MOTIFSIM - MOTIF SIMilarity Detection Tool

Version 2.1

INPUT

Input Parameters

Number of files: 2

Number of top significant motifs: 10

Number of best matches: 10

Similarity cutoff >= 0.75

Matching motif database: UniProbe Mus Musculus
Phylogenetic tree: Yes

Combined similar motifs: Yes

Output file type: All

Output file format: All

Input files and motif counts

File name Count of motifs Dataset number
W-ChIPMotifs_ DM230.txt 11 1
RSAT_peak-motifs_DM230.txt 10 2
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RESULTS

Best Matches in Database for Each Motif (Highest to Lowest)

Dataset #: 1 Motif ID: 1 Motif name: TFW1

Original motif
Consensus sequence: GTCGCG
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Best Matches for Motif ID 1 (Highest to Lowest)
Motif ID: UP00065
Motif name: Zfp161_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position humber: 9
Number of overlap: 6
Similarity score: 0
Alignment:
GYCGCGCARBGCVB
GTCGCG————————

Reverse complement motif
Consensus sequence: CGCGAC
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=065

Original motif
Consensus sequence: GYCGCGCARBGCVB
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Reverse complement motif
Consensus sequence: VVGCYMTGCGCGKC
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Motif ID:
Max_secondary
Mus musculus
Original Motif

Motif name:
Species:
Matching format of first motif:
Matching format of second motif: Reverse Complement
Direction: Forward
3
6
0.00875457

Position number:
Number of overlap:
Similarity score:

Alignment:
HDGTCGCGTGDCVB
--GTCGCG————-—-

Original motif
Consensus sequence: BBGHCACGCGACDD
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Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=060

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WHSGCGCGCCHTDHB
-——-CGCGAC——-——--

Original motif

Consensus sequence: VHDADGGCGCGCSHW

5 10 15

2.0

bits
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UP00003

E2F3_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

6

6

0.0102952

Webilaga 34

Reverse complement motif
Consensus sequence: WHSGCGCGCCHTDHB

20
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WetsLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00526
Foxnl_primary

Mus musculus
Reverse Complement
Original Motif
Backward
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=003
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=526

Position number: 7

Number of overlap: 6
Similarity score: 0.0119605
Alignment:

WHVBVVMACGCGCGTCDYHWDH

—————————— CGCGAC—————--

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

2.0

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW
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Motif ID: UP00527
Motif name: Foxn4_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 10
Number of overlap: 6
Similarity score: 0.014366
Alignment:
VDWDARRGACGCGGWHGGAKHV
——————— GTCGCG—————————
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=527

Original motif

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20
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Motif ID: UP00065
Motif name: Zfpl161_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DMMDGMGCGCGCGCHD
————————— CGCGAC-

Original motif

Reverse Complement
Reverse Complement
Forward

10

6

0.0143989

Consensus sequence: DDGCGCGCGCRCHYRD

2.0

Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD

20
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=065

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHVGCGCGCCKTDHB
-——-CGCGAC——-——--

Original motif

Consensus sequence: VHDARGGCGCGCVHH

2.0

bits
5

0.0

UP00001

E2F2_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

6

0.0147239

15
Webilaga 34

Reverse complement motif
Consensus sequence: HHVGCGCGCCKTDHB

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00002
Sp4_secondary

Mus musculus
Original Motif
Reverse Complement
Backward
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=001
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=002

Position number: 7

Number of overlap: 6
Similarity score: 0.0222574
Alignment:

HHDGBCACGCCTWDB

---GTCGCG——————

Original motif
Consensus sequence: BDWAGGCGTGBCHHD
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Reverse complement motif
Consensus sequence: HHDGBCACGCCTWDB
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Motif ID: UP00049
Motif name: Sp100_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 7

Number of overlap: 6

Similarity score: 0.0300795
Alignment:

BBCGTCGHBTAAWDB

-—--GTCGCG———-——-
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=049

Original motif
Consensus sequence: BBCGTCGHBTAAWDB

2.0

Reverse complement motif
Consensus sequence: BDWTTAVDCGACGBV

2.0
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Motif ID: UP00000
Motif name: Smad3_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHBHDTGGCGGGGBDHD
-—-—-GTCGCG———————

Original motif

Original Motif
Reverse Complement
Forward

5

6

0.0317992

Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

o
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5 10 15
Wabiloga 3.4
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=000

Dataset #: 1 Motif ID: 2 Motif name: TFW2

Original motif
Consensus sequence: SCGCGCGG

el ago @

Best Matches for Motif ID 2 (Highest to Lowest)

Motif ID: UP00526

Motif name: Foxnl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 8

Number of overlap: 8

Similarity score: 0

Alignment:

HDWHMHGACGCGCGTRBVVBHW

——————— CCGCGCGS————---

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

Reverse complement motif
Consensus sequence: CCGCGCGS

=0
=
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5
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Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=526

2.0

bits

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVGCVMTGCGCGKC
————— CCGCGCGS-

Original motif

Consensus sequence: GYCGCGCARBGCVB

2.0

UP00065

Zfpl161_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

2

8

0.00228411
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Webslogo 3.4

Reverse complement motif
Consensus sequence: VVGCVYMTGCGCGKC
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Motif ID:

UP00003
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=065
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=003

Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WHSGCGCGCCHTDHB
-CCGCGCGS——=——-

Original motif

Consensus sequence: VHDADGGCGCGCSHW

e e W -—-—EC CCQE;’—‘:@
10 15

2.0
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E2F3_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

8

0.00337853

0.0 — ——

5

WetiLoga 34

Reverse complement motif
Consensus sequence: WHSGCGCGCCHTDHB

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00001
E2F2_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

8
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=001

0.00399923

Similarity score:
Alignment:
HHVGCGCGCCKTDHB
-CCGCGCGS—————~
Original motif Reverse complement motif
Consensus sequence: VHDARGGCGCGCVHH Consensus sequence: HHVGCGCGCCKTDHB
A__ C C c C CCT
- — - =2 W ¥ - -:_:=:-:-=fe-;1-5: == — -2 - .—.::C,_ . TEI__'_: P
UP00065
Zfpl161_primary

Mus musculus

Motif ID:
Motif name:
Species:
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
5
8
0.00484534

Position number:

Number of overlap:
Similarity score:
Alignment:
DDGCGCGCGCRCHYRD
-—-—-CCGCGCGS——---
Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD
Page 13 of 169

Original motif
Consensus sequence: DDGCGCGCGCRCHYRD


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=065

2.0 20

Motif ID: UP00526

Motif name: Foxnl_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 7

Number of overlap: 8

Similarity score: 0.0149577

Alignment:

BDVBCDACGCKCGCGTBHRKHD

—————— CCGCGCGS——=————~

Original motif Reverse complement motif

Consensus sequence: DDRMHBACGCGYGCGTDGBBDB Consensus sequence: BDVBCDACGCKCGCGTBHRKHD
20 20
" “-*,,,Ag.ﬁ A';f:gégrﬁgél S = g = .~ AQ¢QAQA0=:I - T =
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=526

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVVDHHTGCGYGGGCGDHVHHTR

Original motif

UuP00400

Zif268

Mus musculus
Original Motif
Reverse Complement
Forward

6

8

0.0194485

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

20
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Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

10
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00022

Zfp740_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

6
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=400
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=022

Number of overlap:
Similarity score:

Alignment:
DDDTWCCCCCCGGDRVH
————— CCGCGCGS——--

Original motif

8
0.0230299

Consensus sequence: DDDTWCCCCCCGGDRVH

2.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HVKDCCGGGGGGWADDD

2.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HCCGCCCCCGCAHB
————— CCGCGCGS-

Original motif

UP00007

Egrl_primary

Mus musculus
Reverse Complement
Original Motif
Forward

6

8

0.0247841

Reverse complement motif
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=007

Consensus sequence: HCCGCCCCCGCAHB

QQACCCQCTTT_

2.0

blts

0.0

Welilogo 3.4

Consensus sequence: VHTGCGGGGGCGGH

2.0
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5 10

Webitoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHDTCCCACTCBDBV
—————— CCGCGCGS—--

Original motif

UP00007
Egrl_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

7

8

0.0249557

Consensus sequence: BBHBGAGTGGGAHHDB

2.0

>
—

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV

20

el

15
Weblogod.4
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=007

Dataset #: 1 Motif ID: 3 Motif name: TFW3

Original motif
Consensus sequence: CGGCYBCGCG

2.0

— icc%$c¢c?

0.0

bits

WL ogo 3 S

Best Matches for Motif ID 3 (Highest to Lowest)

Motif ID: UuP00400

Motif name: Zif268

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position humber: 8

Number of overlap: 10

Similarity score: 0.0331859

Alignment:

VVVDHHTGCGYGGGCGDHVHHTB

—————— CGCGBMGCCG——==-—-—-

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

Reverse complement motif
Consensus sequence: CGCGBMGCCG

2.0

clcu_-\1C
.0 - = ar——

== o

5 10
Wabioga 3 4

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=400

2.0

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HCCGCCCCCGCAHB
--CGGCYBCGCG--

Original motif

UP00007
Egrl_primary
Mus musculus
Original Motif
Original Motif
Backward

3

10
0.0342114

Consensus sequence: HCCGCCCCCGCAHB

2.0

 otlllelc..

5

Webslogo 3.4

Reverse complement motif
Consensus sequence: VHTGCGGGGGCGGH

2.0

—"_-—_é_":—"kg Td___ “ Q%T

5 10

Webitaga 3.4

Motif ID:

UP00527
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=007
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=527

Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBBVDDDRTRGCGTCBBYTHGA
——————————— CGGCYBCGCG-

Original motif

Foxn4_primary
Mus musculus
Original Motif
Original Motif
Forward

12

10

0.0356548

Consensus sequence: DBBVDDDRTRGCGTCBBYTHGA

2.0

240 T
A
RES=JEE S A

Reverse complement motif
Consensus sequence: TCDAMVBGACGCMAKDDDVBBD

20

it
P

0.0 ;:g _-_A{\:-':-_f_ Ll _ v QAET_—_f = —

——
20
WabiLogod4
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5 10 20 e 5 10
Motif ID: UP00526
Motif name: Foxnl_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Reverse Complement
Reverse Complement
Forward

11

10
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=526

Similarity score: 0.041792

Alignment:
HDWHMHGACGCGCGTRBVVBHW
—————————— CGCGBMGCCG—--

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

20

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

2AC QT v

Jgy == E AGTAVY T ACsS SsacXA
5 10 15 20
WablLogo 34

Motif ID: UP00065

Motif name: Zfpl161_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6

Number of overlap: 10

Similarity score: 0.041904
Alignment:

DDGCGCGCGCRCHYRD

————— CGCGBMGCCG-

Original motif
Consensus sequence: DDGCGCGCGCRCHYRD

Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=065

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVGCVMTGCGCGKC
CGGCYBCGCG——---

Original motif

Consensus sequence: GYCGCGCARBGCVB

UP00065

Zfp161_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

5

10

0.0419429

Webiioga 3.4

Reverse complement motif
Consensus sequence: VVGCVYMTGCGCGKC

2.0

- x g : ?I&Cﬁcaeg

0.0 S

Wabioga 3.4
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=065

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDWAGGCGTGBCHHD
—-—-—-—-CGCGBMGCCG-

Original motif

Consensus sequence: BDWAGGCGTGBCHHD

2.0

L eAUCUTG €

0.0—= =

UP00002
Sp4_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

5

10

0.0475178

5

15
Webiloga 34

Reverse complement motif
Consensus sequence: HHDGBCACGCCTWDB

2.0

%j AAEQACéGClIE

Weblogo a4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00000

Smad3_secondary
Mus musculus
Original Motif
Original Motif
Backward

1

10
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=002
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=000

Similarity score:
Alignment:

DHHBCCCCGCCAHHBHB
——————— CGGCYBCGCG

Original motif

0.0490044

Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

bits

: - —_— ‘E‘:QQCECCé e

Wabiloga 3.4

Reverse complement motif

Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

1-0 . I C P

gl = e e

bits

— =

—

5 10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DTHSCCKSMGGSHHW
—-—-CGGCYBCGCG—--

Original motif

UuP00087
Tcfap2c_primary
Mus musculus
Original Motif
Reverse Complement
Forward

3

10

0.0499902

Consensus sequence: WHHSCCYSRGGSDAD

Reverse complement motif
Consensus sequence: DTHSCCKSMGGSHHW
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=087

2.0 20

ST ICCQCC_—_A = . T, = = X

15 15
Webiloga 3.4 Websloge 34

Motif ID: UP00005
Motif name: Tcfap2a_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 10
Similarity score: 0.0500462
Alignment:
DTMSCCKSMGGSHDW
--CGGCYBCGCG---
Original motif Reverse complement motif
Consensus sequence: WDHSCCYSRGGSRAD Consensus sequence: DTMSCCKSMGGSHDW
2.0 2.0
CT
e T‘:C-——A C—-= e T’-‘* SAXVC~ =
15 10 15
Dataset #: 1 Motif ID: 4 Motif name: TFF1

Page 25 of 169


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=005

Original motif
Consensus sequence: CGGVGCCGCVGC

2.0

Best Matches for Motif ID 4 (Highest to Lowest)

Motif ID: UP00003
Motif name: E2F3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 12

Similarity score: 0.0423593
Alignment:

HBHWYGGCGCCAMDVEB

-—-—-CGGVGCCGCVGC-

Original motif
Consensus sequence: HBHWYGGCGCCAMDVBB

Reverse complement motif
Consensus sequence: GCVGCGGCBCCG

2.0

W“QEEQETQTGCA

bits

0.0—==

Wetiloga 34

Reverse complement motif
Consensus sequence: BBBDYTGGCGCCKWDBD
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=003

2.0

0.0 = = — -

2.0

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HVBWYGGCGCCAADVBB
—-—-—--CGGVGCCGCVGC-

Original motif

UP00001
E2F2_secondary
Mus musculus
Original Motif
Original Motif
Forward

5

12

0.046515

Consensus sequence: HVBWYGGCGCCAADVBB

2.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BBBDTTGGCGCCKWVVD

2.0

e Ilemcc < Cgé\ﬁ :

0.0 —
WebiLags 3.4

Motif ID:

UP00088
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VBVGGGGSSCCCCHHV
GCVGCGGCBCCG———-

Original motif

Plagll_primary

Mus musculus
Reverse Complement
Original Motif
Forward

1

12

0.0472704

Consensus sequence: BHDGGGGSSCCCCBVV

2.0

bits

0.0—== = — —
5

1 _Gatealce.

15
WabiLogad 4

Reverse complement motif
Consensus sequence: VBVGGGGSSCCCCHHV

2.0

@ ( :
=10 C CQ
e - 5 T C_, | | e o
5 10 15

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00099
Ascl2_primary

Mus musculus
Reverse Complement
Original Motif
Forward

5

12

0.0476914
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Alignment:
BBYVVCAGCTGCBVHHD
-——-GCVGCGGCBCCG-

Original motif

Consensus sequence: BBYVVCAGCTGCBVHHD

2.0

0.0

w
=10 C
= _'—_gﬂﬂ- b A‘;AT 5 : o= ==
5 10 15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHDVVGCAGCTGVBKVB

2.0

n
=10
- ._q:: ——w
10 15

Pyl p i N

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBBBCCGCCCCWHHHV
GCVGCGGCBCCG———--

Original motif

uP00043

Bcl6b_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

5

12

0.0508178

Consensus sequence: HBBBCCGCCCCWHHHV

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH
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2.0 20

&2 2
£1.0 Cg 10
C__ Q - 1 c—r —— e W WO 0
O - = o = - = o=
5 10

0.0 .
15 5
Weblogad 4 Wablogo 3.4

Motif ID: UP00033

Motif name: Zfp410_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Backward

Position number: 5

Number of overlap: 12

Similarity score: 0.0533422

Alignment:

BHHBHCCGCCCCDHHHH

-GCVGCGGCBCCG-—---

Original motif Reverse complement motif

Consensus sequence: BHHBHCCGCCCCDHHHH Consensus sequence: HHHHDGGGGCGGDBHDV
20 20

. _ CceGCCC

= e - - =X AR — =
5 10 15
Webilago 3.4 Wablagn 3.4

0.0

Motif ID: UP00539
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDBABCGBKRGYGGCGMSBHAK
———————— CGGVGCCGCVGC--

Original motif

Gli2_v016060_secondary
Mus musculus

Original Motif

Reverse Complement
Forward

9

12

0.0561199

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

(SN e — — el é.__‘g.;!_._ - AT&I‘FI - AA-:-—-A‘?E
1 - 5 10 20 i ae 5 — _m 15 G
Motif ID: UP00002
Motif name: Sp4_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Reverse Complement
Original Motif
Forward

2

12
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Similarity score: 0.0577556

Alignment:
BDHHMCGCCCCCTHVBB

-GCVGCGGCBCCG————

Original motif
Consensus sequence: BDHHMCGCCCCCTHVBB

20

Reverse complement motif
Consensus sequence: BVWWHAGGGGGCGRDHHB

20

Motif ID: UP00000

Motif name: Smad3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 1

Number of overlap: 12

Similarity score: 0.0577695
Alignment:

DHHBCCCCGCCAHHBHB

GCVGCGGCBCCG---—--

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD
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2.0 2.0

- CCC CC e HnnflJﬂc:qéﬁ L

. = 0.0

ool — — = .
5 10 15

Watiloga 3.4

Motif ID: UP00540
Motif name: Gli3_v015681_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 12

Similarity score: 0.0581164
Alignment:

DVTTVVCVYGGHGGYCHHDMYB

———————— CGGVGCCGCVGC--

Original motif Reverse complement motif

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH
20 2.0
HélT “A;lxﬂ IQ ~ D= - TAngAAI TAAL
5 10 15 20

WabLogad 4 WabiLogod4
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Dataset #: 1 Motif ID: 5 Motif name: TFF11

Original motif
Consensus sequence: GGMGGRGGCGGVGC

2.0

C C

—_——ea e B —

Webilogo 3.4

Best Matches for Motif ID 5 (Highest to Lowest)

Motif ID: UP00000

Motif name: Smad3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 1

Number of overlap: 14

Similarity score: 0.0294317
Alignment:

BHBHDTGGCGGGGBDHD

---GCVCCGCCcMCCYCC

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

Reverse complement motif
Consensus sequence: GCVCCGCCMCCYCC

0.t e.

Webiogo 34

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD
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2.0

N L Efg;g;(:$:(:(;é§;r‘F-

Websiags 3.4

2.0

bits
=

= —

Motif ID: UP00002
Motif name: Sp4_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 14

Similarity score: 0.0308559
Alignment:

BDHHMCGCCCCCTHVEB

-GCVCCGCCMCCYCC--

Original motif
Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

0.0
Webiiaga 3.4

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB

2.0

bits

"_“'AQ-T.--._ = T..—--.. o

0.0 =
WebiLags 3.4

Motif ID: UP00033
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHBHCCGCCCCDHHHH
--GCVCCGCCMCCYCC-

Original motif

Zfp410_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

3

14

0.0379479

Consensus sequence: BHHBHCCGCCCCDHHHH

2.0

0.0

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

2.0

15
Wabiogs 3.4

= “‘?EEIQ% .
10

=)
)
|
|
ul-l]l

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00043
Bcl6b_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

2

14
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Similarity score: 0.0383359

Alignment:
HBBBCCGCCCCWHHHV
—-GCVCCGCCMCCYCC-

Original motif
Consensus sequence: HBBBCCGCCCCWHHHV

20

15
Weblogad 4

0.0

Reverse complement motif

Consensus sequence: BHHHWGGGGCGGBBVH

2.0

Motif ID: UP00021

Motif name: Zfp281_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 14

Similarity score: 0.0388307

Alignment:
GKRGGGGGGGGGGBD
GGMGGRGGCGGVGC-

Original motif

Consensus sequence: DBCCCCCCCCCCMYC

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD
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2.0

-EQQGQQ

0.0 —

(00.s

WetiLoga 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
--GCVCCGCCMCCYCC—=—————

Original motif

UP00539
Gli2_v016060_secondary
Mus musculus

Reverse Complement
Original Motif

Forward

3

14

0.039083

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

. c;%cggécggﬂgﬁuTn_
— = N 15 R

5

WabLogad 4

Reverse complement motif

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

2.0

C T

. éc‘l g;s._-_ AT Tare_~Ac
5 10 15 20

WebiLogo 3.4

Motif ID:

UP00022
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHDYGGGGGGGGBVD
—-—-GCVCCGCCMCCYCC

Original motif

Zfp740_primary

Mus musculus
Reverse Complement
Original Motif
Backward

1

14

0.0439675

Consensus sequence: HVYBCCCCCCCCMHHHB

2.0

=

ol

15
WabiLogad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

2.0

=1.0

oA . - = —

10 15
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00540
Gli3_v016060_secondary
Mus musculus

Reverse Complement
Original Motif

Forward

6

14

0.0542214
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Alignment:
VYWVVHCRCCACMCACGAHSBHH
————— GCVCCGCCMCCYCC———-

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

—

E:Ezg QQQQQGEQAQ*Q*C

15 20
WebiLogo 34

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

bits

e ‘EQ?IQ?CIT‘FI«L- X
5 10

0.0

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 14

Similarity score: 0.0549119

Alignment:

BDDHVDKGCCACCCVCGCTDBVH

--GCVCCGCCMCCYCC-———=—~

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

20

1 ACQCCA (e .

bits

BIJ

Webblaga 3.4

e - é‘i‘¢¢ITI = aliy A ==K = ";(_.J!..:_.:
y 5 10 15 S

Motif ID: UP00400

Motif name: 2if268

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BADHBDHCGCCCMCGCAHHDBBV
-—--GCVCCGCCMCCYCC——————

Original motif

Reverse Complement
Original Motif
Backward

7

14

0.0551379

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

it
=

=X X VVTCV=

A _C A A

iy

5 10

WesLago 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

bits

LU

WebbLaga 34

Dataset #: 1

Motif ID: 6

Motif name: TFM2
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Original motif
Consensus sequence: RGRGGAGRRGGHGGDG

5 10 15
Weblagad 4

Best Matches for Motif ID 6 (Highest to Lowest)

Motif ID: UP00033

Motif name: Zfp410_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 2

Number of overlap: 16

Similarity score: 0.0508679
Alignment:

BHHBHCCGCCCCDHHHH

CHCCBCCKMCTCCKCM-

Original motif
Consensus sequence: BHHBHCCGCCCCDHHHH

Reverse complement motif
Consensus sequence: CHCCBCCKMCTCCKCM

20

e CMIgeIClrce

0.0 .

15
Weblogod 4

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV
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2.0

2.0

T CQIQQQCA = PO I e 195_—1:_; == =
10 15 i 5 10 15 S
Motif ID: UP00007
Motif name: Egrl_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1
Number of overlap: 16
Similarity score: 0.0564739
Alignment:
BBHBGAGTGGGAHHDB
RGRGGAGRRGGHGGDG

Original motif
Consensus sequence: BBHBGAGTGGGAHHDB

2.0

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV

2.0

+xclealc

bits

ognas

0o = =S AE Y- L S =
10 Ao canii
Motif ID: UP00400
Motif name: 2if268
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Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BADHBDHCGCCCMCGCAHHDBBV
—-——-CHCCBCCKMCTCCKCM-—--

Original motif

Mus musculus
Reverse Complement
Original Motif
Backward

4

16

0.0588056

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

bits

== o _“_‘“IAQ TA _gé- - I__-

s =T =WV P e = ol =2 =
5 10 15 i

Motif ID: UP00539

Motif name: Gli2_v016060_secondary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Reverse Complement
Original Motif
Forward

4

16

0.0589361
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Alignment:
RTHBSYCGCCMCMYVCGBTVDH
—-——CHCCBCCKMCTCCKCM---

Original motif

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

A

_wat e  AT] %,I;‘F";_ e A=~ AC
; 10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVBCCCCCCCCMHHHB
RGRGGAGRRGGHGGDG

Original motif

UP00022
Zfp740_primary

Mus musculus
Original Motif
Reverse Complement
Forward

1

16

0.0599837

Consensus sequence: HVBCCCCCCCCMHHHB

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD
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2.0

elllle..

0.0

20

e 0.0

15
Weblogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHHBCCCCGCCAHHBHB
—CHCCBCCKMCTCCKCM

Original motif

Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

UP00000

Smad3_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

2

16

0.06023

Reverse complement motif

2.0

Consensus sequence: BHBHDTGGCGGGGBDHD

5

15

Webiiaga 3.4

Motif ID:

UP00539
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVMHHDHKGACCCTCCTSVCBH
CHCCBCCKMCTCCKCM—-—=———-

Original motif

Gli2_v015681_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

16

0.060636

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

Reverse complement motif

Consensus sequence

20

: DVMHHDHKGACCCTCCTSVCBH

TAQIQQI <

WabiLogod4

00 = ===F T n P EF.:‘_—_' 0ol== ‘f:‘? Ié =
2 19 WabiLagod 4 3
Motif ID: UP00538
Motif name: Glil_v015681_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Reverse Complement
Original Motif
Backward

1

16

0.0621813
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Alignment:
DVVTTVGTGGGHGGYAMHWHHHY
——————— CHCCBCCKMCTCCKCM

Original motif

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

>

A, .

WebiLogo 34

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVDVGGGHGGGGDBHB
RGRGGAGRRGGHGGDG

Original motif

Consensus sequence: BHVDCCCCDCCCBDBH

UP00099
Ascl2_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

1

16

0.0624626

Reverse complement motif
Consensus sequence: HVDVGGGHGGGGDBHB

Page 48 of 169


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=099

2.0 20

o l— Igggg@ggg —— gl e e e N N
2 10 orkoarsis ? L L
Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5
Number of overlap: 16
Similarity score: 0.0627639
Alignment:
HHBSHTCGTGRGTGGKGDBVWMV
-—-—-—-RGRGGAGRRGGHGGDG-~--
Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

2.0 20

- Ix QgggégggAg*éé?

it:
P

— A‘ES_:‘:‘?IQ'ECIT“FI&,.‘EQ K - -

5 10 15 20
WesLago 34 WebbLaga 34

== 0.0

15

Dataset #: 1 Motif ID: 7 Motif name: TFM1
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Original motif Reverse complement motif
Consensus sequence: WTKTTTTTHWTTTTTTBT Consensus sequence: ABAAAAAAWHAAAAARAW

gﬁgITIlTII JldIe 1 o athabhe ééAAééA%

0. =
5 10
WebLaga 3.4 WatrLoga 3.4

Best Matches for Motif ID 7 (Highest to Lowest)

Motif ID: UP00034

Motif name: Sox7_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 5

Number of overlap: 18

Similarity score: 0.0406097

Alignment:

HHBDHDDAACAATDRHHHHHBW

--——ABAAAAAAWHAAAAARAW

Original motif Reverse complement motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW Consensus sequence: WBHHHHHMDATTGTTHDHDVHH
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2.0

20

e A s X 2 " = S 1 T l=ex_ -
5 I B D 5 o T P
Motif ID: UP00032
Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2
Number of overlap: 18
Similarity score: 0.0549239
Alignment:
HBHDVHDTCTTATCTHTDDHDV
———WTKTTTTTHWTTTTTTBT -

Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

1.0
Y= '_—::“:6 - 108 K QA‘_“ . S

5 10 15 20

bits

WebLogad 4

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

o= LN —
20

it
=

Weblogod4

Motif ID: UP00034
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VVYDDDCHCAVACAATTDBVAC
-—--ABAAAAAAWHAAAAARAW-

Original motif

Sox7_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

18

0.0554316

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

1.0

bits

00 ZI ?IéAlI%—I—' = =
T s 15

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

£10

bits

= S Cf:&gAAslIAE 3 ,QQ

WabiLogod4

X g of o
& WabiLagod 4 3
Motif ID: UP00528
Motif name: Foxm1_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Original Motif
Forward

2

18
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Similarity score:
Alignment:

MWSMBAARRATGCDCABHATGD
—-ABAAAAAAWHAAAAARAW---

Original motif

0.0582891

Consensus sequence: MWSMBAARRATGCDCABHATGD

20

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

[ AT
00 cé?g : AA.‘% e ".:“QA__— — 2;9 00 (-:AI - llf":‘: = Q = I-C_c'l;ll :.-__QIII
Motif ID: UP00032
Motif name: Gata3_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HBHDVBWGATHBTATCRVBHHH
-—-ABAAAAAAWHAAAAARAW--

Original motif

Reverse Complement
Original Motif
Backward

3

18

0.0594078

Consensus sequence: HBHDVBWGATHBTATCRVBHHH

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH

Page 53 of 169


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=032

2.0 20

Motif ID: UP00540

Motif name: Gli3_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 2

Number of overlap: 18

Similarity score: 0.0717094

Alignment:

HHBSHTCGTGRGTGGKGDBVWMV

-WTKTTTTTHWTTTTTTBT ———-

Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

2.0 20

§ - W CAQCACCCAC P

0.0 e — =
5 5 15 20
WebiLog 34 Weblagn 3.4

it
b=

e = A‘E-EAIQECTT?I&) gA D=

0.0 _— —
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
TCDAMVBGACGCMAKDDDVBBD
-ABAAAAAAWHAAAAARAW-—-

Original motif

UP00527

Foxn4_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

18

0.0722891

Consensus sequence: DBBVDDDRTRGCGTCBBYTHGA

20

£10 T
A
’ = A

Reverse complement motif
Consensus sequence: TCDAMVBGACGCMAKDDDVBBD

20

it
P

SEEan _VWIVY $A£ :
15 20

e —— ==
Wl

e SLAVVVIY. XX Ga -
Motif ID: UP00050
Motif name: Bhlhb2_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Original Motif
Reverse Complement
Backward

4
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Number of overlap:
Similarity score:

Alignment:
DDHBHBSTCACGTGAHBBDHHM
-WIKTTTTTHWTTTTTTBT -~

Original motif

18
0.0734635

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

i A

0.0 = = =i e S & G-—* - ==
15

{

B

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

-VBDDAAAAAAAAMVBHH
WTKTTTTTHWTTTTTTBT -

Original motif

UP00077

Srf_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

2

17

0.531811

Consensus sequence: VBDDAAAAAAAAMVBHH

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV
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2.0

2.0

Websiags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DDHBTTTTTTTTHDAVH-
ABAAAAAAWHAAAAARAW

Original motif

Consensus sequence: DBTHHAAAAAAAAVHDH

2.0

UP00090

EIf3_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

1

17

0.538813

Reverse complement motif
Consensus sequence: DDHBTTTTTTTTHDAVH

2.0

WebiLags 1.4

bits

- —

Tgfééééééééﬂzf

e e T - e
: 10

Webriogo 3.4

1.0

bits

B e :::IIII;F[I Y - -

15
Webloga 3.4

0.0

Dataset #: 1 Motif ID: 8

Motif name:

TFM3
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Original motif Reverse complement motif
Consensus sequence: WWHTTTTTCABAAWTTWA Consensus sequence: TWAAWTTVTGAAAAAHWW

2.0+ 2.0

gf ThTTTTTQA AA ITTA RLL AA TT Teééééﬁéé

0.0

Wiats o34 19 15 Wty o34
Best Matches for Motif ID 8 (Highest to Lowest)
Motif ID: UP00034
Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1
Number of overlap: 18
Similarity score: 0.0560226
Alignment:
VVYDDDCHCAVACAATTDRBVAC
WWHTTTTTCABAAWTTWA—-——-—
Original motif Reverse complement motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB Consensus sequence: VVYDDDCHCAVACAATTDBVAC
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2.0

1.0

" = L ?);iééél%l_ = 5 = il

bits

20

]
F10

X < C?AQAAELIA_E aC

Weblogo 34

Motif ID: UP00032
Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 18

Similarity score: 0.065044
Alignment:

BDHDDADAGATAAGADHBDHVD
———WWHTTTTTCABAAWTTWA-

Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

1.0
Y= '_—::“:6 - 108 K QA‘_“ e o ——

5 10 15 20
WebLogad 4

bits

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

o= LN —
20

it
=

Weblogod4

Motif ID: UP00032
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBHDVBWGATHBTATCRVBHHH
————WWHTTTTTCABAAWTTWA

Original motif

Gata3_secondary
Mus musculus
Original Motif
Original Motif
Backward

1

18

0.0697095

Consensus sequence: HBHDVBWGATHBTATCRVBHHH

2.0

% m AT ATC
I%’.‘--:-‘,;‘_- _-_-:‘—I::-?__-:.Ie_——_ —
5 10 -:';-

B

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH

20

% : AI ATC
e %‘eﬂ:’ "6;"‘-; - s I_""V
5 10 15

00

WabiLogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00034

Sox7_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

18

0.071426
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Alignment:
WBHHHHHMDATTGTTHDHDVHH
TWAAWTTVTGAAAAAHWW-———

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

WablLogo 34

e AL e g - A ol . _FX | 1V le=x .
! . bt - o - - -

Motif ID: UP00528

Motif name: Foxm1_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 3

Number of overlap: 18

Similarity score: 0.0731314

Alignment:

DCATDBTGHGCATKMTTBRSWR

——WWHTTTTTCABAAWTTWA—--—

Original motif
Consensus sequence: MWSMBAARRATGCDCABHATGD

Reverse complement motif

Consensus sequence: DCATDBTGHGCATKMTTBRSWR
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2.0

20

. Re=% ‘i‘AéA_-_-He---‘.* : %— )¢S " 157-5 G ILEQ 2L —(-;ll =X
. 3 10 L E WabiLogaa 3 10 1 £ Webloga a4

Motif ID: UP00538

Motif name: Glil_v015681_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 3

Number of overlap: 18

Similarity score: 0.0755032

Alignment:

MHHHWHYTMCCHCCCACVAABVH

—-—WWHTTTTTCABAAWTTWA—-—-

Original motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

15

WesLago 34

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

Motif ID: UP00540
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VYWVVHCRCCACMCACGAHSBHH
-WWHTTTTTCABAAWTTWA-——-

Original motif

Gli3_v016060_secondary
Mus musculus

Original Motif

Original Motif

Backward

5

18

0.078731

Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

Reverse complement motif

Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

bits

00

= o ‘EE‘?‘Igfch’FI&

5 10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UuP00098

Rfx3_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

2

18
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Similarity score: 0.0794414

Alignment:

VCTBHBVCTTGGWTACVVVVVDB

————TWAAWTTVTGAAAAAHWW-

Original motif Reverse complement motif

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB
0.0 c:l=_ == C:-!-__-IA—.A et '!—'?_——Ih_ — e = —— =% o __AT__ T s ‘?5—.._: Fa _‘=A—-_A_=_L

Motif ID: UP00538

Motif name: Glil_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 5

Number of overlap: 18

Similarity score: 0.0796126

Alignment:

BDDHVDKGCCACCCVCGCTDBVH

-WWHTTTTTCABAAWTTWA—-———

Original motif Reverse complement motif

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

X CA

CCA o
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8 2 WebiLog) 34 ? Weblagn 3.4
Motif ID: UP00540
Motif name: Gli3_v015681_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2
Number of overlap: 18
Similarity score: 0.0797884
Alignment:
DVTTVVCVYGGHGGYCHHDMYB
—-——TWAAWTTVTGAAAAAHWW-

Original motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

bits

:nﬁllﬁ e PV WWIC

5

WabLogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

2.0

frac == e A

5 10 15 20
WebiLogo 3.4
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Dataset #: 1 Motif ID: 9 Motif name: TFM12

Original motif
Consensus sequence: CYYCBBCYYYTCCHCCTYYY

20

=10

EQQ?QE%QEGQ?EQIQQQ

Weblag 34

0.0

Best Matches for Motif ID 9 (Highest to Lowest)

Motif ID: UP00539

Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 20

Similarity score: 0.0528574

Alignment:

HDBABCGBKRGYGGCGMSBHAK

—-—-KKKAGGDGGAKKMGBBGKMG

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

Reverse complement motif
Consensus sequence: KKKAGGDGGAKKMGBBGKMG

2.0

A A
ArAﬁAEoAAééA SAS =AY
10

15 20
Weblog 3.4

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK
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2.0

20

bits

o éwg;s_._-_éflfglc::xgﬁf‘-;—_—f@l
5 10 15 20

Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 20

Similarity score: 0.0585594
Alignment:

VYWVVHCRCCACMCACGAHSBHH
CYYCBBCYYYTCCHCCTYYY-—--

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

20

PN

I e

Wetlogo 34

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

A'A‘EQ?IQ!ECIT?I-&}.EQ . G

5 10 15 20

Motif ID: UP00538

Motif name: Glil_v016060_secondary
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Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVBDAGCGBGGGTGGCRDBDDDB
-KKKAGGDGGAKKMGBBGKMG--

Original motif

Mus musculus
Reverse Complement
Original Motif
Backward

3

20

0.0625384

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

2
:D T
LN

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

e R — e M Ey e N 00 =X o e S i
5 10 15 Vs 5 10 15 20
Motif ID: UP00528
Motif name: Foxm1_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Reverse Complement
Reverse Complement
Backward

1

20

0.0639685
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Alignment:
DCATDBTGHGCATKMTTBRSWR
—-—KKKAGGDGGAKKMGBBGKMG

Original motif

Consensus sequence: MWSMBAARRATGCDCABHATGD

2.0

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

WablLogo 34

[ A
za=g B AflWVoea axc | ecaxr Ige c ccT:I; FoXF
10 15 mmu_ma‘ 5 10
Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVMHHDHKGACCCTCCTSVCBH
CYYCBBCYYYTCCHCCTYYY--

Original motif

Original Motif
Reverse Complement
Backward

3

20

0.0648037

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH
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2.0

20

i MWCTee,

== T AT TATLE

i ———— —_— = il —

B

Motif ID: UP00527

Motif name: Foxn4_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 20

Similarity score: 0.0649332

Alignment:

VHYTCCDWCCGCGTCMMTHWHV
CYYCBBCYYYTCCHCCTYYY--

Original motif

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

=X A JIIVIVESS _FoaS
15

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

it
=

;nggﬁzgg. ViVe._ x Aax

Motif ID: UP00034
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
GTVBDAATTGTVTGHGDDHKVE
—-—-KKKAGGDGGAKKMGBBGKMG

Original motif

Sox7_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

3

20

0.0652647

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

1.0

bits

00 ZI ?IéAlI%—I—' = =
T s 15

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

£10

bits

= S Cf:&gAAslIAE 3 ,QQ

WabiLogod4

X o &l o
& WabiLagod 4 3
Motif ID: uP00400
Motif name: Zif268
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Reverse Complement
Backward

2

20
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Similarity score: 0.0703354

Alignment:
VVVDHHTGCGYGGGCGDHVHHTR
—-—-KKKAGGDGGAKKMGBBGKMG—

Original motif

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

20

A C ACA

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

i

= _“_\IAQ A gé_._
5 10 15

Weblaga 3.4

.t ey = :';,m, - = ?T-_—_E e = 06 =
Motif ID: UP00540
Motif name: Gli3_v016060_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1
Number of overlap: 20
Similarity score: 0.0706876
Alignment:
CVHBSCGGGTGGTCMHVHHCDH
KKKAGGDGGAKKMGBBGKMG--

Original motif
Consensus sequence: HDGHHBHRGACCACCCGSVDVG

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

Page 72 of 169


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=540

2.0

20

0 == 06 A B Ar=— = =T = = oo l= P, =i . = ¥ A - =
5 10 15 20 G s 5 10 15
Motif ID: UP00098
Motif name: Rfx3_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDBBVBVGTAWCCAAGVBHBAGB
-—-KKKAGGDGGAKKMGBBGKMG-

Original motif

Reverse Complement
Reverse Complement
Backward

2

20

0.0710664

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

210

GI'ST CIIA“ITH'E .

WesLago 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

Dataset #: 1 Motif ID: 10

Motif name: TFM13
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Original motif
Consensus sequence: ATKAAWTTTTRMAABAHHTW

"ALAMT| cTaafA A A

C: e CCC— .

Wmmwﬂd

Best Matches for Motif ID 10 (Highest to Lowest)

Motif ID: UP00034

Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 20

Similarity score: 0.0556257

Alignment:

VVYDDDCHCAVACAATTDBVAC
-WAHHTVTTYKAAAAWTTRAT -

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

Reverse complement motif
Consensus sequence: WAHHTVTTYKAAAAWTTRAT

T T TTreblATTLetr

TS TAAA

Wmnwﬁa

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC
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2.0
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: 5 0 B

20

Motif ID: UP00032

Motif name: Gata3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 2

Number of overlap: 20

Similarity score: 0.0642682

Alignment:

HHHBBMGATAVHATCWVVDHVH
-ATKAAWTTTTRMAABAHHTW-

Original motif
Consensus sequence: HBHDVBWGATHBTATCRVBHHH

2.0

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH

20

w
- AI ATC
P~
I B =L .._..?%I_’“r__
10 15

5

)

Motif ID: UP00034
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Motif name: Sox7_primary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 20

Similarity score: 0.064945

Alignment:

WBHHHHHMDATTGTTHDHDVHH

——WAHHTVTTYKAAAAWTTRAT

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

= _.__-:_._,_.:e,}_A o =3 A " L *9% 1V NN .
% 19 8 & WabLogad 4 : 10 8 WebLagod4
Motif ID: UP00032
Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3
Number of overlap: 20
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Similarity score:

Alignment:
HBHDVHDTCTTATCTHTDDHDV
ATKAAWTTTTRMAABAHHTW-—-

Original motif

0.0651681

Consensus sequence: BDHDDADAGATAAGADHBDHVD

20

)
E10
o :_-?:._—;:ﬂ:e_-_A_ s —.—._.QA‘}—';— e

5 10

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

: 10! [RIV] +

pol=m = - S g% 8 A

5 10 ) 15 20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BDBBVBVGTAWCCAAGVBHBAGB
-ATKAAWTTTTRMAABAHHTW--

Original motif

UP00098
Rfx3_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

3

20

0.0670788

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB
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2.0

20

21
L ST o C_I -_A___H W . o =Y A%T oz AL
8 10 18 2 WebiLog) 34 ? 10 8 2 Weblagn 3.4
Motif ID: UP00098
Motif name: Rfx3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2
Number of overlap: 20
Similarity score: 0.070823
Alignment:
HDTBHHCCHTAGCAACVVDHHHH
—~ATKAAWTTTTRMAABAHHTW--

Original motif
Consensus sequence: HDTBHHCCHTAGCAACVVDHHHH

20
- - e, <, TA -
5 10 15

it
P

0.0

WebiLog 34

Reverse complement motif
Consensus sequence: HHHHDVVGTTGCTAHGGDHBAHH

20

1.0 ‘
o F-N

== —n T == =

5 10 15 20

bits

Weblagn 3.4

Motif ID: UP00528
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

Foxm1_primary

Mus musculus
Reverse Complement
Reverse Complement

Direction: Forward

Position number: 1

Number of overlap: 20

Similarity score: 0.0734735

Alignment:

VHVRCAYGATGCATCDTVVADTH

WAHHTVTTYKAAAAWTTRAT-—-

Original motif Reverse complement motif

Consensus sequence: HADTBVADGATGCATCMTGMVHB Consensus sequence: VHVRCAYGATGCATCDTVVADTH

2.0

A acalWATE.T

20

bit

——

A=

5 10

e tEAIAA,T l-crél é'-‘l -
5 10 15

£
15

= dol====

WebiLogo 34 Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00538
Glil_v015681_secondary
Mus musculus

Original Motif

Original Motif

Backward

4

20

0.0743251
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Alignment:
MHHHWHYTMCCHCCCACVAABVH
ATKAAWTTTTRMAABAHHTW---

Original motif

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

- - ITI;é_ - Gég A _

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

. -G — T £ < 0o == f‘rl_.':-_ AS—ag ¥=—VU§ T%ﬂf“% . o
5 0 18 2 Webiagn 34 3 10 L A Wabloga 34
Motif ID: UP00528
Motif name: Foxm1_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 19
Similarity score: 0.567157

Alignment:
MWSMBAARRATGCDCABHATGD-
-——ATKAAWTTTTRMAABAHHTW

Original motif
Consensus sequence: MWSMBAARRATGCDCABHATGD

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR
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2.0

20

210 £1.0
o Re=% ‘E‘AéA_-_-sfe»__‘a ; A_‘_ g;s::— o 127-3 G ILEQ = —(-;ll =X
5 10 15 20 e 5 1 15 20 ok
Motif ID: UP00121
Motif name: Hoxd10
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2
Number of overlap: 17
Similarity score: 1.54045
Alignment:
—-——HDDDATTTTATTKVRDB
WAHHTVTTYKAAAAWTTRAT -

Original motif
Consensus sequence: VDKVYAATAAAATDDDH

2.0

et %&AIAAAAI

bits

e s T e

15

Webriogo 3.4

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB

2.0

@,}_?IHIAIT_A ?-_1—:_-'

0.0 = e

Webloga 3.4

Dataset #: 1 Motif ID: 11 Motif name: TFM11
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Original motif
Consensus sequence: HDWVAAAHAAAAAMAAAMWWWHBWA

240

Best Matches for Motif ID 11 (Highest to Lowest)

Motif ID: UP00098
Motif name: Rfx3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 23

Similarity score: 0.0760601
Alignment:

—-—-HDTBHHCCHTAGCAACVVDHHHH
HDWVAAAHAAAAAMAAAMWWWHBWA -

Original motif
Consensus sequence: HDTBHHCCHTAGCAACVVDHHHH

2.0

-
-ﬁ'\.ﬂ
n C
e L =L =_T 8} — === e
5 10 15

20

WebiLog 34

Reverse complement motif
Consensus sequence: TWVHWWWYTTTYTTTTTHTTTVWE

20

0
210

cl ,...ziIIT T T TI T X

25
WebLogad 4

Reverse complement motif
Consensus sequence: HHHHDVVGTTGCTAHGGDHBAHH

20

e ——— —_— - — e

Weblagn 3.4
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Motif ID:

UP00540

Motif name: Gli3_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 1

Number of overlap: 23

Similarity score: 0.0803516

Alignment:

VYWVVHCRCCACMCACGAHSBHH--
HDWVAAAHAAAAAMAAAMWWWHBWA

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

20

E:Ezg QQQQéQEQAQAQ%G

=

20

WesLogo 34

bits

20

00

e Eg?IQ?CITﬁ=I¢ X

5 10

Motif ID: UP00528

Motif name: Foxm1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 23
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Similarity score: 0.0808735

Alignment:
HADTBVADGATGCATCMTGMVHB--
-HDWVAAAHAAAAAMAAAMWWWHBWA

Original motif

Consensus sequence: HADTBVADGATGCATCMTGMVHB

2.0

D A.-r f_\AAA Tgél-

Reverse complement motif
Consensus sequence: VHVRCAYGATGCATCDTVVADTH

20

w tEAIAA,T | J l—crél énl .

bits

Webloga 3.4

pe==——e—sae 5 10 = N ? -‘ﬁ ?:—uw_'dﬂ 9 ==
Motif ID: UP00538
Motif name: Glil_v015681_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3
Number of overlap: 23
Similarity score: 0.0812213

Alignment:
--MHHHWHYTMCCHCCCACVAABVH
HDWVAAAHAAAAAMAAAMWWWHBWA--

Original motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

Reverse complement motif
Consensus sequence: DVWTTVGTGGGHGGYAMHWHHHY
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D

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VCTBHBVCTTGGWTACVVVVVDB--
HDWVAAAHAAAAAMAAAMWWWHBWA

Original motif

UP00098
Rfx3_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

1

23

0.0813067

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

20

ol EE CTTA“IT

- X = T

5

20
Wetlogo 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

T Ul

- £32
oo l= = == e — ===

5 10 15 20

bits

Motif ID:
Motif name:

UP00538
Glil_v016060_secondary
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Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 2

Number of overlap: 23

Similarity score: 0.0869107

Alignment:

BDDHVDKGCCACCCVCGCTDBVH-—
—TWVHWWWYTTTYTTTTTHTTTVWBH

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

anlz= B e e e s e P = A S - =
5 10 15 20 o 5 10 15 20
Motif ID: UP00539
Motif name: Gli2_v016060_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2
Number of overlap: 23
Similarity score: 0.0877809

Alignment:
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DBCDWHCTGGGTGGTCMDHBBAH--
—TWVHWWWYTTTYTTTTTHTTTVWBH

Original motif

Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

2.0

N .\ X A e

U UAVAWA,

!

b et

5 10 15

B

WebiLogo 34

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBALF

20

1 £ TUNTWTLe

e by i = =
5 10 15

bits

L e D=
20

Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
——ACHRBHDTCCACGTGYAHHBMHM
TWVHWWWYTTTYTTTTTHTTTVWBH

Original motif

UP00050

Bhlhb2_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

1

23

0.0879037

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

Page 87 of 169


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=050
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. L < VUIIWWALYTS: - X =7 =AY Vi Vo - Y
5 10 15 20 T 10 15 20 e
Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2
Number of overlap: 23
Similarity score: 0.0891795
Alignment:
BADHBDHCGCCCMCGCAHHDBBV--
-HDWVAAAHAAAAAMAAAMWWWHBWA
Original motif Reverse complement motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBY Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20 20

bits

0 > - s
5 10 20

- ',=6 = %gl,‘ Té @TAE - o= — = ‘_“IAQ TA v g%

Wetlogo 34 Webhlogo 3.4

Motif ID: UP00538
Motif name: Glil_v015681_primary
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Species: Mus musculus

Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position nhumber: 1

Number of overlap: 23

Similarity score: 0.0895093
Alignment:

BBBDVVRGACCACCCAVGABBAB-—
HDWVAAAHAAAAAMAAAMWWWHBWA

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

AWAWVA ¢ o

00 —_— ===t i N =¥ e gt

5 10 15

sl

WebiLogo 34

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

bits

” 5 o T _1 .

=== = -1 e

WE==E=S=

=

20
Webloga 3.4

Dataset #: 2 Motif ID: 12 Motif name: csGCCCCGCCCCsc

Original motif
Consensus sequence: HVGCCCCGCCCCBB

- o0000:006c

Webiioga 3.4

Reverse complement motif
Consensus sequence: BBGGGGCGGGGCVD

2.0

iz,
-_51.0
0.0 "f_..—._,__—*—-— e —r— W W e, M T, e
10

Wabioga 3.4
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Best Matches for Motif ID 12 (Highest to Lowest)

Motif ID: UP00093
Motif name: KIf7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 14

Similarity score: 0

Alignment:

HBDRCCMCGCCCHHHD

-HVGCCCCGCCCCBB-

Original motif
Consensus sequence: HBDRCCMCGCCCHHHD

20

Reverse complement motif

Consensus sequence: DHHDGGGCGRGGKHBH

2.0

1.0

bits

.
el -

TYME =~

10 15
WebLoga 3.4

Motif ID: UP00000

Motif name: Smad3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
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Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHHBCCCCGCCAHHBHB
-HVGCCCCGCCCCBB--

Original motif

Original Motif
Backward

3

14
0.0106621

Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

ol

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

== L C

et =

R e -

=2

5

10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
GKRGGGGGGGGGGBD
BBGGGGCGGGGCVD-

UP00021

Zfp281_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

14

0.017761
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Original motif

Consensus sequence: DBCCCCCCCCCCMYC

2.0

AL

15
Webilaga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVBCCCCCCCCMHHHB
HVGCCCCGCCCCBB--

Original motif

UP00022

Zfp740_primary
Mus musculus
Original Motif
Original Motif
Forward

1

14

0.0181905

Consensus sequence: HVYBCCCCCCCCMHHHB

2.0

bits

LI X

t%gggcccg§é$

15
WabiLogad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

20
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHBHCCGCCCCDHHHH
HVGCCCCGCCCCBB---

Original motif

UP00033

Zfp410_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

14

0.0225788

Consensus sequence: BHHBHCCGCCCCDHHHH

2.0

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

2.0

= —_
0.0-1= = - = —_—— =

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00002
Sp4_secondary

Mus musculus
Reverse Complement
Original Motif
Backward
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Position number:
Number of overlap:
Similarity score:

Alignment:
BDWAGGCGTGBCHHD
BBGGGGCGGGGCVD-

Original motif

Consensus sequence: BDWAGGCGTGBCHHD

2.0

2
14
0.0277585

o
£1.0

0.0-= =l _— L S TN = a

; 5 10 15

WetiLoga 34

Reverse complement motif
Consensus sequence: HHDGBCACGCCTWDB

2.0

= 1.0

cAC

e an

5

10 15

Wetilogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHHDTCCCACTCBDBV
-HVGCCCCGCCCCBB-

UP00007
Egrl_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

2

14

0.0318885
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Original motif

Consensus sequence: BBHBGAGTGGGAHHDB

2.0

>
—]

6 —- = B LE V- L u S

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV

20

©_yolkalee

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HKBBGGGGGGTCVHHH
BBGGGGCGGGGCVD--

Original motif

UP00024

Glis2_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

14

0.0330753

Consensus sequence: HHHVGACCCCCCVBRD

2.0

0.0

A_

< onlllee

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HKBBGGGGGGTCVHHH

20
o - r—Q =
10

it
5

e =
15
Wablogad 4

Page 95 of 169


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=024

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

CVHBSCGGGTGGTCMHVHHCDH
---BBGGGGCGGGGCVD-——---

Original motif

UP00540

Gli3_v016060_primary
Mus musculus

Reverse Complement
Reverse Complement
Forward

4

14

0.0334003

Consensus sequence: HDGHHBHRGACCACCCGSVDVG

2.0

>
e
-
)
D

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

"t _cGNTWe.

<

Weblogod4

— W = S — pole = ST ¥ =
10 20 o 5

Motif ID: UP00539

Motif name: Gli2_v015681_primary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Reverse Complement
Reverse Complement
Forward
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Position number: 4
Number of overlap: 14
Similarity score: 0.0351614

Alignment:
CBDMCMGGGTGGTCCHVBVBAH
-—--BBGGGGCGGGGCVD-——---

Original motif Reverse complement motif

Consensus sequence: HTBVVVDGGACCACCCRGRDBG Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

2.0

@ v C
£10 £10
AT i __QAEAI S C ‘FC—?A AR AW =__ é_-l

=== =T=E Eal 0.0-== : —
5 10 15 20 i oeeis 5 10 15 20 Moo
Dataset #: 2 Motif ID: 13 Motif name: tkAAATAATAtw
Original motif Reverse complement motif
Consensus sequence: HDAAATAATAHW Consensus sequence: WHTATTATTTDH

2.0

gt_AAQIAaTAI¢ quTAITélulﬁ

1]

WatiLoga 3.4 Wetiioga 3.4

Best Matches for Motif ID 13 (Highest to Lowest)

Motif ID: UP00121
Motif name: Hoxd10
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDDDATTTTATTKVRDB
—-——-WHTATTATTTDH--

Original motif

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

12

0.00353196

Consensus sequence: VDKVYAATAAAATDDDH

2.0

0.0

24 - %éA_TAAAA%A e

Websiags 3.4

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB

QAIIIIAIT o

it
=

0.0 e

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00244

TIx2

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

12

0.00646023
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Alignment:
WWDTTATTAATTHATTV
--WHTATTATTTDH---

Original motif
Consensus sequence: BAATHAATTAATAAHWW

2.0

" e M TAALa.

— - _———

Wabiloga 3.4

Reverse complement motif
Consensus sequence: WWDTTATTAATTHATTV

2.0
=

AT MIT

Webiloga 3.4

Motif ID: UP00051
Motif name: Sox8_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4

Number of overlap: 12

Similarity score: 0.0120674
Alignment:

DDDHDAACAATWBATDD

--HDAAATAATAHW---

Original motif
Consensus sequence: DDATBWATTGTTHHDDD

Reverse complement motif
Consensus sequence: DDDHDAACAATWBATDD
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bits

2.0
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WebiLags 1.4

bits
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Motif ID: UP00180
Motif name: Hoxd13
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:

Reverse Complement
Reverse Complement

15
Weblogod 4

Direction: Forward

Position number: 3

Number of overlap: 12

Similarity score: 0.0123772

Alignment:

HDHHTTTTATTKKHDD

-—-WHTATTATTTDH--

Original motif Reverse complement motif

Consensus sequence: HDHYYAATAAAAHHHH Consensus sequence: HDHHTTTTATTKKHDD
2.0 2.0
6 g QQEATAAAA%—'— - A?ITIAl AIAAﬁ =

5 10 \:.Eb,aguan 5 10
Motif ID: UP00037

Page 100 of 169


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=180
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=037

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

Zfp105_primary

Mus musculus
Reverse Complement
Reverse Complement

15
Wetiloago 3.4

Direction: Forward

Position number: 3

Number of overlap: 12

Similarity score: 0.0129559

Alignment:

HHHTTRTTDTTTKDH

—-—-WHTATTATTTDH-

Original motif Reverse complement motif

Consensus sequence: HDYAAAHAAMAADHD Consensus sequence: HHHTTRTTDTTTKDH
2.0 2.0
gol=——— J,éA—gEAAgAé — PPt III_TIC‘ "E"-:I”:_ ;IA}_,L

5 10 wm_oglscm 5 10

Motif ID: UP00064

Motif name: Sox18_primary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Original Motif
Reverse Complement
Forward

4

12
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Similarity score: 0.0130138

Alignment:
HHDHABAACAATHBWV
-—--HDAAATAATAHW-

Original motif
Consensus sequence: BWBHATTGTTBTHDHH

2

. é%‘;W[m[la1[l£ X = __

LI X
10 15
Weblogad 4

bits

Reverse complement motif
Consensus sequence: HHDHABAACAATHBWYV

2.0

Ll

15
Weblogodd

Motif ID: UP00255
Motif name: Dbx1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 12

Similarity score: 0.0131034
Alignment:

HARTHAATTAWTAVDHD

-—-—-HDAAATAATAHW--

Original motif
Consensus sequence: HARTHAATTAWTAVDHD

Reverse complement motif
Consensus sequence: DHDBTAWTAATTHAKTH

Page 102 of 169


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=255

2.0

w
Z10

5 10 15

Watiloga 3.4

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDTATTAHTAAAVV
--HDAAATAATAHW

Original motif
Consensus sequence: HDTATTAHTAAAVV

UP00024
Glis2_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

1

12

0.0140433

Reverse complement motif
Consensus sequence: BVTTTAHTAATADH

2.0

bits

i

L Y U Alééné

0.0

Webilaga 3.4

Motif ID:
Motif name:

UP00075
Sox15_primary
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Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DHVKMWATTGTTHDHDH
—-——-WHTATTATTTDH--

Original motif

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

12

0.0143532

Consensus sequence: HDDDDAACAATWRRBHD

2.0

" AMCMAT,

0.0

15

Websiags 3.4

Reverse complement motif
Consensus sequence: DHVKMWATTGTTHDHDH

2.0

bits

TATT II
—_— lfé—r @ 8 o~ lug;"‘-*_‘- -

0.0 =
15
WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00096
Sox13_primary
Mus musculus
Original Motif
Original Motif
Forward

3

12

0.014607
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Alignment:
DHDRGAACAATWWDHW

--HDAAATAATAHW-—
Original motif
Consensus sequence: DHDRGAACAATWWDHW

20
l““l'l.cl
A
- _ __ e o IR AT - ==
5 1o 5

=

0.0

Reverse complement motif
Consensus sequence: WHDWWATTGTTCKDHD

2.0
1.0
3 B
e Al 1Y IS
5 10 \‘E 5

0.0

bits

Motif name: cccGCCCCGCCCCsb
Reverse complement motif
Consensus sequence: BBGGGGCGGGGCGGB

2.0

Dataset #: 2 Motif ID: 14

Original motif
Consensus sequence: BCCGCCCCGCCCCBB

~.<oLLCe0e.

UP00093

A-::‘i‘-?% =
15
Wabloga 34

bits
5

-—
0.0 ———w— = W
5

Best Matches for Motif ID 14 (Highest to Lowest)

KIf7_primary

Motif ID:
Motif name:

Species:
Matching format of first motif:
Matching format of second motif:

Mus musculus
Original Motif
Original Motif
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Direction: Backward

Position number: 2

Number of overlap: 15
Similarity score: 0.00481788
Alignment:

HBDRCCMCGCCCHHHD

BCCGCCCCGCCCCBB-

Original motif
Consensus sequence: HBDRCCMCGCCCHHHD

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH

20

Wika bl

20
e Aggg -\ A < O " . g TYMWEL
2 10 Woskog03 2 1o e
Motif ID: UP00000
Motif name: Smad3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3
Number of overlap: 15
Similarity score: 0.0108117

Alignment:
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DHHBCCCCGCCAHHBHB
BCCGCCCCGCCCCBB--

Original motif

Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

bits

L At

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDH

2.0

=
=1k

—_ =

D

-—

gl = e e

5 10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
GKRGGGGGGGGGGBD
BBGGGGCGGGGCGGB

Original motif
Consensus sequence: DBCCCCCCCCCCMYC

UP00021

Zfp281_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

15

0.0154152

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD
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2.0

-?QQGQQ

0.0

£
=1

GCGE%Q

Webiloga 3.4

- as LA AR LA LA AT b o S a——

5 10 15
Websloge 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVBCCCCCCCCMHHHB
BCCGCCCCGCCCCBB-

Original motif

UP00022

Zfp740_primary
Mus musculus
Original Motif
Original Motif
Backward

2

15

0.018287

Consensus sequence: HVBCCCCCCCCMHHHB

2.0

g:%gggcccggeg

15
Weblagad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

20

it
o

0.0 = =

Motif ID:

UP00002
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDWAGGCGTGBCHHD
BBGGGGCGGGGCGGB

Original motif

Consensus sequence: BDWAGGCGTGBCHHD

-AQclTe ¢

2.0

Sp4_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

1

15

0.0247447

15
WetiLoga 34

Reverse complement motif

Consensus sequence: HHDGBCACGCCTWDB

2.0

)
= 1.0

a.0

A-,—:I(:

= CA_':

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UuP00007

Egrl_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

1

15
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Similarity score: 0.0279869

Alignment:
BHHDTCCCACTCBDBV
BCCGCCCCGCCCCBB-

Original motif
Consensus sequence: BBHBGAGTGGGAHHDB

20

>
—_
>

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV

2.0

- %ALQCQéCLQ

15
Weblogodd

ool = e A e 00 "
Motif ID: UP00540
Motif name: Gli3_v016060_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 5
Number of overlap: 15
Similarity score: 0.0312526
Alignment:
CVHBSCGGGTGGTCMHVHHCDH
---BBGGGGCGGGGCGGB---—

Original motif
Consensus sequence: HDGHHBHRGACCACCCGSVDVG

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH
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2.0

20

- W _ == _—r= __ — - — =— v = W A - = g___T
2 5 N 10 15 20 i f 5 - 10 15 20 G
Motif ID: UP00099
Motif name: Ascl2_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1
Number of overlap: 15
Similarity score: 0.0318321
Alignment:
BHVDCCCCDCCCBDBH
BCCGCCCCGCCCCBB-
Original motif Reverse complement motif
Consensus sequence: BHVDCCCCDCCCBDBH Consensus sequence: HVDVGGGHGGGGDBHB
2.0 2.0
Qo= Igggg@ggg e gol=— "?“"—"“-é"fz_..ﬁ_‘?'-ﬂ-“_t - e
2 10 oskoansis 2 1o Wastoa03
Motif ID: UP00527
Motif name: Foxn4_secondary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHYTCCDWCCGCGTCMMTHWHV
-—-—-BCCGCCCCGCCCCBB---

Original motif

Mus musculus
Original Motif
Reverse Complement
Backward

4

15

0.0340857

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

" ==X A TIIWIVESAS _Foay ol QTCQHXEQ | Vo A
: 5 10 20 . 5 10 15 20
Motif ID: UP00539
Motif name: Gli2_v015681_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Reverse Complement
Reverse Complement
Forward

4

15

0.0345185
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Alignment:
CBDMCMGGGTGGTCCHVBVBAH
-——-BBGGGGCGGGGCGGB——--

Original motif

Consensus sequence: HTBVVVDGGACCACCCRGRDBG

Reverse complement motif

Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

WablLogo 34

. QI = A LIV Lo = nng f-'i“fgges 'y i1 g__-:_—_.h_ é,';
Dataset #: 2 Motif ID: 15 Motif name: kCAGCCAATmMr
Original motif

Consensus sequence: DCAGCCAATVR

2.0

It
2

0.0 —

10
Webilaga 34

Best Matches for Motif ID 15 (Highest to Lowest)

Motif ID: UP00033

Motif name: Zfp410_primary

Mus musculus
Matching format of first motif: Original Motif

Matching format of second motif:

Species:

Reverse Complement

Reverse complement motif
Consensus sequence: MBATTGGCTGH

Welilags 3.4
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Direction: Backward

Position number: 3

Number of overlap: 11

Similarity score: 0.000708728
Alignment:

BDDYYCATCCCATDDRBD

—-—-—--DCAGCCAATVR--

Original motif
Consensus sequence: DVDDATGGGATGKMDDV

20

= IQT ¥ v ATAI-‘% =

0.0
5
Websiaga 3.4

Reverse complement motif
Consensus sequence: BDDYYCATCCCATDDBD

2.0

C

=ATI1L
5

e

o
= =" == E:T
1

Motif ID: UP00004

Motif name: Sox14_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 11

Similarity score: 0.00658734
Alignment:
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Reverse complement motif
Consensus sequence: BBDCMATTGTSTBRB

BKBASACAATRGHRR
-DCAGCCAATVR———-
2.0
QEQ“cxclé
5 10 = i 153“

Original motif
Consensus sequence: BKBASACAATRGHBB

2.0
%1.0 T

. Ac] SG
e A ~—=

bits

0.0—=

00
Motif ID: UP00249
Motif name: Nkx2-5
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1
Number of overlap: 11
Similarity score: 0.00805715
Alignment:
AAWTTMAAGTGGHTDH
MBATTGGCTGH
Reverse complement motif
Consensus sequence: AAWTTMAAGTGGHTDH
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2.0

2 10 orkoarsis L L
Motif ID: UuP00147
Motif name: Nkx2-6
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6
Number of overlap: 11
Similarity score: 0.0128272

Alignment:
DDADCCACTTAAVHTT
DCAGCCAATVR-—-———

Original motif

Consensus sequence: DDADCCACTTAAVHTT

2.0

0.0

< a T

AA_ 11

Weblagad 4

Reverse complement motif
Consensus sequence: AAHVTTAAGTGGHTDD

Motif ID:

UP00165
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

AAHYTCAAGTGGBTBV
————— MBATTGGCTGH

Original motif

Consensus sequence: BVABCCACTTGAMHTT

2.0

bits

0.0

Titfl

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

11

0.0131729

- -_——-A,_- QQA 3 TléAé:%%;

WabiLogad 4

Reverse complement motif
Consensus sequence: AAHYTCAAGTGGBTBV

2.

1.

bits

o= JANULLG 1

0.0

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00034
Sox7_primary
Mus musculus
Original Motif
Original Motif
Forward

5

11

0.0131873
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Alignment:
HHBDHDDAACAATDRHHHHHBW
-—-—-DCAGCCAATVR-—————-—

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

bits

e e e - B

0.0-= = ——
5 10 15 20

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

E e - Ag;% 1 | ==

Tl =XK o = -

5 10 15

WablLogo 34

Motif ID: UP00258
Motif name: Tgif2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 11

Similarity score: 0.0132199
Alignment:

AABBAGCTGTCAAWVV

————— DCAGCCAATVR

Original motif
Consensus sequence: AABBAGCTGTCAAWVV

Reverse complement motif
Consensus sequence: VBWTTGACAGCTVBTT
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Weblogad 4

20
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VHATTGACAGSKSVTH
MBATTGGCTGH-—----

Original motif

UP00205

Pknox2

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

11

0.0138143

Consensus sequence: HAVSRSCTGTCAATHB

2.0

bits
&

Qo=

eﬁ?ﬁcCI I ax

15
Weblagad 4

Reverse complement motif
Consensus sequence: VHATTGACAGSKSVTH

20

it
o

—— e
15

0.0
5
Weblogod 4

ax | VAVAVEL.

Motif ID:

UP00023
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHHMHATTGTTBDHD
—-——-MBATTGGCTGH-

Original motif

Sox30_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

11

0.0141895

Consensus sequence: DHDBAACAATDRHHHH

2.0

bits

0.0

T

15
Wabiogad 4

Reverse complement motif
Consensus sequence: HHHHMHATTGTTBDHD

20

e

0.0

bits

WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00227

Duxl

Mus musculus
Original Motif
Original Motif
Forward

1

11
0.0154208
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Alignment:
YRACCCAATCAACVVHV
DCAGCCAATVR-—-————

Original motif
Consensus sequence: YRACCCAATCAACVVHV

2.0

" exAocGAR [VAAL

15
Wabiloga 3.4

Reverse complement motif
Consensus sequence: VHVVGTTGATTGGGTMK

=10

 ——

G B B . AAﬁélxﬂ
5 10 15

Wabloga 3.4

Dataset #: 2 Motif ID: 16 Motif name: kcACCTGCAgc

Original motif
Consensus sequence: BCACCTGCABC

2.0

5 10
Webilaga 34

Best Matches for Motif ID 16 (Highest to Lowest)

Motif ID: UP00070

Motif name: Gcm1_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement

Reverse complement motif
Consensus sequence: GBTGCAGGTGB

2.0
1.0

L JCGAT

ts

b

10
Welilags 3.4
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Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDVATGCGGGTHVVH
-—-—-GBTGCAGGTGB--

Original motif

Forward
4

11

0

Consensus sequence: HVVHACCCGCATVDHD

2.0

bits

0.0 —==

e

15
Weblogad 4

Reverse complement motif
Consensus sequence: DHDVATGCGGGTHVVH

20

bits

T QTACTM T

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00031
Zbtb3_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

11

0.000503863
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BBBAVTGCAGTGBBVDD
-—--GBTGCAGGTGB---

Original motif

Consensus sequence: DDBBBCACTGCABTBBB

2.0

Reverse complement motif
Consensus sequence: BBBAVTGCAGTGBBVDD

2.0

e -

15

- CACTLCA .

Wabiloga 3.4 Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDBHGCACCTGRBDDVB
BCACCTGCABC-

Original motif

Consensus sequence: VBHHVCAGGTGCDVDHD

UP00046
Tcfe2a_primary

Mus musculus
Original Motif
Reverse Complement
Forward

6

11

0.000557448

Reverse complement motif
Consensus sequence: DHDBHGCACCTGBDDVB

Page 123 of 169


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=046

2.0

0.0 —=

Websiags 3.4

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBYVVCAGCTGCBVHHD
-—-—-BCACCTGCABC--

Original motif

UP00099
Ascl2_primary
Mus musculus
Original Motif
Original Motif
Backward

3

11
0.00842747

Consensus sequence: BBYVVCAGCTGCBVHHD

2.0

g - ~$ﬂ_=.CA<.=gT . Qiﬁ*

0.0

5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHDVVGCAGCTGVBKVB

2.0

I c
e+ .. F - M =T 0 Tis=wm_ "
10 15

0.0
5

bits

WebiLags 3.4

Motif ID:

uP00420
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVBBACCGGAAGYDVVV
--BCACCTGCABC----

Original motif

Elk3

Mus musculus
Original Motif
Original Motif
Backward

5

11
0.0111732

Consensus sequence: DVBBACCGGAAGYDVVV

2.0

bits

gl = il

Reverse complement motif
Consensus sequence: VBVDMCTTCCGGTVBVD

2.0

ACT I

= L e e N W == = —— = _——

0.0 —

5 10 15
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00050
Bhlhb2_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

9

11
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Similarity score: 0.0122671

Alignment:
ACHRBHDTCCACGTGYAHHBMHM
———————— BCACCTGCABC—-—--—

Original motif

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

20

ls A .o

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20

Tc A

%

Weblaga 3.4

e W WV T = AKX - “-\Q?If? R=7-9 4£=4 A -0 == ‘
Motif ID: UP00092
Motif name: Myb_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3
Number of overlap: 11
Similarity score: 0.015733
Alignment:
BDACCAACTGCCRBBH
---BCACCTGCABRC--

Original motif
Consensus sequence: BDACCAACTGCCRBBH

Reverse complement motif
Consensus sequence: DBVKGGCAGTTGGTHB
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20
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bits
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Motif ID: UP00236
Motif name: Irx2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 11
Similarity score: 0.0163141
Alignment:
WVWDDTACATGTADDDW
---GBTGCAGGTGB---
Original motif Reverse complement motif
Consensus sequence: WDDDTACATGTADDWBW Consensus sequence: WVWDDTACATGTADDDW

2.0

2.0

0.0

o TAAIUTa ‘. TAGAILTa

5
Watiloga 3.4 Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDWWBTACATGTADDDD
—-—-—-—-BCACCTGCABC--

Original motif

UP00223

Irx3_0920.1

Mus musculus
Original Motif
Reverse Complement
Forward

5

11

0.0165255

Consensus sequence: DDDDTACATGTAVWWHD

20

i — IA AI I&f“f1$*—-

-

Webiiogo 3.4

bits

Reverse complement motif
Consensus sequence: DDWWBTACATGTADDDD

AATUTa

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00057
Zic2_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

1
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Number of overlap: 11
Similarity score: 0.0169178

Alignment:
DVBCYTGCTGBGDDD

BCACCTGCABC—-—---

Original motif Reverse complement motif

Consensus sequence: HHDCVCAGCAKGVVD Consensus sequence: DVBCYTGCTGBGDDD
2.0 2.0
06 : 49 CA,__—C.—AT 9 == pplm=— _ N RI__ACI_.._ i nP-N
? 10 Wabtrat he 2 10 oot be
Dataset #: 2 Motif ID: 17 Motif name: wwAAATAATAtw

Original motif Reverse complement motif

Consensus sequence: HDAAATAATADD Consensus sequence: DDTATTATTTDH

2.0 2.0

* aa TAAlAn T AIIAIII x_

0.0

O.0—=

e

—
5
Wekiloga A4 Wetiloga 34

Best Matches for Motif ID 17 (Highest to Lowest)

Motif ID: UP00244
Motif name: TIx2
Species: Mus musculus
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

WWDTTATTAATTHATTV
--DDTATTATTTDH---

Original motif

Reverse Complement
Reverse Complement
Backward

4

12

0.00576686

Consensus sequence: BAATHAATTAATAAHWW

2.0

Reverse complement motif
Consensus sequence: WWDTTATTAATTHATTV

2.0

TV L.! s

Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00121

Hoxd10

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

12

0.00673636
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Alignment:
HDDDATTTTATTKVRDB
-——-DDTATTATTTDH--

Original motif
Consensus sequence: VDKVYAATAAAATDDDH

2.0

L k[,

0.0 —_——
15

Wabiloga 3.4

bits

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB

2.0

— =211 L AlbAGA =
1 10 15

==

0.0 —

Webiloga 3.4

Motif ID: UP00180

Motif name: Hoxd13

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 12

Similarity score: 0.00685179
Alignment:

HDHHTTTTATTKKHDD

—--DDTATTATTTDH--

Original motif
Consensus sequence: HDHYYAATAAAAHHHH

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD
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2.0

1.0

bits

0.0

20

1.

bits
(-3

A?ITTIAIIAA

15 15

Weblogad 4

Wablogo 3.4

Motif ID: UP00073
Motif name: Foxa2_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1
Number of overlap: 12
Similarity score: 0.0108327
Alignment:
VVDAATAACAAAVVB
HDAAATAATADD—---
Original motif Reverse complement motif
Consensus sequence: VVDAATAACAAAVVB Consensus sequence: BVVTTTGTTATTDBB
2.0 2.0
_¢ﬂéléégééﬁ _ lxlélléng_
= - 3 - 1-‘6 ] . Wty 11534 = ) 3 1-5 Wty 1153)1
Motif ID: UP00134
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VDHWTTTTATTGGDKB
—-—-DDTATTATTTDH--

Original motif

Hoxb13

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

12

0.0121723

Consensus sequence: VRHCCAATAAAAWHHY

2.0

Wabiogad 4

Reverse complement motif
Consensus sequence: VDHWTTTTATTGGDKB

20

mﬂ¢1TIIATIA$ o

0.0
15
WabiLogo 34

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00255

Dbx1

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

12
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Similarity score: 0.0133808

Alignment:

DHDBTAWTAATTHAKTH

--DDTATTATTTDH---

Original motif Reverse complement motif

Consensus sequence: HARTHAATTAWTAVDHD Consensus sequence: DHDBTAWTAATTHAKTH

20 20

4 =
1.0 o

" _-%?Iéééllééléﬂtr o g, o :E}IEAXIAA_IIGQEI,E

10 15

Motif ID: UP00034

Motif name: Sox7_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 5

Number of overlap: 12

Similarity score: 0.0144702

Alignment:

HHBDHDDAACAATDRHHHHHBW

—-—-—-HDAAATAATADD---—-—-

Original motif Reverse complement motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW Consensus sequence: WBHHHHHMDATTGTTHDHDVHH
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2.0

20

1 " l=X .

15 20

= — o A v P R Ly
= - 5 = h NI — -_2;““_:; e
Motif ID: UP00051
Motif name: Sox8_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDATBWATTGTTHHDDD
-—-—-DDTATTATTTDH--

Original motif

Consensus sequence: DDATBWATTGTTHHDDD

2.0

Reverse Complement
Original Motif
Forward

4

12

0.0145614

Reverse complement motif
Consensus sequence: DDDHDAACAATWBATDD

2.0

bits

o 0.

—_— =

WabiLogod4

0.0 =

@IZAAITAI-EI-:%A -

15

Watiloga 3.4

aloMT, ..

Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVTTTAHTAATADH
--HDAAATAATADD

Original motif

Consensus sequence: HDTATTAHTAAAVV

2.0

UP00024
Glis2_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

3

12

0.0148858

Reverse complement motif
Consensus sequence: BVTTTAHTAATADH

2.0

bits

ILI&_Mléﬁélé o

o e

Webitoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00096
Sox13_primary
Mus musculus
Original Motif
Original Motif
Forward

3
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12

Number of overlap:
0.014968

Similarity score:

DHDRGAACAATWWDHW
—-—-HDAAATAATADD--

Original motif
Consensus sequence: DHDRGAACAATWWDHW
2.0
TA_‘_I AIIQ:EA ——
10 15 :

Alignment:
Reverse complement motif
Consensus sequence: WHDWWATTGTTCKDHD

bits

Wabloga 3

e o
5

2.0

%1,0
A A
Py =~ B = = il AT =
% 10 Wekicansii

Motif name: sSGTCACGTGACSs
Reverse complement motif

Motif ID: 18
Consensus sequence: SGGTCACGTGACCS

Dataset #: 2

Original motif
Consensus sequence: SGGTCACGTGACCS
2.0 2.0
s ‘?CEACAC.:T?E = ‘f‘: . ‘?CQACAC.:T?E =4 ‘.,:‘:

Best Matches for Motif ID 18 (Highest to Lowest)

Motif ID: UP00050
Motif name: Bhlhb2_primary
Mus musculus
Page 137 of 169

Species:

bits
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
RDHDBVDTCACGTGASBHVHDH
-—-—-SGGTCACGTGACCS—---

Original motif

Original Motif
Original Motif
Backward

5

14

0

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

—

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

2.0

i A

q

B2

= = A A A0 I GE. o o -~ =__Scta A A BT (.-':“‘ : =
5 10 15 20 e 5 10 15
Motif ID: UP00060
Motif name: Max_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

Original Motif
Reverse Complement
Backward

1

14

0.0226905
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DDASCACGTGBTBVDD
-—-SGGTCACGTGACCS

Original motif

Consensus sequence: DDASCACGTGBTBVYDD

2.

LI X

=

_ é?CACAT_ -

15
WabiLogad 4

Reverse complement motif

Consensus sequence: HHVBABCACGTGSTHD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBGHCACGCGACDD
SGGTCACGTGACCS

Original motif
Consensus sequence: BBGHCACGCGACDD

UP00060

Max_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

1

14

0.0240371

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB
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0.0—=

- _1CAgﬁ%¥ﬁQ

Welsloge 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BBGATGACGTCAYCVH
-SGGTCACGTGACCS-

Original motif

Consensus sequence: BBGATGACGTCAYCVH

2.

LiX

UP00103
Jundm2_primary
Mus musculus
Original Motif
Original Motif
Backward

2

14

0.0253986

) siﬁTTAQAIQAzc?

Weblagad 4

Reverse complement motif
Consensus sequence: HVGMTGACGTCATCBB

2.

| _alGAGCTeh. .

0.

Weblogod 4

Motif ID:

UP00020
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Motif name: Atfl_primary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 14

Similarity score: 0.0259163
Alignment:

DBDRTGACGTCAYHRD

-SGGTCACGTGACCS-

Original motif
Consensus sequence: DBDRTGACGTCAYHRD

2,

TOMETA. .

S
15

Wabiogad 4

Reverse complement motif
Consensus sequence: DMDMTGACGTCAKHBD

20

o6 = TAC TQAE;-;.E

| ===
5

WabiLogo 34

Motif ID: UP00050

Motif name: Bhlhb2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 6

Number of overlap: 14
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Similarity score: 0.0403911

Alignment:
ACHRBHDTCCACGTGYAHHBMHM
————— SGGTCACGTGACCS——-—--

Original motif

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

20

ls A .o

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20

Tc A

%

Weblaga 3.4

e W WV T = AKX - “-\Q?If? R=7-9 4£=4 A -0 == ‘
Motif ID: UP00036
Motif name: Myf6_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 14
Similarity score: 0.0440464
Alignment:

VVDBAACAGBTGBYHB
--SGGTCACGTGACCS

Original motif
Consensus sequence: VVDBAACAGBTGBYHB

Reverse complement motif
Consensus sequence: BDKVCABCTGTTBDBV
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2.0

20

gio Agc AEQ I-cr_ ——

WabiLogo 34

P I =« = A== :-:g%{_ Qo B

: 5 10 l’éﬂ_ma‘ 5 10 15
Motif ID: UP00046
Motif name: Tcfe2a_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VBBDMYCATCTGVHHBH
--SGGTCACGTGACCS-

Original motif

Reverse Complement
Reverse Complement
Forward

3

14

0.0471124

Consensus sequence: HVYDDVCAGATGKYHBBV

2.0

0.0

GT
g %GAIAT 4 -_[C—,- =

Watiloga 3.4

Reverse complement motif
Consensus sequence: VBBDMYCATCTGVHHBH

2.0

———— — A

u..j. >
>0
< >
|h
—l
NCD
ﬁ
|
1)
"u

0.0

Wabiogs 3.4
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Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
BVABCCACTTGAMHTT

-SGGTCACGTGACCS-

UP00165

Titf1
Mus musculus
Reverse Complement
Original Motif
Forward
2

14
0.0471926

Original motif
Consensus sequence: BVABCCACTTGAMHTT

Reverse complement motif
Consensus sequence: AAHYTCAAGTGGBTBV

1.

L1}
1]
IAA =

bits

I ; = N N i I.-E_T__-:‘F‘—
5 10 15
WabiLogo 34

- _--26# AQA— léAégg

Motif ID: UP00046

Motif name: Tcfe2a_primary
Species: Mus musculus
Matching format of first motif: Original Motif

Matching format of second motif Reverse Complement
Backward
2

Direction:
Position number:
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Number of overlap: 14
Similarity score: 0.0506329

Alignment:
DHDBHGCACCTGBDDVB
-—-SGGTCACGTGACCS-

Original motif
Consensus sequence: VBHHVCAGGTGCDVDHD

2.0

2V Co g_,__ _— g

5 10 15

0.0 ===

Reverse complement motif
Consensus sequence: DHDBHGCACCTGBDDVB

2.0

Dataset #: 2 Motif ID: 19 Motif name: wsTACWGTAsw

Original motif
Consensus sequence: HVTACWGTABD

2.0

10
Wetiiaga 34

Best Matches for Motif ID 19 (Highest to Lowest)

Motif ID: UP00052
Motif name: Osr2_primary
Species: Mus musculus

Reverse complement motif
Consensus sequence: DBTACWGTAVH

Webiaga 34
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHHGCTACKGTHVHH
—-——-DBTACWGTAVH-

Reverse Complement
Reverse Complement
Backward

2

11

0

Reverse complement motif
Consensus sequence: HHHHGCTACKGTHVHH

Original motif
Consensus sequence: HHVHACRGTAGCHHHD

2.0 2.0
» , ?;A I A S . eaTea. TA (@) T_e i
% 19 ek o & L kg2
Motif ID: UP00027
Motif name: Osrl_primary

Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

11

0.00480574

Page 146 of 169


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=027

Reverse complement motif
Consensus sequence: DHBHGCTACKGTHDHH

Alignment:
DHBHGCTACKGTHDHH
—-———-DBTACWGTAVH-
Original motif
Consensus sequence: HHDHACRGTAGCHVHD
2.0 2.0

o — ; c AA Cﬂ:ﬁ: hl\fu_‘?::a ° = - A? T - ?__ T &rfu_ o34

Motif ID: UP00031

Motif name: Zbtb3_primary

Species: Mus musculus

Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 4
Number of overlap: 11
Similarity score: 0.0165381
Alignment:
BBBAVTGCAGTGBBVDD
—-——HVTACWGTABD---
Reverse complement motif
Consensus sequence: BBBAVTGCAGTGBBVDD
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2.0

0.0

15

Websiags 3.4

2.0

o= _— = M == ===

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHBDHDDAACAATDRHHHHHBW

Original motif

UP00034
Sox7_primary

Mus musculus
Reverse Complement
Original Motif
Backward

7

11

0.0248017

Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

N
N PN AL . X _ & ol = =X 1B S
5 10 15 20 5 10 15 20
WebLogad Weblogod4
Motif ID: UP00023

Page 148 of 169


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=034
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=023

Motif name:

Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
HHHHMHATTGTTBDHD

—-——-HVTACWGTABD--

Sox30_primary
Mus musculus
Original Motif
Reverse Complement
Backward

3
11
0.0294174

Original motif
Consensus sequence: DHDBAACAATDRHHHH

bit

20
w
m AQAAI
| . e N N
S
5 10 15
WebiLogad 4

0.0

UP00075

Reverse complement motif
Consensus sequence: HHHHMHATTGTTBDHD

20

bits

1.0

TQEATTAIL;__

0.0

Sox15_primary
Mus musculus

Motif ID:
Motif name:

Species:

Matching format of first motif: Original Motif

Matching format of second motif Reverse Complement
Forward
4
11

Direction:

Position number:
Number of overlap:
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Similarity score:
Alignment:
DHVKMWATTGTTHDHDH
-—-—-HVTACWGTABD---

Original motif

0.0301544

Consensus sequence: HDDDDAACAATWRRBHD

20

AT

15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DHVKMWATTGTTHDHDH

20

TATT II
—— E=A Il AT -

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VHVHDATTGTTMHDDDH
--DBTACWGTAVH----

Original motif

UP00016
Sry_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

11

0.0310991

Consensus sequence: HHDHDRAACAATDDVHV

Reverse complement motif
Consensus sequence: VHVHDATTGTTMHDDDH
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2.0 2.0

Motif ID: UP00064

Motif name: Sox18_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 2

Number of overlap: 11

Similarity score: 0.031364

Alignment:

BWBHATTGTTBTHDHH

-DBTACWGTAVH-—-—--

Original motif Reverse complement motif
Consensus sequence: BWBHATTGTTBTHDHH Consensus sequence: HHDHABAACAATHBWYV

2.0

”_13_? AAQAAII:“

0.0

2,

- %‘_ATTAIL P

0.
15
Weblogod 4 Weblogod4

bits
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDDDHAACCGTTAHHHD
—-—-DBTACWGTAVH---

Original motif

UP00092

Myb_primary

Mus musculus
Reverse Complement
Original Motif
Forward

4

11

0.0314236

Consensus sequence: HDDDHAACCGTTAHHHD

20

0.0 >

< el

e

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DHHHTAACGGTTHHHDH

20

5
Webiloga 3.4

" A I
“,_w_xI — 9 Al - — —
10 1

a = — -
.0 T

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00071
Sox21_secondary
Mus musculus
Original Motif
Original Motif
Backward

5
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11
0.0319794

Number of overlap:

Similarity score:

Alignment:
VVYBWATTGTTCVBHDV

—-—HVTACWGTABD----

Original motif
Consensus sequence: VVYBWATTGTTCVBHDV

2.0

@
E£10
A IC
S M T B = €=
=
5 10 15
Webiloga 34

0.0

bits

Reverse complement motif
Consensus sequence: BDDBVGAACAATWBMBV

Motif name: dhACATTCTkh

Reverse complement motif
Consensus sequence: HCAGAATGTHD

Dataset #: 2 Motif ID: 20

Original motif
Consensus sequence: DHACATTCTGH

2.0
=N
-

1.0
10
Weksiaga 3.4

bitg

0.0

UP00038

Best Matches for Motif ID 20 (Highest to Lowest)

Spdef_secondary

Motif ID:
Motif name:
Mus musculus

Species:

Webiaga 34
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDWYTAGGATGTHVDH
—-—-—-HCAGAATGTHD--

Reverse Complement
Reverse Complement
Forward

4

11

0.00581553

Reverse complement motif
Consensus sequence: VDWYTAGGATGTHVDH

Original motif
Consensus sequence: DDBHACATCCTAKWDV

2.0 2.0
— - A?A—ICCIQEJ — -r—_—_e‘EIA=¢ — Alﬁl = = oI
Motif ID: UP00528
Motif name: Foxm1_secondary

Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

Mus musculus
Original Motif
Reverse Complement
Forward

8

11

0.00582895
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Alignment:
DCATDBTGHGCATKMTTBRSWR

——————— DHACATTCTGH----
Original motif Reverse complement motif
Consensus sequence: MWSMBAARRATGCDCABHATGD Consensus sequence: DCATDBTGHGCATKMTTBRSWR
2.0 2.0
[ A
za=g B AflWVoea axc leaxr Ig .“c ch; SoIF
10 12 i WabiLogad 4 3 10 WebLagod4
Motif ID: UP00023
Motif name: Sox30_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 11
Similarity score: 0.00613057
Alignment:
HHHHMHATTGTTBDHD
—-—-DHACATTCTGH---
Original motif Reverse complement motif
Consensus sequence: DHDBAACAATDRHHHH Consensus sequence: HHHHMHATTGTTBDHD
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2.0

bits

0.0

1 AAQAAIL“4

wsuog a3.4

20

bits
a

116

“}ehog 234

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
WBHHHHHMDATTGTTHDHDVHH

Original motif

UP00034

Sox7_primary

Mus musculus
Original Motif
Reverse Complement
Forward

6

11

0.0119275

Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

D

H
&
2
g

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

X _= Ag-ﬁr A= - -
5 10 15 20

Weblogod4

Motif ID:

UP00030

Page 156 of 169


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=034
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=030

Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBTMCTTTGTTMDDVH
—-—-DHACATTCTGH----

Original motif

Sox11_primary

Mus musculus
Original Motif
Reverse Complement
Forward

3

11

0.0122803

Consensus sequence: HBDDRAACAAAGRABHH

2.0

- ==l _

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

2.0

a1
. o iy —S= = =

10 15
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00250

Irx5

Mus musculus
Original Motif
Reverse Complement
Backward

3

11
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Similarity score:
Alignment:

WVTDHWACATGTWHDDD
—-—-——-DHACATTCTGH--

Original motif

0.0132772

Consensus sequence: DDDHWACATGTWHDABW

20

0T
ool === ;?_____ villy 15

D

Webiiogo 3.4

Reverse complement motif
Consensus sequence: WVTDHWACATGTWHDDD

20

S 17
_ s ATIWE, L LS W N =~

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HHDCVCAGCAKGVVD
-—-—-—-HCAGAATGTHD

Original motif

Consensus sequence: HHDCVCAGCAKGVVD

UP00057
Zic2_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

5

11

0.0141401

Reverse complement motif
Consensus sequence: DVBCYTGCTGBGDDD
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2.0

. $QSCAAQ§THe “MA?CglA

. e B
Motif ID: UP00062
Motif name: Sox4_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3
Number of overlap: 11
Similarity score: 0.0143902
Alignment:
HHBBMCTTTGTTHDDBH
—--DHACATTCTGH----
Original motif Reverse complement motif
Consensus sequence: HBDDDAACAAAGRVBHH Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

bits

0.0 =

== —*:-H;-A o AAA:E: .

2.0

LSSV

bits

5

15

- == =
15
Watiloga 3.4 Wabiogs 3.4
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Weblogo a4

Motif ID: UP00004

Motif name: Sox14_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Backward

Position number: 2

Number of overlap: 11

Similarity score: 0.0151959

Alignment:

BKBASACAATRGHBB

—-——HCAGAATGTHD-

Original motif Reverse complement motif

Consensus sequence: BKBASACAATRGHBB Consensus sequence: BBDCMATTGTSTBRB
ﬁ‘;‘:‘ACAAT%_A . QEA__ =I?I =

Motif ID: UP00064

Motif name: Sox18_primary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Original Motif
Original Motif
Forward

1
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11
0.015273

Number of overlap:
Similarity score:

Alignment:
BWBHATTGTTBTHDHH

DHACATTCTGH-—----

Original motif

e ‘%_AFTTAIL p_vT e
Motif name: wbgTAAATAwWwW

Consensus sequence: BWBHATTGTTBTHDHH

bits

bits

Reverse complement motif
Consensus sequence: HHDHABAACAATHBWYV

—
Eapt T

. AAQAAII

15
Weblogod 4

10

0.0

Reverse complement motif
Consensus sequence: DHTATTTACBD

Dataset #: 2 Motif ID: 21

Original motif
Consensus sequence: DBGTAAATAHD

im +TAAAIAﬁW

Best Matches for Motif ID 21 (Highest to Lowest)

bitg

UP00242

Hoxc8
Mus musculus

Motif ID:
Motif name:

Species:

bits

- TATT

0.0
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
AHDHTAATTACHHHHV
—-—-DHTATTTACBD---

Original motif

Reverse Complement
Reverse Complement
Backward

4

11

0

Consensus sequence: BHDDDGTAATTAHHDT

2.0

it
&

IMITA.

Reverse complement motif
Consensus sequence: AHDHTAATTACHHHHV

o TMT,

— s
e = 15 -
Motif ID: UP00073
Motif name: Foxa2_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

Original Motif
Original Motif
Backward

4

11
0.00453517
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Alignment:
HHWAWGTAAAYAAAVDB
-—-—-DBGTAAATAHD---

Original motif
Consensus sequence: HHWAWGTAAAYAAAVDB

2.0

AQ?AIAA 5 g é—e:‘ :

=

5
Wabiloga 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

2.0

o7 I¥ X TIAGEI

15
Webiloga 3.4

Motif ID: UP00039
Motif name: Foxj3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 11

Similarity score: 0.00490457
Alignment:

HDHADGTAAACAAAVVH

-—--DBGTAAATAHD---

Original motif
Consensus sequence: HDHADGTAAACAAAVVH

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

Page 163 of 169


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=039

0.0

o TN A.___.._-:: - Q é‘é

2.0

4]
H1.0

Il_; A ITAQ,_TT .

UP00041

Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Number of overlap:
Similarity score:

Foxjl_primary

Mus musculus
Original Motif
Original Motif
Backward

5

11
0.00656547

Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH

Alignment:
HDHRTAAACAAAHDDD
-DBGTAAATAHD—-—---
Original motif
Consensus sequence: HDHRTAAACAAAHDDD
2.0 2.0
0o == -.A‘EC-&AGA%A = 0.0 = lIIAT = _T = -
2 19 \:Eb,agu:]ﬂ 3 19 \Ifh,uguan
UP00182
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Motif ID:


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=041
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=182

Hoxa6

Mus musculus

Motif name:
Species:

Matching format of first motif Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward
3
11
0.0086354

Position number:
Number of overlap
Similarity score:

Alignment:
DTHHGGTAATTAYCYT

—-—--DBGTAAATAHD--

Original motif
Consensus sequence: AMGKTAATTACCHHAD
L¢ATlAATTACQT N |
;\I.En agad.d
UP00260
Hoxc6

Reverse complement motif
Consensus sequence: DTHHGGTAATTAYCYT

20
. Jﬂ ‘ = W _15_" -

AA..LC

bits

Motif ID:
Motif name:

Species:
Matching format of first motif
Matching format of second motif

Direction:
Position number:

Number of overlap

Mus musculus
Reverse Complement

Original Motif
Forward

4
11
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Similarity score: 0.0092156

Alignment:
BRHVKTAATTAMBDVVD
—-——-DHTATTTACBD---

Original motif
Consensus sequence: BRHVKTAATTAMBDVVD

20

" IAATTA
B ‘-_—"f"_‘.e—'%f‘:j_l:_ﬂ_r L W é_‘.q‘:‘i“
- 5 10 15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DBBDVYTAATTARBHKB

20

o JTMT.

15

Webiloga 3.4

Motif ID: UP00164

Motif name: Hoxa7_2668.2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 11

Similarity score: 0.00942246
Alignment:

VVHDDTAATTAHTDDBC

-—-—-DHTATTTACBD—---

Original motif
Consensus sequence: VVHDDTAATTAHTDDBC

Reverse complement motif
Consensus sequence: GBDDAHTAATTADHHVV
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2.0
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00—l = e - —— e =

bit

5 10

Webriogs 3.4 Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

UP00259

Hoxb6

Mus musculus
Original Motif
Reverse Complement

Direction: Forward

Position number: 2

Number of overlap: 11

Similarity score: 0.00949005

Alignment:

VDVGTAATTACBDAWW

-DBGTAAATAHD—-——--

Original motif Reverse complement motif

Consensus sequence: WWTDBGTAATTACVDB Consensus sequence: VDVGTAATTACBDAWW

2.0

2.0

bits

a

gtgaITEIIAAITAg

L Ml .

e 15
Weblogod 4 Weblogod4
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Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

UP00254

Pou2f1

Mus musculus

Original Motif
Reverse Complement

Forward

2

11
0.00998499

Reverse complement motif
Consensus sequence: WABKTAATTAHKHHHD
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Alignment:
WABKTAATTAHKHHHD
-DBGTAAATAHD-—--
Original motif
Consensus sequence: DHDHRHTAATTARBTW
a.0 e :—"—-;?:&_:IAA s I'- 'Ai..'_—'.‘ %4 GOLQQEEAATTA%EJ} = ‘T_I‘:
Motif ID: UP00110
Motif name: DIx4
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif Reverse Complement
Forward
3

Direction:
Position number:


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=254
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=110

Number of overlap: 11
Similarity score: 0.0107458

Alignment:
GHVRGTAATTATDVVGV

—--DBGTAAATAHD----

Reverse complement motif
Consensus sequence: GHVRGTAATTATDVVGY

2.0

Original motif
Consensus sequence: BCVVDATAATTACMVHC

2.0

= = £11 ‘ ‘ =s_ac WEEE SO 1INE . =
10 15 Z 5 10 15

0.0
5
WebiLags 3.4

Webiiaga 3.4

Results created by MOTIFSIM on 11-20-2016 13:21:41
Runtime: 601.6 seconds

MOTIFSIM is written by Ngoc Tam L. Tran
Motif logo generated by weblogo
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