

Reverse Complement

Original Motif
Forward

5

10
0.0152254

Consensus sequence: HAHDTACATGTAVDWHT

2.0

L THATCT .

Watiloga 3.4

Reverse complement motif
Consensus sequence: AHWDBTACATGTADHTH

2.0

. TAGATCTa

bits

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00194

Irx4

Mus musculus
Original Motif
Original Motif
Backward

6

10
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Similarity score: 0.0164523

Alignment:
WDHDWACATGTWAWABD

~~HHTACATAVD-—---

Original motif
Consensus sequence: WDHDWACATGTWAWABD

20

%:¢_ EACAI?IQQ??

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DBTWTWACATGTWDHDW

20

o gAOATOTs

Webiloga 3.4

Motif ID: UP00191
Motif name: Pou2f2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 10

Similarity score: 0.0201818
Alignment:

BHDTATGCAAATDHDV

-DBTATGTAHH--—-—--

Original motif
Consensus sequence: BHDTATGCAAATDHDV

Reverse complement motif
Consensus sequence: BHHDATTTGCATAHHV
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2.0

0.0

ﬁ”_lsITQAQAT-@:ﬁ

Weblogod 4

2.

:-ﬁxﬂATIIAQ A

00—==
15
Weblogod4

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
TDDATTATGCATADDTH
-—--DBTATGTAHH----

Original motif

UP00211

Pou3f3

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

10

0.0208328

Consensus sequence: HADDTATGCATAATDDA

2.0

—=

00—
10

il ;QE_QIAéTfé

Watiloga 3.4

Reverse complement motif
Consensus sequence: TDDATTATGCATADDTH

2.0

Page 591 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=211

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHDTATGCAAATBHDV
-DBTATGTAHH-——-—--

Original motif

Consensus sequence: BHDTATGCAAATBHDV

20

" TATGCAMT

UP00179

Pou2f3

Mus musculus
Reverse Complement
Original Motif
Forward

2

10

0.021579

15
Weblogad 4

Reverse complement motif
Consensus sequence: BHHVATTTGCATAHHV

2

< ATl

LK ~
15
Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00202

Dix1

Mus musculus
Original Motif
Reverse Complement
Forward

1

10

Page 592 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=179
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=202

Similarity score: 0.022481

Alignment:
BHGVRDTAATTADY

HHTACATAVD—-—---
Reverse complement motif
Consensus sequence: MDTAATTAHMBCHB

Original motif

Consensus sequence: BHGVRDTAATTADY
2.0 2.0
) 10 e T 8 L

Wabioga 3.4

bits
B

e
Wabiloga 3.4

Al

0.0

Motif ID: 75 Motif nhame: yayAyAyACATrya

Reverse complement motif
Consensus sequence: DHKATGTKTKTGTD

Original motif
Consensus sequence: HACAYAYACATRHD
2.0

©_hoAcACaTa

Dataset #: 4

i

bi

- TATAIA.CI-& A=

1.0
B -

5
Webiloga 3.4

ts

b

Webiioga 3.4

Best Matches for Motif ID 75 (Highest to Lowest)

Motif ID: UP00014

Motif name: Sox17_secondary

Species: Mus musculus
Original Motif

Matching format of first motif:
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Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHBHHCATTCATRHVDD
-HACAYAYACATRHD--

Original motif

Original Motif
Backward

3

14
0.0162651

Consensus sequence: VHBHHCATTCATRHVDD

2.0

o
-_E‘I.I:I

oo l=—=—=

B

;‘,QQIIQQIA 5

Wabiloga 3.4

Reverse complement motif
Consensus sequence: DDBDKATGAATGHDBHV

2.0

- == e -

_TJCAAT

10 15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

uP00084

Gmeb1l_primary

Mus musculus
Original Motif

Reverse Complement

Backward
4

14
0.0312261
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BVVDVRYACGTRYVBHB
HACAYAYACATRHD---

Original motif
Consensus sequence: BHBBKKACGTMMVDBVB

2.0

L .xAWa,

e, TN —

0.0 ——

15
Wabiloga 3.4

5

Reverse complement motif
Consensus sequence: BVVDVRYACGTRYVBHB

2.0

TA A

= TR Co e

0.0 —_—

5 10 15

Webiloga 3.4

Motif ID: UP00073

Motif name: Foxa2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 2

Number of overlap: 14

Similarity score: 0.0319641

Alignment:

BVVTTTGTTATTDBB

—-DHKATGTKTKTGTD

Original motif
Consensus sequence: VVDAATAACAAAVVB

Reverse complement motif
Consensus sequence: BVVTTTGTTATTDBB
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2.0

bits

ﬁeéléégééf\

0.0

15
Webiloga 3.4

1.0

bits

Websloge 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

UP00094
Zfp128_secondary
Mus musculus
Original Motif
Reverse Complement

Direction: Forward
Position number: 1
Number of overlap: 14
Similarity score: 0.0330608
Alignment:
VVTATADHTATACD
HACAYAYACATRHD
Original motif Reverse complement motif
Consensus sequence: DGTATAHDTATAVV Consensus sequence: VVTATADHTATACD
2.0 210
~TAIA, TATA_ lAl __TATA.
29 — = 5 - 1_0 — o 29 = 1_0 —
Motif ID: UP00077
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HHVBYTTTTTTTTDDVV
-DHKATGTKTKTGTD--

Original motif

Srf_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

14

0.0335825

Consensus sequence: VBDDAAAAAAAAMVBHH

2.0

L ——

~AAsAAA

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00039

Foxj3_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

2

14
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Similarity score: 0.0337861

Alignment:
DVHWDTGTTWTGDTRBDH
—-DHKATGTKTKTGTD--

Original motif
Consensus sequence: HDBAHCAWAACADWDVD

20

Reverse complement motif
Consensus sequence: DVHWDTGTTWTGDTBDH

bits
=

20
-ﬂjg;g.ﬁj[1[1:4¥ -
5 10

0.0

Webiloga 3.4

Motif ID: UP00191
Motif name: Pou2f2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 14

Similarity score: 0.0342561
Alignment:

BHDTATGCAAATDHDV

-HACAYAYACATRHD-

Original motif
Consensus sequence: BHDTATGCAAATDHDV

Reverse complement motif
Consensus sequence: BHHDATTTGCATAHHV
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2.0

0.0

“ AICCMAT

e e
e

15
Weblogod 4

S )i ¢V

2.

0.0—==

15
Weblogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHDTATGCAAATBHDV
—-HACAYAYACATRHD-

Original motif

Consensus sequence: BHDTATGCAAATBHDV

2.0

0.0

UP00179

Pou2f3

Mus musculus
Original Motif
Original Motif
Forward

2

14
0.0356249

Weblogod 4

Reverse complement motif
Consensus sequence: BHHVATTTGCATAHHV

2.0

o ‘ | :
N = s_1 I G i
e e W - .- B
0.0 5 T !

15
Weblogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHVDTGTGCACAYAHDH
—-—-HACAYAYACATRHD-

Original motif

UP00026

Zscan4_primary
Mus musculus
Original Motif
Original Motif
Backward

2

14

0.0359941

Consensus sequence: DHVDTGTGCACAYAHDH

20

" 7

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HDHTMTGTGCACADVHD

20

"l TaT T c A

10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00037
Zfp105_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2
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Number of overlap: 14
Similarity score: 0.0382701

Alignment:
HHHTTRTTDTTTKDH
DHKATGTKTKTGTD-

Original motif
Consensus sequence: HDYAAAHAAMAADHD

2.0

o M

wa:;_.ga a4

Reverse complement motif
Consensus sequence: HHHTTRTTDTTTKDH

2.0

_— — = 8 _ = e T -

15
WetsLogo 34

Dataset #: 4 Motif ID: 76 Motif name: wwWAAAAAwa

Original motif
Consensus sequence: WWAAAAAAWH

2.0

L e

Best Matches for Motif ID 76 (Highest to Lowest)

Motif ID: UP00077
Motif name: Srf_secondary
Species: Mus musculus

Reverse complement motif
Consensus sequence: HWTTTTTTWW

Ay

10
ek e a3 4
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Matching format of first motif: Original Motif

Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 10

Similarity score: 0

Alignment:

VBDDAAAAAAAAMVBHH

-——-WWAAAAAAWH----

Original motif
Consensus sequence: VBDDAAAAAAAAMVBHH

2.0

-

=
15

~AAAAAAA,

Webriogo 3.4

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

2.0

= e —  — — =

=L ITIE -

0.0 = —————
10 15

Webloga 3.4

Motif ID: UP00028

Motif name: Tcfap2e_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward

Position number: 1

Number of overlap: 10

Similarity score: 0.00191846
Alignment:
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HDCDBRAAAAAADD
-———-WWAAAAAAWH

Original motif
Consensus sequence: HDCDBRAAAAAADD

2.0

Reverse complement motif
Consensus sequence: DDTTTTTTMBDGDH

2.0

R, = ﬂééééééﬁm _ == AIIllll? -
0.0 = - e - 0.0 — -
Motif ID: UP00090
Motif name: EIf3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4
Number of overlap: 10
Similarity score: 0.00226308
Alignment:
DBTHHAAAAAAAAVHDH
—-———-WWAAAAAAWH---

Original motif
Consensus sequence: DBTHHAAAAAAAAVHDH

Reverse complement motif
Consensus sequence: DDHBTTTTTTTTHDAVH
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2.0

2.0

— TIIII;F[I -3

e T T T —_— = 0.0 == — ==
5 10 Wabslaga 3.4 2 Webilaga 3.4
Motif ID: UP00061
Motif name: Foxl1_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDTYTTGTTWTKDDDT
——HWTTTTTTWW-—-—

Original motif

Consensus sequence: ADDDYAWAACAAMAHH

2.0

L T

Reverse Complement
Reverse Complement
Backward

5

10

0.00489973

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT

20

P 14|

2=
5

15
Weblagad 4

Motif ID:

UP00034
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HHBDHDDAACAATDRHHHHHBW
———-WWAAAAAAWH-——-—-—-

Original motif

Sox7_primary
Mus musculus
Original Motif
Original Motif
Backward

9

10
0.00607286

Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

R - *9% 1 B e

WabiLogod4

- — ozl | W = —_— = . 4
:k - B3 = 10 --2‘41-_““_:; f 5 10 15
Motif ID: UP00180
Motif name: Hoxd13
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Reverse Complement
Reverse Complement

Forward
3
10
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Similarity score: 0.0064777

Alignment:
HDHHTTTTATTKKHDD
-——HWTTTTTTWW-——-

Original motif
Consensus sequence: HDHYYAATAAAAHHHH

20

%j \ggéATAAAA%a

0.

15
Weblogad 4

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD

2.0

. A?ITTIAIIA&

0.0
5 10

Motif ID: UP00037
Motif name: Zfp105_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 10

Similarity score: 0.00782136
Alignment:

HDYAAAHAAMAADHD

-———WWAAAAAAWH-

Original motif
Consensus sequence: HDYAAAHAAMAADHD

Reverse complement motif
Consensus sequence: HHHTTRTTDTTTKDH
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=xl1

N AEE—STESIER TSR

Motif ID: UP00134

Motif name: Hoxb13

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 3

Number of overlap: 10

Similarity score: 0.00834591

Alignment:

VDHWTTTTATTGGDKB

——HWTTTTTTWW———-—

Original motif Reverse complement motif

Consensus sequence: VRHCCAATAAAAWHHV Consensus sequence: VDHWTTTTATTGGDKB
20 20

g”_ﬂcgéAIAAAAEL? gfﬂ+¢lTIIATIA$ -

0.0—= = LK
15 15
Weblogod 4 Weblogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVVWTTGTTTAMATTWD
———-HWTTTTTTWW—-——-

Original motif

UP00061

Foxl1_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

10

0.0105446

Consensus sequence: DWAATRTAAACAAWVVB

20

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD

20

bits
=

_;I.I A . 'CI"&IIX

0.0 T =
5 10 15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00101
Sox12_primary

Mus musculus
Original Motif
Reverse Complement
Backward

2
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10
0.0107849

Number of overlap:
Similarity score:

Alignment:
DWTHAVAACAATHA

-——-WWAAAAAAWH-

Original motif
Consensus sequence: THATTGTTVTHAWH

2.0
1.0 ‘ ‘ ‘ I
0.0 — O - — e — _E. -
r 5 10
Webiiaga 3.4

Motif name: ssGCTswGCCms

ts

b

Reverse complement motif
Consensus sequence: DWTHAVAACAATHA

1. » AMCAAT..

bits

Webitaga 3.4

-
-

Reverse complement motif

Dataset #: 4 Motif ID: 77

Original motif
Consensus sequence: VBGCTSAGCCHB

CTC& QC

Best Matches for Motif ID 77 (Highest to Lowest)
Motif ID: UP00028
Motif name: Tcfap2e_primary
Mus musculus

Species:

Consensus sequence: BDGGCTSAGCBV

2.0

10
Wetiloga 34
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Matching format of first motif
Matching format of second motif

Direction:
Position number:

Number of overlap
Similarity score:

Alignment:
DTHGCCTSAGGCHHH

—-—-VBGCTSAGCCHB-

Original Motif
Reverse Complement

Backward

2

12
0.0178468

Original motif
Consensus sequence: HHHGCCTSAGGCDAD

bit

20
m C
1.0 :
C Gcr b 4 -
15
Wetiloga 34

Reverse complement motif
Consensus sequence: DTHGCCTSAGGCHHH

CCTCA C__

1.0
e

bits

LN e

0.0

00

Motif ID: UP00031
Motif name: Zbtb3_primary
Species: Mus musculus
Matching format of first motif Original Motif
Matching format of second motif Original Motif

Direction: Forward
3
12

0.0257906

Position nhumber:
Number of overlap
Similarity score:
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Alignment:
DDBBBCACTGCABTEBB
--VBGCTSAGCCHB---

Original motif

Consensus sequence: DDBBBCACTGCABTBBB

2.0

e — 0.0

Reverse complement motif
Consensus sequence: BBBAVTGCAGTGBBVDD

2.0

—— e M = ————

. GACTCA .

Wabiloga 3.4 Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VGGGGGATTAGCDDBC
—--BDGGCTSAGCBV--

Original motif

Consensus sequence: VGGGGGATTAGCDDBC

UP00265

Pitx3

Mus musculus
Reverse Complement
Original Motif
Backward

3

12

0.0262176

Reverse complement motif
Consensus sequence: GBHDGCTAATCCCCCB
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2.0

20

bits

o === ¥ i 5 - EEN. o s‘_f___—__‘fwgg d QGQE
2 10 orkoarsis ? L Wastono3
Motif ID: UP00094
Motif name: Zfp128_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BHHDKGGCGTACCCBHD
—--BDGGCTSAGCBV--

Original motif

Consensus sequence: BHHDKGGCGTACCCBHD

2.0

10

bits

N
—— oW AW A

Reverse Complement
Original Motif
Forward

4

12

0.0265413

Reverse complement motif
Consensus sequence: DHVGGGTACGCCRDHDV

2.0

0.0
5 10 1

Motif ID:

UP00000

Page 612 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=094
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=000

Motif name: Smad3_secondary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 12

Similarity score: 0.0265988
Alignment:

DHHBCCCCGCCAHHBHB

-VBGCTSAGCCHB----

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

. ocliCl,

e
15

bits

Watiloga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

Wabiogs 3.4

Motif ID: UP00087

Motif name: Tcfap2c_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 12
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Similarity score:
Alignment:
DTHSCCKSMGGSHHW
--VBGCTSAGCCHB-

Original motif

Consensus sequence: WHHSCCYSRGGSDAD

2.0

TGA

0.0295577

Reverse complement motif
Consensus sequence: DTHSCCKSMGGSHHW

2.0

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VBVBCSGGGTCAVBBH
—-—-—-—-BDGGCTSAGCBV

Original motif

Consensus sequence: VBVBCSGGGTCAVBBH

UP00009

Nr2f2_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

1

12

0.0296351

Reverse complement motif
Consensus sequence: HVBVTGACCCSGBVBV
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2.0

20

=== A ¢ i1 - - 0o l== — L | i OF - SRS
2 19 R saria 2 10 Rerisoni
Motif ID: UP00539
Motif name: Gli2_v015681_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6
Number of overlap: 12
Similarity score: 0.0298391
Alignment:
CBDMCMGGGTGGTCCHVBVBAH
————— VBGCTSAGCCHB-—----

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

2.0

T

" == 5= _A o ) v gf\ﬁﬂ- = =
: 5 10 15 20

WabLogad 4

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

2.0

| 9 Ce c A,

=% =wu < U ¥ AP e plER — N —t
5 10 15 2

WabiLogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHKGCCYSRGGCWAD
-BDGGCTSAGCBV--

Original motif

UP00010
Tcfap2b_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

2

12

0.0307842

Consensus sequence: DTWGCCKSMGGCRHH

2.0

bits

o =5 S

- _I_ _-_ AA

Ca.

—
-

15
Webiloga 34

Reverse complement motif
Consensus sequence: HHKGCCYSRGGCWAD

2.0

ool== _s-::nf.lm,u

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00176

Crx

Mus musculus
Reverse Complement
Original Motif
Forward

5
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12
0.0313858

Number of overlap:
Similarity score:

Alignment:
YBWDGGGGATTARCCD
—-——-BDGGCTSAGCBV

Original motif Reverse complement motif
Consensus sequence: YBWDGGGGATTARCCD Consensus sequence: DGGMTAATCCCCDWBK
2.0

2.0
w 0
=10 =1
5

ol w e = 1 A= " gol—= 5
' 3 10 fmkoarsa ' 1o oo
Dataset #: 4 Motif ID: 78 Motif name: sssCGssGCsss
Original motif Reverse complement motif
Consensus sequence: SSSCGSSGCSSS Consensus sequence: SSSGCSSCGSSS
2.0

its

b

bits

Wetiloga 34

_alfecls |l
0.0 cccc‘;_'c == e 0.0 ‘—:'—-'—E—:C‘a: = CC — —_—

Wekiloga A4

Best Matches for Motif ID 78 (Highest to Lowest)

Motif ID: UP00088
Motif name: Plagll_primary
Species: Mus musculus
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Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 2

Number of overlap: 12

Similarity score: 0.0237651

Alignment:

BHDGGGGSSCCCCBVV

-SSSCGSSGCSSS——-

Original motif Reverse complement motif

Consensus sequence: BHDGGGGSSCCCCBVV Consensus sequence: VBVGGGGSSCCCCHHV
20 20

" otledie " otledke
ol == EAGWGC YWy XS ol = SEEAGGC YT X<=..

% 19 ek o & L ko

Motif ID: UP00087

Motif name: Tcfap2c_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position nhumber: 2

Number of overlap: 12

Similarity score: 0.0238341
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Alignment:
DTHSCCKSMGGSHHW
-—-SSSCGSSGCSSS—

Original motif
Consensus sequence: WHHSCCYSRGGSDAD

2.0

bits

g

0.0 - CClG =

C
cyVZIzA

10 15
Webiloga 34

Reverse complement motif
Consensus sequence: DTHSCCKSMGGSHHW

2.0

bits

C
LCTA

i 1553(: =l P-N = =
5

Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward
Position number: 4

Number of overlap: 12
Similarity score: 0.0241911
Alignment:

HDBABCGBKRGYGGCGMSBHAK

——————— SSSGCSSCGSSS——-

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK
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2.0

20

bits

M__rémgé;érgl¢196?¢+%@l
5 10 15 20

Weblogo 34

Motif ID: UP00003
Motif name: E2F3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 12

Similarity score: 0.0267639
Alignment:

HBHWYGGCGCCAMDVEB

--—-—-SSSCGSSGCSSS—

Original motif
Consensus sequence: HBHWYGGCGCCAMDVBB

2.0
m c CQA—-—
?léﬁﬂchm o G = A
5 10 15
Webiago 3.4

bits

0.0 = — —

Reverse complement motif
Consensus sequence: BBBDYTGGCGCCKWDBD

= :::lt_x-mc - Cgé&%

15

bits
=

0.0 e
Wabilaga 3.4

Motif ID: UP00005
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DTMSCCKSMGGSHDW
--SSSCGSSGCSSS—

Original motif

Consensus sequence: WDHSCCYSRGGSRAD

2.0

0.0

Tcfap2a_primary
Mus musculus
Original Motif
Reverse Complement
Backward

2

12

0.0268388

% 1.0
5 10

15
WetiLoga 34

Reverse complement motif
Consensus sequence: DTMSCCKSMGGSHDW

2.0

E‘I.CI

PN

—
.

<.

10

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00028
Tcfap2e_primary
Mus musculus
Original Motif
Reverse Complement
Forward

3

12
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Similarity score:
Alignment:
DTHGCCTSAGGCHHH
--SSSCGSSGCSSS-

Original motif

Consensus sequence: HHHGCCTSAGGCDAD

2.0

bits

CC reallic

0.0276439

Reverse complement motif
Consensus sequence: DTHGCCTSAGGCHHH

2.0

bits

15
Weblogo a4

A
0.0 =T i 0.0 = &
Motif ID: UP00001
Motif name: E2F2_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVBWYGGCGCCAADVBB
-—-——-SSSCGSSGCSSS-

Original motif

Original Motif
Original Motif
Backward

2

12
0.0277305

Consensus sequence: HVBWYGGCGCCAADVBB

Reverse complement motif
Consensus sequence: BBBDTTGGCGCCKWVVD
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2.0

2.0

el

— 00—

0.0

15

Watiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHMACKACGTMGBVCD
-——-SSSCGSSGCSSS

Original motif

Consensus sequence: DGVBCRACGTYGTYHH

2.0

1.0

bits

==

——_ _.__g___éG?Ic-:I;Z—-—’} pa=—— e _— e e

uP00084

Gmeb1_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

5

12

0.0282791

Reverse complement motif
Consensus sequence: HHMACKACGTMGBVCD

2.0

0.0
5 10

Wabiogad 4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHBHDTGGCGGGGBDHD
—-———-SSSGCSSCGSSS-

Original motif

UP00000

Smad3_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

2

12

0.0288849

Consensus sequence: DHHBCCCCGCCAHHBHB

20

bits

mi ) %QQCﬁQCg

.
15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00002
Sp4_primary
Mus musculus
Original Motif
Original Motif
Backward

4
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Number of overlap: 12
0.0327414

Similarity score:

Alignment:

BDHHMCGCCCCCTHVEB
--SSSCGSSGCSSS——-
Original motif Reverse complement motif
Consensus sequence: BDHHMCGCCCCCTHVBB Consensus sequence: BVWHAGGGGGCGRDHHB
2.0 2.0
o] oo gA — g :"IS:'—-.-. s oo l=— ".“'A@-T...._ =4 T.-'-. B
5 10 15 SiRhaat 5 10 15 i

Motif ID: 79 Motif name: CACACACACACA

Reverse complement motif
Consensus sequence: TGTGTGTGTGTG

Original motif
Consensus sequence: CACACACACACA
2.0 2.0
0.0 QAQA‘:A:VACAC& .G la_T TATATTI‘?‘*
5 10 5 10 e

Dataset #: 4

its

b

bits

Wekiloga A4

Best Matches for Motif ID 79 (Highest to Lowest)

Motif ID: UP00042
Motif name: Gm397_second
Mus musculus

Species:
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Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 4

Number of overlap: 12

Similarity score: 0

Alignment:

HBGYGTGTGTGCVRVD

-TGTGTGTGTGTG---

Original motif Reverse complement motif

Consensus sequence: DVMVGCACACACKCVH Consensus sequence: HBGYGTGTGTGCVRVD
20 20
a0 Q:Ef-._ CACACGATL;-. == 0o lE=== a:-g‘!s‘:[e—__ & I Q*-::-:’F ;

Motif ID: UP00026

Motif name: Zscan4_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position nhumber: 4

Number of overlap: 12

Similarity score: 0.0209738
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Alignment:
BHHHTTGTGTGCKHVD

—-—-TGTGTGTGTGTG-

Original motif
Consensus sequence: HVHRGCACACAAHHHV

0.0

2.0
m ey C QA‘ l
=1.0
=— N T J—-QAAA,___:? =
5 10 15
Wablaogad 4

UuP00400
Zif268

Reverse complement motif
Consensus sequence: BHHHTTGTGTGCKHVD

2.0

”J I ‘ ‘ C L=
= e P IR e Eﬂ;r —
5 10 15
WeblLogod 4

bits

0.0

Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
BADHBDHCGCCCMCGCAHHDBBV
CACACACACACA--—--

Original motif

Mus musculus

Original Motif
Original Motif
Forward

8

12
0.0260477

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBV

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB
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2.0

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

MHHHWHY TMCCHCCCACVAABVH
—————————— CACACACACACA-

Original motif

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

UP00538
Glil_v015681_secondary
Mus musculus

Original Motif

Original Motif

Backward

2

12

0.030264

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

.g'\u gﬂ]
o s}
— R I(3 - = AW, o = = XA T U
15 20

5 10

WesLago 34

Motif ID:

UP00000
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVHBVTGTCTGGDDHDD
—-—-TGTGTGTGTGTG--

Original motif

Smad3_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

12

0.0319882

Consensus sequence: HDHDDCCAGACABBHVH

2.0

0.0 =

Watiloga 3.4

Reverse complement motif
Consensus sequence: HVHBVTGTCTGGDDHDD

2.0

1.0
= - _.-_-.l ‘ £ S e
5 10

0.0 =

bits

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00041
Foxjl_primary
Mus musculus
Original Motif
Original Motif
Backward

5

12
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Similarity score: 0.0345675

Alignment:
HDHRTAAACAAAHDDD
CACACACACACA-——-

Original motif
Consensus sequence: HDHRTAAACAAAHDDD

20

i _ALAAAGAQA

bits

0.0

15
Weblogad 4

Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH

2.0

il ;IIATITAgw'

Weblogodd

Motif ID: UP00101
Motif name: Sox12_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 12

Similarity score: 0.0352503
Alignment:

VVDBASACAAAGRADH

—-CACACACACACA-—-

Original motif
Consensus sequence: VVDBASACAAAGRADH

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB
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2.0

20

— = .

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDDTGTTKTTKTHHD
—-—-TGTGTGTGTGTG

Original motif
Consensus sequence: HHHAYAAYAACAHHH

2.0

UP00025

Foxkl_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

4

12

0.0355373

Reverse complement motif
Consensus sequence: HDDTGTTKTTKTHHD

2.0

15
Weblogod4

0.0

gm:nﬁé%éAQAAQA B

15
WebiLogo 34

lTITAITAlT-
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Motif ID: UP00540

Motif name: Gli3_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 10

Number of overlap: 12

Similarity score: 0.0364327

Alignment:

VYWVVHCRCCACMCACGAHSBHH

————————— CACACACACACA--

Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20 20

bits

E:Ezg QQQQéQEQAQAQ%G

&8 =L ol a‘EE‘?‘Ig‘%cIT?Ié.FEe . 28
Motif ID: UP00227
Motif name: DuxI
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5
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Number of overlap: 12
Similarity score: 0.0367869

Alignment:
VHVVGTTGATTGGGTMK
—-———TGTGTGTGTGTG-

Original motif
Consensus sequence: YRACCCAATCAACVVHV

2.0

EIQQAQ?Q M W_Ag i

15
Webiiaga 3.4

Reverse complement motif
Consensus sequence: VHVVGTTGATTGGGTMK

1.0

bits

. == U Aé&_‘_—‘:’s_ﬁ%ﬁ

5 10 5

0.0———
WebiLags 3.4

Dataset #: 4 Motif ID: 80 Motif name: ssCWGGCCwGCss

Original motif
Consensus sequence: BBCWGGCCAGCBB

Ez CIiTCC$m9

Wb agod 4

Best Matches for Motif ID 80 (Highest to Lowest)

Motif ID: uP00047
Motif name: Zbtb7b_secondary
Species: Mus musculus

Reverse complement motif
Consensus sequence: BBGCTGGCCWGBB

| {ixiccCa

bits

Wablagod 4
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Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 2

Number of overlap: 13

Similarity score: 0.0292371

Alignment:

BBDVHGGTGGTCBKDDB

---BBGCTGGCCWGBB-

Original motif Reverse complement motif

Consensus sequence: BDDRVGACCACCHBDVB Consensus sequence: BBDVHGGTGGTCBKDDB
20 20
- ’_‘é v A; CA Q*T e - - T : U Ex

2 10 18 Wehioga 2.4 ? 10 2 Webioga 3.4

Motif ID: UP00538

Motif name: Glil_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position nhumber: 9

Number of overlap: 13

Similarity score: 0.0293146
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Alignment:
BDDHVDKGCCACCCVCGCTDBVH
--BBCWGGCCAGCBB-———-—————

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

Webloga 3.4

ko= e e e e N SSEL
5 0 18 2 WebiLogn 34

Motif ID: UP00000
Motif name: Smad3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2
Number of overlap: 13
Similarity score: 0.0305671
Alignment:
DHHBCCCCGCCAHHBHB
---BBCWGGCCAGCBB-

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD
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2.0 2.0

( : ( : w

1.0 : C E‘l.ﬂ C

. e -.u-_é—. — e oo l== e = W L A = e — —
5 10 15

0.0 =

bits

Websiags 3.4

Motif ID: UP00009

Motif name: Nr2f2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 13

Similarity score: 0.0317659
Alignment:

VBVBCSGGGTCAVBBH

--BBGCTGGCCWGBB-

Original motif
Consensus sequence: VBVBCSGGGTCAVBBH

2.0

Reverse complement motif
Consensus sequence: HVBVTGACCCSGBVBV

15
Weblogod 4

it
o

0.0l= — = N
5

Motif ID: UP00035
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DBDDRTGCCCAWDHDV
-BBGCTGGCCWGBB--

Original motif

Hicl_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

2

13

0.0331992

Consensus sequence: DBDDRTGCCCAWDHDV

2.0

bits
5

0.0

- A Acccé$

15
Wabiogad 4

Reverse complement motif
Consensus sequence: VHHDWTGGGCAMDHBH

20

bits

0.0

X QAQ ——

WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00540
Gli3_v015681_secondary
Mus musculus

Reverse Complement
Original Motif

Backward

3

13
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Similarity score:

Alignment:
DVTTVVCVYGGHGGYCHHDMYB
——————— BBGCTGGCCWGBB--

Original motif

0.0364202

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

20

o= EIIE Q:«%::; .-L:;_,?f.-%g ;;,:?3___

Weblogad 4

Reverse complement motif

Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

@
N C CQ A
‘A-__.__ S Al g W X 6-=-:': =
10 15

A

LI
==

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDBHGGTTGGCATVBD
—-—-—-BBGCTGGCCWGBB

Original motif

Consensus sequence: DBBATGCCAACCHVHH

UP00035
Hicl_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

13

0.0366488

Reverse complement motif

20
Weblogo34

Consensus sequence: DDBHGGTTGGCATVBD
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2.0

< ] G00A.Ce

o

15
Wabiogad 4

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHDADGGCGCGCSHW
-BBCWGGCCAGCBB-

Original motif

UP00003
E2F3_primary
Mus musculus
Original Motif
Original Motif
Forward

2

13
0.0368356

Consensus sequence: VHDADGGCGCGCSHW

2.0

0.0 —_—

wr
=10 ' ‘ Q
é -
e e W e WY W L
5 10 15

WetiLoga 34

Reverse complement motif
Consensus sequence: WHSGCGCGCCHTDHB

e

15
WabiLogo 34
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DBVVAGCTGTCAWWVTH
—-——-BBGCTGGCCWGBB-

Original motif

UP00122

Tgifl

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

13

0.0369074

Consensus sequence: DABWWTGACAGCTVVBD

20

bits
a

a Ax CI

0.0 = - -

5 10

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DBVVAGCTGTCAWWVTH

20

bits

ALV| aX

= =

a.0-==
5 10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00193
Rhox11_2205.1

Mus musculus
Original Motif
Reverse Complement
Forward

2
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Number of overlap: 13
Similarity score: 0.0374489

Alignment:
WVVHWTWACAGCGHHVT
-BBCWGGCCAGCBB-—--

Reverse complement motif
Consensus sequence: WVWVHWTWACAGCGHHVT

2.0

Original motif
Consensus sequence: AVDHCGCTGTWAWDVVW

2.0

- & C @Ai oG I“-_;—--_-;-III Tl = = K

—

— e —

10 15
Webiiaga 3.4 WebiLags 3.4

Dataset #: 4 Motif ID: 81 Motif name: wwTAAWAAwWW

Reverse complement motif
Consensus sequence: HHTTWTTADD

2.0

Original motif
Consensus sequence: DDTAAWAAHH

2.0

L e

Best Matches for Motif ID 81 (Highest to Lowest)

Motif ID: UP00180
Motif name: Hoxd13
Species: Mus musculus
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Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HDHYYAATAAAAHHHH
————— DDTAAWAAHH-

Original motif

Consensus sequence: HDHYYAATAAAAHHHH

2.0

0.

Original Motif
Original Motif
Backward

2

10

0

. ,g%éATAAAA%*S

Weblogod 4

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD

2.0

g AfITTIAIIAﬂ

Weblogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position nhumber:

Number of overlap:

Similarity score:

UP00202

DIx1

Mus musculus
Original Motif
Reverse Complement
Backward

5

10

0.000299799
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Alignment:
MDTAATTAHMBCHB
DDTAAWAAHH-—-—--

Original motif
Consensus sequence: BHGVRDTAATTADY

2.0

. TMTTA .

Webiioga 3.4

bits
B

inl

Reverse complement motif
Consensus sequence: MDTAATTAHMBCHB

ﬁiAIAATTA%IgA

oo 1==—=—
10

Wabioga 3.4

Motif ID: UP00134

Motif name: Hoxb13

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 10

Similarity score: 0.000776597
Alignment:

VDHWTTTTATTGGDKB

-HHTTWTTADD—-—-—--—-

Original motif
Consensus sequence: VRHCCAATAAAAWHHV

Reverse complement motif
Consensus sequence: VDHWTTTTATTGGDKB
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2.0

“ conlTala

0.0
15

Weblogad 4

20

Motif ID: UP00242
Motif name: Hoxc8
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3

Number of overlap: 10

Similarity score: 0.00309982
Alignment:

AHDHTAATTACHHHHV

--DDTAAWAAHH--——-

Original motif
Consensus sequence: BHDDDGTAATTAHHDT

L))/

Weblagad 4

it
&

0.0

Reverse complement motif
Consensus sequence: AHDHTAATTACHHHHV

I,

Weblogod 4

Motif ID: UP00110
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BCVVDATAATTACMVHC
-—--DDTAAWAAHH---

Original motif

DIx4

Mus musculus
Original Motif
Original Motif
Backward

4

10
0.00364582

Consensus sequence: BCVVDATAATTACMVHC

2.0

0.0

= = @IA !‘Aggeﬁ
10 15

5

Watiloga 3.4

Reverse complement motif
Consensus sequence: GHVRGTAATTATDVVGY

2.0

D G, A — 5= 2w

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00034
Sox7_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

9

10
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Similarity score: 0.0040604

Alignment:
WBHHHHHMDATTGTTHDHDVHH
———————— HHTTWTTADD—----

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

20

bits

A

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

Weblogo34

ey o 28 : ‘e‘i\? = I}"_{ £ " xr = g AQ% x 1 An%?g,‘_ﬁz_g =
Motif ID: UP00037
Motif name: Zfp105_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 5
Number of overlap: 10
Similarity score: 0.0042597
Alignment:
HHHTTRTTDTTTKDH
-HHTTWTTADD—----

Original motif
Consensus sequence: HDYAAAHAAMAADHD

Reverse complement motif
Consensus sequence: HHHTTRTTDTTTKDH
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2.0

e e N -

=xl1

18
Webhlogo 34

gol=——= = = - R - W S — —— . - =
2 19 Wd:_nqlsa.d- 2
Motif ID: UP00254
Motif name: Pou2f1
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

WABKTAATTAHKHHHD
-—-HHTTWTTADD—-—---

Original motif

Consensus sequence: DHDHRHTAATTARBTW

2.0

Reverse Complement
Reverse Complement
Forward

3

10

0.00447653

Reverse complement motif

Consensus sequence: WABKTAATTAHKHHHD

T,

15
Weblogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDDDATTTTATTKVRDB
--HHTTWTTADD-----

Original motif

UP00121

Hoxd10

Mus musculus
Reverse Complement
Reverse Complement
Backward

6

10

0.00448

Consensus sequence: VDKVYAATAAAATDDDH

20

bits

LTV

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB

20

Tk

o =

0.0 =
5

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00154
DIx3

Mus musculus
Original Motif
Original Motif
Backward

4
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Number of overlap: 10
Similarity score: 0.00573233

Alignment:
BHVVDATAATTACMVHH
-—-—-DDTAAWAAHH---

Original motif
Consensus sequence: BHVVDATAATTACMVHH

2.0

= = AldTl “Agg_

0.0 =
5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DHVRGTAATTATHVVDY

2.0

THA| [ A

¥ = £ B = _ ==

pol===
5 10 15

bits

Dataset #: 4 Motif ID: 82 Motif name: rmACAGCAGsr

Original motif
Consensus sequence: VVACAGCAGVD

2.0
g
=10
a.0 —_—
5 10

Wetiiaga 34

Best Matches for Motif ID 82 (Highest to Lowest)

Motif ID: UP00052
Motif name: Osr2_primary
Species: Mus musculus

Reverse complement motif
Consensus sequence: DVCTGCTGTVB

- OTCT

bits

10
Webiaga 34
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Matching format of first motif:

Original Motif

Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 11

Similarity score: 0

Alignment:

HHVHACRGTAGCHHHD

--VVACAGCAGVD—---

Reverse complement motif
Consensus sequence: HHHHGCTACKGTHVHH

Original motif
Consensus sequence: HHVHACRGTAGCHHHD

2.0 2.0
i . IA I —-— p—_—— = TA c . I“?-‘_ S
% 19 ek o & L kg2
Motif ID: UP00027
Motif name: Osrl_primary

Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

11

0.00105409
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Reverse complement motif
Consensus sequence: DHBHGCTACKGTHDHH

Alignment:
DHBHGCTACKGTHDHH
—-——-DVCTGCTGTVB--
Original motif
Consensus sequence: HHDHACRGTAGCHVHD
2.0 2.0

o — ; c AA Cﬂ:ﬁ: hl\fu_‘?::a ° = - A? T - ?__ T &rfu_ o34
Motif ID: UP00102

Motif name: Zicl_secondary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3
Number of overlap: 11
Similarity score: 0.00653268
Alignment:
DVHCCTGCTGBGDDB
—-—-DVCTGCTGTVB--
Reverse complement motif
Consensus sequence: DVHCCTGCTGBGDDB
Page 651 of 833
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2.0

bits

0.0 ———

0 Aot

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVBCYTGCTGBGDDD
--DVCTGCTGTVB--

Original motif

Consensus sequence: HHDCVCAGCAKGVVD

C (AGGag

2.0

UP00057

Zic2_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

11

0.00968463

15
Webilaga 34

Reverse complement motif
Consensus sequence: DVBCYTGCTGBGDDD

1 CEI (T4 G,

Motif ID:

UP00006
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Zic3_secondary
Mus musculus

Motif name:

Species:

Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward

3
11
0.0102111

Position number:
Number of overlap:
Similarity score:

Alignment:
DDDCACAGCAKGHVD

—-—-VVACAGCAGVD--
Original motif
Consensus sequence: DDDCACAGCAKGHVD

2.0

=XAVIAT T T
2 19 Wm_ugl?]tt

0.0

bits

UP00031

Reverse complement motif
Consensus sequence: DVHCYTGCTGTGHDH

2.0
m —-—C C
S0
ol =VWACAY I,,_-;-—!_TI
& 5 10 15
WetiLogo 34

Zbtb3_primary

Motif ID:
Mus musculus
Reverse Complement

Motif name:
Species:
Matching format of first motif:
Matching format of second motif: Reverse Complement
Direction: Backward
5
11

Position number:
Number of overlap:
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Similarity score: 0.0115274

Alignment:
BBBAVTGCAGTGBBVDD
—--DVCTGCTGTVB-—-—-—

Original motif
Consensus sequence: DDBBBCACTGCABTBBB

20

0.0 T
15

bits

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BBBAVTGCAGTGBBVDD

20

Motif ID: UP00099
Motif name: Ascl2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4

Number of overlap: 11

Similarity score: 0.0115983
Alignment:

HHDVVGCAGCTGVBKVB

---VVACAGCAGVD—---

Original motif
Consensus sequence: BBYVVCAGCTGCBVHHD

Reverse complement motif
Consensus sequence: HHDVVGCAGCTGVBKVB
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2.0

2.0

bits

0.0

15

-gA?GAQQIQLﬁ

5 10

Watiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
AVDHCGCTGTWAWDVVW

-DVCTGCTGTVB

Original motif

Consensus sequence: AVDHCGCTGTWAWDVVW

2.0

= 1.0

|AAa

=

)

e |

UuP00193

Rhox11_2205.1

Mus musculus
Reverse Complement
Original Motif
Backward

6

11

0.0150629

Reverse complement motif
Consensus sequence: WVVHWTWACAGCGHHVT

xIX

P A= 7

bits

9 == =

=

)

0.0

10

5 10
Watiloga 3.4 Wabiogs 3.4

Page 655 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=193

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
AVDVCGCTGTWAWDVVW
-DVCTGCTGTVB—————

Original motif

UP00193

Rhox11_1765.2

Mus musculus
Reverse Complement
Original Motif
Forward

2

11

0.0154078

Consensus sequence: AVDVCGCTGTWAWDVVW

20

1.0

0.0 = T

a = 9 b j&i— =
10 15

5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: WVVHWTWACAGCGBHBT

20

«
240

“ I-‘—:‘-_=___.III - <~V = — -_
- 5 10 :

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00036
Myf6_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3
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11
0.0170472

Number of overlap:
Similarity score:

Alignment:
BDKVCABCTGTTBDBV

--DVCTGCTGTVB---
Original motif
Consensus sequence: VVDBAACAGBTGBYHB

2.0

— W
—— ] - - S
10

Motif name: wwTAAAWAwWW

Reverse complement motif
Consensus sequence: BDKVCABCTGTTBDBV

,ﬂéACAEQTWIT

2

.0
£ 10
=
15
Weblogod 4

0.0

Reverse complement motif
Consensus sequence: HHTWTTTADD

Dataset #: 4 Motif ID: 83

Original motif
Consensus sequence: DDTAAAWAHH

2.0

Best Matches for Motif ID 83 (Highest to Lowest)
Motif ID: UP00073
Foxa2_primary
Mus musculus

Motif name:
Species:

2.0

Page 657 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=073

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 10

Similarity score: 0

Alignment:

HHWAWGTAAAYAAAVDB

-—-—-DDTAAAWAHH---

Original motif
Consensus sequence: HHWAWGTAAAYAAAVDB

2.0

o= {J}A?AIAA m g é% 5

5
Webriogo 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

2.0

0.0 — T
15

Webloga 3.4

Motif ID: UP00039
Motif name: Foxj3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position nhumber: 5

Number of overlap: 10

Similarity score: 0.00101771
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Alignment:
HDHADGTAAACAAAVVH
-—-—-DDTAAAWAHH---

Original motif
Consensus sequence: HDHADGTAAACAAAVVH

2.0

©_ clAMAGAa,

bits

0.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

2.0

LAk

0.0

bits

Webiloga 3.4

Motif ID: UP00061
Motif name: Foxl1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 10

Similarity score: 0.00165181
Alignment:

DWAATRTAAACAAWVVB

-—-—-DDTAAAWAHH---

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD

Page 659 of 833
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2.0 2.0

5
Motif ID: UP00202
Motif name: DIx1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1
Number of overlap: 10
Similarity score: 0.00530809
Alignment:
BHGVRDTAATTADY
DDTAAAWAHH----
Original motif Reverse complement motif
Consensus sequence: BHGVRDTAATTADY Consensus sequence: MDTAATTAHMBCHB
2.0 2.0
=53 _ - . - -~ _ L R e
=2 — ;5 N 1-5 W.dz_n a4 g é - ) )15 e w_m_a a4
Motif ID: UuP00041
Motif name: Foxjl_primary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDHRTAAACAAAHDDD
--DDTAAAWAHH----

Original motif

Mus musculus
Original Motif
Original Motif
Forward

3

10
0.00622214

Consensus sequence: HDHRTAAACAAAHDDD

2.0

it
&

|
0.0———

,ALAAACAQA

15
Weblogad 4

Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH

T nme

it
5

0.0

15
Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00025
Foxkl_primary
Mus musculus
Original Motif
Original Motif
Forward

5

10
0.00814891
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Alignment:
DDAATGTAAACAAAVVE
-—-—-DDTAAAWAHH---

Original motif

Consensus sequence: DDAATGTAAACAAAVVB

2.0

“ Gl AARCA.

Wabiloga 3.4

Reverse complement motif

Consensus sequence: BBVTTTGTTTACATTDD

2.0

bits
P

0.0

1Y TI_QQI%-

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VDHWTTTTATTGGDKB
-HHTWTTTADD-——-—--

Original motif

uP00134

Hoxb13

Mus musculus
Reverse Complement
Reverse Complement
Backward

6

10

0.00863942

Consensus sequence: VRHCCAATAAAAWHHV

Reverse complement motif

Consensus sequence: VDHWTTTTATTGGDKB

Page 662 of 833
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2.0

“ conlTala

0.0
15

Weblogad 4

20

Motif ID: UP00180

Motif name: Hoxd13

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 10

Similarity score: 0.00877086
Alignment:

HDHHTTTTATTKKHDD

-HHTWTTTADD--——-

Original motif
Consensus sequence: HDHYYAATAAAAHHHH

2.0

sl

Weblagad 4

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD

20

M

0.0 =

15
Weblogod 4

Motif ID: UuP00242
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BHDDDGTAATTAHHDT
—-——--DDTAAAWAHH--

Original motif

Hoxc8

Mus musculus
Original Motif
Original Motif
Forward

5

10
0.00906413

Consensus sequence: BHDDDGTAATTAHHDT

2.0

bits

0.0 ——

M

Wabiogad 4

Reverse complement motif
Consensus sequence: AHDHTAATTACHHHHV

o TMTTL

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00110
DIx4

Mus musculus
Original Motif
Original Motif
Backward

4

10

Page 664 of 833
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Similarity score:

Alignment:
BCVVDATAATTACMVHC
-—-—--DDTAAAWAHH---

Original motif
Consensus sequence: BCVVDATAATTACMVHC

20

0.0092814

T‘ ‘ AE%_ =

0.0
5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: GHVRGTAATTATDVVGY

20

Dataset #: 4 Motif ID: 84

Original motif
Consensus sequence: DVAGCTACHB

bits

Motif name: wsAGCTACwy

2.0
1.0
e
0.0 = = ————
5 10

WL g 3

Best Matches for Motif ID 84 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:

UP00052

Osr2_primary
Mus musculus
Original Motif

Reverse complement motif
Consensus sequence: VHGTAGCTVD

2.0
=
510
e =—
5 10

0.0

Wl oo 3 4
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Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHHHGCTACKGTHVHH
-DVAGCTACHB-——---

Original motif

Reverse Complement
Forward

2

10

0

Consensus sequence: HHVHACRGTAGCHHHD

2.0

bits

i

WabiLogad 4

Reverse complement motif
Consensus sequence: HHHHGCTACKGTHVHH

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00027
Osrl_primary

Mus musculus
Original Motif
Reverse Complement
Backward

6

10

0.00253277
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DHBHGCTACKGTHDHH
-DVAGCTACHB-----

Original motif
Consensus sequence: HHDHACRGTAGCHVHD

2.0
w ‘
1.0 ﬁ
T — — = =
5 10 15
Wablaogad 4

0.0

bit

UP00098
Rfx3_primary

Reverse complement motif
Consensus sequence: DHBHGCTACKGTHDHH

2.0
1.0 ‘ A T T
= - C_ N = ___
5 10 15
WeblLogod 4

bits

Motif ID:
Mus musculus
Reverse Complement

Motif name:
Species:

Matching format of first motif:

Matching format of second motif: Reverse Complement

Direction: Backward
9
10
0.00721593

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHHDVVGTTGCTAHGGDHBAHH

Original motif
Consensus sequence: HDTBHHCCHTAGCAACVVDHHHH

Reverse complement motif
Consensus sequence: HHHHDVVGTTGCTAHGGDHBAHH
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2.0

%H]
e e TA ——

e

WesLaga 34

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VDWRKAKGTAGCHHDT
————— VHGTAGCTVD-

Original motif

UP00052
Osr2_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

10

0.00762354

Consensus sequence: AHHHGCTACYTRMWHV

Reverse complement motif

Consensus sequence: VDWRKAKGTAGCHHDT

bits

20

0.0

. ZaxuJAUC

Motif ID:

UP00056
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Rfx4_secondary

Mus musculus
Reverse Complement

Motif name:
Species:

Matching format of first motif:

Matching format of second motif Reverse Complement

Direction: Forward
2
10
0.00942475

Position number:
Number of overlap:
Similarity score:

Alignment:
HVVGTAWCKADGBHH

-VHGTAGCTVD----

Original motif
Consensus sequence: HHBCHTRGWTACVVH

2.0
oty
210 T I
00— —e— = - e
5 10 15
WehiLoga 34

UuP00027

Reverse complement motif
Consensus sequence: HVWGTAWCKADGBHH

a.0

bits

Osrl_secondary

Motif ID:
Mus musculus
Reverse Complement

Motif name:
Species:
Matching format of first motif:
Matching format of second motif: Reverse Complement
Direction: Backward
2
10

Position number:
Number of overlap:
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Similarity score: 0.00948101

Alignment:
VHDHKWKGTAGCHHDK
————— VHGTAGCTVD-

Original motif
Consensus sequence: RHHHGCTACYWRHDHV

20

Reverse complement motif
Consensus sequence: VHDHKWKGTAGCHHDK

2.0

j 1§$AT1A¢Q_ -

bits

Weblogodd

Motif ID: UP00076

Motif name: Rfxdc2_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 10

Similarity score: 0.0111701

Alignment:

DVSGTTGCTAHGVREB

-VHGTAGCTVD—-—---

Original motif
Consensus sequence: BBVCHTAGCAACSVD

Reverse complement motif
Consensus sequence: DVSGTTGCTAHGVBB
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2.0

i %C;lA

bits

18
Webhlogo 34

_l[Te0TA ¢

0.0 =1 L m =-_ 0.0 =
10 Witeot ik

Motif ID: UP00056
Motif name: Rfx4_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2
Number of overlap: 10
Similarity score: 0.0118129
Alignment:
DVSGTTGCTAHGGHV
-VHGTAGCTVD—-—-—--

Original motif
Consensus sequence: BHCCHTAGCAACSVD

20
wr
210
0.0-1=

Reverse complement motif
Consensus sequence: DVSGTTGCTAHGGHV

2.0

0.0
18
Webhlogo 34
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBYVVCAGCTGCBVHHD
—-——--DVAGCTACHB---

Original motif

UP00099
Ascl2_primary
Mus musculus
Original Motif
Original Motif
Backward

4

10

0.0163031

Consensus sequence: BBYVVCAGCTGCBVHHD

20

gm_$£QCA¢QTg$E_

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHDVVGCAGCTGVBKVB

20

s
£1.0 :
= et Mc= iy S
: 10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00076
Rfxdc2_secondary
Mus musculus
Original Motif
Original Motif
Backward

4
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Number of overlap: 10
Similarity score: 0.0259013

Alignment:
BBVCDTRGAKACSVDDH
-—-—--DVAGCTACHB---

Original motif

Consensus sequence: BBVCDTRGAKACSVDDH

2.0

) AC ::[A$TAC§ -

bits

0= e
5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HDDVSGTRTCMADGBVB

2.0

bits

- éICQA“E;

e —_— s B
5

WebiLags 3.4

Dataset #: 4 Motif ID: 85 Motif name: wtATTTTTAww

Original motif
Consensus sequence: DHATTTTTADD

2.0

5 10
Weksiaga 3.4

Best Matches for Motif ID 85 (Highest to Lowest)

Motif ID: UP00091
Motif name: Sox5_primary
Species: Mus musculus

Reverse complement motif
Consensus sequence: DDTAAAAATHD

Webiaga 34
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDDWATTGTTCDDHD
-——-DHATTTTTADD--

Original motif

Original Motif
Reverse Complement
Backward

3

11

0

Consensus sequence: DHDDGAACAATWDDHD

2.0

0.0

L MOMT,

=
a

|
£l

1
Logad s

Reverse complement motif
Consensus sequence: DHDDWATTGTTCDDHD

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00034
Sox7_primary

Mus musculus
Original Motif
Reverse Complement
Backward

5

11

0.00014559
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Alignment:
WBHHHHHMDATTGTTHDHDVHH
——————— DHATTTTTADD—---

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

bits

— — e e W e -

0.0-= = ——
5 10 15 20

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

e I IVl

— e W

5 10 15

WablLogo 34

Motif ID: UP00180
Motif name: Hoxd13
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 11

Similarity score: 0.00108087
Alignment:

HDHHTTTTATTKKHDD

————— DDTAAAAATHD

Original motif
Consensus sequence: HDHYYAATAAAAHHHH

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD
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2.0

=

e[

20

bits

A?ITTIAIIAA

0.0

15
Weblogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HHDHABAACAATHBWV
—-—-DDTAAAAATHD--

Original motif

Consensus sequence: BWBHATTGTTBTHDHH

2.
1

=

LiX

e %‘_ATTAIL X =

UP00064

Sox18_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

11

0.00183146

Reverse complement motif
Consensus sequence: HHDHABAACAATHBWYV

20

bits

15
Wablogo 3.4

0.0

15
Weblagad 4

Motif ID:

UP00051
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Sox8_primary
Mus musculus
Reverse Complement
Reverse Complement

Direction: Forward
Position number: 3

Number of overlap: 11
Similarity score: 0.00234987
Alignment:

DDDHDAACAATWBATDD

--DDTAAAAATHD-—---

Reverse complement motif
Consensus sequence: DDDHDAACAATWBATDD

Original motif
Consensus sequence: DDATBWATTGTTHHDDD

20 2.0
i = 6I;A_AITAILE_—_ e o e AAA“QAAI% é:!:_..
5 10 15 ek 5 10 15 ras
Motif ID: UP00023
Motif name: Sox30_primary
Species: Mus musculus

Original Motif
Reverse Complement

Matching format of first motif:
Matching format of second motif:

Direction: Backward
Position number: 2
Number of overlap: 11
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Similarity score:

Alignment:
HHHHMHATTGTTBDHD

—-——--DHATTTTTADD-

Original motif

0.00263261

Consensus sequence: DHDBAACAATDRHHHH

20

.

bits

[ EE=—————

UP00096

Reverse complement motif
Consensus sequence: HHHHMHATTGTTBDHD

20
1.0 ‘
o —_— = ; = ‘ o ‘ o 8 —_——
= 5 10 15
WebLoga 34

bits

Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
WHDWWATTGTTCKDHD

—-——-DHATTTTTADD--

Original motif

Sox13_primary
Mus musculus
Original Motif
Reverse Complement
Backward

3

11
0.00324502

Consensus sequence: DHDRGAACAATWWDHW

Reverse complement motif
Consensus sequence: WHDWWATTGTTCKDHD
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2.0 20

£i0 £4,
AACAAIA TA“ TTQ
= _ Al I MAIAT s - - = o _—— - EAILILL L =K . =
5 10 15 5 10 15

0.0

it
5

Weblogod 4 Weblogod4

Motif ID: UP00101

Motif name: Sox12_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 4

Number of overlap: 11

Similarity score: 0.00331279

Alignment:

THATTGTTVTHAWH

DHATTTTTADD—---

Original motif Reverse complement motif
Consensus sequence: THATTGTTVTHAWH Consensus sequence: DWTHAVAACAATHA

2.0

0.0 —
5

Webiioga 3.4 Wabioga 3.4

bit
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VVVWITTGTTTAMATTWD
--DHATTTTTADD----

Original motif

UP00061

Foxl1_primary

Mus musculus
Original Motif
Reverse Complement
Forward

3

11

0.0034964

Consensus sequence: DWAATRTAAACAAWVVB

20

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD

20

bits
=

_;I.I A . 'CI"&IIX

0.0 T =
5 10 15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00075
Sox15_primary

Mus musculus
Reverse Complement
Original Motif
Forward

3
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11

Number of overlap:
Similarity score: 0.00406738
Alignment:
HDDDDAACAATWRRBHD
--DDTAAAAATHD-——-
Original motif Reverse complement motif
Consensus sequence: HDDDDAACAATWRRBHD Consensus sequence: DHVKMWATTGTTHDHDH
2.0
TATT II
E’Eé—r 2 8 o~ —= -
5 10 15 i

20
o
=10
e M a = -
5 10 15
Webloga 3.4

Py =
Motif name: aaCAAAAACaa
Reverse complement motif
Consensus sequence: HTGTTTTTGHH

Motif ID: 86

Dataset #: 4
Original motif
Consensus sequence: HHCAAAAACAH
;II
Best Matches for Motif ID 86 (Highest to Lowest)
Motif ID: UP00025
Motif name: Foxkl_secondary
Mus musculus
Page 681 of 833

Species:


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=025

Matching format of first motif:

Matching format of second motif:

Reverse Complement
Reverse Complement

18
Weblogo a4

Direction: Backward
Position number: 3
Number of overlap: 11
Similarity score: 0
Alignment:
HDDTGTTKTTKTHHD
-—HTGTTTTTGHH--
Original motif Reverse complement motif
Consensus sequence: HHHAYAAYAACAHHH Consensus sequence: HDDTGTTKTTKTHHD
2.0 2.0
__.Aga AAQ | K lQITAIIAlI_
5 10 wa;_og:z» 5 10
Motif ID: UP00061
Motif name: Foxl1_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

Reverse Complement
Reverse Complement
Forward

5

11

0.0172856
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Alignment:
HDTYTTGTTWTKDDDT
-——-HTGTTTTTGHH-

Original motif

Consensus sequence: ADDDYAWAACAAMAHH

2.0

:éa,%ééAA%AAéa

bits

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT

2.0

= IILIAIIAAA"HI - " 5

bits

0.0

15
WablLogo 34

Motif ID: UP00040

Motif name: Irf5_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 11

Similarity score: 0.0178701

Alignment:

BDKGTTTCGKTWDDD

HTGTTTTTGHH-—---

Original motif
Consensus sequence: DDDWAYCGAAACYDV

Reverse complement motif
Consensus sequence: BDKGTTTCGKTWDDD
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2.0

210 ﬂ
5

0.0

TR

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDDAHCGAAACYAVDDD
-—-HHCAAAAACAH---

Original motif

Consensus sequence: HDDAHCGAAACYAVDDD

2.0

bits

A

aol=—== =

_VURARVE.

UP00011

Irf6_primary

Mus musculus
Original Motif
Original Motif
Backward

4

11

0.018453

Reverse complement motif

2.0

bits

Consensus sequence: DHDBTKGTTTCGHTHDD

0.0

5

Webiiaga 3.4

_=XAT

Motif ID:

UP00039
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DVHWDTGTTWTGDTBDH
————HTGTTTTTGHH--

Original motif

Foxj3_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

3

11

0.0186097

Consensus sequence: HDBAHCAWAACADWDVD

2.0

o Asgé%AAQA

Watiloga 3.4

Reverse complement motif
Consensus sequence: DVHWDTGTTWTGDTBDH

2.0

%1-0 T TT
" = _-,;:—x‘e'z._ffAAﬂ-‘I_ S E
5 10

15
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00077
Srf_secondary
Mus musculus
Original Motif
Original Motif
Forward

4

11
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Similarity score: 0.0191319

Alignment:
VBDDAAAAAAAAMVBHH
-——-HHCAAAAACAH---

Original motif
Consensus sequence: VBDDAAAAAAAAMVBHH

20

AAaAAAAL

e e

00— T T
5 15
Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

20

=1.0

sl .

e — — = ooz toes

0.0 = = T
15
Webiloga 3.4

Motif ID: UP00018
Motif name: Irf4_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 11

Similarity score: 0.0201092
Alignment:

VDDAYCGAAACYDVA

-—-—-HHCAAAAACAH-

Original motif
Consensus sequence: VDDAYCGAAACYDVA

Reverse complement motif
Consensus sequence: TBDKGTTTCGMTDHYV
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2.0

giyﬁxé%gAAACQA

Webhlogo 34

= g =AY A‘?I:—-#-E___
Witeot ik 2 10 ke
Motif ID: UP00041
Motif name: Foxjl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6
Number of overlap: 11
Similarity score: 0.020345
Alignment:
HDHRTAAACAAAHDDD
HHCAAAAACAH-----

Original motif

Consensus sequence: HDHRTAAACAAAHDDD

2.0

aTaleh.

it
5

0.0—=

Weblogod 4

Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH

;IIATITAQ N

15
Weblogod4

it
5

0.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDYAAAHAAMAADHD
—-—-—-—-HHCAAAAACAH

Original motif

Consensus sequence: HDYAAAHAAMAADHD

2.0

UP00037

Zfp105_primary
Mus musculus
Original Motif
Original Motif
Forward

5

11

0.0205157

o ‘éAggAAEAé e

bl
o
I
|II
i

5

Webiloga 34

Reverse complement motif

Consensus sequence: HHHTTRTTDTTTKDH

its

2.0

IT I ‘ 1T
=AW e
5 10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00039
Foxj3_primary
Mus musculus
Original Motif
Original Motif
Backward

5
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Number of overlap:
Similarity score:

Alignment:

HDHADGTAAACAAAVVH
-—-HHCAAAAACAH-—--—-

Original motif

11
0.021082

Consensus sequence: HDHADGTAAACAAAVVH

2.0

bits

_ cIMAcha,

0.0

Webiiaga 3.4

2.0

1.0

bits

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

16lTThe ...

WebiLags 3.4

Dataset #: 4 Motif ID: 87

Original motif
Consensus sequence: BSCGGSCCGSV

Motif name: ssCGGsYCGss

2.0
8, a1
N i : C
. — _ | | -
5

10
Wetiiaga 34

Best Matches for Motif ID 87 (Highest to Lowest)

Motif ID:
Motif name:
Species:

UP00009
Nr2f2_secondary
Mus musculus

Reverse complement motif
Consensus sequence: VSCGGSCCGSB

2.0

L e
=

= AC

-

0.0

Webiaga 34
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Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VBVBCSGGGTCAVBBH
-—--BSCGGSCCGSV--

Original motif

Consensus sequence: VBVBCSGGGTCAVBBH

2.0

Original Motif
Original Motif
Backward

3

11
0.0041916

15
Weblogod 4

Reverse complement motif
Consensus sequence: HVBVTGACCCSGBVBYV

2.0

=2
=10
- — k| o
5 10

0.0
15
Weblogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position nhumber:

Number of overlap:

Similarity score:

UP00087
Tcfap2c_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

11

0.0167626
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Alignment:
DTHSCCKSMGGSHHW
--VSCGGSCCGSB--

Original motif
Consensus sequence: WHHSCCYSRGGSDAD

2.0

bits

g

0.0 - CClG =

C
cyVZIzA

10 15
Webiloga 34

Reverse complement motif
Consensus sequence: DTHSCCKSMGGSHHW

2.0

bits

C
LCTA

i 1553(: =l P-N = =
5

Motif ID: UP00005

Motif name: Tcfap2a_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 11

Similarity score: 0.0181073

Alignment:

DTMSCCKSMGGSHDW

--VSCGGSCCGSB--

Original motif
Consensus sequence: WDHSCCYSRGGSRAD

Reverse complement motif
Consensus sequence: DTMSCCKSMGGSHDW
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- - ==AVIC=2 ot = =4 C~= _
5 10 W&.laglaaﬁ 5 10 15
Motif ID: UP00001
Motif name: E2F2_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHVGCGCGCCKTDHB
--VSCGGSCCGSB--

Original motif

Consensus sequence: VHDARGGCGCGCVHH

2 0066

2.0

bits
5

0.0

Reverse Complement
Reverse Complement
Forward

3

11

0.0181335

10

15
Webilaga 34

Reverse complement motif

Consensus sequence: HHVGCGCGCCKTDHB

20

p

a.0

J}IE%CGC__CEZ'::I— =

15
WetsLogo 34

Motif ID:

UP00033
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHHDGGGGCGGDBHDV
-—--BSCGGSCCGSV-—--

Original motif

Zfp410_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

4

11

0.018713

Consensus sequence: BHHBHCCGCCCCDHHHH

2.0

0.0

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

2.0

15
Wabiogs 3.4

= “‘?EEIQ% .
10

=)
)
|
|
|
|
ul-l]l

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00088
Plagll_primary

Mus musculus
Original Motif
Reverse Complement
Backward

4

11
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0.0191969

Similarity score:

Alignment:
VBVGGGGSSCCCCHHV

--BSCGGSCCGSV---

Reverse complement motif
Consensus sequence: VBVGGGGSSCCCCHHV

C C
XVIGCN

bits

Original motif
Consensus sequence: BHDGGGGSSCCCCBVV
c ch
ool ==X AN C,m T - ol FEZAT
Motif ID: UP00002
Motif name: Sp4_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
4
11
0.019282

Position number:
Number of overlap:
Similarity score:

Alignment:
BDHHMCGCCCCCTHVEB

~--VSCGGSCCGSB---

Original motif

Consensus sequence: BDHHMCGCCCCCTHVBB

Reverse complement motif
Consensus sequence: BVWWHAGGGGGCGRDHHB
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2.0

-

2.0

Watiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVBCYTGCTGBGDDD
-VSCGGSCCGSB——-—

Original motif
Consensus sequence: HHDCVCAGCAKGVVD

2.0

19

—m_ e Tl S

UP00057

Zic2_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

11

0.0195427

Reverse complement motif
Consensus sequence: DVBCYTGCTGBGDDD

. —

¢ (AGea

2.0
m C C
a I |
oplE— 3 g_‘A — . W
& 5 10

WetiLoga 34
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBBBCCGCCCCWHHHV
—-—-VSCGGSCCGSB--

uP00043

Bcl6b_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

3

11

0.0197663

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH

Original motif
Consensus sequence: HBBBCCGCCCCWHHHV

o - ; g—e‘_-'xg -1.:] CI = L oo l= — %&f.——fz?%%&_ = -
Motif ID: UP00065
Motif name: Zfp161_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Original Motif
Backward

4
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11
0.0217605

Number of overlap:

Reverse complement motif
Consensus sequence: VVGCVYMTGCGCGKC

Similarity score:
Alignment:
GYCGCGCARBGCVB
VSCGGSCCGSB-—--
Original motif
Consensus sequence: GYCGCGCARBGCVB
2.0 20
0.0 = -=__Q . A& gé,} &g - i — e T EI_J_L_ CJ:‘C—.—.-%E
5 10 e 5 10 e
Dataset #: 4 Motif ID: 88 Motif name: ssCrCYyYCGss
Reverse complement motif
Consensus sequence: BBCGGKGGMGBB
2.0
A=A W] ¥V_-—--
5 10 s

Original motif
Consensus sequence: BBCRCCYCCGBB

2.0

10
Wekiloga A4

Best Matches for Motif ID 88 (Highest to Lowest)

UuP00007

0.0
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Egrl_primary

Mus musculus

Motif ID:
Motif name:

Species:


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=007

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HCCGCCCCCGCAHB
BBCRCCYCCGBB--

Original motif

Consensus sequence: HCCGCCCCCGCAHB

QQECCCQC{QQ

2.0

bits

Original Motif
Original Motif
Backward

3

12

0

0.0
5

Webilogo 3.4

Reverse complement motif

Consensus sequence: VHTGCGGGGGCGGH

bits

2.0

—_— ;ﬂ’-—_g T,k . Qe-u_'_

0.0

5

10
Webiogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00002
Sp4_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

12

0.0017378
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Alignment:
BVVHAGGGGGCGRDHHB
--BBCGGKGGMGBB-—--

Original motif
Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

0.0
Wabiloga 3.4

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB

2.0

=S a1 W - I...'-.. — e e
5 10 15

0.0l==

Webiloga 3.4

Motif ID: UuP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6

Number of overlap: 12

Similarity score: 0.00511361
Alignment:

BADHBDHCGCCCMCGCAHHDBBV

————— BBCRCCYCCGBB-————--—

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB
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2.0

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

RTHBSYCGCCMCMYVCGBTVDH
——————— BBCRCCYCCGBB---

Original motif

UP00539
Gli2_v016060_secondary
Mus musculus

Original Motif

Original Motif

Forward

8

12

0.0121746

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

e =

= cggggg"‘cgg,

2 L
15 -

WebLogad 4

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

Motif ID:

UP00022
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHDYGGGGGGGGBVD
—--BBCGGKGGMGBB--

Original motif

Zfp740_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

12

0.0166591

Consensus sequence: HVBCCCCCCCCMHHHB

2.0

bits

s,

15
Wabiogad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

upP00043

Bcl6b_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

4

12
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Similarity score:
Alignment:
BHHHWGGGGCGGBBVH
-BBCGGKGGMGBB---

Original motif

0.0182309

Consensus sequence: HBBBCCGCCCCWHHHV

20

0.0

" ¢c.cCCc,

15
Weblogad 4

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH

2.0

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHHDGGGGCGGDBHDV
-BBCGGKGGMGBB—-—-——

Original motif

UP00033

Zfp410_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

5

12

0.0202898

Consensus sequence: BHHBHCCGCCCCDHHHH

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV
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2.0

%]
= 1.0

2.0

0.0

. _ CceCCCC

Watiloga 3.4 Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

UP00540
Gli3_v015681_secondary
Mus musculus

Original Motif

Reverse Complement

Direction: Forward

Position number: 5

Number of overlap: 12

Similarity score: 0.0203969

Alignment:

VMYDHDGMCCHCCKBGVVAAVH

-—-—-BBCRCCYCCGBB-—————

Original motif Reverse complement motif

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

2.0

bits

2.0

5

" Hﬁllﬂ Q_,._hg;l;gﬂ@zg =_ak - - TAG ) QJ_;_F_T'_ _A‘AL

00 =
5 10 15 20
WabLogad 4 WabiLogod4

Page 703 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=540

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 8

Number of overlap: 12

Similarity score: 0.0221373

Alignment:

BDDHVDKGCCACCCVCGCTDBVH

——————— BBCRCCYCCGBB----

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

20

A CA

bits

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

| CC
- A
= Acg AAA

e ""ZL%T T = Ta==E e = I-ﬁ?
Motif ID: UP00000
Motif name: Smad3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6

Page 704 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=000

Number of overlap: 12
Similarity score: 0.0234529

Alignment:
DHHBCCCCGCCAHHBHB
————— BBCRCCYCCGBB

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

bits

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

Dataset #: 4 Motif ID: 89 Motif nhame: ccCCmCACCcc

Original motif
Consensus sequence: HBCCMCACCHH

2.0

5 10
Weksiaga 3.4

Best Matches for Motif ID 89 (Highest to Lowest)

Motif ID: UP00093
Motif name: KIf7_primary
Species: Mus musculus

Reverse complement motif
Consensus sequence: DDGGTGRGGBD

2.0

bits
5

— o

Webiaga 34
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Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 4

Number of overlap: 11

Similarity score: 0

Alignment:

HBDRCCMCGCCCHHHD

—-—-HBCCMCACCHH---

Original motif Reverse complement motif

Consensus sequence: HBDRCCMCGCCCHHHD Consensus sequence: DHHDGGGCGRGGKHBH
20 20
- Aggg A V= U . g TLIIT g

% 19 Wik o > L ok as

Motif ID: UP00022

Motif name: Zfp740_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position nhumber: 2

Number of overlap: 11

Similarity score: 0.00768447
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Alignment:
HVBCCCCCCCCMHHHB
-HBCCMCACCHH----

Original motif
Consensus sequence: HVBCCCCCCCCMHHHB

2.0

t%gggcccggé% _

0.
15
WabiLogad 4

bits

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

2.0

oA . - = —

10 15
WablLogo 34

Motif ID: UP00000
Motif name: Smad3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 11

Similarity score: 0.0138334
Alignment:

DHHBCCCCGCCAHHBHB

-—-HBCCMCACCHH----

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD
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2.0

B o QQQC%CCQ =

Websiags 3.4

2.0

bits
=

— —— e AP e = - P =

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DBCCCCCCCCCCMYC
-—-HBCCMCACCHH--

Original motif
Consensus sequence: DBCCCCCCCCCCMYC

2.0

UP00021

Zfp281_primary
Mus musculus
Original Motif
Original Motif
Backward

3

11

0.0173499

- eclU0C...c

Webilaga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

20

Motif ID:

UP00540
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBSHTCGTGRGTGGKGDBVWMV
———————— DDGGTGRGGBD—----

Original motif

Gli3_v016060_secondary
Mus musculus

Reverse Complement
Reverse Complement
Backward

5

11

0.0217412

Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

Reverse complement motif

Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

bits

00

= o ‘EE‘?‘Igfch’FI&

5 10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00068
Eomes_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

4

11
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Similarity score: 0.0224448

Alignment:
VVBVCKACACCTHVBV
-—-HBCCMCACCHH---

Original motif
Consensus sequence: VBVDAGGTGTYGVBBV

20

0.0 = = —_—

Reverse complement motif
Consensus sequence: VVBVCKACACCTHVBV

2.0

©caldeT

Weblogodd

Motif ID: UP00043
Motif name: Bcl6b_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 11

Similarity score: 0.0225902
Alignment:

HBBBCCGCCCCWHHHV

-—-HBCCMCACCHH---

Original motif
Consensus sequence: HBBBCCGCCCCWHHHV

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH
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2.0

. cc.cCCe, .

15
Wabiogad 4

20

10 15
WabiLogo 34

Motif ID: UP00099
Motif name: Ascl2_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 11

Similarity score: 0.0228722
Alignment:

BHVDCCCCDCCCBDBH

-—-HBCCMCACCHH---

Original motif
Consensus sequence: BHVYDCCCCDCCCBDBH

2.0

Reverse complement motif
Consensus sequence: HVDVGGGHGGGGDBHB

2.0

it
5

o ——— e e e o
; 10 15
Wablogo 3.4

o
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Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 9

Number of overlap: 11

Similarity score: 0.0245037

Alignment:

HVBDAGCGBGGGTGGCRDBDDDB

———————— DDGGTGRGGBD----

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

20

A CA

bits

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

| CC
- A
= Acg AAA

e ""ZL%T T = Ta==E e = I-ﬁ?
Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5
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Number of overlap: 11

Similarity score: 0.0265658

Alignment:

RTHBSYCGCCMCMYVCGBTVDH

—--—--HBCCMCACCHH------~-

Original motif Reverse complement motif

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH Consensus sequence: HDBABCGBKRGYGGCGMSBHAK
2.0 2.0
- ?;%gggécggﬁge?zﬂu” JLoea o ZPVMVCE. AL
z 5 10 15 20 B 53 5 10 15 20 o

Dataset #: 4 Motif ID: 90 Motif name: ssCGsCwsCss

Original motif Reverse complement motif

Consensus sequence: BBCGSCWSCBB Consensus sequence: BBGSWGSCGBB

2.0

C gCIcC _ L MERAVEW

10
Wetiiaga 34

bits
5

Best Matches for Motif ID 90 (Highest to Lowest)

Motif ID: UP00099
Motif name: Ascl2_primary
Species: Mus musculus
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHDVVGCAGCTGVBKVB
-—--BBGSWGSCGBB---

Original motif

Reverse Complement
Reverse Complement
Forward

4

11

0.0130439

Consensus sequence: BBYVVCAGCTGCBVHHD

2.0

0.0

o ‘
" — c Q
st A$n AN T
5 10 15

Webriogo 3.4

Reverse complement motif
Consensus sequence: HHDVVGCAGCTGVBKVB

2.0

o
:E‘I.CI
—_ A _-::_:: V=
: 10 15

Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00002
Sp4_primary
Mus musculus
Original Motif
Original Motif
Backward

4

11
0.0163536
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Alignment:
BDHHMCGCCCCCTHVEB
-—-—-BBCGSCWSCBB---

Original motif

Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

0.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB

2.0

— - B W e T..--.. —
15

0.0l== = =

5 10

Webiloga 3.4

Motif ID: UP00000
Motif name: Smad3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6

Number of overlap: 11

Similarity score: 0.0174052
Alignment:

DHHBCCCCGCCAHHBHB

————— BBCGSCWSCBB-

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD
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2.0 2.0

. S CCC CC e pola e I_.Lﬁc.__-t::éﬁ =

bit

=
S 5 10 15 s 2
Motif ID: UP00003
Motif name: E2F3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6
Number of overlap: 11
Similarity score: 0.0191478
Alignment:
BBBDYTGGCGCCKWDBD
-BBGSWGSCGBB——-—-—
Original motif Reverse complement motif
Consensus sequence: HBHWYGGCGCCAMDVBB Consensus sequence: BBBDYTGGCGCCKWDBD
2.0 2.0
- -FI%AC‘:G CGA — 0.0 e _-—.:l‘_\:::c - Cg‘.\én
15 S 5 10 15 T
Motif ID: UP00038
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VVHHATCCGGATGKHV
BBGSWGSCGBB-—-—---

Original motif

Spdef_primary

Mus musculus
Reverse Complement
Original Motif
Forward

1

11

0.0192028

Consensus sequence: VHRCATCCGGATHHBB

2.0

bits

Reverse complement motif
Consensus sequence: VVHHATCCGGATGKHV

2.0

fnaﬂéggg mAlgs

bits

15
WablLogo 34

A 1

P me——. gé;; T‘;:e——— . a
- 2 19 hl\fu_oguas .

Motif ID: UP00036

Motif name: Myf6_secondary

Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Original Motif
Reverse Complement
Forward

3

11

0.0207004
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Alignment:
GGDGBGVCTGTKVVB
-—-BBCGSCWSCBB--

Original motif

Consensus sequence: VVVRACAGVCBCDCC

2.0

bits

Reverse complement motif
Consensus sequence: GGDGBGVCTGTKVVB

2.0

bits

15
Wetilogo 3.4

=y ﬁégéﬁ-ﬁg_ 9—‘}9% P e QI‘E:TE
2.0 5 10 i 10534 Ry 5 o
Motif ID: UP00001
Motif name: E2F2_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBBDTTGGCGCCKWVVD
—————— BBCGSCWSCBB

Original motif

Original Motif
Reverse Complement
Backward

1

11

0.0211994

Consensus sequence: HVBWYGGCGCCAADVBB

Reverse complement motif
Consensus sequence: BBBDTTGGCGCCKWVVD
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2.0

2.0

m x%ecc_cgﬂé

Websiags 3.4

To000CC.,

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HCCGCCCCCGCAHB
BBCGSCWSCBB---

Original motif
Consensus sequence: HCCGCCCCCGCAHB

2.0

- oel0elic.

UP00007
Egrl_primary
Mus musculus
Original Motif
Original Motif
Backward

4

11
0.0223013

WebiLags 1.4

5

Webslogo 3.4

Reverse complement motif
Consensus sequence: VHTGCGGGGGCGGH

2.0

—--_—-—;Ag T__-_ - Q‘?‘I

5 10

Webitaga 3.4

Motif ID:

uP00400
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BADHBDHCGCCCMCGCAHHDBBV

Original motif

Zif268

Mus musculus
Original Motif
Original Motif
Forward

6

11
0.0243838

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

a0 Qé

- = -
= = =

bits

- i =

=

5 10

WebiLog 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

10

bits

. TOCWIWWMeG. 1

0.0 =t

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00046
Tcfe2a_primary

Mus musculus
Original Motif
Reverse Complement
Forward

5

11
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0.0243929

Similarity score:

Alignment:
DHDBHGCACCTGRBDDVB

-—-—-BBCGSCWSCBB--
Original motif
Consensus sequence: VBHHVCAGGTGCDVDHD

20

Reverse complement motif
Consensus sequence: DHDBHGCACCTGBDDVB

2.0
=
E‘I.CI
= S ——
15

0.0

e aWNEMIME,
Dataset #: 4 Motif ID: 91 Motif name: ssCGCCsCCrCCCss
Original motif Reverse complement motif
Consensus sequence: SSCGCCSCCGCCCSS Consensus sequence: SSGGGCGGSGGCGSS
-;-;:EEg-ﬂ?A-;IC-;CC_._-Eg

20
o
N C C C CCC
== P = - e A
5 10 15
WebiLoga 34

UuP00400

Best Matches for Motif ID 91 (Highest to Lowest)

Motif ID:
Motif name: Zif268
Species: Mus musculus
Original Motif
Page 721 of 833

Matching format of first motif:
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Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BADHBDHCGCCCMCGCAHHDBBV
————— SSCGCCSCCGCCCSS——-

Original motif

Original Motif
Backward

4

15

0.013801

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

A couAlC

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

]

= = “_‘*IAQ A gé =
5 10 15

Webloga 3.4

o= == = W AT =N [ 00 - =
5 10 15 20 Sl

Motif ID: UP00021

Motif name: Zfp281_primary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

Reverse Complement
Reverse Complement
Backward

1

15

0.0189308
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GKRGGGGGGGGGGBD
SSGGGCGGSGGCGSS

Original motif

Consensus sequence: DBCCCCCCCCCCMYC

2.0

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

2.0

o -?%QGQECCGCGQ%Q E=S S A AR LDS o is o SN

15
Webiloga 34 Wetilogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGRBTVDH
-SSCGCCSCCGCCCSS—=—=———-

Original motif

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

UP00539

Gli2_v016060_secondary
Mus musculus

Original Motif

Original Motif

Forward

2

15

0.0243383

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK
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20

bits
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Weblogo 34

Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 15

Similarity score: 0.0259668
Alignment:

VYWVVHCRCCACMCACGAHSBHH
-SSCGCCSCCGCCCSS——————~

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

EE QAQQéQggAckgé?

e it

WesLago 34

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

it:
P

T
xﬁﬁgengCIT?I¢Ace . e
5 10 15 20

0.0

Motif ID: UP00000
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Motif name: Smad3_secondary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 15

Similarity score: 0.0261816
Alignment:

DHHBCCCCGCCAHHBHB

--SSCGCCSCCGCCCSS

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

. ocliCl,

e
15

bits

Watiloga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

Wabiogs 3.4

Motif ID: UP00022

Motif name: Zfp740_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 15

Similarity score: 0.0275827
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Alignment:
HVBCCCCCCCCMHHHB
-SSCGCCSCCGCCCSS

Original motif

Consensus sequence: HVBCCCCCCCCMHHHB

2.0

=

0.0

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

2.0

—— — oA . A = e ——

eeslllle,.

15 10 15
WabiLogad 4 WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDDHVDKGCCACCCVCGCTDBVH
——————— SSCGCCSCCGCCCSS—-

Original motif

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

UP00538

Glil_v016060_secondary
Mus musculus

Original Motif

Reverse Complement
Backward

2

15

0.0288149

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

20

Webblaga 3.4

ot etk - e S Y £F
5 10 15 20 Vs 5 10 15 20
Motif ID: UP00002
Motif name: Sp4_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1
Number of overlap: 15
Similarity score: 0.0313909

Alignment:
BDHHMCGCCCCCTHVEB
SSCGCCSCCGCCCSS—-

Original motif

Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

gg b L Q .

Reverse complement motif
Consensus sequence: BVWWHAGGGGGCGRDHHB

2.0

Motif ID:
Motif name:

UP00538
Glil_v015681_secondary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
MHHHWHYTMCCHCCCACVAABVH
———————— SSCGCCSCCGCCCSS

Original motif

Mus musculus
Original Motif
Original Motif
Backward

1

15
0.0337952

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

WebiLogo 34

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00033
Zfp410_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

2

15

0.0340021
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Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

2.0

Alignment:
HHHHDGGGGCGGDBHDV
-SSGGGCGGSGGCGSS—
Original motif
Consensus sequence: BHHBHCCGCCCCDHHHH
gl == $¢%‘€IQL‘%¢E — —_
5 10 15 Sas

2.0

_ CceCCCC

Motif name: tyTCTkTkTCyy

0ol - =5
Reverse complement motif
Consensus sequence: VHGARAYAGAVV

1.

bits

Dataset #: 4

o.

Original motif
Consensus sequence: BBTCTKTKTCHB

2.0
—
_—

10
Watiloga 3.4

uP00041
Foxjl_primary
Mus musculus

Original Motif
Reverse Complement

Best Matches for Motif ID 92 (Highest to Lowest)
Page 729 of 833

Motif ID:
Motif name:
Species:
Matching format of first motif:
Matching format of second motif:
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Backward

3

Direction:
Position number:
Number of overlap: 12

Similarity score:

Alignment:
DDDHTTTGTTTAMHDH

—-—-BBTCTKTKTCHB--
Original motif
Consensus sequence: HDHRTAAACAAAHDDD

2.0

m -ALAAAGAQA

a.0-==

bits

0.00580204

Weblogad 4

UP00101

Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH

2.0
! IAC
0.0d=== lIIAT = o . o=

bits

Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:

Sox12_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

2

12
0.00792317
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HDTMCTTTGTSTVDBB
-BBTCTKTKTCHB---

Original motif
Consensus sequence: VVDBASACAAAGRADH

2.0

T 6¢AQAAAE¢éx

WabiLogad 4

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB

2.0

:élcCIIIéIﬁl

bits

—_——w - — —

15
WablLogo 34

Motif ID: UP00039
Motif name: Foxj3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 5

Number of overlap: 12

Similarity score: 0.0121
Alignment:

DVVTTTGTTTACDTHDH

—-BBTCTKTKTCHB-—-—--

Original motif
Consensus sequence: HDHADGTAAACAAAVVH

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH
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2.0

0.0

2.0

%:_ Il ~ IIAQ“T:

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BDVTTTKTTTACWTWHH
-BBTCTKTKTCHB----

Original motif

UP00073

Foxa2_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2

12

0.0121551

Consensus sequence: HHWAWGTAAAYAAAVDB

2.0

ood== {M%AQAIAA g é%

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

x¥ A TIAgglﬁ_h

WebiLags 3.4

it
5

0.0

Motif ID:

UP00062
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBBMCTTTGTTHDDBH
—-—-BBTCTKTKTCHB---

Original motif

Sox4_primary

Mus musculus
Original Motif
Reverse Complement
Backward

4

12

0.0139275

Consensus sequence: HBDDDAACAAAGRVBHH

2.0

bits

= ——— -«.:mA e AA&&

0.0 —
5

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

- {1 1)

0.0 ===
15

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00011
Irf6_primary

Mus musculus
Original Motif
Reverse Complement
Backward

5

12
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Similarity score: 0.015539

Alignment:
DHDBTKGTTTCGHTHDD
-BBTCTKTKTCHB-—-—--

Original motif
Consensus sequence: HDDAHCGAAACYAVDDD

20

bits

A WRARVG.

i
5

5
Webiiogo 3.4

Reverse complement motif
Consensus sequence: DHDBTKGTTTCGHTHDD

20

LsWllwr

Motif ID: UP00030

Motif name: Sox11_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4

Number of overlap: 12

Similarity score: 0.0160684
Alignment:

HHBTMCTTTGTTMDDVH

-—-BBTCTKTKTCHB---

Original motif
Consensus sequence: HBDDRAACAAAGRABHH

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH
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2.0 2.0

210 A £10
_ c I
., s =_ = $Aﬁ2 o= = oy N —SE = .

0.0 ——— = 0.0

2 10 18 Webiloga 14 2 10 8 Webiioga 3.4
Motif ID: UP00077
Motif name: Srf_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 12
Similarity score: 0.0166843
Alignment:
HHVBYTTTTTTTTDDVV
—--BBTCTKTKTCHB---
Original motif Reverse complement motif
Consensus sequence: VBDDAAAAAAAAMVBHH Consensus sequence: HHVBYTTTTTTTTDDVV

2.0

bits

o === .

s 000l

15
Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BBVITTGTTTACATTDD
-BBTCTKTKTCHB----

Original motif

UP00025

Foxkl_primary

Mus musculus
Original Motif
Reverse Complement
Backward

5

12

0.0172528

Consensus sequence: DDAATGTAAACAAAVVB

20

o AAAIAIAA

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

20

§ro 1I W TT_Q@II"’

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00061
Foxl1_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2
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Number of overlap: 12
Similarity score: 0.0200976

Alignment:
VVVWTTGTTTAMATTWD
-BBTCTKTKTCHB-—-—--

Reverse complement motif

Original motif
Consensus sequence: VWWWTTGTTTAMATTWD

Consensus sequence: DWAATRTAAACAAWVVB

2.0

_2AATH A Q éeﬁ ! “_II A _géllxr

bits
=

5 10 15

5 10
Webiiaga 3.4 WebiLags 3.4

Dataset #: 4 Motif ID: 93 Motif name: rrAGGGGGATrr

Reverse complement motif
Consensus sequence: VVTCCCCCTVV

2.0

Original motif
Consensus sequence: VWVAGGGGGAVV

2.0

oy

F10]

bitg

—_— -

o — 2 —— ool
10
Weksiaga 3.4 Webilags 3.4

Best Matches for Motif ID 93 (Highest to Lowest)

Motif ID: UP00022
Motif name: Zfp740_primary
Species: Mus musculus
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHDYGGGGGGGGBVD
—-—VVAGGGGGAVV---

Original motif

Original Motif
Reverse Complement
Backward

4

11

0

Consensus sequence: HVBCCCCCCCCMHHHB

2.0

0.0

E”ﬂugggcccggek

15
Weblogod 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00002
Sp4_primary

Mus musculus
Original Motif
Reverse Complement
Forward

3

11

0.00297135
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Alignment:
BVVHAGGGGGCGRDHHB
--VVAGGGGGAVV—-——-

Original motif

Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

0.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB

2.0

oo l== ﬁxe_c_n._r,., = T..'_.' e
15

5 10
Webiloga 3.4

Motif ID: UP00021

Motif name: Zfp281_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1

Number of overlap: 11

Similarity score: 0.00395342
Alignment:

DBCCCCCCCCcCcCMYC

VVAGGGGGAVV—-——-

Original motif
Consensus sequence: DBCCCCCCCCCCMYC

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD
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2.0

bits

- obelllllecs

Webiloga 3.4

=N = ¥ - = -

5 10 15
Websloge 34

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBHBGAGTGGGAHHDB
-——-VVAGGGGGAVV--

Original motif

UP00007

Egrl_secondary
Mus musculus
Original Motif
Original Motif
Forward

4

11

0.00991424

Consensus sequence: BBHBGAGTGGGAHHDB

2.0

bits

aul

o6 = S oA T E S

5 10

Weblagad 4

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV

20

0.0

_1clieale

o34

Motif ID:

UP00022
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVKDCCGGGGGGWADDD
————-VVAGGGGGAVV--

Original motif

Zfp740_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

3

11

0.0102767

Consensus sequence: DDDTWCCCCCCGGDRVH

2.0

P —— = —?—IIQGCCCQ?-F

R . Y

Watiloga 3.4

Reverse complement motif
Consensus sequence: HVKDCCGGGGGGWADDD

2.0

[ EE‘EQ?Q__ NVIVI¥AA .
5

10 15
Wabiogs 3.4

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00047
Zbtb7b_primary

Mus musculus
Original Motif
Reverse Complement
Forward

5

11
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Similarity score: 0.0107925

Alignment:
VHWTTHGGGGGGVDD
—-———-VVAGGGGGAVV

Original motif
Consensus sequence: DDVCCCCCCHAAWHB

M HQCCCCQ?g§$@?

bits
5

0.0

10
Webiloga 34

Reverse complement motif
Consensus sequence: VHWTTHGGGGGGVDD

2.0

= W _-_AAI e

o= T ——— =

—

Weblogo a4

Motif ID: UP00239

Motif name: Obox2

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 11

Similarity score: 0.0138823

Alignment:

HTARTTAATCCCCCKBD

—————— VVTCCCCCTVV

Original motif
Consensus sequence: DBRGGGGGATTAAMTAH

Reverse complement motif
Consensus sequence: HTARTTAATCCCCCKBD
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2.0

bits

2.0

bit

0.0

10 A A 210 C C
s DX VWY ] I Lo Jomaesa Ll ‘ ¢ Iggzﬁﬂ
5 10 15 & 5 10 15

Watiloga 3.4 Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDDAHTGGGGGTHWYYD
—-——-VVAGGGGGAVV-—--

Original motif

Consensus sequence: DKKWDACCCCCAHTDDV

2.0

UP00021

Zfp281_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

4

11

0.0148152

Reverse complement motif
Consensus sequence: VDDAHTGGGGGTHWYYD

2.0

it
5

i 0.0 3 . AN W -

i CC
o *‘-’«*,ILI% — A b 4 v
i 5 10

Watiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHVGACCCCCCVBRD
—-——-VVTCCCCCTVV--

Original motif

UuP00024

Glis2_primary

Mus musculus
Reverse Complement
Original Motif
Backward

3

11

0.01486

Consensus sequence: HHHVGACCCCCCVBRD

20

w
. TAC Qg
= — - - S
pac— . L s b4 — e
5 10 15
WebiLogad 4

Reverse complement motif
Consensus sequence: HKBBGGGGGGTCVHHH

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00007
Egrl_primary

Mus musculus
Reverse Complement
Original Motif
Backward

3
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Number of overlap: 11
Similarity score: 0.0191569

Alignment:
HCCGCCCCCGCAHB
-VVTCCCCCTVV--

Original motif
Consensus sequence: HCCGCCCCCGCAHB

2.0

- oeelic.

Webslogo 3.4

Reverse complement motif
Consensus sequence: VHTGCGGGGGCGGH

2.0

bits

= ,_mT_A__g - W QAT

0.0

Dataset #: 4 Motif ID: 94 Motif name: ssCGCksCGss

Original motif
Consensus sequence: VVCGCKSCGBB

(€.

Best Matches for Motif ID 94 (Highest to Lowest)

o
Wetiiaga 34

Motif ID: UP00065
Motif name: Zfp161_secondary
Species: Mus musculus

Reverse complement motif
Consensus sequence: BBCGSRGCGVV

2.0

L e

o.0 ——
10
Webiaga 34
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Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVGCVMTGCGCGKC
-VVCGCKSCGBB--

Original motif
Consensus sequence: GYCGCGCARBGCVB

2.0

Original Motif
Reverse Complement
Backward

3

11

0.00535423

Webilogo 3.4

Reverse complement motif
Consensus sequence: VVGCVMTGCGCGKC

2.0

o 7eell

0.0 — e -
5

Webiogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position nhumber:

Number of overlap:

Similarity score:

UP00031
Zbtb3_primary
Mus musculus
Original Motif
Original Motif
Backward

4

11

0.0059848
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Alignment:
DDBBBCACTGCABTEBB
-—-—-VVCGCKSCGBB---

Original motif

Consensus sequence: DDBBBCACTGCABTBBB

2.0

e — 0.0

Reverse complement motif
Consensus sequence: BBBAVTGCAGTGBBVDD

2.0

—— e M = ————

. GACTCA .

Wabiloga 3.4 Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHVGCGCGCCKTDHB
--VVCGCKSCGBB--

Original motif

Consensus sequence: VHDARGGCGCGCVHH

UP00001

E2F2_primary

Mus musculus
Original Motif
Reverse Complement
Forward

3

11

0.00957065

Reverse complement motif
Consensus sequence: HHVGCGCGCCKTDHB
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2.0

- e == — 8 AL A L @Q-_:;E‘?: o6 = :
5 10 WQJ;:.E:M 5 10 15
Motif ID: UP00526
Motif name: Foxnl_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

WHVBVVMACGCGCGTCDYHWDH
———————— VVCGCKSCGBB---

Original motif

Original Motif
Original Motif
Backward

4

11
0.0108446

Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

2.0

o ACOyUCEre

5 10

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

-
15 20
Weblogod4

510
s = sl AI: T 3
; =™ A TAVY ] ACS _ = A
5 10

Motif ID:

UP00002
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVVHAGGGGGCGRDHHB
-—--BBCGSRGCGVV---

Original motif

Sp4_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

11

0.0132848

Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

O
P

y ?é )

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB

2.0

bits

=S a1 W == I — -
5 10 15

0.0—l==

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00065
Zfpl61_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

6

11
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Similarity score:
Alignment:
DMMDGMGCGCGCGCHD
BBCGSRGCGVV—-—-——-—

Original motif

0.0147384

Consensus sequence: DDGCGCGCGCRCHYRD

20

-

>

0
S
)

Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBHWYGGCGCCAMDVBB
BBCGSRGCGVV—-=————

Original motif

UP00003

E2F3_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

7

11

0.0150252

Consensus sequence: HBHWYGGCGCCAMDVBB

Reverse complement motif
Consensus sequence: BBBDYTGGCGCCKWDBD
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2.0

2.0

e Ileg—_:c _Cgéén
5 10 15

0.0 —
Wabiogs 3.4

: T B e =
Motif ID: UP00000

Motif name: Smad3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 11

Similarity score: 0.0152603

Alignment:

BHBHDTGGCGGGGRBDHD

-BBCGSRGCGVV-——-—-

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

0.0

bits

Watiloga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

bits

e e e e — —

0.0
Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDBABCGBKRGYGGCGMSBHAK
——————— BBCGSRGCGVV—-——-—

Original motif

UP00539

Gli2_v016060_secondary
Mus musculus

Reverse Complement
Reverse Complement
Backward

5

11

0.0154216

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

Reverse complement motif

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

A +~wIC L

= T s AT an= ~Ac

5 10 15 20
Weblogo34

00

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00540
Gli3_v015681_secondary
Mus musculus

Original Motif

Reverse Complement
Forward

6
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Number of overlap: 11
Similarity score:

Alignment:
VMYDHDGMCCHCCKBGVVAAVH

Original motif

0.0155003

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

o g_,_gl*_gﬂh?lg _{.‘;_?;‘_‘-:E.___

20

WebLogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

E‘IU G A
S o~ TAA s 00 - T ?A_._
10 15

pol===em
20

Weblogod4

5

Dataset #: 4 Motif ID: 95

Original motif
Consensus sequence: CACACACACACA

Motif name: CACACACACACA

Best Matches for Motif ID 95 (Highest to Lowest)

Motif ID:
Motif name:
Species:

uP00042
Gm397_second
Mus musculus

Reverse complement motif
Consensus sequence: TGTGTGTGTGTG

2.0
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Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 2

Number of overlap: 12

Similarity score: 0

Alignment:

HBGYGTGTGTGCVRVD

-TGTGTGTGTGTG---

Original motif Reverse complement motif

Consensus sequence: DVMVGCACACACKCVH Consensus sequence: HBGYGTGTGTGCVRVD
20 20
a0 Q:Ef-._ CACACGATL;-. == 0o lE=== a:-g‘!s‘:[e—__ & I Q*-::-:’F ;

Motif ID: UP00026

Motif name: Zscan4_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward

Position nhumber: 2

Number of overlap: 12

Similarity score: 0.0197643
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Alignment:
BHHHTTGTGTGCKHVD

—-—-TGTGTGTGTGTG-

Original motif
Consensus sequence: HVHRGCACACAAHHHV

0.0

2.0
m ey C QA‘ l
=1.0
=— N T J—-QAAA,___:? =
5 10 15
Wablaogad 4

UuP00400
Zif268

Reverse complement motif
Consensus sequence: BHHHTTGTGTGCKHVD

2.0

”J I ‘ ‘ C L=
= e P IR e Eﬂ;r —
5 10 15
WeblLogod 4

bits

0.0

Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
BADHBDHCGCCCMCGCAHHDBBV
CACACACACACA--—--

Original motif

Mus musculus
Original Motif
Original Motif
Backward
5

12
0.023637

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBV

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB
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2.0

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

MHHHWHY TMCCHCCCACVAABVH
—————————— CACACACACACA-

Original motif

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

UP00538
Glil_v015681_secondary
Mus musculus

Original Motif

Original Motif

Backward

2

12

0.0276792

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

.g'\u gﬂ]
o s}
— R I(3 - = AW, o = = XA T U
15 20

5 10

WesLago 34

Motif ID:

UP00041
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDHRTAAACAAAHDDD
—-—CACACACACACA--

Original motif

Foxjl_primary
Mus musculus
Original Motif
Original Motif
Forward

3

12

0.0332664

Consensus sequence: HDHRTAAACAAAHDDD

2.0

bits

0.0—=

S TmACA.

15
Wabiogad 4

Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH

20

SR A b

15
WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00101
Sox12_secondary
Mus musculus
Original Motif
Original Motif
Forward

2

12

Page 757 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=101

Similarity score: 0.0362338

Alignment:
VVDBASACAAAGRADH
—-CACACACACACA-—--

Original motif
Consensus sequence: VVDBASACAAAGRADH

20

. ?¢AQAAAQBA

a.0 =

bits

£31

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB

2.0

) - JLIP=S : IIIéI‘El e

bits

_—— .

0.0 = T
15
Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VHBHHCATTCATRHVDD
—-——-CACACACACACA--

Original motif

uP00014

Sox17_secondary
Mus musculus
Original Motif
Original Motif
Forward

4

12

0.0362641

Consensus sequence: VHBHHCATTCATRHVDD

Reverse complement motif
Consensus sequence: DDBDKATGAATGHDBHYV
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2.0

w
210

- _ o E St [ ===

2.0

gol=——

= Qélj[gél_a 2

15 5 10 15

Motif ID: UP00025
Motif name: Foxkl_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:

Reverse Complement
Reverse Complement

Direction: Forward
Position number: 2
Number of overlap: 12
Similarity score: 0.0366937
Alignment:
HDDTGTTKTTKTHHD
-TGTGTGTGTGTG——
Original motif Reverse complement motif
Consensus sequence: HHHAYAAYAACAHHH Consensus sequence: HDDTGTTKTTKTHHD

2.0 2.0
210 L0

Acan$ QA T Glxsl
0.0 _ S - <= °F N . : 0.0 — = é“-.:-—’ - -:-;I—_A = -
5 19 wa:_nglin 5 10 Wd:_ugl!sa.d

Motif ID: UP00540
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Motif name: Gli3_v015681_primary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position nhumber: 1

Number of overlap: 12

Similarity score: 0.0367676
Alignment:

ABBBBVVRGACCACCCACRDBBM

——————————— CACACACACACA

Original motif

Consensus sequence: ABBBBVVRGACCACCCACRDBBM

2.0

bits

= __ =S W= CVEY- nA“-“_m.'fé

0.0 -
5 10 15 20

WebiLogo 34

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

Gze AW o 4§ —e
5

—_—— —_—

0.0

P | T Tﬁl T

20
Webloga 3.4

Motif ID: UP00540

Motif name: Gli3_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 10

Number of overlap: 12

Similarity score: 0.0370972
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Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

Alignment:
VYWVVHCRCCACMCACGAHSBHH
————————— CACACACACACA--
Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH
2.0 20
JeZx QgggégAgﬁgigéqﬂﬁﬂ e =soxecIVPMIWEG  oa
: 5 10 15 20 B 5 10 15 20 pi
Dataset #: 4 Motif ID: 96 Motif name: yrTGTGCACAyr
Original motif Reverse complement motif
Consensus sequence: BVTGTGCACABV Consensus sequence: BBTGTGCACAVV
2.0 2.0
Iy a——— — IAQACA"—: — a.0 —_—— IAQAC = e
= 10 Weabiloga 34 % Ll WeatiLoga 3.4
Best Matches for Motif ID 96 (Highest to Lowest)
Motif ID: UP00026
Motif name: Zscan4_primary
Mus musculus
Original Motif
Original Motif
Page 761 of 833

Species:
Matching format of first motif:
Matching format of second motif:


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=026

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHVDTGTGCACAYAHDH
-—-BVTGTGCACABV—-—-—

Original motif

Backward
4

12

0

Consensus sequence: DHVDTGTGCACAYAHDH

20

© 7M.

Websiaga 3.4

Reverse complement motif
Consensus sequence: HDHTMTGTGCACADVHD

2.0

gi _JaT T c AL

10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

uP00042

Gm397_primary
Mus musculus
Original Motif
Original Motif
Backward

4

12

0.00445496
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HHDATGTGCACATAMDH
-—-BVTGTGCACABV---

Original motif

Consensus sequence: HHDATGTGCACATAMDH

2.0

Alég

0.0

S CI[EY

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHRTATGTGCACATHHD

2.0

S AQACAI

0.0 — == h. e ——] —— __

5

E-'r‘

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDYTTGCACACGDHBH
BVTGTGCACABV-—---

Original motif

UuP00097

Mtfl_primary

Mus musculus
Original Motif
Reverse Complement
Backward

5

12

0.0380495

Consensus sequence: DBDHCGTGTGCAAMDH

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH
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2.0

==

o — I ICAgé
5 10

15
Weblogad 4

20

bits

0.0

Wablogad

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VHHDWTGGGCAMDHBH
-—-BBTGTGCACAVV-

Original motif

UP00035

Hicl_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

12

0.0430853

Consensus sequence: DBDDRTGCCCAWDHDV

2.0

0.0

= A}f‘IA\(:M::(:éila!

Weblagad 4

Reverse complement motif
Consensus sequence: VHHDWTGGGCAMDHBH

it
o

] ITI-CACAC"*“H%

4

LW\ QA% e

15

0.0

Weblogod 4

Motif ID:

UP00211
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HADDTATGCATAATDDA
—-—-BBTGTGCACAVV—-—--

Original motif

Pou3f3
Mus musculus

Reverse Complement

Original Motif
Forward

3

12
0.0445124

Consensus sequence: HADDTATGCATAATDDA

2.0

L TAlCATA.

Reverse complement motif
Consensus sequence: TDDATTATGCATADDTH

2.0

E:I-égIATTQAIA&‘IL

5
Wabiogs 3.4

L A
18 WatiLaga 3.4

Motif ID: UP00191
Motif name: Pou2f2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2
Number of overlap: 12
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Similarity score: 0.0458169

Alignment:
BHDTATGCAAATDHDV
-BVTGTGCACABV—-—--

Original motif
Consensus sequence: BHDTATGCAAATDHDV

20

ﬁ”;EITQQAAT-éf

0.0 35
15
WabiLog

Logad 4

Reverse complement motif
Consensus sequence: BHHDATTTGCATAHHV

2

21

“:_$IﬁATIIAQATA—w

0.0

Weblogodd

Motif ID: UP00179
Motif name: Pou2f3
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 12

Similarity score: 0.0465664
Alignment:

BHDTATGCAAATBHDV

-BVTGTGCACABV—-—--

Original motif
Consensus sequence: BHDTATGCAAATBHDV

Reverse complement motif
Consensus sequence: BHHVATTTGCATAHHV
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2.0

ﬁ”__lsTTCAQAT-a

0.0

15
Weblogod 4

2.

)i ¢V

0.0
15
Weblogod4

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDHBYGAGCACTGBHHB
—-—-BBTGTGCACAVV—-—--

Original motif

UP00Q095
Zfp691_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

12

0.0474879

Consensus sequence: BDHVCAGTGCTCMBHDD

2.0

0.0 T = B s T

5 10 15

Watiloga 3.4

Reverse complement motif
Consensus sequence: DDHBYGAGCACTGBHHB

2.0

— -
————— A § — e

0.0 T
5 10 15

Wabiogs 3.4

Motif ID:

UP00041
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDDHTTTGTTTAMHDH
—-——-BBTGTGCACAVV

Original motif

Foxjl_primary
Mus musculus

Reverse Complement
Reverse Complement

Backward
1

12
0.0571018

Consensus sequence: HDHRTAAACAAAHDDD

2.0

bits

0.0

S TmACA.

15
WabiLogad 4

Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH

2.0

%m” ;IIATITAQH'

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00053
Rxra_primary
Mus musculus
Original Motif
Original Motif
Forward

4

12
0.0586299
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Alignment:
DBHBDTGACCCCDHVHB
-—-—-BVTGTGCACABV--

Original motif

Consensus sequence: DBHBDTGACCCCDHVHB

2.0

cC

0.0 — —_—— —-_ i I L A_:,,_:"-_FE"-.
: 5 10 15
Webiloga 3.4

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD

2.0

) = C A
pol e A AT | O Ie
5 10 15

bits

Webiloga 3.4

Dataset #: 4 Motif ID: 97
Original motif

Consensus sequence: DHAYAYAYRTGTGTRTDH

2.0

“ agheherralTer

5

bits

Webiloga 3.4

Best Matches for Motif ID 97 (Highest to Lowest)

Motif ID: UP00526

Motif name: Foxnl1_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif

Motif name: ryayAyAyrtGTRTrTry

Reverse complement motif
Consensus sequence: HDAMACACAKKTKTKTHD

2.0

E:A%QQQQAQQ§AIAI§IA¢

Webiioga 34
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Direction: Backward

Position number: 3
Number of overlap: 18
Similarity score: 0.042217
Alignment:

DDRMHBACGCGYGCGTDGRBBDB
—-—-DHAYAYAYRTGTGTRTDH--

Original motif
Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

2.0

e_.__A_cA:‘I, A‘;ﬁcégqgeI T
5 10 15

0.0 == ===

Reverse complement motif
Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

20

0.0 _--‘_‘:_-_=_E e Ag‘-‘QAGAC=‘~:—T‘“ =Ty -
5 15

10 20

.

|

WebiLago

Motif ID: UP00034

Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 18

Similarity score: 0.0528977
Alignment:
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GTVBDAATTGTVTGHGDDHKVB
-DHAYAYAYRTGTGTRTDH---

Original motif

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

1.0

bits

0.0 LI N ?IéAlI%-I-- L= =
; T o 15

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

10

bits

WablLogo 34

X g e o
i WabiLogad 4 3
Motif ID: UP00050
Motif name: Bhlhb2_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
YDYBDHTMCACGTGGADDBMDGT
-DHAYAYAYRTGTGTRTDH----

Original motif

Original Motif
Original Motif
Backward

5

18
0.0539618

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM
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2.0

20

10
IQA_ | TA. A
10

bits

00 == ;‘T— P-= _“c—-—I‘?F CA:,___QI 00 eg-_%_-l’=‘_-? . Wi, - T LS — =
5 10 15 20 St 5 15 20
Motif ID: UP00034
Motif name: Sox7_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

WBHHHHHMDATTGTTHDHDVHH
HDAMACACAKKTKTKTHD----

Original motif

Reverse Complement
Reverse Complement
Backward

5

18

0.0559027

Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

D

H
&
2
g

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

e X
T . _Sx
10 15 20

Weblogod4

Motif ID:

UP00526
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

WHVBVVMACGCGCGTCDYHWDH
—-——-HDAMACACAKKTKTKTHD-

Original motif

Foxnl_primary

Mus musculus
Reverse Complement
Original Motif
Backward

2

18

0.0570339

Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

2.0

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

Lo caCOOWOGE, 2

F-N
e y. ACS _ = XA
15

WabiLogod4

Bhlhb2_primary
Mus musculus

T <A aAC —E

i 5 10 20 ‘WabLogad 4
Motif ID: UP00050
Motif name:
Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Original Motif
Reverse Complement
Forward

4

18
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Similarity score: 0.0603429

Alignment:

DDHBHBSTCACGTGAHBBDHHM

—-——-DHAYAYAYRTGTGTRTDH-

Original motif Reverse complement motif

Consensus sequence: RDHDBVDTCACGTGASBHVHDH Consensus sequence: DDHBHBSTCACGTGAHBBDHHM
=== o ==a= - A S M CE- =~ - 0 == = ] e X ¥ (.-':-“ =~ =

Motif ID: UP00528

Motif name: Foxm1_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 4

Number of overlap: 18

Similarity score: 0.0610325

Alignment:

DCATDBTGHGCATKMTTBRSWR

—-——-HDAMACACAKKTKTKTHD-

Original motif Reverse complement motif

Consensus sequence: MWSMBAARRATGCDCABHATGD Consensus sequence: DCATDBTGHGCATKMTTBRSWR
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2.0

bits

SA_C ‘AI\ l\ B4 s‘.4§

20

210

WabiLogod4

A
Motif ID: UP00032
Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 18
Similarity score: 0.0616079
Alignment:
BDHDDADAGATAAGADHBDHVD
—-——-DHAYAYAYRTGTGTRTDH-

Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

“u
E 1.0
PR e L = = ==

10 15 20
WabLogad 4

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

0=
5 10 15

it
Py

WabiLogod4

Motif ID: UP00527
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VHYTCCDWCCGCGTCMMTHWHV
—-——-—-HDAMACACAKKTKTKTHD

Original motif

Foxn4_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

1

18

0.0623545

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

it
p=

0 E“-\I - f'\'.__-':‘h-_:_‘ - . *‘7"?5;2%'_—-1—:—‘}.14: 00 == QIEQ%‘IEQ R LE ¥ EE’T‘I— ég;—
5 10 o 5 10 15 20 R o
Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Reverse Complement
Original Motif
Forward

5

18

0.0633883
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Alignment:
VYWVVHCRCCACMCACGAHSBHH
—-———-HDAMACACAKKTKTKTHD-

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

==

§;£;£J;G§£;f¥gaaﬁégﬁ?

=0

5

Jadx 92-

0.

Motif ID: 98

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20
. o

15

10
== — ‘EQ?IQ‘EIIT?I.-_L WA

bits

5 10

0.0

Motif name: wwTAATTAATTAww
Reverse complement motif
Consensus sequence: DHTAATTAATTADH

Dataset #: 4

Original motif
Consensus sequence: HDTAATTAATTAHD
2.0
o IAAIIAAJL_I_A T
2 10 Wabilopa 3.4

UP00158

Pouifl

Best Matches for Motif ID 98 (Highest to Lowest)
Mus musculus

Motif ID:
Motif name:
Species:
Matching format of first motif:
Matching format of second motif:

Original Motif

Reverse Complement
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Direction: Forward

Position number: 2

Number of overlap: 14

Similarity score: 0
Alignment:

DVDTAATTAATTADDDB

-DHTAATTAATTADH--

Original motif Reverse complement motif

Consensus sequence: DVDTAATTAATTADDDB Consensus sequence: BDHDTAATTAATTADBH

2.0 2.0
a0 == IQAHAAIIQ4 == s l===== TIAAITAAIIé .
5 10 15 Wit 5 10 15 Wiiadi

Motif ID: UP00105

Motif name: Pou3f4

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 2

Number of overlap: 14

Similarity score: 0.00131133

Alignment:
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BDDDTAATTAATTAHBD
-—-HDTAATTAATTAHD-

Original motif

Consensus sequence: DVHTAATTAATTADDDB

2.0

AT ..

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BDDDTAATTAATTAHBD

2.0

L TAATTAATT,

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVBTAATTAATTAABTH
-DHTAATTAATTADH--

Original motif

UP00129

Pou3fl

Mus musculus
Reverse Complement
Original Motif
Forward

2

14

0.00682649

Consensus sequence: DVBTAATTAATTAABTH

Reverse complement motif
Consensus sequence: DAVTTAATTAATTAVBD
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2.0

2.0

" AT T, Tl

Websiags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDTAATTAATTAHDD
HDTAATTAATTAHD-

Original motif

Consensus sequence: HHHTAATTAATTAHH

2.0

w
=210

UP00225

Hix1

Mus musculus
Original Motif
Reverse Complement
Forward

1

14

0.0167227

Reverse complement motif
Consensus sequence: HDTAATTAATTAHDD

20

-

"l T A -éll 66;[15? ,_+lé$1'gréAL[A_ .

15 5 10 15
Webilaga 34 WetsLogo 34

Motif ID:

UP00200
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
GMVBTAATTAATWAVB
DHTAATTAATTADH--

Original motif

Consensus sequence: VVTWATTAATTABBYC

2.0

Nkx6-1_2825.2

Mus musculus
Reverse Complement
Original Motif
Forward

1

14

0.0194509

" oabiTHALTA

Reverse complement motif
Consensus sequence: GMVBTAATTAATWAVB

2.0

ﬂmhe“;gATTAélxaq

15
WablLogo 34

b

L
0.0—= == _1’; 0.0
Motif ID: UP00200
Motif name: Nkx6-1_2825.1
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Original Motif
Reverse Complement
Backward

1

14

0.0231767
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Alignment:
CBVMRTAATTAATTHBH
-——HDTAATTAATTAHD

Original motif

Consensus sequence: DVHAATTAATTAMYBBG

2.0

bits

e

" ATIRAITA

Reverse complement motif
Consensus sequence: CBVMRTAATTAATTHBH

2.0

B =

15

P —

L ToAlTher,

15

Wabiloga 3.4 Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

CVMRTTAATTAATHAHH
HDTAATTAATTAHD---

Original motif

Consensus sequence: CVMRTTAATTAATHAHH

UP00252

Hoxc5

Mus musculus
Original Motif
Reverse Complement
Forward

1

14

0.0236159

Reverse complement motif
Consensus sequence: HDTHATTAATTAAKYVG
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2.0

'=|' AT ‘ ‘AAETGE
— 5 ETY - 15 -

WebiLags 1.4

A
g 5 10 5 e £
Motif ID: UP00128
Motif name: Pou3f2
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HHEDVMTAATTAATTDDV
DHTAATTAATTADH---

Original motif

Consensus sequence: VDDAATTAATTARBDHD

2.0

bits
a

0.

;ﬂ léélTTAQT

Reverse Complement
Original Motif
Forward

1

14

0.0243768

Reverse complement motif

2.0

bits

Consensus sequence: HHDVMTAATTAATTDDY

_.;,é% =21 11 AAI:!_::‘:: =

——
o

5

15
Webriogo 3.4

Webloga 3.4

Motif ID:
Motif name:

uP00244
TIx2

Page 783 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=128
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=244

Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

WWDTTATTAATTHATTV
-HDTAATTAATTAHD--

Original motif

Mus musculus
Original Motif
Reverse Complement
Backward

3

14

0.025633

Consensus sequence: BAATHAATTAATAAHWW

2.0

.ééx.}:ﬁél;[ : ATa

no-l=re=—= - -

5

Reverse complement motif
Consensus sequence: WWDTTATTAATTHATTV

=

2.0

2}
1.0

s

%IAIlABIleé%T

N

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00188

Lmx1a

Mus musculus
Original Motif
Reverse Complement
Backward

4

14

0.0267452
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Alignment:
BDWWWTTAATTAAHHVG

HDTAATTAATTAHD---

Original motif
Consensus sequence: CVHHTTAATTAAWWWHB

2.0
I Ao
= LT} 8T Ryt
5 10 15 Saaah

Reverse complement motif
Consensus sequence: BDWWWTTAATTAAHHVG

2.0
m 1-0 LI ‘ A A ——— -
o _— -y W e —
0.0 — s - o : a

bit

- N - W =]
5

Motif name: sgCTGGCCAGcs

Dataset #: 4 Motif ID: 99

Original motif
Consensus sequence: BBCTGGCCAGVV

2.0
-_—
a.0 — _— —
5 10
Watiloga 3.4

Best Matches for Motif ID 99 (Highest to Lowest)

UP00009
Nr2f2_secondary

ts

b

Motif ID:
Motif name:
Species: Mus musculus
Reverse Complement
Reverse Complement

Matching format of first motif:
Matching format of second motif:

Reverse complement motif
Consensus sequence: VVCTGGCCAGBB

2.0
-_—
a.0 — _— —
5 10
Webiloga 3.4

ts

b
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Direction: Forward

Position number: 2

Number of overlap: 12
Similarity score: 0.00474165
Alignment:

HVBVTGACCCSGBVBV

-VVCTGGCCAGBB—--

Original motif
Consensus sequence: VBVBCSGGGTCAVBBH

2.0

Reverse complement motif
Consensus sequence: HVBVTGACCCSGBVBV

20

1.0 ‘ C
——— 8 W Q-:—.—' = ___----'T_' —
5 10

0. =
15
Weblogod.4

bits

=3

Motif ID: UP00035

Motif name: Hicl_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 12

Similarity score: 0.0109352

Alignment:

Page 786 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=035

DBDDRTGCCCAWDHDV
—--BBCTGGCCAGVV--

Original motif

Consensus sequence: DBDDRTGCCCAWDHDV

2.0

0.0

— ATACCCé$

15
WabiLogad 4

Reverse complement motif
Consensus sequence: VHHDWTGGGCAMDHBH

2.0

= T : I @ B — S
10 15

0.0

bits

-

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHHBCCCCGCCAHHBHB
—-——-VVCTGGCCAGBB--

Original motif

UuP00000

Smad3_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

3

12

0.0138613

Consensus sequence: DHHBCCCCGCCAHHBHB

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD
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2.0

N : EQQCﬁCCé i

Websiags 3.4

2.0

Motif ID: UP00205

Motif name: Pknox2

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 12

Similarity score: 0.0145909

Alignment:

VHATTGACAGSKSVTH

VVCTGGCCAGBB———--

Original motif
Consensus sequence: HAVSRSCTGTCAATHB

- GACCI T ax

bits
&

0.0
15

5
Weblagad 4

Reverse complement motif
Consensus sequence: VHATTGACAGSKSVTH

20

it
o

ax | VAVAVEL - =

—— e
15

0.0
5
Weblogod 4

Motif ID: UP00079
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBBHHTGACCCCTBBYV
--VVCTGGCCAGBB---

Original motif

Esrra_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

12

0.0169376

Consensus sequence: VKBBAGGGGTCAHDBBH

2.0

bits

= B

0.0—=

5 10

Watiloga 3.4

Reverse complement motif
Consensus sequence: DBBHHTGACCCCTBBYV

2.0

0.0

bits

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00000
Smad3_primary
Mus musculus
Original Motif
Original Motif
Forward

4

12
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Similarity score:
Alignment:
HDHDDCCAGACABBHVH
-—--BBCTGGCCAGVV--

Original motif

0.0199919

Consensus sequence: HDHDDCCAGACABBHVH

20

" oohHa.

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HVHBVTGTCTGGDDHDD

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VVWTTGACAGSTSBKD
VVCTGGCCAGBB-—---

Original motif

UP00203

Pknox1

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

12

0.0212885

Consensus sequence: DRVSASCTGTCAAWVV

Reverse complement motif
Consensus sequence: VVWTTGACAGSTSBKD
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ML‘_\ QACGI é;_[_ﬁ-s—?_-—

10 15
Weblogad 4

20

_.__,__,_,QI wil_ NClSs X

140 15
Wablogo 3.4

wq

Motif ID: UP00066

Motif name: Hnf4a_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3

Number of overlap: 12

Similarity score: 0.021656
Alignment:

BHHVTTGACCCCYVVDB

—-—-BBCTGGCCAGVV—-—--

Original motif
Consensus sequence: BDBVMGGGGTCAABHDV

2.0

w0
240 A
V="
10

B
6 — YSanVUx
5

Reverse complement motif
Consensus sequence: BHHVTTGACCCCYVVDB

2.0

% | T CC
T -
e W1 § N =
5 10

0.0== =
15
WebiLags 3.4

Motif ID: UP00053

Page 791 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=066
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=053

Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHBHDGGGGTCAHBHBD
—-——-VVCTGGCCAGBB--

Original motif

Rxra_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

12

0.0218735

Consensus sequence: DBHBDTGACCCCDHVHB

2.0

e

o
E1.0
o -
10

Watiloga 3.4

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD

2.0

w ( :
N — A
S P-4 la = ol i
5

0.0 L = —
10 15
Webilaga 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00258
Tgif2

Mus musculus
Original Motif
Original Motif
Backward

1

12
0.0219271
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Alignment:
AABBAGCTGTCAAWVV

-—-—-BBCTGGCCAGVV
Original motif
Consensus sequence: AABBAGCTGTCAAWVV

i}
O

0.0—=

2.

o
=1

Reverse complement motif

Consensus sequence: VBWTTGACAGCTVBTT

bits

L
15

WablLogo 34

1oLV QL

e i P =
L
5

0.0

Motif name: wrTGTATACAyw

Dataset #: 4 Motif ID: 100

Original motif
Consensus sequence: HDTGTATACAHD

" TeTATAGA.

ts

b

Watiloga 3.4

Best Matches for Motif ID 100 (Highest to Lowest)

UP00073
Foxa2_primary

Motif ID:
Motif name:
Species: Mus musculus
Reverse Complement
Reverse Complement

Matching format of first motif:
Matching format of second motif:

Reverse complement motif
Consensus sequence: DHTGTATACADH

© TeTATAGA

ts

b

Webiloga 3.4
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Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BDVTTTKTTTACWTWHH
—-—-DHTGTATACADH--

Original motif

Forward

4

12
0.0132896

Consensus sequence: HHWAWGTAAAYAAAVDB

20

0.0

AA?AIAA A g é—% 5

Websiaga 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

2.0

00 ?“:I A TTAG; & .

15
WekiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00041
Foxjl_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

12

0.0143028
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Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH

DDDHTTTGTTTAMHDH
—-—-——-DHTGTATACADH
Original motif
Consensus sequence: HDHRTAAACAAAHDDD
20 20
SN 1. S (1) /™9
? 9 Wartsgat.a > L ot ogaa.s
Motif ID: UP00025
Motif name: Foxkl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif Original Motif
Direction: Backward
4
12
0.0153751

Position number:
Number of overlap:
Similarity score:

Alignment:
DDAATGTAAACAAAVVE
—-—-DHTGTATACADH---

Original motif
Consensus sequence: DDAATGTAAACAAAVVB

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD
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2.0

-ﬁa:n A‘QA‘{AIAA 4 éé 1

5
Websiags 3.4

2.0

" TG TT_QéIIL

WebiLags 1.4

Motif ID: UP00042
Motif name: Gm397_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 12

Similarity score: 0.0176354
Alignment:

HHDATGTGCACATAMDH

--HDTGTATACAHD—---

Original motif
Consensus sequence: HHDATGTGCACATAMDH

2.0

éluIAcACAlé%_

0.0 e

bits

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHRTATGTGCACATHHD

| eaTOTCOAGa,

it
5

e e

5

00— —
15
WebiLags 3.4

Motif ID: UP00061
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VVVWTTGTTTAMATTWD
—-——-HDTGTATACAHD--

Original motif

FoxI1_primary

Mus musculus
Original Motif
Reverse Complement
Forward

4

12

0.0182546

Consensus sequence: DWAATRTAAACAAWVVB

2.0

2AATLIA Q Qéﬁ

o0== - s ———
10

Watiloga 3.4

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD

2.0

R U o

0.0
5 10 15
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00039
Foxj3_primary
Mus musculus
Original Motif
Original Motif
Backward

4

12
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Similarity score: 0.0187495

Alignment:
HDHADGTAAACAAAVVH
—-—-HDTGTATACAHD---

Original motif
Consensus sequence: HDHADGTAAACAAAVVH

20

D; ﬁa?ATAAm ééﬁ -

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

20

S 11113

Webiloga 3.4

Motif ID: UP00026
Motif name: Zscan4_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 12

Similarity score: 0.0196417
Alignment:

DHVDTGTGCACAYAHDH

--HDTGTATACAHD---

Original motif
Consensus sequence: DHVDTGTGCACAYAHDH

Reverse complement motif
Consensus sequence: HDHTMTGTGCACADVHD
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2.0

“ 1uT00ACaza

Watiloga 3.4

2.0

bits
5

LﬁlﬁIﬂT CACQEE

0.0
Wabiogs 3.4

Motif ID: UP00012

Motif name: Bbx_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 12

Similarity score: 0.0265422
Alignment:

HVWHBGTTAACABHBDV

—-—-DHTGTATACADH---

Original motif
Consensus sequence: HYWHBGTTAACABHBDV

2.0

B - J;«]Iéégé, —

Watiloga 3.4

Reverse complement motif
Consensus sequence: VHVHBTGTTAACVHWVH

2.0

L agTIAAC

0.0

bits
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

TDDATTATGCATADDTH
-HDTGTATACAHD----

Original motif

UP00211

Pou3f3

Mus musculus
Original Motif
Reverse Complement
Backward

5

12

0.0279898

Consensus sequence: HADDTATGCATAATDDA

20

P *;QI_QWIAQI,

Reverse complement motif
Consensus sequence: TDDATTATGCATADDTH

20

g:I-%gIATTQAIAx1IL

5
Webiloga 3.4

. A
Loans 15
Motif ID: UP00055
Motif name: Hbp1l_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Original Motif
Reverse Complement
Backward

3
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12

Number of overlap:
Similarity score: 0.0282959
Alignment:
VDHATTCATTSAWDDH
--HDTGTATACAHD--
Original motif Reverse complement motif
Consensus sequence: HHDWTSAATGAATDDB Consensus sequence: VDHATTCATTSAWDDH
2.0 2.0
0.0 == = %TCAAT- Al - 0.0 %TICGAIT__ - AI —
3 10 fmkoarsa ? 1o oo
Motif ID: 101 Motif name: AAAAAAAAAAA
Reverse complement motif
Consensus sequence: DVTGCATGCATGBH

Dataset #: 4

Original motif
Consensus sequence: HVCATGCATGCABD

geo ALACAI?CALJ

Best Matches for Motif ID 101 (Highest to Lowest)
Motif ID: UP00055
Motif name: Hbp1l_primary
Mus musculus
Page 801 of 833

Species:


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=055

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHDWTSAATGAATDDR
—-—-DVTGCATGCATGBH

Original motif

Reverse Complement
Original Motif
Backward

1

14

0.00924574

Consensus sequence: HHDWTSAATGAATDDB

2,

0.

EE $TCAAT;AA;_

15
Weblogod 4

Reverse complement motif
Consensus sequence: VDHATTCATTSAWDDH

2.0

“aTIONTTeh.

Weblogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00014
Sox17_secondary
Mus musculus
Original Motif
Original Motif
Forward

4

14

0.0167718
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Alignment:
VHBHHCATTCATRHVDD
-——HVCATGCATGCABD

Original motif

Consensus sequence: VHBHHCATTCATRHVDD

2.0

1.0

bits

00—

;‘,QQIIQQIA 5

B

15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: DDBDKATGAATGHDBHV

2.0

=10 H
g ok R s T E —_—
5 10

P . - e

15
Webiloga 3.4

0.0 —

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HAHDTACATGTAVDWHT
HVCATGCATGCABD---

Original motif

UP00150

Irx6

Mus musculus
Original Motif
Original Motif
Forward

1

14
0.0202583

Consensus sequence: HAHDTACATGTAVDWHT

Reverse complement motif
Consensus sequence: AHWDBTACATGTADHTH
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2.0

. TAGATETa 1

bits

)

o=

2.0

o AT

T e e

Weblags 1.4

Motif ID: UP00236
Motif name: Irx2

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 14

Similarity score: 0.0237467
Alignment:

WDDDTACATGTADDWBW

HVCATGCATGCABD——-

Original motif
Consensus sequence: WDDDTACATGTADDWBW

2.0

EIA%AlA ATWIA -z

Wabilaga 3.4

Reverse complement motif
Consensus sequence: WWWDDTACATGTADDDW

2.0

e EIA AIIA~41%

Wabiloga 3.4

Motif ID: =
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HADDTATGCATAATDDA
—-—-HVCATGCATGCABD-

Original motif

Pou3f3

Mus musculus
Original Motif
Original Motif
Forward

3

14
0.0245446

Consensus sequence: HADDTATGCATAATDDA

2.0

L TAlCATA.

Reverse complement motif
Consensus sequence: TDDATTATGCATADDTH

2.0

E:I-égIATTQAIA&‘IL

5
Wabiogs 3.4

L A
18 WatiLaga 3.4

Motif ID: UP00223
Motif name: Irx3_0920.1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1
Number of overlap: 14
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Similarity score: 0.0252726

Alignment:
DDDDTACATGTAVWWHD

HVCATGCATGCABD---

Original motif
Consensus sequence: DDDDTACATGTAVWWHD

20

P~ IA AI I&f“f1$*—- = _=

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DDWWBTACATGTADDDD

_TAATUTa

5

bits
=

e

Webiloga 3.4

Motif ID: UP00250
Motif name: Irx5

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 14

Similarity score: 0.0256022
Alignment:

DDDHWACATGTWHDABW

HVCATGCATGCABD——-

Original motif
Consensus sequence: DDDHWACATGTWHDABW

Reverse complement motif
Consensus sequence: WVTDHWACATGTWHDDD
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2.0

e TN

Watiloga 3.4

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDWBTACATGTAHDDD
—-HVCATGCATGCABD--

Original motif

UuP00223

Irx3_2226.1

Mus musculus
Original Motif
Reverse Complement
Backward

3

14

0.0274094

Consensus sequence: DDDHTACATGTAVWDHD

2.0

..

Watiloga 3.4

Reverse complement motif
Consensus sequence: DHDWBTACATGTAHDDD

2.0

o TAATUTa

Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WDHDWACATGTWAWABD
HVCATGCATGCABD---

Original motif

UP00194

Irx4

Mus musculus
Original Motif
Original Motif
Forward

1

14
0.0288893

Consensus sequence: WDHDWACATGTWAWABD

20

%:¢_ EACAI?IQQ??

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DBTWTWACATGTWDHDW

20

o gAOATOTs

T W N, e
10

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00526
Foxnl_secondary
Mus musculus
Original Motif
Original Motif
Backward

6
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14

Number of overlap:
Similarity score: 0.0296768
Alignment:
DDRMHBACGCGYGCGTDGBBDB
-—--HVCATGCATGCABD—-—-—---
Original motif Reverse complement motif
Consensus sequence: DDRMHBACGCGYGCGTDGBBDB Consensus sequence: BDVBCDACGCKCGCGTBHRKHD
2.0
= AgegAgAc==;T‘- i II_,.;':
5 10 15 20 Wiiisori

2.0

I _ e =—

]
a A c C
- gn = égq:cA.: :
o = &
5 10 15 20
Wablogad 4

Dataset #: 4 Motif ID: 102 Motif name: AAAAAAAAAAA
Reverse complement motif
Consensus sequence: TTTTTTITTITTT

Original motif
Consensus sequence: AAAAAAAAAAA

2.0

Best Matches for Motif ID 102 (Highest to Lowest)
Motif ID: UP00077
Srf_secondary
Mus musculus
Page 809 of 833

Motif name:
Species:
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Matching format of first motif: Original Motif

Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 11

Similarity score: 0.00431539
Alignment:

VBDDAAAAAAAAMVBHH

--—-AAAAAAAAAAA-—-

Original motif
Consensus sequence: VBDDAAAAAAAAMVBHH

2.0

-

=
15

~AAAAAAA,

Webriogo 3.4

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

2.0

= ————— —

=L ITIE -

0.0 = ===
10 15

Webloga 3.4

Motif ID: UP00037

Motif name: Zfp105_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position nhumber: 3

Number of overlap: 11

Similarity score: 0.00784339
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Alignment:
HHHTTRTTDTTTKDH
-—-TTTTTTTTTTT--

Original motif

Consensus sequence: HDYAAAHAAMAADHD

2.0

0.0==

" hféAngAﬁAé e

Webiloga 34

Reverse complement motif
Consensus sequence: HHHTTRTTDTTTKDH

2.0

== = —
5 15

Wetilogo 3.4

its

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BDVTTTKTTTACWTWHH
-———-TTTTTTTTTTT-—--

Original motif

UuP00073

Foxa2_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

11

0.0119308

Consensus sequence: HHWAWGTAAAYAAAVDB

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH
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2.0

2.0

WebiLags 1.4

S ! |

=AM g é% . =1 ALLINYXT .
3 10 18 Wabilaga 34 2 10 2

Motif ID: UP00061

Motif name: Foxl1_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 3

Number of overlap: 11

Similarity score: 0.0129906

Alignment:

HDTYTTGTTWTKDDDT

--TTTTTTTTTTT-—-

Original motif
Consensus sequence: ADDDYAWAACAAMAHH

2.0

A ééAA%Agéé

. T
— i
5

15
Weblagad 4

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT

20
s I::AIA
5

it
o

_ AL AlAIAnI - =
10 15
Weblogod 4

0.0

Motif ID: UP00025
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Foxkl_secondary

Mus musculus
Reverse Complement

Motif name:
Species:

Matching format of first motif:

Matching format of second motif: Reverse Complement

Direction: Backward
3
11
0.0136111

Position number:
Number of overlap:
Similarity score:

Alignment:
HDDTGTTKTTKTHHD

-=-TTTTTTTTTTT--
Original motif
Consensus sequence: HHHAYAAYAACAHHH

cAlca

__-AcaRFAR

UP00062

Reverse complement motif
Consensus sequence: HDDTGTTKTTKTHHD

2.0

—— leITAIIAl?_— —

bits

Sox4_primary
Mus musculus

Motif ID:
Motif name:
Species:

Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward

4
11

Position number:
Number of overlap:
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Similarity score: 0.0145474

Alignment:
HBDDDAACAAAGRVBHH
-——-AAAAAAAAAAA---
Original motif Reverse complement motif
Consensus sequence: HBDDDAACAAAGRVBHH Consensus sequence: HHBBMCTTTGTTHDDBH
A CT) [UIT
o.0d=== = AAA:?: o -, =TT l=<=_ -
Motif ID: UP00030
Motif name: Sox11_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4
Number of overlap: 11
Similarity score: 0.0146244
Alignment:
HBDDRAACAAAGRARBHH
---AAAAAAAAAAA-——
Original motif Reverse complement motif
Consensus sequence: HBDDRAACAAAGRABHH Consensus sequence: HHBTMCTTTGTTMDDVH

Page 814 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=030

2.0

2.0

Al
= o By —S= = =

0.0

Wabiogs 3.4

2 10 18 Webiloga 14 2 10 8
Motif ID: UP00090
Motif name: EIf3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 11
Similarity score: 0.0148887
Alignment:
DBTHHAAAAAAAAVHDH
--—-AAAAAAAAAAA-—-

Original motif
Consensus sequence: DBTHHAAAAAAAAVHDH

2.0

Reverse complement motif
Consensus sequence: DDHBTTTTTTTTHDAVH

2.0

1.0

bits

o e j::IIII;F[I ;__..:)_:% S

0.0

Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDHADGTAAACAAAVVH
-—--AAAAAAAAAAA——-

Original motif

UP00039

Foxj3_primary
Mus musculus
Original Motif
Original Motif
Backward

4

11

0.015167

Consensus sequence: HDHADGTAAACAAAVVH

20

o T e e AT_AA

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

20

S 11113

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00180

Hoxd13

Mus musculus
Reverse Complement
Reverse Complement
Backward

4
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11
0.0152905

Number of overlap:
Reverse complement motif

Similarity score:

Alignment:
HDHHTTTTATTKKHDD
--TTTTTTTTTTT---

Original motif
Consensus sequence: HDHYYAATAAAAHHHH

2.0

ol

Motif name: ccCCAGTGCAbr

0.0

Consensus sequence: HDHHTTTTATTKKHDD

20
0
£
5 10 15
Weblogod 4

0
——

0.0

Reverse complement motif
Consensus sequence: DBTGCACTGGVD

Dataset #: 4 Motif ID: 103

Original motif
Consensus sequence: HVCCAGTGCABD

?‘j CCAVTECA

Best Matches for Motif ID 103 (Highest to Lowest)

bits

UP00031
Zbtb3_primary
Mus musculus

Motif ID:
Motif name:

Species:

bits

2.0
) I CACI
. - —
=
5 10
WeksLea 34

0.0
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDBBBCACTGCABTRBB
-—-HVCCAGTGCABD---

Original motif

Consensus sequence: DDBBBCACTGCABTBBB

2.0

Original Motif
Original Motif
Forward

3

12

0

Reverse complement motif
Consensus sequence: BBBAVTGCAGTGBBVDD

2.0

0.0

42
S0
—— -
= == = = =" e
5 10

Webriogo 3.4

10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00097
Mtfl_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

12

0.0128063
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Alignment:
HDYTTGCACACGDHBH
--DBTGCACTGGVD--

Original motif
Consensus sequence: DBDHCGTGTGCAAMDH

2.

Sl o

LI X

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH

2.0

m ITECACAC**‘X%

bits

0.0

WablLogo 34

Motif ID: UP00Q95
Motif name: Zfp691_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 12

Similarity score: 0.019787
Alignment:

BDHVCAGTGCTCMBHDD

-HVCCAGTGCABD----

Original motif
Consensus sequence: BDHVCAGTGCTCMBHDD

Reverse complement motif
Consensus sequence: DDHBYGAGCACTGBHHB
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2.0 2.0

e C _ o, . § 18
3 10 12 Welsiaga 3.4 3 10 B WsLaga 3.4
Motif ID: UP00046
Motif name: Tcfe2a_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 12
Similarity score: 0.0209863
Alignment:
VBHHVCAGGTGCDVDHD
-—--HVCCAGTGCABD--

Original motif
Consensus sequence: VBHHVCAGGTGCDVDHD

2.0

0.0 = _——— £ C— g_-_-_ = e

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DHDBHGCACCTGBDDVB

2.0

a
=
- vi— =
10 15

WebiLags 3.4

Motif ID: UP00026
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDHTMTGTGCACADVHD
————— DBTGCACTGGVD

Original motif

Zscan4_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

12

0.0225315

Consensus sequence: DHVDTGTGCACAYAHDH

2.0

%: | AlﬁTnCACQTAT*

Watiloga 3.4

Reverse complement motif
Consensus sequence: HDHTMTGTGCACADVHD

2.0

"l TaT TAC

0.0 —_—

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00066
Hnf4a_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

3

12
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Similarity score:
Alignment:
HHAYTGGACTTTHDBV
--DBTGCACTGGVD--

Original motif

Consensus sequence: BBHHAAAGTCCAMTHH

20

bits

00—

0.0257713

 aalGT0CA..

Weblogad 4

Reverse complement motif
Consensus sequence: HHAYTGGACTTTHDBV

2.0

bits

)

_ Aax I -

H

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHRTATGTGCACATHHD
————— DBTGCACTGGVD

Original motif

UP00042
Gm397_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

12

0.0258552

Consensus sequence: HHDATGTGCACATAMDH

Reverse complement motif
Consensus sequence: HHRTATGTGCACATHHD

Page 822 of 833
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2.0 2.0

>
iy

— - — == 0.0

o
.
o
a

Motif ID: UP00031

Motif name: Zbtb3_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 1

Number of overlap: 12

Similarity score: 0.0270671

Alignment:

DDHHTBCCAGTGABHG

-——-HVCCAGTGCABD

Original motif Reverse complement motif

Consensus sequence: CHVTCACTGGBADHDD Consensus sequence: DDHHTBCCAGTGABHG
2.0 2.0

£i0 CI 10 A
o ‘;;:‘.?_-2{:_.: A - = c T eaes P == "I.':m _Q_g ElIeI;?:ﬂ

15
Wabiogad 4 WabiLogo 34
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Motif ID: UP00050

Motif name: Bhlhb2_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 8

Number of overlap: 12

Similarity score: 0.029338
Alignment:

ACHRBHDTCCACGTGYAHHBMHM

——————— HVCCAGTGCABD----

Original motif
Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

20

P
1.0 T

A A = B

P-4 e - =2

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20

i S = 4= A L < A= . ’-\g?:t=¢ =A Vo T

Motif ID: UP00079

Motif name: Esrra_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 3
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Number of overlap:
Similarity score:

Alignment:

DHDBCAAGGTCAHVBDH
~~HVCCAGTGCABD---

Original motif

Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

=10

C

=

QICA,

12
0.0321416

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

2.0

bits

0.0

0.0

5

Webiiaga 3.4 WebiLags 3.4

Dataset #: 4 Motif ID: 104
Original motif
Consensus sequence: HHTTTWAAADD

2.0

10
Wetiiaga 34

Motif name: wtTTWwAAAaw

Reverse complement motif
Consensus sequence: DDTTTWAAAHH

Webiaga 34

Best Matches for Motif ID 104 (Highest to Lowest)

Motif ID:
Motif name:
Species:

uUP00245
Hoxc10
Mus musculus
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Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VBDDTTTACGACDDDH
-—-HHTTTWAAADD---

Original motif
Consensus sequence: HDDDGTCGTAAADHBB

2.0

Original Motif
Reverse Complement
Forward

3

11

0.0119044

Weblogod 4

Reverse complement motif
Consensus sequence: VBDDTTTACGACDDDH

2.

0.0 =

gjﬂ IITI gmAgh_ﬁ

e

bLogods

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position nhumber:

Number of overlap:

Similarity score:

UP00235

Hoxcl1

Mus musculus
Original Motif
Reverse Complement
Backward

4

11

0.0143277
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Alignment:
HDHTTTTACGACDTTH
-—HHTTTWAAADD---

Original motif
Consensus sequence: HAADGTCGTAAAAHDD

2.0

m !;l“x
=10
_ s = 1WA A= Eas
5 10

0.0
15

WabiLogad 4

Reverse complement motif
Consensus sequence: HDHTTTTACGACDTTH

2.

Li]
1.0 A
o |— - B N w —___ = N =
5 10 15

0.

WablLogo 34

Motif ID: UP00016

Motif name: Sry_primary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 11

Similarity score: 0.0143283

Alignment:

VDDDATTATAATHDHV

—--DDTTTWAAAHH---

Original motif
Consensus sequence: BHDHATTATAATDDDV

Reverse complement motif
Consensus sequence: VDDDATTATAATHDHV
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0.0

20

bits

_ATTATAAT.

ATIATMAT_

UP00041

Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
DDDHTTTGTTTAMHDH
-——-DDTTTWAAAHH-

Foxjl_primary
Mus musculus
Reverse Complement

Reverse Complement

Forward

5
11
0.0149572

Original motif
Consensus sequence: HDHRTAAACAAAHDDD

2.0

bits
&

o

0.0

71

UP00173

Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH

2.0
I I AC
0.0 = lIIAT - _T -~ = =
> 10 \Eh,uguﬁ;t

bits
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Motif ID:
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DHWTTTTAMGAGBDHH
-—-HHTTTWAAADD---

Original motif

Hoxcl3

Mus musculus
Original Motif
Reverse Complement
Backward

4

11

0.0155375

Consensus sequence: HHDBCTCRTAAAAWHD

2.0

ﬁ”ﬁGIQATAAAéx?-

0.0

Wabiogad 4

Reverse complement motif
Consensus sequence: DHWTTTTAMGAGBDHH

ﬁnﬁlsIIAgﬁAcﬁﬁ

1.0

15
WabiLogo 34

1.
0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00117

Hoxd11

Mus musculus
Original Motif
Reverse Complement
Backward

4

11

Page 829 of 833


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=117

Similarity score: 0.0159585

Alignment:
DDDHTTTTACGACVDHH
-——-HHTTTWAAADD---

Original motif
Consensus sequence: HHDVGTCGTAAAAHHHD

20

ARA.

Reverse complement motif
Consensus sequence: DDDHTTTTACGACVDHH

20

= =1 A ‘1lu_ AN ;L;ﬁ.ﬁ o = o= = A ‘1%' /i e
Motif ID: UP00246
Motif name: Hoxall
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3
Number of overlap: 11
Similarity score: 0.0168788
Alignment:
DDDTTTTACGACDTDH
—-—-HHTTTWAAADD---

Original motif
Consensus sequence: HDADGTCGTAAAAHDD

Reverse complement motif
Consensus sequence: DDDTTTTACGACDTDH
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDHHTTTTATRGCKMV
-—-HHTTTWAAADD---

Original motif

UuP00207

Hoxb9

Mus musculus
Original Motif
Reverse Complement
Forward

3

11

0.0169735

Consensus sequence: VRRGCMATAAAAHHHD

2.0

£

“:AAAEQEATQAAA*xQ

LI X

15
Weblogod 4

Reverse complement motif
Consensus sequence: HDHHTTTTATRGCKMV

,AﬁlTIIAerQI?$

Weblogod4

it
5

0.0——
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VVVWITTGTTTAMATTWD
-—-DDTTTWAAAHH---

Original motif

UP00061

Foxl1_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

11

0.0178232

Consensus sequence: DWAATRTAAACAAWVVB

20

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD

20

bits
=

_;I.I A . 'CI"&IIX

5 10 15
Webloga 3.4

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00023
Sox30_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

3
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Number of overlap: 11
Similarity score: 0.0180189

Alignment:
THDBATTATAATMVVV
--DDTTTWAAAHH---

Original motif
Consensus sequence: THDBATTATAATMVVV

2.0

.. ATTATAAT.

bits

—

15
Weblagad 4

Reverse complement motif

Consensus sequence: VVVYATTATAATBDHA

bits

20

1.0

Results created by MOTIFSIM on 11-20-2016 14:49:39
Runtime: 837.987 seconds

MOTIFSIM is written by Ngoc Tam L. Tran
Motif logo generated by weblogo
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