MOTIFSIM - MOTIF SIMilarity Detection Tool

Version 2.1

INPUT

Input Parameters

Number of files: 2

Number of top significant motifs: 10

Number of best matches: 10

Similarity cutoff >= 0.75

Matching motif database: UniProbe Mus Musculus
Phylogenetic tree: Yes

Combined similar motifs: Yes

Output file type: All

Output file format: All

Input files and motif counts

File name Count of motifs Dataset number
MEME-ChIP_DM721.txt 11 1
PScanChIP_DM721.txt 37 2
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RESULTS

Best Matches in Database for Each Motif (Highest to Lowest)

Dataset #: 1 Motif ID: 1 Motif name: Motif 1

Original motif
Consensus sequence: RGGAAR

= i

bis
:

5
R P = I

Best Matches for Motif ID 1 (Highest to Lowest)

Motif ID: UP00090

Motif name: EIf3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 6

Similarity score: 0

Alignment:

TDAMTTCCYYDTD

——-MTTCCK----

Reverse complement motif
Consensus sequence: MTTCCK

<[ TCCx

LTS S S T B W

bis
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=090

Original motif
Consensus sequence: DAHMMGGAARTDA

2.0

Reverse complement motif
Consensus sequence: TDAMTTCCYYDTD

2.0

EELEAQlTCCTT .o

Wablagod 4
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Motif ID: UP00085
Motif name: Sfpil_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDACTTCCBCWTDV
-——MTTCCK-—-—-—-

Original motif
Consensus sequence: BDAWGVGGAAGTDH

2.0

Reverse Complement
Reverse Complement
Backward

6

6

0.00351709

0.0

Ao~ AAQ]-; B
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Webiioga 3.4

Reverse complement motif
Consensus sequence: HDACTTCCBCWTDV

2.0

 aeIT06...

bits

0.0
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=085

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDBAMTTCCGGTDHDHB
-——-MTTCCK--————-

Original motif

uP00414

Ets1

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

6

0.00356242

Consensus sequence: BDDDHACCGGAARTVDD

2.0

0.0

B o ACQ AA;_

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DDBAMTTCCGGTDHDHB

2.0

ToagflWWI

10 15
WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00409

EIf5

Mus musculus
Original Motif
Original Motif
Backward
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=414
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=409

Position number:
Number of overlap:
Similarity score:

Alignment:
BWAHSMGGAAGTWD
————— RGGAAR---

Original motif
Consensus sequence: BWAHSMGGAAGTWD

2.0

4
6
0.00439981

A AT

Webiioga 3.4

Reverse complement motif
Consensus sequence: DWACTTCCRSDTWV

Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDACTTCCGGRBTHBB
-——-MTTCCK-—--—---

UP00015
Ehf_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

6

0.00655644
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=015

Original motif

Consensus sequence: VBDABCCGGAAGTDD

2.0

bits

00— —
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Webilaga 34

Reverse complement motif
Consensus sequence: DDACTTCCGGBTHBB

MaQIchT¢I _

WetsLogo 34

"@‘Il]
s
0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHHHACTTCCGGTHHBD

Original motif

UP00013

Gabpa_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

6

0.00663687

Consensus sequence: HVHHACCGGAAGTDHHV

2.0

bits

| ,_J;\c

00— ==
10

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BHHHACTTCCGGTHHBD

AcflVviir

15
Wabiloga 3.4

bits
=

0.0
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=013

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBBHACTTCCGGKWTH

Original motif

uP00413

Elf4

Mus musculus
Reverse Complement
Original Motif
Forward

6

6

0.00896416

Consensus sequence: DBBHACTTCCGGKWTH

Reverse complement motif
Consensus sequence: HAWYCCGGAAGTHBBD

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00419
Spic

Mus musculus
Original Motif
Original Motif
Forward
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=413
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=419

Position number: 6

Number of overlap: 6

Similarity score: 0.00975526
Alignment:

VAAAGMGGAAGTWD

————— RGGAAR-—-

Original motif
Consensus sequence: VAAAGMGGAAGTWD

2.0

0.0 P—ééé%g A A AAEQI ==

Webiioga 3.4

Reverse complement motif
Consensus sequence: DWACTTCCRCTTTB

2.0
£
S 1.0

0.0

-EACITCCE?ILI_

Wabioga 3.4

Motif ID: UP00418
Motif name: Etv6

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7

Number of overlap: 6

Similarity score: 0.0103447
Alignment:

DVHBTACTTCCGGHTHB

—————— MTTCCK-=—--
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=418

Original motif
Consensus sequence: DVHBTACTTCCGGHTHB

2.0

Reverse complement motif
Consensus sequence: BHAHCCGGAAGTABDVD

2.0

) Aékcc ] AA A : =

bits

00—

Motif ID: UP00404
Motif name: EIf2

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6

Number of overlap: 6

Similarity score: 0.010491
Alignment:

DBBHACTTCCGGDWDB

————— MTTCCK-———-—

Original motif
Consensus sequence: DBBHACTTCCGGDWDB

2.0

m A I ‘
=10
S - g a T
5 10

0.0
15
WabiLogad 4

Reverse complement motif
Consensus sequence: BDWDCCGGAAGTHBBD

20

OO

WablLogo 34

bits
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=404

Dataset #: 1 Motif ID: 2 Motif name: Motif 2

Original motif
Consensus sequence: AMACA

== _v3

[ = = =
Best Matches for Motif ID 2 (Highest to Lowest)
Motif ID: UuP00042
Motif name: Gm397_second
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7
Number of overlap: 5
Similarity score: 0
Alignment:
DVMVGCACACACKCVH
—————— AMACA-—-—---

Original motif
Consensus sequence: DVMVGCACACACKCVH

Reverse complement motif
Consensus sequence: TGTRT

N s e W

Reverse complement motif
Consensus sequence: HBGYGTGTGTGCVRVD
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=042

2.0

. LACAC

0.0

AC.

== TS

wsoga.a

20

ol T 0.

Wu Logodd

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDAATGTAAACAAAVVB

Original motif

UP00025
Foxkl_primary
Mus musculus
Original Motif
Original Motif
Backward

6

5

0.00605402

Consensus sequence: DDAATGTAAACAAAVVB

2.0

00 *Eéiéij[)hflflill

é@

15
Webiiaga 3.4

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

1139

WebiLags 3.4

it
5

0.0

Motif ID:

UP00041
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=025
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=041

Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDHRTAAACAAAHDDD

Original motif

Foxjl_primary
Mus musculus
Original Motif
Original Motif
Forward

6

5

0.00753267

Consensus sequence: HDHRTAAACAAAHDDD

2.0

bits

0.0—=

S TmACA.

15
Wabiogad 4

Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH

20

= ;IIATITAQH'

WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00039
Foxj3_primary
Mus musculus
Original Motif
Original Motif
Forward

8

5
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=039

Similarity score: 0.00965634

Alignment:
HDHADGTAAACAAAVVH

Original motif
Consensus sequence: HDHADGTAAACAAAVVH

20

D; ﬁa?ATAAm ééﬁ -

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

20

S 11113

Webiloga 3.4

Motif ID: UP00061
Motif name: Foxl1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 8

Number of overlap: 5

Similarity score: 0.00989492
Alignment:

DWAATRTAAACAAWVVB

——————— AMACA-—-—--—-

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=061

2.0

0.0 —

2 10 18 Webiloga 14
Motif ID: UP00004
Motif name: Sox14_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 5
Similarity score: 0.0116453
Alignment:
BBDCMATTGTSTBRB
——————— TGTRT——--

Original motif
Consensus sequence: BKBASACAATRGHBB

2.0

Ny = éEACAAIA}ﬁ

WebiLogo 34

Reverse complement motif
Consensus sequence: BBDCMATTGTSTBRB

2.0

B , Qgéﬂ%:.?l

18
Webhlogo 34
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=004

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHWAWGTAAAYAAAVDB

Original motif

UP00073

Foxa2_primary
Mus musculus

Original Motif

Original Motif

Backward

6

5

0.0143122

Consensus sequence: HHWAWGTAAAYAAAVDB

20

- AA?AIAA n g é—‘?—‘ .

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00026
Zscan4_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

6
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=073
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=026

Number of overlap:
Similarity score:

Alignment:
BHHHTTGTGTGCKHVD

Original motif

Consensus sequence: HVHRGCACACAAHHHV

2.0

o (OACAcs

5
0.0153228

0.0 =

15
Weblagad 4

Reverse complement motif
Consensus sequence: BHHHTTGTGTGCKHVD

20

0.
5 10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDBTKGTTTCGHTHDD

Original motif

UP00011

Irf6_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

8

5

0.024195

Reverse complement motif
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=011

Consensus sequence: HDDAHCGAAACYAVDDD

20

bits
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=
5 5
Webiiogo 3.4

Consensus sequence: DHDBTKGTTTCGHTHDD

20

LsWllw sz

0.0 =

Motif ID: UP00000
Motif name: Smad3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 8

Number of overlap: 5

Similarity score: 0.0255974
Alignment:

HDHDDCCAGACABBHVH

——————— AMACA-----

Original motif
Consensus sequence: HDHDDCCAGACABBHVH

20

Py : | E—

Reverse complement motif
Consensus sequence: HVHBVTGTCTGGDDHDD

2.0

8
=1 1.0
= = ml £ B
5 10

0.0
WekiLags 3.4
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=000

Dataset #: 1 Motif ID: 3 Motif name: Motif 3

Original motif
Consensus sequence: AGSCWGG

=0

=
= 1.0 T

5
W L o o T

Best Matches for Motif ID 3 (Highest to Lowest)

Motif ID: UP00035
Motif name: Hicl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 7

Number of overlap: 7

Similarity score: 0

Alignment:

DDBHGGTTGGCATVEBD

-——-AGSCWGG--—----

Original motif
Consensus sequence: DBBATGCCAACCHVHH

Reverse complement motif
Consensus sequence: CCWGSCT

“0CaGsCT

Wk ey T8

bits
:

Reverse complement motif
Consensus sequence: DDBHGGTTGGCATVBD
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=035

2.0

bits

0.0

20

allWACe 1 6l JUbAz

]

Weblogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDVATGCGGGTHVVH
-——-AGSCWGG-——---

Original motif

Consensus sequence: HVVHACCCGCATVDHD

2.0

bits

0.0 ———— S ¥

el

UP00070

Gcm1_primary

Mus musculus
Original Motif
Reverse Complement
Forward

5

7

0.00560414

Reverse complement motif
Consensus sequence: DHDVATGCGGGTHVVH

20

bits

15
Wablogo 3.4

T Al

0.0

5

Weblagad 4

Motif ID:

UP00095
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=070
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=095

Motif name: Zfp691_secondary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 3

Number of overlap: 7

Similarity score: 0.0109149

Alignment:

DABBWGACTCCTHDVHV

--CCWGSCT---—-———-

Original motif
Consensus sequence: DABBWGACTCCTHDVHV

2.0

o
=10
e w8} W O - i
5 10

Watiloga 3.4

Reverse complement motif
Consensus sequence: VHBDDAGGAGTCWBBTD

2.0
S_N_ W AQI eu: —_— B
10 15

5

bits
P

0.0===

Wabiogs 3.4

Motif ID: UP00006

Motif name: Zic3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 7
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=006

0.0109242

Similarity score:
Alignment:
DVHCYTGCTGTGHDH
--CCWGSCT------
Original motif Reverse complement motif
Consensus sequence: DDDCACAGCAKGHVD Consensus sequence: DVHCYTGCTGTGHDH
s THQAQACIHE—-—% ,

2.0

%Af“ AT T Tl .
° ° webtoge 34

0.0

bits

UP00000
Smad3_primary
Mus musculus

Motif ID:
Motif name:
Species:
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
6
7
0.0114503

Position number:

Number of overlap:
Similarity score:
Alignment:
HDHDDCCAGACABBHVH
CCWGSCT-—----
Reverse complement motif
Consensus sequence: HVHBVTGTCTGGDDHDD
Page 21 of 82

Original motif
Consensus sequence: HDHDDCCAGACABBHVH


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=000

2.0

M QQA AL _

Watiloga 3.4

]

=
——4
>

)

Wabiogs 3.4

Motif ID: UP00539

Motif name: Gli2_v015681_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 6

Number of overlap: 7

Similarity score: 0.0115258

Alignment:

CBDMCMGGGTGGTCCHVBVBAH

————— AGSCWGG———==————-

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

2.0

= £ __A gAﬁ —
0.0 - ;T‘: — AN — =3 AN A =~ -
5 10 15 )

WabLogad 4

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

2.0

| 9 Ce c A

=% =wu < U ¥ AF= | i — . —t

5 10 15 20
WabiLogod4
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=539

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

UP00538

Glil_v016060_primary
Mus musculus

Reverse Complement
Reverse Complement

Direction: Backward

Position number: 8

Number of overlap: 7

Similarity score: 0.0117486

Alignment:

HGDHVHKGACCACCCGGBGBGDB

————————— CCWGSCT---——--

Original motif Reverse complement motif

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

0.0

e

20

= e = =

=

: BRI

WesLogo 34 Weblaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00540
Gli3_v016060_primary
Mus musculus

Original Motif

Reverse Complement
Forward

6
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=540

Number of overlap: 7
Similarity score: 0.0131676

Alignment:
CVHBSCGGGTGGTCMHVHHCDH

Original motif
Consensus sequence: HDGHHBHRGACCACCCGSVDVG

2.0

o= = AWEIN VoS . =

WebLogad 4

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

e el TIQL

<

Weblogod4

Motif ID: UP00081

Motif name: Mybl1l_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 7

Number of overlap: 7

Similarity score: 0.0136026
Alignment:

BHCGGCAGTTGGBBB

--AGSCWGG------

Original motif

Reverse complement motif
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=081

Consensus sequence: BBVCCAACTGCCGHB

2.0

bits

0.0

2.0

= 0.0

Consensus sequence: BHCGGCAGTTGGBBB

oot

15
Webiloga 34

% ”] CA ‘ T
— - = —:—%I# = e .
5 10 :

15
Weblogo a4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVBCYTGCTGBGDDD
-—-CCWGSCT-————-

Original motif

Consensus sequence: HHDCVCAGCAKGVVD

20

N

UP00057
Zic2_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

7

0.0139558

Reverse complement motif

Consensus sequence: DVBCYTGCTGBGDDD

¢ CAGEa

15
Webiloga 3.4

2.0
o) |
. C I C -
== g l———— _ 3 g___hA — . W =
- 5 10

Weslage a4
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=057

Dataset #: 1 Motif ID: 4 Motif name: Motif 4

Original motif Reverse complement motif
Consensus sequence: CTCTGY Consensus sequence: KCAGAG

= i = i
=
£ 1.0 T c 1.0 ﬂ
[ = = [ = =
L=

R P = " e Ry o

bis

Best Matches for Motif ID 4 (Highest to Lowest)

Motif ID: UP00031

Motif name: Zbtb3_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 7

Number of overlap: 6

Similarity score: 0

Alignment:

BBBAVTGCAGTGBBVDD

—————— KCAGAG-----

Original motif Reverse complement motif
Consensus sequence: DDBBBCACTGCABTBBB Consensus sequence: BBBAVTGCAGTGBBVDD

Page 26 of 82


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=031

2.0

2.0

-_— TP

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

uP00018

Irf4_secondary

Mus musculus
Reverse Complement
Reverse Complement

Direction: Backward

Position number: 7

Number of overlap: 6

Similarity score: 0.00610915

Alignment:

BHHWCCGAGAMTVVB

-—-—-KCAGAG-——---—--

Original motif Reverse complement motif

Consensus sequence: VVBAYTCTCGGWHDB Consensus sequence: BHHWCCGAGAMTVVB
2.0 2.0
. égIgl_AﬂA - N ?égggéﬁéel

2 Wabtrat ve ? 10 Wtooh be
Motif ID: UP00095
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=018
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=095

Motif name: Zfp691_secondary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5

Number of overlap: 6

Similarity score: 0.00648219
Alignment:

VHBDDAGGAGTCWBBTD

--—--KCAGAG---—-—---

Original motif
Consensus sequence: DABBWGACTCCTHDVHV

2.0

o
=10
e w8} W O - i
5 10

Watiloga 3.4

Reverse complement motif
Consensus sequence: VHBDDAGGAGTCWBBTD

2.0
S_N_ W AQI eu: —_— B
10 15

5

bits
P

0.0===

Wabiogs 3.4

Motif ID: UP00006

Motif name: Zic3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 6
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Similarity score:
Alignment:
DVHCYTGCTGTGHDH
——————— CTCTGY--

Original motif

Consensus sequence: DDDCACAGCAKGHVD

2.0

bits
5

0.0

0.00853125

0 GAGCash.

15
Webiloga 34

Reverse complement motif
Consensus sequence: DVHCYTGCTGTGHDH

CCT CI
n.0-== TAAQA = Y E TS5

Weblogo a4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHDTCCCACTCBDBV
————————— CTCTGY-

Original motif

UP00007
Egrl_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

2

6

0.00895004

Consensus sequence: BBHBGAGTGGGAHHDB

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV
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2.0

20

n
:E‘I.CI

Wabiogad 4

&%ggcgé +C

10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDHBYGAGCACTGBHHB
———————— CTCTGY---

Original motif

Consensus sequence: BDHVCAGTGCTCMBHDD

2.0

—— e

UP00095

Zfp691_primary

Mus musculus
Original Motif
Reverse Complement
Forward

9

6

0.00955889

Reverse complement motif

15
WabiLogo 34

Consensus sequence: DDHBYGAGCACTGBHHB

i ——

— 0.0 ==

Watiloga 3.4

—
— e _——
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDDAGATCAAAGGKDDD

Original motif

UP00067

Lefl_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

6

6

0.0106184

Consensus sequence: DDDYCCTTTGATCTDDV

20

- vl M“AIC;-

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

= TC | e
5

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00102
Zicl_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

8
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Number of overlap:
Similarity score:

Alignment:
BHDCVCAGCAGGHVD
--KCAGAG-—————-

Original motif
Consensus sequence: BHDCVCAGCAGGHVD

2.0

10 CAGeacl

6
0.0122635

Webilaga 34

Reverse complement motif
Consensus sequence: DVHCCTGCTGBGDDB

2.0

@ T
Fro
LV = ;

ool — = B 4 =
15
WetsLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDDASATCAAAGGMDDD

Original motif

UP00083
Tcf712_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

6

6

0.0131237

Reverse complement motif
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Consensus sequence: DDDYCCTTTGATSTDDV

20

0.

: __ quHT___AICL -

Webiiogo 3.4

Consensus sequence: BDDASATCAAAGGMDDD

20

T achICARAG

5

bits

)

|

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHDCVCAGCAKGVVD
-—-KCAGAG-—————-—-

Original motif

Consensus sequence: HHDCVCAGCAKGVVD

20

N

UP00057

Zic2_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

3

6

0.0136526

¢ CAGEa

15
Webiloga 3.4

Reverse complement motif
Consensus sequence: DVBCYTGCTGBGDDD

20
m C C
- I | =
S~ — — . g_ﬁA =5 A =
5 10

Weslage a4
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Dataset #: 1

Original motif
Consensus sequence: ATKTM

=_ar

Motif ID: 5

Motif name: Motif 5

C

L=
et n o e S =

Best Matches for Motif ID 5 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VVBHRAGATATCWDHBB
———-RARAT------—-

Original motif

UP00080
Gata5_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

9

5

0

Consensus sequence: VVBHRAGATATCWDHBB

Reverse complement motif
Consensus sequence: RARAT

=_{

R T P

Reverse complement motif
Consensus sequence: VVHHWGATATCTMHBBV
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2.0 2.0

w1
210 A A
—_= = =%

gol==——r == —
5

Websiags 3.4

Motif ID: UP00148
Motif name: Hdx

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 8

Number of overlap: 5

Similarity score: 0.00279496
Alignment:

DDKDHGAAATCAHHBHV

————— RARAT-----—-—

Original motif Reverse complement motif

Consensus sequence: DDKDHGAAATCAHHBHV Consensus sequence: BDBDHTGATTTCDHYDD
2.0 2.0
o - T AéAATCA—-— g — == e AI%AIng ﬁ_—g
5 10 15 SiRhaat 5 10 15 i
Motif ID: UP00032
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDHDDADAGATAAGADHBDHVD

Original motif

Gata3_primary

Mus musculus
Reverse Complement
Original Motif
Backward

12

5

0.00967655

Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

)
EN0
00 :'_.?:._—;Ie_—_A_ A —.—._.QA‘_‘—';-_

o e

5 10

WabLogad 4

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

TCHRIVT -

=" S . “S—— -l -

0.0-l= — == s

5 10 ’ 15 20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00250

Irx5

Mus musculus
Original Motif
Original Motif
Forward

8

5
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Similarity score: 0.0116566

Alignment:
DDDHWACATGTWHDABW

Original motif
Consensus sequence: DDDHWACATGTWHDABW

20

A,
e~ ALIWINL VLY _ & =

15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: WVTDHWACATGTWHDDD

20

A

A
= S -n--nI = ===

Webiloga 3.4

Motif ID: UP00236
Motif name: Irx2

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 5

Similarity score: 0.0120196
Alignment:

WDDDTACATGTADDWBW

——————— ATKTM—-—-——-

Original motif
Consensus sequence: WDDDTACATGTADDWBW

Reverse complement motif
Consensus sequence: WVWWDDTACATGTADDDW
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2.0

00 N, o #IA - TA& st I

15

Watiloga 3.4

2.0

1.0

0.0

bits

- —

AT

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HAHDTACATGTAVDWHT

Original motif

UP00150

Irx6

Mus musculus
Original Motif
Original Motif
Backward

6

5

0.0120601

Consensus sequence: HAHDTACATGTAVDWHT

2.0

[i]a .

i i

-

. TAGAT

Watiloga 3.4

Reverse complement motif
Consensus sequence: AHWDBTACATGTADHTH

2.0

. TRATUTa

Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDDHTACATGTAVWDHD

Original motif

UP00223

Irx3_2226.1
Mus musculus
Original Motif
Original Motif
Forward

8

5

0.0124884

Consensus sequence: DDDHTACATGTAVWDHD

20

" THCATLT

I.-‘_‘-Il-l"‘ e

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DHDWBTACATGTAHDDD

20

T A
oo AL AI v IT e
= 5 10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00033
Zfp410_primary
Mus musculus
Original Motif
Original Motif
Forward

10
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Number of overlap: 5
Similarity score: 0.0150044

Alignment:
DVDDATGGGATGKMDDV
————————— ATKTM---

Original motif
Consensus sequence: DVDDATGGGATGKMDDV

2.0

. _:séle ‘XWig:réa S

0.0
5
Webiiaga 3.4

Reverse complement motif
Consensus sequence: BDDYYCATCCCATDDBD

2.0

=10

C

T

:'_AT A
5

-
- e
1

Motif ID: UP00223
Motif name: Irx3_0920.1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 5

Similarity score: 0.0150192
Alignment:

DDDDTACATGTAVWWHD

——————— ATKTM-----

Original motif

Reverse complement motif
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Consensus sequence: DDDDTACATGTAVWWHD

20

a1

Webiiogo 3.4

Consensus sequence: DDWWBTACATGTADDDD

20

bits
=

—— =

T

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
MWSMBAARRATGCDCABHATGD

Original motif

UP00528

Foxm1_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

12

5

0.0166075

Consensus sequence: MWSMBAARRATGCDCABHATGD

2.0

1.0

bits

C@ 9 AA A _6___1.;();

10

Reverse complement motif

Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

20
Weblogo3.4
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Dataset #: 1 Motif ID: 6 Motif name: Motif 6

Original motif
Consensus sequence: CMGCRGC

' Cé C‘?

W L o o T

Best Matches for Motif ID 6 (Highest to Lowest)

Motif ID: UP00052

Motif name: Osr2_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5

Number of overlap: 7

Similarity score: 0

Alignment:

HHHHGCTACKGTHVHH

-—-—--GCKGCYG—-----

Original motif
Consensus sequence: HHVHACRGTAGCHHHD

Reverse complement motif
Consensus sequence: GCKGCYG

0x(Cx

Wk ey T8

bits
:

Reverse complement motif
Consensus sequence: HHHHGCTACKGTHVHH

Page 42 of 82


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=052

2.0 20

)
4

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

UP00027

Osrl_primary
Mus musculus
Reverse Complement
Reverse Complement

Direction: Backward

Position number: 6

Number of overlap: 7

Similarity score: 0.00108105

Alignment:

DHBHGCTACKGTHDHH

-——-GCKGCYG—-——---

Original motif Reverse complement motif

Consensus sequence: HHDHACRGTAGCHVHD Consensus sequence: DHBHGCTACKGTHDHH
2.0 2.0
6 . _5_ c IA Q_‘.E—"_‘ﬁ Em‘:: o = - _-!_T T - ? i = ____

Motif ID: UP00099
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBYVVCAGCTGCBVHHD
——————— GCKGCYG---

Original motif

Ascl2_primary

Mus musculus
Reverse Complement
Original Motif
Forward

8

7

0.00905497

Consensus sequence: BBYVVCAGCTGCBVHHD

2.0

0.0

gm_gﬂﬁCAgngLﬁv_

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHDVVGCAGCTGVBKVB

2.0

8
"~ C
= T M- = | Viserw o
: 10 15

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00102
Zicl_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

7
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Similarity score:
Alignment:
DVHCCTGCTGBGDDB
-—--GCKGCYG———-—--

Original motif

Consensus sequence: BHDCVCAGCAGGHVD

2.0

=2
1.0
0.0

0.0111061

. GAGeach

15
Webiloga 34

Reverse complement motif
Consensus sequence: DVHCCTGCTGBGDDB

" CcT CT |
P =~ A?QA- == -

15
Weblogo a4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHDCVCAGCAKGVVD
————— CMGCRGC—---

Original motif
Consensus sequence: HHDCVCAGCAKGVVD

UP00057

Zic2_secondary
Mus musculus
Original Motif
Original Motif
Forward

6

7

0.0126897

Reverse complement motif
Consensus sequence: DVBCYTGCTGBGDDD
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S

15
WetiLoga 34

UP00006

g CEI (T4 G,

N

15
Wetiloago 3.4

Motif ID:
Motif name:

Species:
Matching format of first motif
Matching format of second motif

Direction:
Position number:

Number of overlap
Similarity score:

Alignment:
DVHCYTGCTGTGHDH

——-GCKGCYG-----

Zic3_secondary

Mus musculus
Reverse Complement

Reverse Complement
Backward

6

7
0.0137402

Original motif
Consensus sequence: DDDCACAGCAKGHVD

20
E1.0 ( :
%A‘i‘ o e s - . A
5 10 15
WetiLoga 3.4

0.0

Reverse complement motif
Consensus sequence: DVHCYTGCTGTGHDH

- Lerd(TuG.

Wetiloago 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DMTWDGTCAGCADWTTH
——————— CMGCRGC—---

Original motif

uP00045

Mafb_primary

Mus musculus
Original Motif
Reverse Complement
Backward

4

7

0.0253076

Consensus sequence: HAAWDTGCTGACDWARH

20

PN

e JTGHG

—

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DMTWDGTCAGCADWTTH

20

% 1.0
o0 E;%Ea CA - W . %$1; —
5 10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00193
Rhox11_1765.2

Mus musculus
Original Motif
Reverse Complement
Forward

9
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Number of overlap:
Similarity score:

Alignment:

WVVHWTWACAGCGBHBT
———————— CMGCRGC-~-

Original motif

7
0.0292668

Consensus sequence: AVDVCGCTGTWAWDVVW

2.0

Reverse complement motif

Consensus sequence: WVWVHWTWACAGCGBHBT

2.0

a
=

X

15

o6 = == %__.._9 —_ %gi_;_—_ e " IS';=_=_,__.III W =V -—
! 5 10 18] o =y ’ 5 10

Motif ID: UP00193

Motif name: Rhox11_2205.1

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

WVVHWTWACAGCGHHVT
———————— CMGCRGC--

Original motif

Original Motif
Reverse Complement
Backward

3

7

0.0298083

Reverse complement motif
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Consensus sequence: AVDHCGCTGTWAWDVVW

20

bits

0.0—=
5

P Y] Y] L. S

Webiiogo 3.4

Consensus sequence: WVVHWTWACAGCGHHVT

20

w
N o — II = —_ - .
o L . —— i = e = -
28 5 10 :

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DABWWTGACAGCTVVBD
———————— CMGCRGC--

Original motif

UP00122
Tgifl

Mus musculus
Original Motif
Original Motif
Backward

3

7

0.0332976

Consensus sequence: DABWWTGACAGCTVVBD

20

0.0
5 1

JAVAVCT

15

Websiaga 3.4

Reverse complement motif
Consensus sequence: DBVVAGCTGTCAWWVTH

2.0
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Dataset #: 1 Motif ID: 7 Motif name: Motif 7

Original motif
Consensus sequence: CCCRCCCC

=20

bits
:

0.0

WelLaogo 3

Best Matches for Motif ID 7 (Highest to Lowest)

Motif ID: UP00093

Motif name: KIf7_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 8

Similarity score: 0

Alignment:

DHHDGGGCGRGGKHBH

---GGGGMGGG-----

Original motif
Consensus sequence: HBDRCCMCGCCCHHHD

Reverse complement motif
Consensus sequence: GGGGMGGG

2.0

=2
=10

, -
T

WeLago 3

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH
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2.0

1 AQQEA

bits

20

a. o o — - — =
10 Eu_ma 5 10
Motif ID: UP00002
Motif name: Sp4_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVVHAGGGGGCGRDHHB
—————— GGGGMGGG—---

Original motif

Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

0.0

Reverse Complement
Reverse Complement
Forward

7

8

0.00490878

Reverse complement motif

2.0

bits

= 0 W

YW T

Consensus sequence: BVWHAGGGGGCGRDHHB

= . ol=—

Motif ID:

UP00007
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Motif name: Egrl_primary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 8

Similarity score: 0.0101441
Alignment:

HCCGCCCCCGCAHB

CCCRCCCC-=——-=

Original motif
Consensus sequence: HCCGCCCCCGCAHB

2.0

g ATACCCQCTTT--

Webiioga 3.4

Reverse complement motif
Consensus sequence: VHTGCGGGGGCGGH

2.0

bits
5

P =

Motif ID: UP00021

Motif name: Zfp281_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 8
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Similarity score:
Alignment:
DBCCCCCCCCCCMYC
—-—-—-CCCRCCCC—=—-

Original motif

Consensus sequence: DBCCCCCCCCCCMYC

2.0

0.0106908

“oLe0000C..c

Webiloga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBBBCCGCCCCWHHHV
-—-—-CCCRCCCC—=——~

Original motif

UP00043
Bcl6b_secondary
Mus musculus
Original Motif
Original Motif
Forward

4

8

0.0152681

Consensus sequence: HBBBCCGCCCCWHHHV

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH
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2.0 20

I 2]
ELCI Cgc E'l.ﬂ
5

° 77 N o - E;‘ T R Rerisoni
Motif ID: UP00538
Motif name: Glil_v015681_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 9
Number of overlap: 8
Similarity score: 0.0252184
Alignment:
MHHHWHYTMCCHCCCACVAABVH
———————— CCCRCCCC-———=—-
Original motif Reverse complement motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

2.0 20

00 = E=F = e =—*.5 - 0= E=c = = B A e b L e - -

15 20 5 10 15 20
WebiLago 3.4 Wabiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHDYGGGGGGGGRBVD
—————— GGGGMGGG—--

Original motif

UuP00022

Zfp740_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

7

8

0.0258528

Consensus sequence: HVBCCCCCCCCMHHHB

20

0.0

lllle..

15
Weblogad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00007
Egrl_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

6

Page 55 of 82


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=022
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=007

Number of overlap:
Similarity score:

Alignment:
BHHDTCCCACTCBDBV
————— CCCRCCCC—---

Original motif

8
0.0318239

Consensus sequence: BBHBGAGTGGGAHHDB

2.0

bits

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV

20

0.0 == ———B & o, — W Sem 0.0
3 10 fmkoarsa
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HGDHVHKGACCACCCGGBGBGDB

Original motif

Original Motif
Reverse Complement
Backward

8

8

0.0333599

Reverse complement motif
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Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20 20

"o ellime, e Lo AN

it
b=

=== - =

=
0.0 T T

20 5 10 15 20
WesLogo 34 Weblaga 3.4

Motif ID: UP00033
Motif name: Zfp410_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Reverse Complement
Reverse Complement

Direction: Forward

Position number: 6

Number of overlap: 8

Similarity score: 0.0336185

Alignment:

HHHHDGGGGCGGDBHDV

————— GGGGMGGG----

Original motif Reverse complement motif

Consensus sequence: BHHBHCCGCCCCDHHHH Consensus sequence: HHHHDGGGGCGGDBHDV

20 2.0

0.0 = — == =
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Dataset #: 1 Motif ID: 8

Original motif
Consensus sequence: CTGGGA

= i

s

Motif name: Motif 8

Reverse complement motif

Consensus sequence: TCCCAG

=

=

R P =

Best Matches for Motif ID 8 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVDDATGGGATGKMDDV
-——-CTGGGA--————-

Original motif

Consensus sequence: DVDDATGGGATGKMDDV

UP00033

Zfp410_primary
Mus musculus
Original Motif
Original Motif
Backward

8

6

0

=
.

(=

TCCCa

" e Ry o

Reverse complement motif

Consensus sequence: BDDYYCATCCCATDDBD
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2.0

- éT A
S S e = § W Il AT=
5 10

Websiags 3.4

2.0

Motif ID: UP00216

Motif name: Obox1

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 9

Number of overlap: 6

Similarity score: 0.000600574
Alignment:

DHDGTTAATCCCCKTDD

———————— TCCCAG---

Original motif
Consensus sequence: DDARGGGGATTAACDHH

2.0

- ‘ ‘ ‘!
= ;-téﬁl_\&p_--‘- 1 B Ag_r_ﬂ*:_
5 10 15

0.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DHDGTTAATCCCCKTDD

2.0

it
5

0.0 ——
15
WebiLags 3.4

.Iﬂgl Gggzlﬂ

Motif ID: UP00229
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHHWATTAATCCCMDHH
————————— TCCCAG--

Original motif

Otx1

Mus musculus
Reverse Complement
Reverse Complement
Forward

10

6

0.0140775

Consensus sequence: DDDRGGGATTAATWHHB

2.0

bits

-"TAEA

0.0 - = _

| |IAAT

5 10

Watiloga 3.4

Reverse complement motif
Consensus sequence: VHHWATTAATCCCMDHH

2.0

Wabiogs 3.4

10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00160

Obox3

Mus musculus
Reverse Complement
Reverse Complement
Forward

9

6
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Similarity score: 0.0142192

Alignment:
HHWGTTAATCCCCCBBH
———————— TCCCAG—---

Original motif
Consensus sequence: HBVGGGGGATTAACWHH

20

Reverse complement motif
Consensus sequence: HHWGTTAATCCCCCBBH

20

15
Webiloga 3.4

ool —=ao VU111 AAQI#:% = ;-_;‘QIL s v ggg_--__ .
Motif ID: UP00239
Motif name: Obox2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 6
Similarity score: 0.0184594
Alignment:
HTARTTAATCCCCCKBD

———————— TCCCAG---

Original motif
Consensus sequence: DBRGGGGGATTAAMTAH

Reverse complement motif
Consensus sequence: HTARTTAATCCCCCKBD
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2.0

2.0

bits
5

0.0

s o9 4l ST E Lo R -TO-GUAALE. Iggzﬁﬂ
5 10 15 ' 5 10 15

Watiloga 3.4 Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDACCGGAAKTBBVV
-——-CTGGGA--—-—---

Original motif

Consensus sequence: VBBVAYTTCCGGTDDH

2.0

UP00416

Flil

Mus musculus
Original Motif
Reverse Complement
Backward

7

6

0.018604

Reverse complement motif
Consensus sequence: DHDACCGGAAKTBBVV

2.

— a.

0.0

- agTTO00GE

10

uacg ARL

15
Wabiogad 4 WabiLogo 34
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uP00411

Motif ID:
Motif name: Erg
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
5
6
0.0196433

Position number:
Number of overlap:
Similarity score:

Reverse complement motif
Consensus sequence: BDDACCGGAAKTVBVB

Page 63 of 82

Alignment:
BDDACCGGAAKTVBVB
-—-—-CTGGGA--—-—--
Original motif
Consensus sequence: VBBVAYTTCCGGTDDB
| -TI YWr A Acg AL
Motif ID: UP00413
Motif name: Elf4
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Backward
7

Direction:
Position number:


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=411
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=413

Number of overlap: 6

Similarity score: 0.0196806

Alignment:

HAWYCCGGAAGTHBED

-—-—-CTGGGA-—-—-—---

Original motif Reverse complement motif

Consensus sequence: DBBHACTTCCGGKWTH Consensus sequence: HAWYCCGGAAGTHBBD
2.0 2.0
O _-.-Ag___‘ ‘ T-_T-‘IIIJ—_ - *ué%%c £ A.Al*r—,.: =

3 10 fmkoarsa ? 1o oo

Motif ID: UP00143

Motif name: Dobox5

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 10

Number of overlap: 6

Similarity score: 0.0199632

Alignment:

DDHVGGGATTAATHDTH

--CTGGGA-————————~

Original motif Reverse complement motif
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Consensus sequence: DDHVGGGATTAATHDTH

20

bits

10 A
— =n¥gil < ‘:I%
10 ’

Consensus sequence: DADHATTAATCCCBHHH

20

240
i ———— ; == —
; P y

15
Webiloga 3.4

29 - & 15 Fore 29 5
Motif ID: UP00265
Motif name: Pitx3
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

GBHDGCTAATCCCCCB
————————— TCCCAG-

Original motif

Reverse Complement
Reverse Complement
Forward

10

6

0.0210625

Consensus sequence: VGGGGGATTAGCDDBC

Reverse complement motif
Consensus sequence: GBHDGCTAATCCCCCB

20

it
5

Cc

- —,—ﬁ%g 2 - ———
Logad

0.0—= —

5 10 15
W b
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Dataset #: 2 Motif ID: 26 Motif name: ArntAhr

Original motif
Consensus sequence: YGCGTG

= i

bis
:

P e —_— —— r— = —

5
R P =

Best Matches for Motif ID 26 (Highest to Lowest)

Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 7

Number of overlap: 6

Similarity score: 0

Alignment:

VVVDHHTGCGYGGGCGDHVHHTB

—————— YGCGTG-—-=———————~

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

Reverse complement motif
Consensus sequence: CACGCM

=0
==
e
et e,
o T ==
=

" e Ry o

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB
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2.0 20

Motif ID: UP00002
Motif name: Sp4_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward
Position number: 6

Number of overlap: 6

Similarity score: 0.00183587
Alignment:

HHDGBCACGCCTWDB

————— CACGCM----

Original motif
Consensus sequence: BDWAGGCGTGBCHHD

2.0

%m A Q T
ail= _e»% — W _e.___g_-r:—-
; 5 10

15
Webilaga 34

Reverse complement motif
Consensus sequence: HHDGBCACGCCTWDB

20

A_\-__EQA:Cé b 4 Clxl
5 10 15

PR ———

WetsLogo 34

Motif ID:

UP00060
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDGTCGCGTGDCVB
-——-YGCGTG----

Original motif

Consensus sequence: BBGHCACGCGACDD

2.0

0.0

Max_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

5

6

0.00348048

EW_TCAQAQT“Q

Webiioga 3.4

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB

2.0

JIQéCAI v E&

Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00527
Foxn4_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

8

6
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Similarity score: 0.00526158

Alignment:
TCDAMVBGACGCMAKDDDVBBD

Original motif
Consensus sequence: DBBVDDDRTRGCGTCBBYTHGA

20

Reverse complement motif
Consensus sequence: TCDAMVBGACGCMAKDDDVBBD

20

20

—
Weblogo34

IS — S ‘?lé i Lx_ A o %g_-_e‘f\:ff_ iR AN QAE?-,L-
Motif ID: UP00042
Motif name: Gm397_second
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 8
Number of overlap: 6
Similarity score: 0.00558171
Alignment:
HBGYGTGTGTGCVRVD
---YGCGTG---—----

Original motif
Consensus sequence: DVMVGCACACACKCVH

Reverse complement motif
Consensus sequence: HBGYGTGTGTGCVRVD
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2.0

.

0.0

wsn ogad 4

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDYTTGCACACGDHBH
———————— CACGCM--

Original motif

UP00097

Mtfl_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

9

6

0.00702416

Consensus sequence: DBDHCGTGTGCAAMDH

20

i ———

“ Orrlh

15
Wabiogad 4

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH

LTl

WabiLogo 34

it
5

0.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDRMHBACGCGYGCGTDGBBDB

Original motif

UP00526

Foxnl_secondary
Mus musculus
Original Motif
Original Motif
Forward

8

6

0.0123233

Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

20

= ACA:‘.. A‘;p cégqc

= . B

0.0 St

5 10

20
Weblogad 4

Reverse complement motif
Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

20

P = .~ AQ#:QAQAC==I == i

.

20

|

WebiLago

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00007
Egrl_primary

Mus musculus
Reverse Complement
Original Motif
Backward

3
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Number of overlap: 6
Similarity score: 0.0141579

Alignment:
HCCGCCCCCGCAHB
—————— CACGCM--

Original motif
Consensus sequence: HCCGCCCCCGCAHB

M QQACCCQCTTTA

Webslogo 3.4

blts

0.0

Reverse complement motif

Consensus sequence: VHTGCGGGGGCGGH

2.0

1.0

bits

oo tm—=

Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 11

Number of overlap: 6

Similarity score: 0.0144485
Alignment:

BHCBCBCCGGGTGGTCYHVHDCH

——————— YGCGTG—————————~

Original motif

Reverse complement motif
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Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

20

i C _chg% T l gy_!;. ;

Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

- ?_aA_A A cequ?

it
b=

=

Weblaga 3.4

: — "5 y = 10 _;271:. e 15— = 3 = 10 15 20
Motif ID: UP00527
Motif name: Foxn4_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHYTCCDWCCGCGTCMMTHWHV

Original motif

Original Motif
Reverse Complement
Forward

10

6

0.0172109

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

e ] A A '!‘F-—-!;ZQ'?E—:—QI —

Weblogad 4

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20
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Dataset #: 2 Motif ID: 33 Motif name: HIF1AARNT

Original motif
Consensus sequence: VBACGTGV

=20

i
= 1.0 u
- - —
[a i a’ e .5 ——

WelLaogo 3

Best Matches for Motif ID 33 (Highest to Lowest)

Motif ID: UP00097

Motif name: Mtfl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 8

Similarity score: 0

Alignment:

HDYTTGCACACGDHBH

——————— VCACGTBV-

Original motif
Consensus sequence: DBDHCGTGTGCAAMDH

Reverse complement motif
Consensus sequence: VCACGTBV

2.0

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH
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20

Wablogo 3.4

2.0
PR ————— 'Fc - I I ¥ cAéé 8.0 ITT = c CAC-—-“:‘ ————=
5 10 Eﬂ_qaaq 5 10 15
Motif ID: UP00060
Motif name: Max_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHVBABCACGTGSTHD
————— VCACGTBV-—--

Original motif

Reverse Complement
Reverse Complement
Backward

4

8

0.000574345

Consensus sequence: DDASCACGTGBTBVYDD

2.

- é-PCAQAT_ .

LiX

15
Weblagad 4

Reverse complement motif
Consensus sequence: HHVBABCACGTGSTHD

20

0.0

bits

Weblogod 4

Motif ID:

UP00050
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
YDYBDHTMCACGTGGADDBMDGT

Original motif

Bhlhb2_secondary
Mus musculus
Original Motif
Original Motif
Backward

9

8

0.00642455

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

@
10 T
A
=y - =3 &=
5

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20
TA
AL == £
15

%WAQ Tel

e

20
Weblagn 3.4

.- | A8 s i =X X =F_ VL
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Motif ID: UP00084
Motif name: Gmeb1l_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Original Motif
Reverse Complement
Backward

5

8

Page 76 of 82


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=084

Similarity score: 0.0131171

Alignment:
BVVDVRYACGTRYVBHB
————— VBACGTGV—-——--

Original motif
Consensus sequence: BHBBKKACGTMMVDBVB

20

L TAWa,

=W .

0.0 —————

5
Webiiogo 3.4

Reverse complement motif
Consensus sequence: BVVDVRYACGTRYVBHB

20

g0 TA

.
5 10 15

Motif ID: UP00050

Motif name: Bhlhb2_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 8

Number of overlap: 8

Similarity score: 0.014006
Alignment:

RDHDBVDTCACGTGASBHVHDH

——————— VCACGTBV--—-—---

Original motif
Consensus sequence: RDHDBVDTCACGTGASBHVHDH

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM
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2.0 20

Motif ID: UP00046

Motif name: Tcfe2a_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 5

Number of overlap: 8

Similarity score: 0.0184296

Alignment:

VBHHVCAGGTGCDVDHD

-——-VBACGTGV-----

Original motif Reverse complement motif

Consensus sequence: VBHHVCAGGTGCDVDHD Consensus sequence: DHDBHGCACCTGBDDVB
20 20
e WG G TR e Cm e

Watiloga 3.4 Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVBVCKACACCTHVBV
—————— VCACGTBV--

Original motif

UP00068
Eomes_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

3

8

0.0188154

Consensus sequence: VBVDAGGTGTYGVBBV

20

m—
|
pre=ri]

0.0 = = —_—

Reverse complement motif
Consensus sequence: VVBVCKACACCTHVBV

2.0

caabhCer

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00026
Zscan4_primary
Mus musculus
Original Motif
Original Motif
Backward

9
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Number of overlap: 8
Similarity score: 0.0189568

Alignment:
DHVDTGTGCACAYAHDH
-VBACGTGV—-——=—————

Original motif
Consensus sequence: DHVDTGTGCACAYAHDH

2.0

S L0V

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HDHTMTGTGCACADVHD

2.0

1 Tal TGACQIw

WebiLags 3.4

Motif ID: UP00042

Motif name: Gm397_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 8

Number of overlap: 8

Similarity score: 0.0198987
Alignment:

HHRTATGTGCACATHHD

--VBACGTGV-—————~-

Original motif

Reverse complement motif
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Consensus sequence: HHDATGTGCACATAMDH

20

1l CAGa

0.0

élégA,

15
Webiiogo 3.4

UP00060
Max_secondary

Consensus sequence: HHRTATGTGCACATHHD

20

>
| n|'H

Webiloga 3.4

0.0

Motif ID:
Motif name:

Species:
Matching format of first motif:
Matching format of second motif

Direction:
Position number:

Number of overlap:
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