MOTIFSIM - MOTIF SIMilarity Detection Tool

Version 2.1

INPUT

Input Parameters

Number of files: 2

Number of top significant motifs: 10

Number of best matches: 10

Similarity cutoff >= 0.75

Matching motif database: UniProbe Mus Musculus
Phylogenetic tree: Yes

Combined similar motifs: Yes

Output file type: All

Output file format: All

Input files and motif counts

File name Count of motifs Dataset number
PScanChIP_DMO05.txt 16 1
RSAT_peak-motifs_DMO5.txt 17 2
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RESULTS

Best Matches in Database for Each Motif (Highest to Lowest)

Dataset #: 1 Motif ID: 1 Motif name: HNF4A

Original motif
Consensus sequence: RGGBCAAAGKYCA
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Best Matches for Motif ID 1 (Highest to Lowest)

Motif ID: UP00058
Motif name: Tcf3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 13

Similarity score: 0.0357776
Alignment:

HHHASATCAAAGVRHHH

—-——-RGGBCAAAGKYCA-

Reverse complement motif
Consensus sequence: TGMYCTTTGBCCK
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e
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=058

Original motif

Consensus sequence: HHHASATCAAAGVRHHH
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Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH
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S |11y A
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHASATCAAAGGAHHH
-—-—RGGBCAAAGKYCA-

Original motif

UP00054
Tcf7_primary
Mus musculus
Original Motif
Original Motif
Backward

2

13
0.0357792

Consensus sequence: BHHASATCAAAGGAHHH

2.0

- = :$G$IQAAAAAA@ S

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHY
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=054

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDDAGATCAAAGGKDDD
—-—--RGGBCAAAGKYCA-

Original motif

UP00067

Lefl_primary

Mus musculus
Original Motif
Reverse Complement
Forward

4

13

0.0359011

Consensus sequence: DDDYCCTTTGATCTDDV
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Webiiaga 3.4

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD
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5 10 15
WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00083
Tcf712_primary

Mus musculus
Original Motif
Reverse Complement
Backward
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Position number:
Number of overlap:
Similarity score:

Alignment:

BDDASATCAAAGGMDDD
———RGGBCAAAGKYCA-

Original motif

2
13
0.0360786

Consensus sequence: DDDYCCTTTGATSTDDV

2.0

£¢QTTTTAI°;_

0.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

2.0

5 10

0.0 e
15
Wabioga 3.4

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVDDVCAGATGKYHBBV
—-RGGBCAAAGKYCA---

UP00046
Tcfe2a_secondary
Mus musculus
Original Motif
Original Motif
Backward

4

13

0.0405764
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Original motif

Consensus sequence: HVDDVCAGATGKYHBBV
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Reverse complement motif
Consensus sequence: VBBDMYCATCTGVHHBH
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBBMCTTTGTTHDDBH
-TGMYCTTTGBCCK---

Original motif

UP00062

Sox4_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

13

0.0409915

Consensus sequence: HBDDDAACAAAGRVBHH
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Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH
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0.0
15
Wabiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDTMCTTTGTSTVDBB
TGMYCTTTGBCCK-—-—

Original motif

Consensus sequence: VVDBASACAAAGRADH

2.0

bits

0.0
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UP00101

Sox12_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

1

13

0.0413218
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Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00030

Sox11_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward
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Position number:
Number of overlap:
Similarity score:

Alignment:

HHBTMCTTTGTTMDDVH
-TGMYCTTTGBCCK——-

Original motif

2
13
0.0421105

Consensus sequence: HBDDRAACAAAGRABHH
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Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DDAGAADGGDSCDV
RGGBCAAAGKYCA-

Original motif

UP00086

Irf3_secondary
Mus musculus
Original Motif

Original Motif

Forward

1

13

0.0442004

Reverse complement motif
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Consensus sequence: DDAGAADGGDSCDV
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Consensus sequence: BHGSDCCDTTCTHH

2.0
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Webitoga 3.4

0.0

Motif ID: UP00082

Motif name: Zfp187_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 13

Similarity score: 0.0446884
Alignment:

DDGMCCTBGTCCHYHV

—-——-RGGBCAAAGKYCA

Original motif
Consensus sequence: DDGMCCTBGTCCHYHV

T

o
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P —
15
WabiLogad 4

Reverse complement motif
Consensus sequence: VHMDGGACVAGGRCDH

2.0

Dataset #: 1 Motif ID: 2 Motif name: NR2F1
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=082

Original motif
Consensus sequence: TGAMCTTTGMMCYT

TOAUIT G

Webslogo 3.4

bits

Best Matches for Motif ID 2 (Highest to Lowest)

Motif ID: UP00083
Motif name: Tcf712_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 14

Similarity score: 0.0452364
Alignment:

DDDYCCTTTGATSTDDV

-TGAMCTTTGMMCYT--

Original motif
Consensus sequence: DDDYCCTTTGATSTDDV

Reverse complement motif
Consensus sequence: AKGYYCAAAGRTCA

2.0

gmaegT;gAAAmTIQA

0.0

Webitaga 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=083
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VDDAGATCAAAGGKDDD
—-—-AKGYYCAAAGRTCA-

Original motif

Consensus sequence: DDDYCCTTTGATCTDDV

2.0

gcQITT“AIC; 1 ASA|IVARAVs.

UP00067

Lefl_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

14

0.0453449

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD
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5 10 15

WebiLags 3.4

Webiiaga 3.4

Motif ID:

UP00539
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=067
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVMHHDHKGACCCTCCTSVCBH
——————— TGAMCTTTGMMCYT-

Original motif

Gli2_v015681_secondary
Mus musculus

Original Motif

Reverse Complement
Forward

8

14

0.0461358

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

10 15

WabiLogod4

00 —— =2 s —T P Eﬂ.:.:‘___’ o e =
5 10 15 e 5
Motif ID: UP00054
Motif name: Tcf7_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Original Motif
Backward

2

14
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=054

Similarity score: 0.0461768

Alignment:
BHHASATCAAAGGAHHH

—-—-AKGYYCAAAGRTCA-

Original motif
Consensus sequence: BHHASATCAAAGGAHHH

20
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Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHYV

20
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Webiloga 3.4

Motif ID: UP00058
Motif name: Tcf3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 14

Similarity score: 0.0473628
Alignment:

HHHASATCAAAGVRHHH

-—-AKGYYCAAAGRTCA-

Original motif
Consensus sequence: HHHASATCAAAGVRHHH

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=058
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDGMCCTBGTCCHYHV
TGAMCTTTGMMCYT--

UuP00082

Zfp187_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

14

0.0480188

Wabiogs 3.4

Original motif
Consensus sequence: DDGMCCTBGTCCHYHV

Wabiogad 4

Reverse complement motif
Consensus sequence: VHMDGGACVAGGRCDH

2.0
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=082

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHBBMCTTTGTTHDDBH
-TGAMCTTTGMMCYT--

Original motif

UP00062

Sox4_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2

14

0.0495447

Consensus sequence: HBDDDAACAAAGRVBHH

20
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:
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Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

20

Pt
£1.0

0.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00030
Sox11_primary

Mus musculus
Original Motif
Reverse Complement
Backward

3
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Number of overlap: 14
Similarity score: 0.0499033

Alignment:
HHBTMCTTTGTTMDDVH
-TGAMCTTTGMMCYT--

Original motif

Consensus sequence: HBDDRAACAAAGRABHH

2.0

aol= T

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

2.0

L LSOIl VT
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bits

0.0
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Motif ID: UP00023
Motif name: Sox30_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 14

Similarity score: 0.0511534
Alignment:

DHDBAACAATDRHHHH

-—-TGAMCTTTGMMCYT

Original motif

Reverse complement motif
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=023

Consensus sequence: DHDBAACAATDRHHHH

20

0.0
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15
Weblogad 4

Consensus sequence: HHHHMHATTGTTBDHD

= ———?EATT?,TIT—@ = =

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDGHCCWBVGGKDH
AKGYYCAAAGRTCA

Original motif

Consensus sequence: HHRCCBBWGGDCDB

2.0

UP00005
Tcfap2a_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

1

14

0.0516973

bits

Reverse complement motif
Consensus sequence: BDGHCCWBVGGKDH

== A= T N W __,:—_—Aéz —
5 10
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=005

Dataset #: 1 Motif ID: 3 Motif name: ESR1

Original motif
Consensus sequence: VDBHMAGGTCACCCTGACCY

20

) ﬁ?EAIpICA‘FECI:Récgl

Weblag 34

Best Matches for Motif ID 3 (Highest to Lowest)

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 20

Similarity score: 0.0658405

Alignment:

BDDHVDKGCCACCCVCGCTDBVH
VDBHMAGGTCACCCTGACCY—-——

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: MGGTCAGGGTGACCTRDBHV

HL%:"?IGA‘-'-‘&:;Q&GQ-EI:T e _

0.

Weblog 3.4

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538

2.0

WesLaga 34
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Webblaga 3.4

Motif ID: UP00098

Motif name: Rfx3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 20

Similarity score: 0.0689748

Alignment:

BDBBVBVGTAWCCAAGVBHBAGB
VDBHMAGGTCACCCTGACCY—---

Original motif
Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

ol EE CITAUIT_Q

o — e
20

5
WesLago 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

Motif ID: UP00539
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=098
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Motif name: Gli2_v015681_primary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 20

Similarity score: 0.0701247

Alignment:

CBDMCMGGGTGGTCCHVBVBAH

MGGTCAGGGTGACCTRDBHV--

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

2.0

i C

p —_—— =N 11 A P W e e
5 10 15

0.0

WebLogad 4

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

L G C A,

X e i i i L L ==
5 10 15

WabiLogod4

Motif ID: UP00539

Motif name: Gli2_v015681_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif

Direction: Backward

Position number: 3

Number of overlap: 20

Page 20 of 265


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=539

Similarity score: 0.0711267

Alignment:

HVGVSAGGAGGGTCYHHHHYVH

MGGTCAGGGTGACCTRDBHV--

Original motif Reverse complement motif

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH Consensus sequence: DVMHHDHKGACCCTCCTSVCBH
o —_— ?éA‘EéA v AIQQ$ ;F.:‘_—_' P = == . TéT-—A——— - QIQQI*—- (-;__:

Motif ID: UP00540

Motif name: Gli3_v016060_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 2

Number of overlap: 20

Similarity score: 0.0742427

Alignment:

CVHBSCGGGTGGTCMHVHHCDH
—-VDBHMAGGTCACCCTGACCY -

Original motif Reverse complement motif
Consensus sequence: HDGHHBHRGACCACCCGSVDVG Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH
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WabiLogod4
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Motif ID: UP00540

Motif name: Gli3_v015681_primary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
ABBBBVVRGACCACCCACRDBBM
—--VDBHMAGGTCACCCTGACCY-

Original motif

Original Motif
Original Motif
Backward

2

20
0.0747053

Consensus sequence: ABBBBVVRGACCACCCACRDBBM

2.0

bits
P

W =G W =3

solvialbda.

_a

5 10 15

20

WebiLog 34

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

it
b=

TUWVI TI T
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0 NETTI S = mam wih AT =

5 10 15 20
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=540

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
—-——-VDBHMAGGTCACCCTGACCY

Original motif

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

20

UP00538

Glil_v016060_primary
Mus musculus

Original Motif

Original Motif

Forward

4

20

0.0749165

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

0.0 c____g-:—-ggﬁ_ L 4 T I g:‘!; = 9{‘- 00 = = QA W A A Q“.\’F,_,f_:_— : =
Motif ID: UP00538
Motif name: Glil_v015681_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Original Motif
Original Motif
Forward

2
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Number of overlap: 20
Similarity score: 0.0759307

Alignment:
BBBDVVRGACCACCCAVGABBAB
-VDBHMAGGTCACCCTGACCY--

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

bits

0.0 =—=== =

5 10 15

= W e

WesLago 34

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

bits
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P = —
20

WebbLaga 34

Motif ID: UP00400

Motif name: Zif268

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 20

Similarity score: 0.0762689

Alignment:

VVVDHHTGCGYGGGCGDHVHHTB

-MGGTCAGGGTGACCTRDBHV—--

Original motif

Reverse complement motif
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Consensus sequence: BADHBDHCGCCCMCGCAHHDBBV Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20 20

it
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: 2
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5 10 15

WesLogo 34 Weblaga 3.4

Motif ID: UP00034

Motif name: Sox7_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 1

Number of overlap: 20

Similarity score: 0.0780113

Alignment:

GTVBDAATTGTVTGHGDDHKVB

VDBHMAGGTCACCCTGACCY—-—

Original motif Reverse complement motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB Consensus sequence: VVYDDDCHCAVACAATTDBVAC

2.0 20

1.0 1.0

;;I ?fééll%lul_ s 5 L 2 € G?QQA%lIfEQQ

20

bits
bits

15 20 §
Wablogad 4 WeblLogo 4

Dataset #: 1 Motif ID: 4 Motif name: Esrrb
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Original motif
Consensus sequence: VBBYCAAGGTCA

2.0

-+ .chACGTCA

Webilona 34

bits

Best Matches for Motif ID 4 (Highest to Lowest)

Motif ID: UP00079

Motif name: Esrra_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 6

Number of overlap: 12

Similarity score: 0

Alignment:

HHBVHTGACCTTGVDHD

————— TGACCTTGMBBB

Original motif
Consensus sequence: DHDBCAAGGTCAHVBDH

Reverse complement motif
Consensus sequence: TGACCTTGMBBB

T6a00TT..

Wetiloga 3.4

bits

1.0
0.0 —

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD
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2.0

“L_ CATCA,

0.0 =

15
Websiags 3.4

2.0

WebiLags 1.4

Motif ID: UP00009
Motif name: Nr2f2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 12

Similarity score: 0.0205471
Alignment:

DHBHAAAGGTCAHVHB

VBBYCAAGGTCA-——-—

Original motif
Consensus sequence: DHBHAAAGGTCAHVHB

o alTen

it
&

i

15
Weblagad 4

Reverse complement motif
Consensus sequence: BHVDTGACCTTTDVDD

20

bits

0.0

- ToAGCrrr

Motif ID: uP00048
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHBHAAAGGTCACVHD
VBBYCAAGGTCA----

Original motif

Rara

Mus musculus
Original Motif
Original Motif
Backward

5

12
0.0214372

Consensus sequence: DHBHAAAGGTCACVHD

2.0

wr
£1.0 n ﬂA
_— I = 7 IC:__._____
10

0.0 =

5

15
Wabiogad 4

Reverse complement motif
Consensus sequence: HHVGTGACCTTTDVDD

20

1 {UAGVTTT

oo =—— =

bits

15
WabiLogo 34

o

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00009
Nr2f2_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

5

12
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Similarity score:
Alignment:
HVBVTGACCCSGBVBV
-—-—-TGACCTTGMBBB

Original motif

Consensus sequence: VBVBCSGGGTCAVBBH

20

0.0430759

15
Weblogad 4

Reverse complement motif
Consensus sequence: HVBVTGACCCSGBVBV

2.0

1.0 ‘ ‘
= _=_‘|:= e W -r. Q-:_' = ———-"I"‘- —
5 10 15

00—

bits

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDBVMGGGGTCAABHDV
VBBYCAAGGTCA-—-—-——

Original motif

UP00066

Hnf4a_primary
Mus musculus
Original Motif

Original Motif

Forward

1

12

0.0451776

Consensus sequence: BDBVMGGGGTCAABHDV

Reverse complement motif
Consensus sequence: BHHVTTGACCCCYVVDB

Page 29 of 265


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=066

2.0

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VKBBAGGGGTCAHDBBH
VBBYCAAGGTCA-———-

UP00079
Esrra_secondary
Mus musculus
Original Motif
Original Motif
Backward

6

12

0.0482496

Original motif
Consensus sequence: VKBBAGGGGTCAHDBBH

2.0

. = A-A £ o W= =

5 10 15
WetiLaga 4.4

bits

Reverse complement motif
Consensus sequence: DBBHHTGACCCCTBBYYV

2.0

=___
5

1
Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBHBDTGACCCCDHVHB
————— TGACCTTGMBRBB

Original motif

UP00053

Rxra_primary

Mus musculus
Reverse Complement
Original Motif
Backward

1

12

0.0499025

Consensus sequence: DBHBDTGACCCCDHVHB

20

" L0

- 5 i Bn o Stamsmme

5 10

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD

20

o 15
Webloga 3.4

m ( :
N A
— = AV ol -
5 1

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00539
Gli2_v015681_secondary
Mus musculus

Reverse Complement
Reverse Complement
Forward

8
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Number of overlap:
Similarity score:

Alignment:
DVMHHDHKGACCCTCCTSVCBH
——————— TGACCTTGMBBB---

Original motif

12
0.0525354

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

bits
b=

=A =XA" AIQQ%
10 15

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

bits
=

== TATAQIQQI <
10 15

20
Weblogod4

0.0 — 5 e E‘;{:A_—_‘ [ —_— ==
5 20 o 5
Motif ID: UP00066
Motif name: Hnf4a_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HHAYTGGACTTTHDBV
-—-——-TGACCTTGMBBB

Original motif

Reverse Complement
Reverse Complement
Backward

1

12

0.0580553

Consensus sequence: BBHHAAAGTCCAMTHH

Reverse complement motif
Consensus sequence: HHAYTGGACTTTHDBV
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2.0

bits

el

00 ==

0.

20

15 5
Weblogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDBBVBVGTAWCCAAGVBHBAGB
TGACCTTGMBBB---

Original motif

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

oo

A1

S — o e £=3

UP00098

Rfx3_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

9

12

0.0609738

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

I|aaeh. ¢

00 =

5 20

5 10 15
WesLago 34

Dataset #: 1 Motif ID: 5

Motif name: ZEB1
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Original motif
Consensus sequence: CACCTD

~-cACCT_

s L cmey e TH

Best Matches for Motif ID 5 (Highest to Lowest)

Motif ID: UP00068

Motif name: Eomes_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 6

Similarity score: 0

Alignment:

VVBVCKACACCTHVBV

——————— CACCTD---

Original motif
Consensus sequence: VBVDAGGTGTYGVBBV

Reverse complement motif
Consensus sequence: HAGGTG

=_
o3
= 1.0
E_ e — — e N

(= = —_——

s L cmey e TH

Reverse complement motif
Consensus sequence: VVBVCKACACCTHVBV
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2.0

m—
—
]

0.0 = = ; e

20

it

GG “cqabheT

Weblogad 4 Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBVHVGGTGTCATHDDT
--—-HAGGTG-—--——-—-

Original motif

Consensus sequence: ADDHATGACACCBHBBV

2.0

UP00199

Six4

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

6

0.00433068

Reverse complement motif
Consensus sequence: BBVHVGGTGTCATHDDT

2.0

-1
£10
== — == = A FAN - I e PN
=
10 15

Webiiaga 3.4 WebiLags 3.4

Motif ID:

UP00068

Page 35 of 265


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=199
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=068

Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HHHTTTCACACCTDHBYV
———————— CACCTD---

Original motif

Eomes_primary

Mus musculus
Original Motif
Reverse Complement
Forward

9

6

0.00524081

Consensus sequence: BVHDAGGTGTGAAAHHH

2.0

bits

0.0

S 16 € T

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHHTTTCACACCTDHBY

2.0

e P

0.0

.T|CAVAVCL.

15
Wabiogs 3.4

5

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00046
Tcfe2a_primary

Mus musculus
Original Motif
Reverse Complement
Forward

7

6
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Similarity score:

Alignment:
DHDBHGCACCTGRBDDVB

Original motif

Consensus sequence: VBHHVCAGGTGCDVDHD

20

0.00911301

Reverse complement motif
: DHDBHGCACCTGBDDVB

20

Consensus sequence

0.0 ———

C : L]
T e =
10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BDDRVGACCACCHBDVB
———————— CACCTD---

Original motif

Consensus sequence: BDDRVGACCACCHBDVB

UP00047

Zbtb7b_secondary
Mus musculus
Original Motif
Original Motif
Backward

4

6

0.0233556

Reverse complement motif

Webiloga 3.4

Consensus sequence: BBDVHGGTGGTCBKDDB
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2.0

S

0.0 =

5 10

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH

Original motif

UP00538

Glil_v016060_primary
Mus musculus

Reverse Complement
Original Motif
Backward

11

6

0.0233928

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

e
= == T
—_—

e =

sl

WebiLog 34

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

F— e =

10 15 20

o

Weblagn 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HTBVVVDGGACCACCCRGRDBG

Original motif

UP00539

Gli2_v015681_primary
Mus musculus

Original Motif

Original Motif
Backward

6

6

0.0254338

Consensus sequence: HTBVVVDGGACCACCCRGRDBG

20

i = C

00 _= === o = v A A= = =

5 10 15

20
Weblogad 4

Reverse complement motif

Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00540
Gli3_v016060_primary
Mus musculus

Original Motif

Original Motif
Backward

6
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Number of overlap: 6
Similarity score: 0.0290143

Alignment:
HDGHHBHRGACCACCCGSVDVG

Original motif
Consensus sequence: HDGHHBHRGACCACCCGSVDVG

2.0

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

"t _cGNTWe.

&

Weblogod4

P = =V 2= ;_Emugm vl == X 3 =
Motif ID: UP00036
Motif name: Myf6_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5
Number of overlap: 6
Similarity score: 0.0309673
Alignment:
VVDBAACAGBTGBYHB
—————— HAGGTG----

Original motif

Reverse complement motif
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Consensus sequence: VVDBAACAGBTGBYHB Consensus sequence: BDKVCABCTGTTBDBV

g mm—— _-___é.__. } - ?%__t ;-:g‘? — got= -r‘éﬂ_CAE‘;‘T m.I E— _-Es- —
Motif ID: UP00249
Motif name: Nkx2-5
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6
Number of overlap: 6
Similarity score: 0.031502
Alignment:
HDADCCACTTRAAWTT
————— CACCTD-----
Original motif Reverse complement motif
Consensus sequence: HDADCCACTTRAAWTT Consensus sequence: AAWTTMAAGTGGHTDH

2.0 2.0

C A TC
.= l_-—é — CAC IA-&IE% .= 6%I_$T ¥ Ac:____.l%
5 10 15 5 10 15

Weblogad 4 Weblogod.4
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Dataset #: 1 Motif ID: 6 Motif name: Mycn

Original motif
Consensus sequence: HSCACGTGGC

2.0

Best Matches for Motif ID 6 (Highest to Lowest)

Motif ID: UP00060
Motif name: Max_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 10

Similarity score: 0

Alignment:

DDASCACGTGBTBVDD

--HSCACGTGGC----

Original motif
Consensus sequence: DDASCACGTGBTBVDD

Reverse complement motif
Consensus sequence: GCCACGTGSD

2.0

0.0 e i P = —

WL ogo 3 @

Reverse complement motif
Consensus sequence: HHVBABCACGTGSTHD
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2.

bits

_ é?CAQAT_ i L

LiX

15
Weblogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
ACHRBHDTCCACGTGYAHHBMHM

Original motif

UP00050

Bhlhb2_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

7

10

0.00783793

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

@
-_E'H] T A
. ESGe N e Ve o A%
5

pe_ O S

0. = =

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20
VE VS —t
15 20

N

WebbLaga 34

Motif ID:

UP00050
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDHBHBSTCACGTGAHBBDHHM

Original motif

Bhlhb2_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

10

0.0132858

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

bits
=

T

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

i A

=

WabiLogod4

P = = = — 0 —w G—.—, = 0.0 P = =i = — 8 - c——.- =
5 10 15 o 5 10 15
Motif ID: UP00046
Motif name: Tcfe2a_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Original Motif
Backward

5

10
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Similarity score: 0.0227933

Alignment:
VBHHVCAGGTGCDVDHD

~--GCCACGTGSD----

Original motif
Consensus sequence: VBHHVCAGGTGCDVDHD

20

0.0 ———

Webiiogo 3.4

Reverse complement motif
: DHDBHGCACCTGBDDVB

Consensus sequence

20

C : L]
T e =
10 15

Motif ID: UP00060
Motif name: Max_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 10

Similarity score: 0.0257011
Alignment:

BBGHCACGCGACDD

--HSCACGTGGC--

Original motif
Consensus sequence: BBGHCACGCGACDD

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB

Webiloga 3.4
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1.0

bits

w
Z1.0

a.0——

_ISAQﬂg¥ﬂQ

: ATIQécak C__

Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVABCCACTTGAMHTT
-—-—-GCCACGTGSD---

Original motif

Consensus sequence: BVABCCACTTGAMHTT

2.0

it
5

_— e ==

UP00165

Titf1l

Mus musculus
Reverse Complement
Original Motif
Backward

4

10

0.0344833

Reverse complement motif
Consensus sequence: AAHYTCAAGTGGBTBV

00—

HAMQQATléA

11

Wabiogad 4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDVRCCACTTGARADBD
—-—-—-GCCACGTGSD-—---

Original motif

UP00231

Nkx2-2

Mus musculus
Reverse Complement
Original Motif
Backward

5

10

0.035228

Consensus sequence: HDVRCCACTTGARADBD

20

Agﬁggﬂ, Ig
5 10

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DVDTKTCAAGTGGKBDH

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00084
Gmeb1_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

4
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Number of overlap:
Similarity score:

Alignment:
BVVDVRYACGTRYVBHB
-——-GCCACGTGSD---

Original motif

10
0.0358581

Consensus sequence: BHBBKKACGTMMVDBVB

2.0

L TAWa,

—_—— W %W

0.0 e

5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BVVDVRYACGTRYVBHB

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHMACKACGTMGBVCD
-—-—-HSCACGTGGC—---

Original motif

uP00084

Gmeb1_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

4

10

0.03725

Reverse complement motif
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Consensus sequence: DGVBCRACGTYGTYHH

20

it
&

0.0 g C?‘"‘* - III —

15
Weblogad 4

Consensus sequence: HHMACKACGTMGBVCD

2.0

Motif ID: UP00526
Motif name: Foxnl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7

Number of overlap: 10

Similarity score: 0.0383187
Alignment:

WHVBVVMACGCGCGTCDYHWDH

—————— HSCACGTGGC—-—----

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

2.0
4]
1.0

=

0.0

1A‘_e_-:-__—-_—_._ E TA_ Q g E-X—-—
20

5

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

N ACSE <O LA

2&AC_QT T

15
WeblLogod4
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Dataset #: 1 Motif ID: 7 Motif name: REST

Original motif Reverse complement motif

Consensus sequence: TTCAGCACCATGGACAGCKCC Consensus sequence: GGYGCTGTCCATGGTGCTGAA
o IIQA_-(.: Cf—’f; v AC b 4 QIEQ - A - TC}I £=38 | | —V ._.-:—&-%

Best Matches for Motif ID 7 (Highest to Lowest)

Motif ID: UP00538

Motif name: Glil_v015681_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 3

Number of overlap: 21

Similarity score: 0.0699178

Alignment:

BBBDVVRGACCACCCAVGABBAB
-—-TTCAGCACCATGGACAGCKCC

Original motif Reverse complement motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB
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2.0

20

Webblaga 3.4

a == = o w =i 4 P — e == == - — = .4
5 10 15 20 Vs 5 10 15 20
Motif ID: UP00540
Motif name: Gli3_v015681_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward
Position number: 1

Number of overlap: 21
Similarity score: 0.0734685
Alignment:

VMYDHDGMCCHCCKBGVVAAVH
GGYGCTGTCCATGGTGCTGAA-

Original motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

oh ﬁll_ Qﬁg:fx;:-:ﬂ@§§ A?%E-:_

WebLogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

A TAC A Garf An

polmE e e s =X . __== =

5 10 15 20

Weblogod4

Motif ID: UP00540
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Motif name:

Gli3_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 2

Number of overlap: 21

Similarity score: 0.0740652

Alignment:

VYWVVHCRCCACMCACGAHSBHH

-TTCAGCACCATGGACAGCKCC-

Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

2.0

20

bits

- . ‘E-,:-:‘?-IQ-ECIT?I& X

e a0l

15

Clha.c .
20 5 10
WebiLago 3.4 Wabiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00538
Glil_v015681_secondary
Mus musculus

Original Motif

Original Motif

Backward

1

21
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Similarity score:

Alignment:
MHHHWHYTMCCHCCCACVAABVH
-—-TTCAGCACCATGGACAGCKCC

Original motif

0.0750152

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

20

é — I_A_E;é_ = C

0.0 e

=t B-—-: <=

WesLogo 34

Reverse complement motif
Consensus sequence: DVWVTTVGTGGGHGGYAMHWHHHY

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
GGYGCTGTCCATGGTGCTGAA-~-

Original motif

UP00538
Glil_v016060_primary
Mus musculus

Reverse Complement
Original Motif
Backward

3

21

0.0751449

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
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2.0

[Tk,

20

o cig‘?ggé 4 = 9!_‘- oo == N e o W = SN = - =
5 10 20 i 5 10 15 20
Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BDDHVDKGCCACCCVCGCTDBVH
-TTCAGCACCATGGACAGCKCC-

Original motif

Original Motif
Reverse Complement
Backward

2

21

0.075832

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

TusCa_

 ACC T U

= e

e

5 10

15

20
WebiLog 34

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

Motif ID:

UP00539
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DTVBDDRGACCACCCAGDWDGBH
-—-TTCAGCACCATGGACAGCKCC

Original motif

Gli2_v016060_primary

Mus musculus
Original Motif
Original Motif
Backward

1

21
0.0773446

Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

2.0

U UAVAWA,

= A e

!

b et

5 10 15

(LT

WebiLogo 34

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBALF

20

1 £ TUNTWTLe

e by i = =
5 10 15

bits

L e D=
20

Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00050
Bhlhb2_secondary
Mus musculus
Original Motif
Original Motif
Forward

3

21

0.0775367
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Alignment:
YDYBDHTMCACGTGGADDBMDGT
-—-TTCAGCACCATGGACAGCKCC

Original motif

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

n
E10 T
A A c
: ="=3 4 = A

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20

WA AVILIWWL

e

’-*ga:l: = TC Tlé =t
15 20

Webloga 3.4

Motif ID: UP00528

Motif name: Foxm1_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 21

Similarity score: 0.077977

Alignment:

DCATDBTGHGCATKMTTBRSWR
-GGYGCTGTCCATGGTGCTGAA

Original motif
Consensus sequence: MWSMBAARRATGCDCABHATGD

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR
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2.0
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. Re=% ‘i‘AéA_-_-Hﬁu-_-‘.* : A‘_- éésﬂ:— " 157-5 G ILEQ 2L gll =X
3 10 L 2 WabiLogaa 3 ! 1 £ Webloga a4
Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 21
Similarity score: 0.0785969
Alignment:

BADHBDHCGCCCMCGCAHHDBBV
—-—-GGYGCTGTCCATGGTGCTGAA

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

it
=

a..-_=A_ . 2g:§“ TC @Té;_ b e
: 5 10 15 20

WesLago 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

bits

o TG, 1

WebbLaga 34

Dataset #: 1 Motif ID: 8 Motif name: Myc
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Original motif
Consensus sequence: VGCACGTGGH

2.0

o 1
- CAC I -
=_— 8 F = — e ==
5

10
L e

Best Matches for Motif ID 8 (Highest to Lowest)

Motif ID: UP00060
Motif name: Max_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 10

Similarity score: 0

Alignment:

DDASCACGTGBTBVDD

--VGCACGTGGH----

Original motif
Consensus sequence: DDASCACGTGBTBVDD

Reverse complement motif
Consensus sequence: DCCACGTGCV

2.0
P ——— e T e W D =
5 10

ek e a3 4

Reverse complement motif
Consensus sequence: HHVBABCACGTGSTHD
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bits
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LiX

15
Weblogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
ACHRBHDTCCACGTGYAHHBMHM

Original motif

UP00050

Bhlhb2_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

8

10

0.00631885

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

@
-_E'H] T A
. ESGe N e Ve o A%
5

pe_ O S

0. = =

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20
VE VS —t
15 20

N

WebbLaga 34

Motif ID:

UP00050
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDHBHBSTCACGTGAHBBDHHM

Original motif

Bhlhb2_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

10

0.00821668

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

bits
=

T

00

- === =] e B, | G—.—,
15

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

i A

oole == = St ¢ 1. C_ ~ = =
15

WabiLogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00046
Tcfe2a_primary

Mus musculus
Original Motif
Reverse Complement
Backward

4

10
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Similarity score:
Alignment:
DHDBHGCACCTGBDDVB
—-——-—-VGCACGTGGH---

Original motif

Consensus sequence: VBHHVCAGGTGCDVDHD

20

0.0140005

Reverse complement motif

20

Consensus sequence

: DHDBHGCACCTGBDDV

C : L]
T e =
10 15

B

0.0 ———

Webiiogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBGHCACGCGACDD
--VGCACGTGGH--

Original motif
Consensus sequence: BBGHCACGCGACDD

UP00060

Max_secondary
Mus musculus
Original Motif
Original Motif
Backward

3

10

0.0308912

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB
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Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVABCCACTTGAMHTT
-—--DCCACGTGCV---

Original motif

Consensus sequence: BVABCCACTTGAMHTT

2.0

it
5

_— e ==

UP00165

Titf1l

Mus musculus
Reverse Complement
Original Motif
Forward

4

10

0.0311723

Reverse complement motif
Consensus sequence: AAHYTCAAGTGGBTBV

00—

HAMQQATléA

11

Wabiogad 4
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Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
HDADCCACTTRAAWTT

~--DCCACGTGCV---

Original motif

UuP00249

Nkx2-5
Mus musculus
Reverse Complement
Original Motif
Backward

4

10
0.031308

Consensus sequence: HDADCCACTTRAAWTT

20

bits

Reverse complement motif
Consensus sequence: AAWTTMAAGTGGHTDH

PO

—— e
15

Weblogodd

bits

0.0
Motif ID: UP00231
Motif name: Nkx2-2

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif Original Motif
Forward
4

Direction:

Position number:
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Number of overlap: 10
Similarity score: 0.0334845

Alignment:
HDVRCCACTTGARADBD
-—-—-DCCACGTGCV—-—-—-

Original motif

Consensus sequence: HDVRCCACTTGARADBD

2.0

bits
a

P

AAQGA, léTﬁé

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DVDTKTCAAGTGGKBDH

2.0

) _;EAQA

—

s
e A AST e

0.0 -
5 10 15
Webiiaga 3.4

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDADCCACTTAAVHTT
—-——-DCCACGTGCV---

Original motif

uP00147

Nkx2-6

Mus musculus
Reverse Complement
Original Motif
Backward

4

10

0.0345548

Reverse complement motif
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Consensus sequence: DDADCCACTTAAVHTT

20

0.0

" AC

1T o

Weblogad 4

Consensus sequence: AAHVTTAAGTGGHTDD

2.0

0.0 o= e

bits

5 10 15
WebLoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDWDARRGACGCGGWHGGAKHV

Original motif

UP00527
Foxn4_secondary
Mus musculus
Original Motif
Original Motif
Forward

6

10

0.0363818

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

y i9x99¢329_ ViVe x ax

5 10 15 20
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Dataset #: 1 Motif ID: 9 Motif name:

Original motif
Consensus sequence: VHRGGTCABDBTGMCCTB

2.0

L .AG TA 16001

bits

Webilogo 3.4

Best Matches for Motif ID 9 (Highest to Lowest)

Motif ID: UP00034
Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 18

Similarity score: 0.0443894
Alignment:

GTVBDAATTGTVTGHGDDHKVB
———-VHRGGTCABDBTGMCCTB-

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

ESR2

Reverse complement motif
Consensus sequence: BAGGYCABHBTGACCKHV

2.0

" aGg.ca  |UaCez.

0.0—=

bits

Wetrioga 3.4

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC
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2.0 20

4]
1.0

Motif ID: UP00538

Motif name: Glil_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 4

Number of overlap: 18

Similarity score: 0.049219

Alignment:

BDDHVDKGCCACCCVCGCTDBVH

---VHRGGTCABDBTGMCCTB--

Original motif Reverse complement motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

2.0 20

L aees GUMTUNCA e EQQGA Ge ...

== I = e B o e dOan =

5 10 15 20 5 10 15 20
WesLago 34 WebbLaga 34

Motif ID: UP00050
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DDHBHBSTCACGTGAHBBDHHM
--VHRGGTCABDBTGMCCTB--

Original motif

Bhlhb2_primary

Mus musculus
Original Motif
Reverse Complement
Backward

3

18

0.0509182

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

bits
=

T

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

i A

=

WabiLogod4

P == = = — 0 —w G—.—, —, -t 0.0 == - == = — 8 - c——.- =
5 10 15 e 5 10 15
Motif ID: UP00540
Motif name: Gli3_v015681_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Original Motif
Forward

2

18
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Similarity score:

Alignment:
DVTTVVCVYGGHGGYCHHDMYB
-BAGGYCABHBTGACCKHV---

Original motif

0.0527075

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

20

o= EIIE Q:«%:;; .-L:;_,?r.-%g ;-;,:?E___

Weblogad 4

Reverse complement motif

Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

@
N A
o e N S-S it P —
10 15

A

LI
==

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WBHHHHHMDATTGTTHDHDVHH
-BAGGYCABHBTGACCKHV—---

Original motif

UP00034
Sox7_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

18

0.0541044

Consensus sequence: HHBDHDDAACAATDRHHHHHBW

Reverse complement motif

20
Weblogo34

Consensus sequence: WBHHHHHMDATTGTTHDHDVHH
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2.0

20
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5 10 15 20 5 10 15 20
Motif ID: UP00098
Motif name: Rfx3_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VCTBHBVCTTGGWTACVVVVVDB
--BAGGYCABHBTGACCKHV---

Original motif

Reverse Complement
Original Motif
Forward

3

18

0.0541108

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

N~ S C?:TA;I\-T

X = T

15

20

WebiLog 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

1[A9VE

== e e

5 10 15 20

o9 A

R = =

Weblagn 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDWDARRGACGCGGWHGGAKHV
—-——-VHRGGTCABDBTGMCCTB-

Original motif

UP00527

Foxn4_secondary
Mus musculus
Original Motif
Original Motif
Backward

2

18

0.0543733

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

20

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

0.0 E%I = ﬁ——’:"-:-—'- — ‘?;!;2% =2 - 0.0 = =i e S LI
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Original Motif
Backward

5
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Number of overlap: 18
Similarity score: 0.0548087

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
-BAGGYCABHBTGACCKHV—-—---

Original motif

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

C c:.:ggﬁ_z T l g?:

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

o oMU

bits

WebbLaga 34

C

00 - ,; — : _—;_ — :::: g -=--_5 — b = e P ==
Motif ID: UP00528
Motif name: Foxm1_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5
Number of overlap: 18
Similarity score: 0.055453
Alignment:
DCATDBTGHGCATKMTTBRSWR
—-——-VHRGGTCABDBTGMCCTB

Original motif

Reverse complement motif
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Consensus sequence: MWSMBAARRATGCDCABHATGD

20

04‘39 AA A -ﬁ»-_-%g%- iéf—;

Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

car ISe CA gIT XS
X%

Motif ID: UP00032
Motif name: Gata3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 18

Similarity score: 0.0566426
Alignment:

HBHDVBWGATHBTATCRVBHHH
-VHRGGTCABDBTGMCCTB—---

Original motif
Consensus sequence: HBHDVBWGATHBTATCRVBHHH

2.0

S

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH

20

w
B I ATC
I IS TA-=. A AA -

20
WeblLogod4
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Dataset #: 1 Motif ID: 10 Motif name: NR1H2RXRA

Original motif
Consensus sequence: AAAGGTCAAAGGTCAAC

2.0

@
£1.0 A
C —«
0.0 = =
5

Best Matches for Motif ID 10 (Highest to Lowest)

Webriogo 3.4

Motif ID: UP00539

Motif name: Gli2_v015681_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 17

Similarity score: 0.0538452

Alignment:

DVMHHDHKGACCCTCCTSVCBH

————— GTTGACCTTTGACCTTT

Original motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

Reverse complement motif
Consensus sequence: GTTGACCTTTGACCTTT

20
@
a0 T
0.0 =5 ; e
5 10 15

Webloga 3.4

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

Page 74 of 265


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=539

2.0

20
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Motif ID: UP00032
Motif name: Gata3_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDHDDADAGATAAGADHBDHVD
————— AAAGGTCAAAGGTCAAC

Original motif

Original Motif
Original Motif
Backward

1

17
0.0545098

Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

7}
E10
Y= _—:Ié_-_& —.—_QA‘_“—: =

5 10 15

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

TC! [V +

e i e e i W ===
5 10 15

it
=

0.0

Motif ID:

UP00067
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VDDAGATCAAAGGKDDD-
-AAAGGTCAAAGGTCAAC

Original motif

Lefl_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2

16

0.521114

Consensus sequence: DDDYCCTTTGATCTDDV

2.0

bits
a

0.0

V| MU_IC;_

Watiloga 3.4

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

2.0

A

i ©- vy ——
5

10 15
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00083
Tcf712_primary

Mus musculus
Reverse Complement
Original Motif
Backward

2

16
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Similarity score: 0.527825

Alignment:
-DDDYCCTTTGATSTDDV

GTTGACCTTTGACCTTT-

Original motif
Consensus sequence: DDDYCCTTTGATSTDDV

20

EqQITTTAICL_

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

20

bits

0.0
15
Webiloga 3.4

Motif ID: UP00054
Motif name: Tcf7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 16

Similarity score: 0.531154
Alignment:

BHHASATCAAAGGAHHH-

—-AAAGGTCAAAGGTCAAC

Original motif
Consensus sequence: BHHASATCAAAGGAHHH

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHYV
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2.0

0.0

£”_14?$IQAAAA“

—

15

Watiloga 3.4

2.0

ol z:ggﬁg;J,‘j[qF‘!][(:gtﬁu_m

0

bits

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

—-HHHASATCAAAGVRHHH
AAAGGTCAAAGGTCAAC-

Original motif

UP00058
Tcf3_primary
Mus musculus
Original Motif
Original Motif
Backward

2

16

0.531876

Consensus sequence: HHHASATCAAAGVRHHH

20

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH

2.0

% 1.0 ‘ ‘ 4 T
a.0l—= — z':T:Q_A.r---.. - I?AAg‘} o
5 10 15

WebiLags 1.4

ATCAAA
a —— z_—-:;&CTA i - é:w—pr:w—
5 10 R
Motif ID: UP00030
Motif name: Sox11_primary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBDDRAACAAAGRABHH-
-AAAGGTCAAAGGTCAAC

Original motif

Mus musculus
Original Motif
Original Motif
Forward

2

16

0.544403

Consensus sequence: HBDDRAACAAAGRABHH

2.0

0.0-= —_—

5 10

15
Websiags 3.4

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

2.0

it
=

0.0

ST L.

5 10 15
WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00062
Sox4_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

16

0.544565
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Alignment:
—HHBBMCTTTGTTHDDBH
GTTGACCTTTGACCTTT-

Original motif

Consensus sequence: HBDDDAACAAAGRVBHH

2.0

oo === ,:,,_..A ol AA&&

5

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

- 1Y) -

0.0-= —__—_—
15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
-BBGATCTAGAACBKHDB
GTTGACCTTTGACCTTT-

Original motif

UuP00019

Zbtb12_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

16

0.550511

Consensus sequence: BDHRBGTTCTAGATCVB

Reverse complement motif
Consensus sequence: BBGATCTAGAACBKHDB
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2.0

0.0-= s

2.0

bits

0.0

T LTOAMC S

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
—HVDDVCAGATGKYHBBV
AAAGGTCAAAGGTCAAC-

Original motif

UP00046
Tcfe2a_secondary
Mus musculus
Original Motif
Original Motif
Backward

2

16

0.552064

Consensus sequence: HVDDVCAGATGKYHBBV

2.0

GT
===== __-:GAIAT . -_[C____ ———

0.0

Webiiaga 3.4

Reverse complement motif

WebiLags 1.4

Consensus sequence: VBBDMYCATCTGVHHBH

2.0

it
=

0.0

; gECAI

o

Dataset #: 1

Motif ID: 11

Motif name: NR4A2
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Original motif
Consensus sequence: AAGGTCAC

TLCQ

5

Wkl aga @A

Best Matches for Motif ID 11 (Highest to Lowest)

Motif ID: UP00048

Motif name: Rara

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 8

Similarity score: 0

Alignment:

HHVGTGACCTTTDVDD

-—-—-GTGACCTT-—-——--

Original motif
Consensus sequence: DHBHAAAGGTCACVHD

Reverse complement motif

Consensus sequence: GTGACCTT

0.0

E”ITA&QQIE

Wk L age 3

Reverse complement motif
Consensus sequence: HHVGTGACCTTTDVDD
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2.0

0.0

15
Weblogad 4

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHBHAAAGGTCAHVHB
————— AAGGTCAC---

Original motif

UP00009

Nr2f2_primary
Mus musculus
Original Motif
Original Motif
Backward

4

8

0.0074527

Consensus sequence: DHBHAAAGGTCAHVHB

2.0

it
&

i

 aAuGI0A

15
Weblagad 4

Reverse complement motif
Consensus sequence: BHVDTGACCTTTDVDD

20

oK

bits

0.0

Motif ID:

UP00079
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDBCAAGGTCAHVBDH
————— AAGGTCAC----

Original motif

Esrra_primary
Mus musculus
Original Motif
Original Motif
Forward

6

8

0.01542

Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

0.0

“ chAGLTCA,

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

2.0

0.0

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00009
Nr2f2_secondary
Mus musculus
Original Motif
Original Motif
Forward

6

8
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Similarity score:
Alignment:
VBVBCSGGGTCAVBBH
————— AAGGTCAC---

Original motif

Consensus sequence: VBVBCSGGGTCAVBBH

20

0.0395644

Reverse complement motif
Consensus sequence: HVBVTGACCCSGBVBV

2.0

1.0 ‘ ‘
= _=_‘|:= e W -r. Q-:_' = ———-"I"‘- —
5 10 15

bits

Weblogodd

Motif ID: UP00082
Motif name: Zfp187_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDGMCCTBGTCCHYHV
GTGACCTT——-—————-—

Original motif

Reverse Complement
Original Motif
Forward

1

8

0.0407874

Consensus sequence: DDGMCCTBGTCCHYHV

Reverse complement motif
Consensus sequence: VHMDGGACVAGGRCDH
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2.0
0

=1

00— ==
10

————

) AQGCLLQTCQEE

15
Wabiogad 4

20

L = ?AAQ‘—-Q ! !..__Ig e

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBHBDTGACCCCDHVHB
-———-GTGACCTT-—----

Original motif

UP00053

Rxra_primary

Mus musculus
Reverse Complement
Original Motif
Forward

5

8

0.0422933

Consensus sequence: DBHBDTGACCCCDHVHB

2.0

bits

— e

0.0 —— ———— ==

—e B Tg.c'-.ﬁ_ﬁ

5

Watiloga 3.4

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD

e if\_A i CA:-_%" =

bits
=

10 15
WebiLaga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VKBBAGGGGTCAHDBBH
————— AAGGTCAC—-—---

Original motif

UP00079
Esrra_secondary
Mus musculus
Original Motif
Original Motif
Backward

5

8

0.0447444

Consensus sequence: VKBBAGGGGTCAHDBBH

20

bits

. A

5 10

0.0—=

Reverse complement motif

Consensus sequence: DBBHHTGACCCCTBBYV

bits

20

- -

olr

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00066
Hnf4a_secondary
Mus musculus
Original Motif
Original Motif
Forward

6
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Number of overlap:
Similarity score:

Alignment:

BBHHAAAGTCCAMTHH
————— AAGGTCAC---

Original motif

Consensus sequence: BBHHAAAGTCCAMTHH

2.0

8
0.0481418

Mk TG oz

00—

Weblagad 4

Reverse complement motif
Consensus sequence: HHAYTGGACTTTHDBV

20

—
—
—
!

V-

0.0
5 10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VDHHTTAATGACCBHV
——————— GTGACCTT-

Original motif

UP00197

Hoxc9

Mus musculus
Reverse Complement
Reverse Complement
Forward

8

8

0.0497679

Reverse complement motif
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Consensus sequence: VDVGGTCATTAAHHDB Consensus sequence: VDHHTTAATGACCBHV

. “ TlakTeac
00 4AQ§AT —_— O P ??__5__ el T = < =
Motif ID: UP00035

Motif name: Hicl_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 5

Number of overlap: 8

Similarity score: 0.0500062

Alignment:

DBDDRTGCCCAWDHDV

--—-GTGACCTT----

Original motif Reverse complement motif

Consensus sequence: DBDDRTGCCCAWDHDV Consensus sequence: VHHDWTGGGCAMDHBH

2.0 20

bits
It
&

- &TACCCé$ . . -ﬁrI A% LB g

0.0
15
Weblogad 4 Weblogod.4
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Dataset #: 1 Motif ID: 12 Motif name: RORA_1

Original motif Reverse complement motif
Consensus sequence: AWVDAGGTCA Consensus sequence: TGACCTDVWT

2.0 2.0
¥ A
IE%
0.0 T
5 10

. Elaﬁég

WL ogo 3 S WL ogo 3 @

ts

bi
bits

Best Matches for Motif ID 12 (Highest to Lowest)

Motif ID: UP00009

Motif name: Nr2f2_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 5

Number of overlap: 10

Similarity score: 0.0154749

Alignment:

DHBHAAAGGTCAHVHB

——AWVDAGGTCA----

Original motif Reverse complement motif
Consensus sequence: DHBHAAAGGTCAHVHB Consensus sequence: BHVDTGACCTTTDVDD
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2.0

< amalfTC

0.0

20

bits

15
Weblogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHBVHTGACCTTGVDHD
————— TGACCTDVWT--

Original motif

Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

“_ chAGUTCA,

0.0

UP00079

Esrra_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

10

0.0176661

Reverse complement motif

2.0

bits

0.0

I

P = A —

SC
5

LN

Consensus sequence: HHBVHTGACCTTGVDHD

Webiiaga 3.4

10

Motif ID:

uP00048
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHBHAAAGGTCACVHD
—-—AWVDAGGTCA----

Original motif

Rara

Mus musculus
Original Motif
Original Motif
Forward

3

10
0.0189599

Consensus sequence: DHBHAAAGGTCACVHD

2.0

wr
S1.0 HAA
——— = = @ IC:__._____
10

0.0 =

5

15
Wabiogad 4

Reverse complement motif
Consensus sequence: HHVGTGACCTTTDVDD

20

1 {UAGVTTT

o= =

bits

15
WabiLogo 34

o

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00009
Nr2f2_secondary
Mus musculus
Original Motif
Original Motif
Backward

5

10
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Similarity score: 0.0331999

Alignment:
VBVBCSGGGTCAVBBH

—-AWVDAGGTCA----

Original motif Reverse complement motif

Consensus sequence: VBVBCSGGGTCAVBBH Consensus sequence: HVBVTGACCCSGBVBV
e gSANIVA A ngéw_f,

Motif ID: UP00066

Motif name: Hnf4a_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 3

Number of overlap: 10

Similarity score: 0.0341771

Alignment:

BDBVMGGGGTCAABHDV

-—-AWVDAGGTCA-—-——-

Original motif Reverse complement motif

Consensus sequence: BDBVMGGGGTCAABHDV Consensus sequence: BHHVTTGACCCCYVVDB
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2.0 2.0

0o 2 aAanlF IV e o6 — = i T ==
2 10 18 Webiloga 14 10 8 Webiioga 3.4
Motif ID: UP00053
Motif name: Rxra_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6
Number of overlap: 10
Similarity score: 0.0363566
Alignment:
DBHBDTGACCCCDHVHB
————— TGACCTDVWT--

Original motif Reverse complement motif

Consensus sequence: DBHBDTGACCCCDHVHB Consensus sequence: VHBHDGGGGTCAHBHBD

e if\_A i CA:-_%" =

15 10 15
Watiloga 3.4 Wabiogs 3.4

2.0

e Tgﬁ'-ﬁ_ﬁ

0.0

bits
bits
5

—
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VKBBAGGGGTCAHDBBH
—-—AWVDAGGTCA-—-—-——

Original motif

UP00079
Esrra_secondary
Mus musculus
Original Motif
Original Motif
Forward

3

10

0.0391284

Consensus sequence: VKBBAGGGGTCAHDBBH

20

bits

. A

0.0—=

5 10

Reverse complement motif

Consensus sequence: DBBHHTGACCCCTBBYV

bits

20

- -

olr

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00035
Hicl_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

2
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Number of overlap: 10
Similarity score: 0.0444205

Alignment:
DBDDRTGCCCAWDHDV
————— TGACCTDVWT -

Original motif
Consensus sequence: DBDDRTGCCCAWDHDV

e 4&;\(:(:(:é§4#

bits
&

0.0 =

15
Weblagad 4

Reverse complement motif
Consensus sequence: VHHDWTGGGCAMDHBH

20

%m CA
l_—!: - - - % B S—
5 10

15
Weblogod 4

Motif ID: UP00050

Motif name: Bhlhb2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1

Number of overlap: 10

Similarity score: 0.0461434
Alignment:

RDHDBVDTCACGTGASBHVHDH
AWVDAGGTCA--—————————-

Original motif
Consensus sequence: RDHDBVDTCACGTGASBHVHDH

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM
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2.0

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
——————————— TGACCTDVWT--

Original motif

UP00538

Glil_v016060_primary
Mus musculus

Reverse Complement
Original Motif
Backward

3

10

0.0489571

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

0.0 —t e o=

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

A = e .
5 10 15 20

WebbLaga 34

Dataset #: 1 Motif ID: 13

Motif name: MIZF
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Original motif
Consensus sequence: BAACGTCCGC

- aACGTCCE,

L e

bits

Best Matches for Motif ID 13 (Highest to Lowest)

Motif ID: UP00419
Motif name: Spic

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1

Number of overlap: 10

Similarity score: 0

Alignment:

DWACTTCCRCTTTB

BAACGTCCGC—----

Original motif
Consensus sequence: VAAAGMGGAAGTWD

Reverse complement motif
Consensus sequence: GCGGACGTTV

Reverse complement motif
Consensus sequence: DWACTTCCRCTTTB
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2.0

Welsloge 34

D0

gmiACITCCE?IlI_

Webilaga 3.4

Motif ID: UP00409
Motif name: EIf5

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1

Number of overlap: 10

Similarity score: 0.00379999
Alignment:

BWAHSMGGAAGTWD

BAACGTCCGC—-—---

Original motif
Consensus sequence: BWAHSMGGAAGTWD

2.0

“a ST

Wehilogo 3.4

Reverse complement motif
Consensus sequence: DWACTTCCRSDTWV

Webiogo 3.4

Motif ID: UP00413
Motif name: Elf4
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Mus musculus

Species:

Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward

5
10
0.0124101

Position number:
Number of overlap:
Similarity score:

Alignment:
DBBHACTTCCGGKWTH

--BAACGTCCGC----
Original motif
Consensus sequence: DBBHACTTCCGGKWTH

2.0

g AC‘ ‘
T
e T A T AKX -
10 15
Webilogad 4

Reverse complement motif
Consensus sequence: HAWYCCGGAAGTHBBD

20

! CQ AA T
N
N = L N
5 10 \1;5 =

bits

0.0

e :
Motif ID: UP00404
Motif name: EIf2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif Original Motif
Direction: Forward
3
10
0.0128348

Position number:
Number of overlap:
Similarity score:
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Alignment:
DBBHACTTCCGGDWDB
--BAACGTCCGC——---

Original motif

Consensus sequence: DBBHACTTCCGGDWDB

2.0

bits
5

L T el

eIl

15
WabiLogad 4

Reverse complement motif
Consensus sequence: BDWDCCGGAAGTHBBD

2.0

OO

WablLogo 34

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BDAWGVGGAAGTDH
BAACGTCCGC——-—--

Original motif

Consensus sequence: BDAWGVGGAAGTDH

UP00085

Sfpil_primary

Mus musculus
Original Motif
Reverse Complement
Forward

1

10

0.0141516

Reverse complement motif
Consensus sequence: HDACTTCCBCWTDV
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2.0 210
Bl AAQ;I.: i : AC =Cx L
0.0 ——— = 0.0 = == == ==
5 10 e 5 10 e
Motif ID: UP00423
Motif name: Gmb5454
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif Reverse Complement
Direction: Backward
Position number: 3
Number of overlap: 10
Similarity score: 0.0144665
Alignment:
DVHACCGGAAGTHDDV
--—-GCGGACGTTV--
Original motif Reverse complement motif
Consensus sequence: VDHHACTTCCGGTHVH Consensus sequence: DVHACCGGAAGTHDDV
2.0 2.0
ﬁAQI ywvil L 4CG . AA;[
? 10 orkoarsa ? 1o o
UP00412
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHHACCGGAWGTTDDV
-——-GCGGACGTTV--

Original motif

Etv5

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

10

0.0155825

Consensus sequence: VDHAACWTCCGGTHHH

2.0

L JACT

—
00—

5 10

15
Wabiogad 4

Reverse complement motif
Consensus sequence: DHHACCGGAWGTTDDV

20

. ACC A%AIT_SH

0.0
4

WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00015
Ehf_primary

Mus musculus
Reverse Complement
Original Motif
Forward

6

10
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Similarity score: 0.0162018

Alignment:
VBDABCCGGAAGTDD
————— GCGGACGTTV

Original motif
Consensus sequence: VBDABCCGGAAGTDD

2.0

Reverse complement motif
Consensus sequence: DDACTTCCGGBTHBB

2.0

Weblogo a4

1 a WAA;ﬂ; h_-AQITCCT?I %
Motif ID: UP00418
Motif name: Etv6
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 10
Similarity score: 0.0171234
Alignment:

DVHBTACTTCCGGHTHB
---BAACGTCCGC----

Original motif
Consensus sequence: DVHBTACTTCCGGHTHB

Reverse complement motif
Consensus sequence: BHAHCCGGAAGTABDVD
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2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
MVHBACCGGAAGTVDVH
————— GCGGACGTTV--

Original motif

UP00421

Etvl

Mus musculus
Reverse Complement
Original Motif
Backward

3

10

0.0184147

Consensus sequence: MVHBACCGGAAGTVDVH

2.0

0.0 ==

7 — -__?Cg . Aél‘“‘ -

Watiloga 3.4

Reverse complement motif
Consensus sequence: HBDBACTTCCGGTBHVY

2.0

1
=

P

»—1

.

!

=

:a

|

1

0.0 —= =
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Dataset #: 1 Motif ID: 14 Motif name: PPARGRXRA

Original motif
Consensus sequence: BTRGGDCARAGGKCA

2.0

- 2 o AA TCA

=i aan  —1 00 =
10

5
wa;_oguaa

Best Matches for Motif ID 14 (Highest to Lowest)

Motif ID: UP00067
Motif name: Lefl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2

Number of overlap: 15

Similarity score: 0.0304954
Alignment:

VDDAGATCAAAGGKDDD

—-BTRGGDCARAGGKCA-

Original motif
Consensus sequence: DDDYCCTTTGATCTDDV

Reverse complement motif
Consensus sequence: TGRCCTKTGHCCKAB

' “TeoS0Tzl . G-

==X K =—

15
Weblogo a4

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD
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2.0

bits

0.0

” $?GITTVAIC£

Websiags 3.4

2.0

bits
a

0.0 ——

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHASATCAAAGVRHHH
-BTRGGDCARAGGKCA-

Original motif

UP00058
Tcf3_primary
Mus musculus
Original Motif
Original Motif
Forward

2

15
0.0319475

Consensus sequence: HHHASATCAAAGVRHHH

2.0

w0
10
0

acATOAMG .

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH

2.0

- = E-?—Qn‘ ‘I-.:AI,C:.!::‘:-4 —
: 5 10 15

WebiLags 3.4

Motif ID:

UP00054
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHASATCAAAGGAHHH
—BTRGGDCARAGGKCA-

Original motif

Tcf7_primary
Mus musculus
Original Motif
Original Motif
Backward

2

15

0.032779

Consensus sequence: BHHASATCAAAGGAHHH

2.0

0.0

gm_:A?QIQAAAA“ﬂt'

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHYV

2.0

. =S —-:Iggﬂ‘ 4‘.I*.=AIC1&"JP ey

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00082
Zfp187_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

2

15
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Similarity score: 0.0334185

Alignment:
VHMDGGACVAGGRCDH

BTRGGDCARAGGKCA-

Original motif Reverse complement motif

Consensus sequence: DDGMCCTBGTCCHYHV Consensus sequence: VHMDGGACVAGGRCDH

e . AQCCE = AT _crﬁz 0.0 l} -AAAQEA fw:‘:_hr% T

Motif ID: UP00062

Motif name: Sox4_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 2

Number of overlap: 15

Similarity score: 0.0352539

Alignment:

HBDDDAACAAAGRVBHH

-BTRGGDCARAGGKCA-

Original motif Reverse complement motif

Consensus sequence: HBDDDAACAAAGRVBHH Consensus sequence: HHBBMCTTTGTTHDDBH
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2.0 2.0

210 A A £10 CI T
I » | Ad~ . =Y ll., _
16 5 10

. a0
15

Watiloga 3.4 Wabiogs 3.4

Motif ID: UP00030

Motif name: Sox11_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 15

Similarity score: 0.0358782
Alignment:

HBDDRAACAAAGRABHH

-BTRGGDCARAGGKCA-

Original motif Reverse complement motif

Consensus sequence: HBDDRAACAAAGRABHH Consensus sequence: HHBTMCTTTGTTMDDVH

2.0

%1.0 A §
st ] $A&é . =
1o 1

00— o e —
5

5
Watiloga 3.4

it
5

Gl VT
= Loy N . =B =

Wabiogs 3.4

0.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDTMCTTTGTSTVDBB
TGRCCTKTGHCCKAB-

Original motif
Consensus sequence: VVDBASACAAAGRADH

20

H ?¢AQAAAEBA

bits

0.0 R

UP00101

Sox12_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

2

15

0.0374729

fal

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB

2.0

bits

_—— .

) - JLIP=S : IIIéIE; o=

0.0 = T
15
Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00083
Tcf712_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2
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Number of overlap: 15
Similarity score: 0.0379757

Alignment:
BDDASATCAAAGGMDDD
—-BTRGGDCARAGGKCA-

Original motif
Consensus sequence: DDDYCCTTTGATSTDDV

2.0

EgQITT_AIC; B

0.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

2.0

5 10

0.0 ——
15

WebiLags 3.4

Motif ID: UP00093
Motif name: KIf7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2

Number of overlap: 15

Similarity score: 0.0382733
Alignment:

DHHDGGGCGRGGKHBH

BTRGGDCARAGGKCA-

Original motif

Reverse complement motif
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Consensus sequence: HBDRCCMCGCCCHHHD

20

1 AGQRA

0.

Consensus sequence: DHHDGGGCGRGGKHBH

2.0

—— ‘}%4_'9. g T_.H.__II—:- —

5 10 15
Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DDDYCCCATTGTVHABH
BTRGGDCARAGGKCA--

Original motif

UP00055
Hbpl_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

1

15

0.0397168

Consensus sequence: DDDYCCCATTGTVHABH

2.0

F—

0.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HBTHVACAATGGGMDHD

T [

10 15

bits
P

0.0

Webiloga 3.4

Dataset #: 1 Motif ID: 15 Motif name: Tcfcp2l1
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Original motif
Consensus sequence: CCAGYYHVADCCRG

“0eal. (el

Webslogo 3.4

Best Matches for Motif ID 15 (Highest to Lowest)

Motif ID: UP00032
Motif name: Gata3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 14

Similarity score: 0.0527249
Alignment:

HBHDVBWGATHBTATCRVBHHH
—-—-——-CCAGYYHVADCCRG——--

Original motif
Consensus sequence: HBHDVBWGATHBTATCRVBHHH

Reverse complement motif
Consensus sequence: CKGGDTBDMMCTGG

2.0

"rﬂ‘lﬂ
=1

5 10

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH
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2.0 20

)
e ————c—c =W = pode=m— = = 6:‘. — e = I_/“-_,_ =
10 15

5 10 15 20 5
WebLogad 4 Weblogo 34

ﬂ;lb
(—
|
- —
—
|«

Motif ID: UP00539

Motif name: Gli2_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 1

Number of overlap: 14

Similarity score: 0.0551691

Alignment:

RTHBSYCGCCMCMYVCGBTVDH

———————— CCAGYYHVADCCRG

Original motif Reverse complement motif

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH Consensus sequence: HDBABCGBKRGYGGCGMSBHAK
2.0 2.0
o ?E%ﬁggAcgg:wg‘:‘?Iﬂ = e é.__, g;s_.,-, AT%I?I?@‘E‘-.:-—-A‘?‘E

% ! 2 2 WabLogad 4 3 19 L G WebLagod 4
Motif ID: UP00005
Motif name: Tcfap2a_secondary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHRCCBBWGGDCDB
CCAGYYHVADCCRG

Original motif

Mus musculus
Original Motif
Original Motif
Backward

1

14
0.0560983

Consensus sequence: HHRCCBBWGGDCDB

2.0

Reverse complement motif
Consensus sequence: BDGHCCWBVGGKDH

2.0

Webilaga 3.4

00 l= =_:‘?c§_-__ X&—r.__g_gen___ e E;!;é-—-:—:ﬂg%_ _:rAf_zg e
: 5 10 s - 5 10

Motif ID: UP00013

Motif name: Gabpa_secondary

Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Original Motif
Original Motif
Backward

3

14
0.0566467
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Alignment:
CYDBYWTCCSMHBVVH
CCAGYYHVADCCRG--

Original motif
Consensus sequence: CYDBYWTCCSMHBVVH

2.0

o
-_E‘I.EI

15
WabiLogad 4

LI X

e <xICCo

Reverse complement motif
Consensus sequence: DBVVDRSGGAWKVHKG

2.0

bits

1.0

a6 = —_—— W S O —_—— P =y

5
WablLogo 34

Motif ID: UP00075

Motif name: Sox15_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1

Number of overlap: 14

Similarity score: 0.0577636
Alignment:

BBVAATGDMATTHVA

—-CCAGYYHVADCCRG

Original motif
Consensus sequence: BBVAATGDMATTHVA

Reverse complement motif
Consensus sequence: TVDAATYDCATTVVV
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2.0 20

P === -_——r e e T - 0.0 — e e e e = =_
5 10 wmqlau 5 10 Wﬁﬂ;aﬂ
Motif ID: UP00096
Motif name: Sox13_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 14
Similarity score: 0.0587893
Alignment:
DDDHTGGGTGGGHAHHD
—-—-—-CKGGDTBDMMCTGG
Original motif Reverse complement motif
Consensus sequence: DDDHTGGGTGGGHAHHD Consensus sequence: DHHTHCCCACCCAHDDH
2.0 2.0
O e __-_£]_:_.!._€\£-.=II e e P = gggéggg@ B - .
5 10 15 S 5 10 15 S
Motif ID: UP00034
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Motif name: Sox7_secondary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 14

Similarity score: 0.0590238

Alignment:

VVYDDDCHCAVACAATTDRBVAC

—-—CCAGYYHVADCCRG—————-—

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

=10

J=X cxéALII%_I_ xre = 1 S
5 10 15

bits

1]

WabLogad 4

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

£10

bits

= S Cf:&gAAslIAE 3 ,QQ

5

WabiLogod4

Motif ID: UP00540

Motif name: Gli3_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 9

Number of overlap: 14
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Similarity score: 0.0596904

Alignment:
VYWVVHCRCCACMCACGAHSBHH
———————— CCAGYYHVADCCRG-

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

20

ﬁf B QggcégggAQAQ*c

- = e

15 20
WesLogo 34

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

bits

= "EE‘?IQ'%CIT?Ié X
5 10

00

Motif ID: UP00538
Motif name: Gli1l_v015681_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 14

Similarity score: 0.0597695
Alignment:

BBBDVVRGACCACCCAVGABBAR

————————— CCAGYYHVADCCRG

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

Reverse complement motif

Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB
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2.0

20

J _AVAWVEWVA 2o s Lx__x¢ IVY TWI T
5 10 15 - 5 10 15 2 Viktsaiai
Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVGVSAGGAGGGTCYHHHHYVH
——————— CKGGDTBDMMCTGG-

Original motif

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

e

Reverse Complement
Original Motif
Backward

2

14

0.0598357

Reverse complement motif

20

<
=

10 15 20

WebLogad 4 Weblogod4

Dataset #: 1

Motif ID: 16

Motif name: CTCF
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Original motif Reverse complement motif
Consensus sequence: YDRCCASYAGRKGGCRSYV Consensus sequence: BMSMGCCYMCTKSTGGMHM

20 20

A C " oeilbeeyl o]
G - ec - pg MVATVYXAS - =T XV g LIP-N -

" < . Y o
2 19 Weblegad 4 2 Wablogad 4
Best Matches for Motif ID 16 (Highest to Lowest)
Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 19
Similarity score: 0.0409369
Alignment:
BADHBDHCGCCCMCGCAHHDBBV
—-———-BMSMGCCYMCTKSTGGMHM
Original motif Reverse complement motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB
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2.0

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVBDAGCGBGGGTGGCRDBDDDB
—-YDRCCASYAGRKGGCRSYV—-—-

Original motif

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

:

D

- = -¢—e~'t: e e B N e e w

UP00538

Glil_v016060_secondary
Mus musculus

Original Motif

Original Motif

Backward

4

19

0.0409815

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

==

5 10 15

Motif ID:

UP00540
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VMYDHDGMCCHCCKBGVVAAVH
-—--BMSMGCCYMCTKSTGGMHM

Original motif

Gli3_v015681_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

19

0.0431951

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

%1.0 T
s O Elﬁ—-. Q_,_gl . 4 E_,fr_-lg 2= ,_J‘_‘:E___
5 10 15 20

WabLogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

E10 Q A
‘A.__.__ —— 12}. - A—E—I = -=A_-_
10 15

WabiLogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00539

Gli2_v016060_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

4

19
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Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
-—--BMSMGCCYMCTKSTGGMHM

Original motif

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

0.0469794

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

- s é‘:c“ g.’#_-_-_ AT.‘::—ICFI?AA.zhf‘?‘E
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
YDRCCASYAGRKGGCRSYV—-——--

Original motif

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

Original Motif
Original Motif
Backward

5

19
0.0482204

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
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2.0 20

D.n c ,‘Fsgg I l gz;. 9 ﬂ ARy -\ A A cA.F“?

2 — ’; = 17: :2-; = wm{: 00-== ~:-75 I 10 = 15 = 20 %wu =
Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 19
Similarity score: 0.0491604
Alignment:
HHBSHTCGTGRGTGGKGDBVWMV
—-YDRCCASYAGRKGGCRSYV—-—--
Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
2.0 20
o =X giggéGAgﬁcﬁ;éé‘?a-ﬁﬁ . A'AEQ?I(’;%GIT?I-#)L‘EQ . 28
: 5 10 15 20 = 5 10 15 20

WebiLog 34 Weblagn 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBBDVVRGACCACCCAVGABBAB
—-—-—-BMSMGCCYMCTKSTGGMHM-

Original motif

Consensus sequence: BBBDVVRGACCACCCAVGABBAB

20

UP00538

Glil_v015681_primary
Mus musculus

Reverse Complement
Original Motif

Forward

4

19

0.0511535

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

bits

P B -,I:_:_-;A:I:é__ A = -'—_--_——é‘F . _Jl:_l-_i::;g-_-l’_\T I _1 9";:-_- ==
Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Original Motif
Original Motif
Forward

1
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Number of overlap: 19
Similarity score: 0.0520741

Alignment:
HVGVSAGGAGGGTCYHHHHYVH
YDRCCASYAGRKGGCRSYV——-

Original motif Reverse complement motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

2.0 20

210 TC 210 A c
A 1¥Fa = == =AVTVY TIQQI <
10 15

0.0 —— e AN _— e P —

20

2 19 3 a8 HLognd 3 Weblogad s
Motif ID: UP00538
Motif name: Glil_v015681_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 5
Number of overlap: 19
Similarity score: 0.0532334
Alignment:
DVVTTVGTGGGHGGYAMHWHHHY
YDRCCASYAGRKGGCRSYV—-———
Original motif Reverse complement motif
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Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

20

WesLogo 34

Consensus sequence: DVWVTTVGTGGGHGGYAMHWHHHY

20

Motif ID: UP00050

Motif name: Bhlhb2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 19

Similarity score: 0.0535675

Alignment:

ACHRBHDTCCACGTGYAHHBMHM

--BMSMGCCYMCTKSTGGMHM—--

Original motif
Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

20

w
E‘!.CI T

A A = B
o= o (= . — e =S o=

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20

e QWA
15

= N
0.0 — —=__ = = - - ==

20
Webblaga 3.4
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Dataset #: 2 Motif ID: 17 Motif name: TgTGgTGTCACAGTGCTCC

Original motif
Consensus sequence: TGTGGTGTCACAGTGCTCC

20

“1.To JCTGACACTeTeg

Best Matches for Motif ID 17 (Highest to Lowest)

Motif ID: UP00098

Motif name: Rfx3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2

Number of overlap: 19

Similarity score: 0.043204
Alignment:

BDBBVBVGTAWCCAAGVBHBAGB
-—--TGTGGTGTCACAGTGCTCC-

Original motif
Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

Reverse complement motif
Consensus sequence: GGAGCACTGTGACACCACA

2.

" ehOACTTUACA A

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB
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2.0

20

Webblaga 3.4

0.0 T e e = 1‘5 == ﬁ"}; == wm;‘ 00-= i y: ———— s - 1-5 == ;O_g%
Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6
Number of overlap: 18
Similarity score: 0.553914
Alignment:
HVBDAGCGBGGGTGGCRDBDDDB-
————— TGTGGTGTCACAGTGCTCC

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

1 eeee GWTUUCA

- R e e N e e
5 10 15 20

- N

WesLago 34

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

==

5 10 15 20

Motif ID: UP00192
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
AVHDHTGATACCCMDHH--
-—GGAGCACTGTGACACCACA

Original motif

Six1

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

17

1.04528

Consensus sequence: DHDRGGGTATCAHDHBT

2.0

0.01==

w
=10 ‘ A
- ﬂ'AJ%SEA
5 10

Reverse complement motif
Consensus sequence: AVHDHTGATACCCMDHH

2.0

L AI, Iégcg?ﬁxh

P = =
5

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00193

Rhox11_2205.1

Mus musculus
Original Motif
Reverse Complement
Backward

1

17

1.0459
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——AVDHCGCTGTWAWDVVW
TGTGGTGTCACAGTGCTCC

Original motif
Consensus sequence: AVDHCGCTGTWAWDVVW

2.0

w
=1.0

& < 9 L @Aix-ﬁ%

= = — = =

Wabiloga 3.4

Reverse complement motif
Consensus sequence: WVVHWTWACAGCGHHVT

2.0

w
=1.0

£,
X I
== _._ A IS F = = K
5 10

0.0
15
Webiloga 3.4

Motif ID: UP00193

Motif name: Rhox11_1765.2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1

Number of overlap: 17

Similarity score: 1.0462
Alignment:

——WVVHWTWACAGCGBHBT

TGTGGTGTCACAGTGCTCC

Original motif
Consensus sequence: AVDVCGCTGTWAWDVVW

Reverse complement motif
Consensus sequence: WVVHWTWACAGCGBHBT
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2.0

2.0

1.0

bits

o

0.0

- 5TIHGASL.

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

-—-HHHTTTCACACCTDHBV
GGAGCACTGTGACACCACA--

Original motif

UP00068

Eomes_primary

Mus musculus
Reverse Complement
Original Motif
Backward

3

17

1.04631

Consensus sequence: BVHDAGGTGTGAAAHHH

2.0

bits

A 11 TV

Webriogo 3.4

Reverse complement motif
Consensus sequence: HHHTTTCACACCTDHBY

2.0

" _«T|CAVAVCz.

4 B, 2
.0 I

bits

5
Webloga 3.4

Motif ID:
Motif name:

UP00067

Lefl_primary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDDAGATCAAAGGKDDD--
—-GGAGCACTGTGACACCACA

Original motif

Mus musculus
Reverse Complement
Original Motif
Forward

2

17

1.04807

Consensus sequence: DDDYCCTTTGATCTDDV

2.0

0.0

;cCITM_IC;_

Wabiloga 3.4

Reverse complement motif
: VDDAGATCAAAGGKDDD

Consensus sequence

2.0

10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00540

Gli3_v015681_primary
Mus musculus

Reverse Complement
Original Motif

Forward

3

17

1.04831
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YBVDMGTGGGTGGTCKVVBVBBT --
—-—-GGAGCACTGTGACACCACA-—-—--

Original motif
Consensus sequence: ABBBBVVRGACCACCCACRDBBM

2.0

bits

A A AVWVAC.. e

= =GV 158 &=
5 10 15 20

0.0

WebiLogo 34

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

bits
P

Gze AW o 4§ —e
5

—_—— —_—

0.0

P | T Tﬁl T

20
Webloga 3.4

Motif ID: UP00053
Motif name: Rxra_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 17

Similarity score: 1.04867
Alignment:

——-DBHBDTGACCCCDHVHB

TGTGGTGTCACAGTGCTCC--

Original motif
Consensus sequence: DBHBDTGACCCCDHVHB

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD
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2.0

Websiags 3.4

2.0

Motif ID: UP00388

Motif name: Six6_2267.4
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 17

Similarity score: 1.0491

Alignment:

AHWDHTGATACCCKATD--

--GGAGCACTGTGACACCACA

Original motif
Consensus sequence: DATRGGGTATCAHDWHT

2.0

m TA
=10
il éIf‘.A-r—A 1 A= K =
5 10

15
Webriogo 3.4

Reverse complement motif
Consensus sequence: AHWDHTGATACCCKATD

L T,

Webloga 3.4

Dataset #: 2 Motif ID: 18 Motif name:

sscCCCGCGcs
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Original motif Reverse complement motif
Consensus sequence: BSCCCCGCGBS Consensus sequence: SBCGCGGGGSB

2.0

2.0
: CCCC c C
| =P = oo 1= CC -
5 5 10

10
Wetiiaga 34 Webiaga 34

bits

Best Matches for Motif ID 18 (Highest to Lowest)

Motif ID: UP00000

Motif name: Smad3_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 5

Number of overlap: 11

Similarity score: 0.00934222

Alignment:

BHBHDTGGCGGGGBDHD

--—--SBCGCGGGGSB--

Original motif Reverse complement motif
Consensus sequence: DHHBCCCCGCCAHHBHB Consensus sequence: BHBHDTGGCGGGGBDHD
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2.0

00—

2.0

bits
=

e == ¥ W - N

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:
Alignment:
BMCCCCCGGGGGGGB
-BSCCCCGCGBS—---

Original motif

Consensus sequence: BMCCCCCGGGGGGGB

2.0

%WTGCQCCC

I‘:TTXI

UP00006

Zic3_primary
Mus musculus
Original Motif
Original Motif
Forward

2

11
0.0105793

0.0

15
Webilaga 34

Reverse complement motif
Consensus sequence: VCCCCCCCGGGGGRB

20

"‘E‘Il]
s

_CCCQCC

A(;‘;-E—I— Ly _ug -

15
WetsLogo 34

o.0-=

Motif ID:

UP00057
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VCCCCCCCGGGGGRB
-—--SBCGCGGGGSB-

Original motif

Consensus sequence: BMCCCCCGGGGGGGB

2.0

o3
=1

Zic2_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

11

0.0112489

Co_ N ——_w W B e _

o QQQQCC

0.0

15
WetiLoga 34

Reverse complement motif
Consensus sequence: VCCCCCCCGGGGGRB

2.0

1.0

bits

C—=—"= = = =

10 15
Wetiloago 3.4

ool

GQQQQCQ

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00400

Zif268

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

11
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Similarity score: 0.014467
Alignment:

VVVDHHTGCGYGGGCGDHVHHTB

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

20

A C ACA

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

i

= _“_\IAQ A gé_._
5 10 15

Weblaga 3.4

B M e e o
Motif ID: UP00526
Motif name: Foxnl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 11
Similarity score: 0.0150561
Alignment:
HDWHMHGACGCGCGTRBVVBHW
———————— SBCGCGGGGSB---

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW
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2.0

20

it
P

AC QT T

N = = - . ===t ACHTAV I TACS s XA
5 10 15 20 e 5 10 15 20 S i
Motif ID: UP00065
Motif name: Zfp161_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DMMDGMGCGCGCGCHD
--BSCCCCGCGBS—---

Original motif
Consensus sequence: DDGCGCGCGCRCHYR

2.0

Original Motif
Reverse Complement
Backward

4

11

0.0169049

D

Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD

2.0
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Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
BHCCCCCGGGGGGG

-BSCCCCGCGBS—--

UP00102

Zicl_primary
Mus musculus
Original Motif
Original Motif
Forward
2

11
0.0186112

Original motif
Consensus sequence: BHCCCCCGGGGGGG

2.0

=
s10 : C
Q L —
a R - : e W e
5 10
Wetiiaga 3.4

W

—

UP00527

Reverse complement motif
Consensus sequence: CCCCCCCGGGGGHB

=
. QQQC e
) —-—-—Q_-_ - - - A?E_ v_-'—‘--A. T —
5 10
Webitoga 3.4

LiX

Foxn4_secondary
Mus musculus

Motif ID:
Motif name:
Species:
Matching format of first motif: Original Motif
Matching format of second motif Reverse Complement
Backward
8

Direction:
Position number:
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Number of overlap: 11
Similarity score: 0.0192401

Alignment:
VHYTCCDWCCGCGTCMMTHWHV
-—-—-BSCCCCGCGBS—————--

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

=R AV IVVIVESL Foad - QTCQH_IEQ | VYex_ A%
2 19 3 a8 WabLagod & 3 19 19 £ WebLago3
Motif ID: UP00022
Motif name: Zfp740_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 11
Similarity score: 0.0204596
Alignment:
BHHDYGGGGGGGGBVD
—--SBCGCGGGGSB——--

Original motif

Reverse complement motif
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Consensus sequence: HVBCCCCCCCCMHHHB

20

lllle..

0.0

15
Weblogad 4

Consensus sequence: BHHDYGGGGGGGGBVD

2.0

Weblogodd

Motif ID: UP00526

Motif name: Foxnl_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 11

Similarity score: 0.0232114
Alignment:

DDRMHBACGCGYGCGTDGRBBDB

——————— SBCGCGGGGSB-—---

Original motif
Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

2.0

2 ____Ix_g‘l, A¢:—~Gég$géI e
5 10 15

20
Weblogad 4

Reverse complement motif
Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

20

E: *“?AQ*QAQ*C?I ‘I§

10

e
— e
WeblLogod4
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Dataset #: 2 Motif ID: 19 Motif name: atactttggc

Original motif
Consensus sequence: ATACTTTGGC

2.0

bits
s

0.0
10
WL ogo 3 S

Best Matches for Motif ID 19 (Highest to Lowest)

Motif ID: UP00156
Motif name: Msx2

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4

Number of overlap: 10

Similarity score: 0.0221581
Alignment:

ADHKCTAATTKGTCDBV

—-———-ATACTTTGGC—---

Original motif
Consensus sequence: VVDGACYAATTAGYDHT

Reverse complement motif
Consensus sequence: GCCAAAGTAT

2.0

1.0

bits

0.0

WL ogo 3 @

Reverse complement motif
Consensus sequence: ADHKCTAATTKGTCDBY
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2.0

bits

== 1

o e
5

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDTMCTTTGTSTVDBB
-ATACTTTGGC-——--

Original motif

Consensus sequence: VVDBASACAAAGRADH

2.0

bits

0.0

= W T — =

1 ?QAQAAA A

UP00101

Sox12_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

6

10

0.027519

Weblagad 4

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB

20

N - ;QQIHéIQl -

0.0

15
Weblogod 4

Motif ID:

UP00066
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBHHAAAGTCCAMTHH
-GCCAAAGTAT-----

Original motif

Consensus sequence: BBHHAAAGTCCAMTHH

2.0

bits

00—

Hnf4a_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

6

10

0.0285786

W_Iﬁ*éAA TGCAéIm_

Wabiogad 4

Reverse complement motif
Consensus sequence: HHAYTGGACTTTHDBV

20

" _CIII _

5 10 15
WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00418

Etve

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

10
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Similarity score: 0.030488

Alignment:
BHAHCCGGAAGTABDVD
—-——--GCCAAAGTAT---

Original motif
Consensus sequence: DVHBTACTTCCGGHTHB

20

.

t-—_C—_:_—li_ —
15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BHAHCCGGAAGTABDVD

20

0.0

Motif ID: UP00083

Motif name: Tcf712_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 10

Similarity score: 0.0314685

Alignment:

BDDASATCAAAGGMDDD

————— GCCAAAGTAT--

Original motif
Consensus sequence: DDDYCCTTTGATSTDDV

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

Page 149 of 265


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=083

2.0

bits

2.0

S 1116

0.0
10

9; agee ey QGAIC‘ - P

Watiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHBTMCTTTGTTMDDVH
--ATACTTTGGC—-—----

Original motif

Consensus sequence: HBDDRAACAAAGRABHH

2.0

bits

UP00030

Sox11_primary

Mus musculus
Original Motif
Reverse Complement
Backward

6

10

0.0317293

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

it
5

—_— 0.0

00— S e

5

1.0 A ]
10 !

Gl VT
= Loy N . =B =

Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHBBMCTTTGTTHDDBH
—-—-ATACTTTGGC—-——-—-

Original motif

UP00062

Sox4_primary

Mus musculus
Original Motif
Reverse Complement
Backward

6

10

0.031914

Consensus sequence: HBDDDAACAAAGRVBHH

20

.
:
=

. e AAéf: .

5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

20

Pt
£1.0

0.0

LSSl

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00035
Hicl_primary

Mus musculus
Reverse Complement
Original Motif
Forward

6
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Number of overlap: 10
Similarity score: 0.0323012

Alignment:
DBBATGCCAACCHVHH
————— GCCAAAGTAT-

Original motif
Consensus sequence: DBBATGCCAACCHVHH

2.0

~ afUWACe

0.0
5

bits

15
Weblagad 4

Reverse complement motif
Consensus sequence: DDBHGGTTGGCATVBD

20

Motif ID: UP00146
Motif name: Pou6fl_3733.1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 10

Similarity score: 0.032571
Alignment:

VHHVATAATGAGSTDDH

-———-ATACTTTGGC---

Original motif

Reverse complement motif
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Consensus sequence: VHHVATAATGAGSTDDH

20

=== —_—_-:!___ - N

o e

e

5 10

Webiiogo 3.4

Consensus sequence: DHDASCTCATTATVHHB

20

_ ﬁ_,:,_kég:-_ﬂ Q 11 _I.:, e

0.0 =

bits

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDDYCCTTTGATCTDDV
-—-ATACTTTGGC—-——-—-

Original motif

UP00067

Lefl_primary
Mus musculus
Original Motif
Original Motif
Backward

6

10
0.0330221

Consensus sequence: DDDYCCTTTGATCTDDV

20

0.0

) Q?QITTVAIC;”

Websiaga 3.4

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

2.0

it
a

AN

— _-_(‘.'-: 8 N _‘:—:&A = YS
5

0.0
10 15
WekiLags 3.4
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Dataset #: 2 Motif ID: 20 Motif name: CagTGCTCCACTGTGgT

Original motif
Consensus sequence: CAGTGCTCCACTGTGBT

2.0

“eaUGTCGACTCT 1

P

Webriogo 3.4

Best Matches for Motif ID 20 (Highest to Lowest)

Motif ID: UP00539

Motif name: Gli2_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 17

Similarity score: 0.0419306

Alignment:

CBDMCMGGGTGGTCCHVBVBAH

--ABCACAGTGGAGCACTG---

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

Reverse complement motif
Consensus sequence: ABCACAGTGGAGCACTG

. CAOAG ] GoAlGhcrs

Webloga 3.4

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH
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20
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Motif ID: UP00034
Motif name: Sox7_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 17
Similarity score: 0.0501904
Alignment:
HHBDHDDAACAATDRHHHHHBW
————— ABCACAGTGGAGCACTG

Original motif

Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

S ag;-__ir 1 X I e
5 10 15 2

Weblogod4

Motif ID:

UP00538
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HGDHVHKGACCACCCGGBGBGDB
-—-CAGTGCTCCACTGTGBT----

Original motif

Glil_v016060_primary
Mus musculus

Original Motif

Reverse Complement
Forward

3

17

0.0504778

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

0.0 — e P — 0

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00022
Zfp740_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

17

0.0513094
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Alignment:
DDDTWCCCCCCGGDRVH
CAGTGCTCCACTGTGBT

Original motif

Consensus sequence: DDDTWCCCCCCGGDRVH

2.0

Reverse complement motif
Consensus sequence: HVYKDCCGGGGGGWADDD

2.0

-'j-‘?‘__;_-_; — EEEQ?ﬁ:f B 4 4%4é§£:}5

5 10 15

Wabiloga 3.4 Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VMYDHDGMCCHCCKBGVVAAVH
-CAGTGCTCCACTGTGBT----

Original motif

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

UuP00540

Gli3_v015681_secondary
Mus musculus

Original Motif

Reverse Complement
Forward

2

17

0.0516506

Reverse complement motif
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20

Motif ID: UP00528

Motif name: Foxm1_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 17

Similarity score: 0.0523515

Alignment:

VHVRCAYGATGCATCDTVVADTH
—-—-ABCACAGTGGAGCACTG———--

Original motif
Consensus sequence: HADTBVADGATGCATCMTGMVHB

2.0

A aVA| Igé;[ﬁ -

_——

5 10 15 20
WesLago 34

Reverse complement motif
Consensus sequence: VHVRCAYGATGCATCDTVVADTH

20

%10
P = I‘EAI_A_A _V lggl é:—‘l -
5 15

10

WebbLaga 34

Motif ID: UP00540
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
CVHBSCGGGTGGTCMHVHHCDH
-—-ABCACAGTGGAGCACTG---

Original motif

Gli3_v016060_primary
Mus musculus

Reverse Complement
Reverse Complement
Forward

3

17

0.053668

Consensus sequence: HDGHHBHRGACCACCCGSVDVG

2.0

bits

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

<

WabiLogod4

i = i = == =
. 2 19 & Wablogad 4 ‘
Motif ID: UP00050
Motif name: Bhlhb2_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Reverse Complement
Original Motif
Forward

6

17

Page 159 of 265


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=050

Similarity score: 0.0539016

Alignment:
YDYBDHTMCACGTGGADDBMDGT
————— ABCACAGTGGAGCACTG-

Original motif

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

20

ls A .o

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20

%uegé;u;_q= Tk: 14;. -

%

Weblaga 3.4

e W WV T = AKX - = =AY WV T ‘
Motif ID: UP00042
Motif name: Gm397_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1
Number of overlap: 17
Similarity score: 0.0558205
Alignment:
HHRTATGTGCACATHHD
ABCACAGTGGAGCACTG

Original motif
Consensus sequence: HHDATGTGCACATAMDH

Reverse complement motif
Consensus sequence: HHRTATGTGCACATHHD
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BDVBCDACGCKCGCGTBHRKHD
—-—-——-CAGTGCTCCACTGTGBT-

Original motif

Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

2.0

Jo 8% A¢ﬂGéQQQAI

UP00526

Foxn1_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

2

17

0.0558674

Reverse complement motif

20

WebiLags 1.4

Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

%: ,A?AQ%QAQACfI =

S
= -
5

3034

Wabis

Dataset #: 2 Motif ID: 21

Motif name: AMTGTGACACCACAGT
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Original motif
Consensus sequence: AMTGTGACACCACAGT

g:quAE-AgAggAQA%I

Weblagad 4

Best Matches for Motif ID 21 (Highest to Lowest)

Motif ID: UP00020
Motif name: Atfl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 16

Similarity score: 0.0273934
Alignment:

DBDRTGACGTCAYHRD

AMTGTGACACCACAGT

Original motif
Consensus sequence: DBDRTGACGTCAYHRD

2

o TohoTed.

— —— = =
15
Wabiogad 4

Reverse complement motif
Consensus sequence: ACTGTGGTGTCACART

SRS

bits
s

Reverse complement motif
Consensus sequence: DMDMTGACGTCAKHBD

20

o6 = TAC TQAE-;:— ===

e
5

WabiLogo 34
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
AHWDGTGATACCCMRTD
—-AMTGTGACACCACAGT

Original motif

UP00159

Six2

Mus musculus
Original Motif
Reverse Complement
Forward

2

16

0.0303245

Consensus sequence: DAKRGGGTATCACDWHT

20

m TA

=10
a “}éT Paay. % g iss
- 5 10

Reverse complement motif
Consensus sequence: AHWDGTGATACCCMRTD

20

5 - BT -

Webiloga 3.4

I
— % = e

Motif ID: UP00103

Motif name: Jundm2_primary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Original Motif
Original Motif
Backward

1
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Number of overlap: 16
Similarity score: 0.0344928

Alignment:
BBGATGACGTCAYCVH
AMTGTGACACCACAGT

Original motif
Consensus sequence: BBGATGACGTCAYCVH

2.

- smﬁTTAﬁAIQAzc?

0.

Weblagad 4

Reverse complement motif
Consensus sequence: HVGMTGACGTCATCBB

20

ATl Tk

0.0

Weblogod 4

Motif ID: UP00122

Motif name: Tgifl

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 16

Similarity score: 0.0348371

Alignment:

DBVVAGCTGTCAWWVTH

ACTGTGGTGTCACART-

Original motif

Reverse complement motif
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Consensus sequence: DABWWTGACAGCTVVBD

20

a_ Ax]) iy CI

15

0.0
5 1
Webiiogo 3.4

Consensus sequence: DBVVAGCTGTCAWWVTH

20

— :Ac ‘:'-‘:Iﬂ,;

5 10 15
Webiloga 3.4

Motif ID: UP00195
Motif name: Six3

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 16

Similarity score: 0.0349083
Alignment:

DATRGGGTATCAHHWHT

ACTGTGGTGTCACART-

Original motif
Consensus sequence: DATRGGGTATCAHHWHT

20

%1.0

0.0 -
5 10 15

Reverse complement motif
Consensus sequence: AHWHDTGATACCCKATH

2.0

" C C
= =1 T 2= Eél-:
5 N 10 5 B

WekiLags 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DATRGGGTATCAHDWHT
ACTGTGGTGTCACART -

Original motif

UP00388
Six6_2267.4

Mus musculus
Reverse Complement
Original Motif
Backward

2

16

0.0354092

Consensus sequence: DATRGGGTATCAHDWHT

20

ao-l== éIﬁA‘__ATA Il

bits

Reverse complement motif
Consensus sequence: AHWDHTGATACCCKATD

Eﬂéé %T AQGQE%I*

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00192

Six1

Mus musculus
Reverse Complement
Original Motif
Forward

1

16
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Similarity score: 0.0354313

Alignment:

AVHDHTGATACCCMDHH

ACTGTGGTGTCACART-

Original motif Reverse complement motif

Consensus sequence: DHDRGGGTATCAHDHBT Consensus sequence: AVHDHTGATACCCMDHH

2.0 2.0
o6 QIAQ-:ATA .. - K i = Al ! IAQCQ‘?—QI%
5 10 15 Saaah 5 10 15 Sas

Motif ID: UP00199

Motif name: Six4

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 2

Number of overlap: 16

Similarity score: 0.0355151

Alignment:

ADDHATGACACCBHBBV

-AMTGTGACACCACAGT

Original motif Reverse complement motif

Consensus sequence: ADDHATGACACCBHBBV Consensus sequence: BBVHVGGTGTCATHDDT
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WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DBHBDTGACCCCDHVHB
-AMTGTGACACCACAGT

Original motif

UP00053
Rxra_primary
Mus musculus
Original Motif
Original Motif
Forward

2

16
0.0362492

Consensus sequence: DBHBDTGACCCCDHVHB

2.0

o TQA_;,_ —

0.0 —_— = .

5 10

15
Webiiaga 3.4

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD

2.0

I
i

0.0

— F
— = AV | W1 i e
5 10 15
Webloga 3.4

Motif ID:

UP00388
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Motif name: Six6_2267.5

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1
Number of overlap: 16
Similarity score: 0.0374881
Alignment:
DDDRGGGTATCAWHWHT
—-AMTGTGACACCACAGT
Original motif Reverse complement motif
Consensus sequence: DDDRGGGTATCAWHWHT Consensus sequence: AHWHWTGATACCCKDDD
2.0 2.0
00 ‘"‘-’-‘*JLAJE\J-_ATA CA‘?“ L == LI__ TAggg;ﬁAé
5 10 1 Saaah 5 10 15 Sas
Dataset #: 2 Motif ID: 22 Motif name: CACTGTGrYrtCACAGTGswsCAcT
Original motif Reverse complement motif
Consensus sequence: CACTGTGRTRTCACAGTGSWSCACT Consensus sequence: AGTGSWSCACTGTGAMAMCACAG
20
AC cebtc] AWMC| | aCa_CHURCT
C Ta T IAT MY YGAC __gn = —-—QTQn XAty AT Sral Xl

15 20 25 5 10 15 20 25
WeblLagod4 Webilogad4
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Best Matches for Motif ID 22 (Highest to Lowest)

Motif ID: UP00034
Motif name: Sox7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 21

Similarity score: 0.0558366
Alignment:

—-—-—--HHBDHDDAACAATDRHHHHHBW
CACTGTGRTRTCACAGTGSWSCACT -

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

20

Reverse complement motif

Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

&
A n .
oo = - _—-_,:.".3*,_‘_ L w ?,_,._ _ - = 06 N =, = . ; AA?EEJ—A—’; =
Motif ID: UP00540
Motif name: Gli3_v015681_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement
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Matching format of second motif: Reverse Complement

Direction: Forward
Position number: 3
Number of overlap: 20
Similarity score: 0.55477
Alignment:

VMYDHDGMCCHCCKBGVVAAVH-————
——AGTGSWSCACTGTGAMAMCACAGTG

Original motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

A_;lT XYV VY IQ = _adk

WabLogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

w
- C CQ A
¥ A__.__ — Ao g W X 6_1_:': == -:A_._
10 15

WablLogo 34

Motif ID: UP00539

Motif name: Gli2_v016060_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 7

Number of overlap: 19

Similarity score: 1.05722

Alignment:

DBCDWHCTGGGTGGTCMDHBBAH------
—————— AGTGSWSCACTGTGAMAMCACAGTG
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Original motif

Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

2.0

R

R

R e —

5 10

WesLago 34

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBALF

20

E CTQl TTg

= B b gl ’e= % =

5 10 15

B
20

WebbLaga 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

UP00538

Glil_v016060_primary
Mus musculus

Reverse Complement
Reverse Complement

Direction: Forward
Position number: 7
Number of overlap: 19
Similarity score: 1.05946
Alignment:

HGDHVHKGACCACCCGGBGBGDB-———-~
—————— AGTGSWSCACTGTGAMAMCACAGTG

Original motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

20

%t G_g?ggﬁ T lgx *

== . =Tw
20

WesLogo 34

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

o aAAWe

=== -— = e e : =

5 10 15 20

it
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Weblaga 3.4
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Motif ID: UP00539
Motif name: Gli2_v015681_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:

Original Motif
Reverse Complement

Direction: Forward
Position number: 8
Number of overlap: 18
Similarity score: 1.5496
Alignment:

HTBVVVDGGACCACCCRGRDBG----—-~—
——————— CACTGTGRTRTCACAGTGSWSCACT

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

AQ Ce c A,

WablLogo 34

> ﬁl = A IV L o= -~ . oS aw | AP =__
5 10 15 o 5 10 15
Motif ID: UP00528
Motif name: Foxm1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 8
Number of overlap: 18
Similarity score: 1.55149
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Alignment:
HADTBVADGATGCATCMTGMVHB-—-—————
——————— CACTGTGRTRTCACAGTGSWSCACT

Original motif Reverse complement motif

Consensus sequence: HADTBVADGATGCATCMTGMVHB Consensus sequence: VHVRCAYGATGCATCDTVVADTH
2.0 20
i ‘_h&:u:': éeAA‘_; e Igél-.~g . P -:FEAIAA,T lgél é:‘l -

5 10 15 20 o 5 10 15 20 i

Motif ID: UP00540

Motif name: Gli3_v016060_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Backward

Position number: 8

Number of overlap: 18

Similarity score: 1.55607

Alignment:

——————— CVHBSCGGGTGGTCMHVHHCDH
AGTGSWSCACTGTGAMAMCACAGTG-—————~

Original motif Reverse complement motif
Consensus sequence: HDGHHBHRGACCACCCGSVDVG Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH
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Motif ID: UP00228
Motif name: Bapx1
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
———————— DTBVTTAAGTGGTTHHV

AGTGSWSCACTGTGAMAMCACAGTG——————

Original motif

Reverse Complement
Original Motif
Backward

8

17

2.04247

Consensus sequence: VHHAACCACTTAAVVAH

2.0

bits

muﬁngquGIIAA

Reverse complement motif
Consensus sequence: DTBVTTAAGTGGTTHHY

2.0
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E‘I.CI
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Webloga 3.4
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29 15 wam_:‘ 29 10 15
Motif ID: UP00031
Motif name: Zbtb3_primary
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Species: Mus musculus

Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 7

Number of overlap: 17

Similarity score: 2.04316

Alignment:

DDBBBCACTGCABTBBB-—-—-—-—-—-—-—

—————— CACTGTGRTRTCACAGTGSWSCACT

Original motif
Consensus sequence: DDBBBCACTGCABTBBB

2.0

o
=10
P == W =P S
5 10

15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BBBAVTGCAGTGBBVDD

2.0

ool SR e = A = e

Webiloga 3.4

Motif ID: UP00193

Motif name: Rhox11 1765.2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 4

Number of overlap: 17

Similarity score: 2.04346

Alignment:
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WVVHWTWACAGCGBHBT-———————
—-——-AGTGSWSCACTGTGAMAMCACAGTG

Original motif
Consensus sequence: AVDVCGCTGTWAWDVVW

2.0

i % 9 b4 %AQ e
10

0.0 —— _———

5 15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: WVVHWTWACAGCGBHBT

2.0

[}
= 1.0

N e III i <= A == N
5 10

0.0
15
Webiloga 3.4

Dataset #: 2 Motif ID: 23 Motif name: TGGAGCACTGTGACAcCCACAGTGg

Original motif
Consensus sequence: TGGAGCACTGTGACAVCACAGTGG

20

“
E”]T c T c Q C
LSy =l Q!AA A L ==L e =N —
5 10

=3 = rE —
15 20

Wetrlogo 34

Best Matches for Motif ID 23 (Highest to Lowest)

Motif ID: UP00098

Motif name: Rfx3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 21

Reverse complement motif

Consensus sequence: CCACTGTGVTGTCACAGTGCTCCA

20

ET - = XA~
5 10

ToAGhelcclog

Webloga 34
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Similarity score: 0.0391954

Alignment:
BDBBVBVGTAWCCAAGVBHBAGB---
—-——CCACTGTGVTGTCACAGTGCTCCA

Original motif
Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

n
-_E'H]

CT = C_IIAIT Y =

20

WebiLogo 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

Webloga 3.4

Motif ID: UP00540

Motif name: Gli3_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 21

Similarity score: 0.0400271

Alignment:

YBVDMGTGGGTGGTCKVVBVBBT ———
-—-CCACTGTGVTGTCACAGTGCTCCA

Original motif
Consensus sequence: ABBBBVVRGACCACCCACRDBBM

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT
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2.0

= =

20

Motif ID: UP00539

Motif name: Gli2_v016060_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 20

Similarity score: 0.535486

Alignment:

———--DBCDWHCTGGGTGGTCMDHBBAH
CCACTGTGVTGTCACAGTGCTCCA-——-

Original motif
Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

20

£1o A
As 4
: = = ;8 R

5 10 15 20

Wetlogo 34

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBAK

20

ex U

0.0-== = . e o e

5 10

Webhlogo 3.4

Motif ID: UP00538
Motif name: Glil_v015681_primary
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Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
—-———-BTBVTCVTGGGTGGTCMVVDVBB

CCACTGTGVTGTCACAGTGCTCCA--—-

Original motif

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

20

0.536069

Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

AWVAVYA

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

bits

w T__16¢ T T %:_1_ o

=

20
Webloga 3.4

gl == === A w =W p N ‘L_-?é“? o EEES==r =1 V= A=
5 10 15 20 o 10 15
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Original Motif
Reverse Complement
Backward

4

20

0.539704
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Alignment:
———-—-HGDHVHKGACCACCCGGBGBGDB
TGGAGCACTGTGACAVCACAGTGG—--

Original motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

[iMle,

bits
=

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

o c-—g‘r—'g%& e o =t AT A A c‘}’-‘,_,ﬂ =
5 10 20 o 5 10 15 20
Motif ID: UP00540
Motif name: Gli3_v015681_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 7
Number of overlap: 18
Similarity score: 1.53819
Alignment:

—————— DVTTVVCVYGGHGGYCHHDMYB
TGGAGCACTGTGACAVCACAGTGG——————

Original motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH
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2.0

bits

:Hﬁllz c SV WIG _

20

= = éz;- 0 ol=== = r— = ==t — == =
5 10 15 20 e 5 10 1 20 ik

Motif ID: UP00122
Motif name: Tgifl
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3
Number of overlap: 17
Similarity score: 2.02534
Alignment:
——————— DABWWTGACAGCTVVBD
TGGAGCACTGTGACAVCACAGTGG--
Original motif Reverse complement motif
Consensus sequence: DABWWTGACAGCTVVBD Consensus sequence: DBVVAGCTGTCAWWVTH

2.0 2.0

o eiéﬁ:':: . v cI_ e ol =é¢: i :‘;‘:1_{:&;

o 1] 10 _— = 5 10 15 _—
Motif ID: UP00159
Motif name: Six2
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Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
AHWDGTGATACCCMRTD-——————

——CCACTGTGVTGTCACAGTGCTCCA

Original motif

Mus musculus
Reverse Complement
Original Motif
Forward

3

17

2.02571

Consensus sequence: DAKRGGGTATCACDWHT

2.0

m A
=10 ‘
f&é,\lsﬂ_l}_—_A
10

0.0
5

Reverse complement motif
Consensus sequence: AHWDGTGATACCCMRTD

2.0

15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UP00192

Six1

Mus musculus
Reverse Complement
Original Motif
Forward

3

17

2.02892
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AVHDHTGATACCCMDHH---—-—--
——CCACTGTGVTGTCACAGTGCTCCA

Original motif
Consensus sequence: DHDRGGGTATCAHDHBT

2.0

w

E'I.U A

ool E o A==\ ‘ : == - L
5 10

Reverse complement motif
Consensus sequence: AVHDHTGATACCCMDHH

2.0

L AI, IAQCQ?§I“

0.0—— - —
5

Webiloga 3.4

Motif ID: UP00076

Motif name: Rfxdc2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 17

Similarity score: 2.0292

Alignment:

HDDVSGTRTCMADGBVB-——————

—-——CCACTGTGVTGTCACAGTGCTCCA

Original motif
Consensus sequence: BBVCDTRGAKACSVDDH

Reverse complement motif
Consensus sequence: HDDVSGTRTCMADGBVB
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2.0

10 r lA___ $TA09 =

5

Websiags 3.4

2.0

[ = éIC?A B

e — —_— s e —

15
WebiLags 1.4

bits

Dataset #: 2 Motif ID: 24 Motif name: ssCCCCGCSssk

Original motif
Consensus sequence: SBCCCCGCCSBB

e coclrce:

Wetiloga 34

Best Matches for Motif ID 24 (Highest to Lowest)

Motif ID: UP00000

Motif name: Smad3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward

Position number: 4

Number of overlap: 12

Similarity score: 0.0114847

Alignment:

Reverse complement motif
Consensus sequence: BBSGGCGGGGBS

2.0

2]
i -
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DHHBCCCCGCCAHHBHB
--SBCCCCGCCSBB—--

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

: = = ‘E‘:QQC-,L:CC& e

bits

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

=
=1k

gl = e e

5 10 15

— = ===

Webiloga 3.4

Motif ID: UP00Q093
Motif name: KIf7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 12

Similarity score: 0.0165262
Alignment:

HBDRCCMCGCCCHHHD

--SBCCCCGCCSBB--

Original motif
Consensus sequence: HBDRCCMCGCCCHHHD

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH
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2.0

i AQQEAW

0.0—1==

bits

20

e R g T_.p,_—_-_:l—:— e

Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVBCCCCCCCCMHHHB
--SBCCCCGCCSBB--

Original motif

UP00022

Zfp740_primary
Mus musculus
Original Motif
Original Motif
Backward

3

12

0.0276137

Consensus sequence: HVBCCCCCCCCMHHHB

2.0

g:%gggcccggeg

15
Weblagad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

20

it
o

0.0 = =

Motif ID:

UP00003
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
WHSGCGCGCCHTDHB
-SBCCCCGCCSBB--

Original motif

Consensus sequence: VHDADGGCGCGCSHW

2.0

E2F3_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2

12

0.0328578

0.0 —

o ‘ ( :
=10 c
A —_
e e W Cer e WIW W e =
5 10 15

WetiLoga 34

Reverse complement motif
Consensus sequence: WHSGCGCGCCHTDHB

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00033
Zfp410_secondary
Mus musculus
Original Motif
Original Motif
Forward

2

12
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Similarity score: 0.0336734

Alignment:
BHHBHCCGCCCCDHHHH
-SBCCCCGCCSBB——-—--

Original motif
Consensus sequence: BHHBHCCGCCCCDHHHH

20

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

20

pol==xE= ==
5

Motif ID: UP00001
Motif name: E2F2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3

Number of overlap: 12

Similarity score: 0.0345737
Alignment:

HHVGCGCGCCKTDHB

-SBCCCCGCCSBB--

Original motif
Consensus sequence: VHDARGGCGCGCVHH

Reverse complement motif
Consensus sequence: HHVGCGCGCCKTDHB
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2.0

0
-_51.0
e W W - = = =
10

bits

! C CC—.— !
—— s e Sae = e — —
5 10 18

Wetiloago 3.4

0.0 S :E:‘;:.s; 0.0
Motif ID: UP00099
Motif name: Ascl2_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVDVGGGHGGGGDRBHB
--BBSGGCGGGGBS--

Original motif

Reverse Complement
Reverse Complement
Backward

3

12

0.0347468

Consensus sequence: BHVYDCCCCDCCCBDBH

2.0

Reverse complement motif
Consensus sequence: HVDVGGGHGGGGDBHB

2.0

g e e e o

5 10 15
WabiLogo 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHHWGGGGCGGBRBVH
-—-BBSGGCGGGGBS--

uP00043

Bcl6b_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

3

12

0.0358124

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH

Original motif
Consensus sequence: HBBBCCGCCCCWHHHV

¢C.CCCc

" SRse S 8 A2 = — et K %‘_&g}:%%e& S
Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 9
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Number of overlap: 12
Similarity score: 0.0365354

Alignment:
BADHBDHCGCCCMCGCAHHDBBV
———————— SBCCCCGCCSBB-—--

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

A C Qé Ca

Iy — = = ¥ ST K o=

5 10 15 20

bits

WesLago 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

=t _“_‘IAQ TA : gé.-_ - -I__-

0.0 - = =

WebbLaga 34

Motif ID: UP00526

Motif name: Foxnl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 12

Similarity score: 0.0389727

Alignment:

HDWHMHGACGCGCGTRBVVBHW

————— BBSGGCGGGGBS———-—~

Original motif

Reverse complement motif
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Consensus sequence: WHVBVVMACGCGCGTCDYHWDH Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20 20

o 1A‘f.'_-_A_T__ g E TA ¢ Q g =S 9. = eAQe o ___.Qe-q:r.--.___--:é-pxg
Dataset #: 2 Motif ID: 25 Motif name: wwCCAMAGTCmt
Original motif Reverse complement motif
Consensus sequence: DDCCAMAGTCHB Consensus sequence: VDGACTRTGGDD

bns
bits
5

- (CAsaCTc + oACTeTe

Wekiloga A4 Wetiloga 34

Best Matches for Motif ID 25 (Highest to Lowest)

Motif ID: UP00079
Motif name: Esrra_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 12

Similarity score: 0.00927341
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Alignment:
DHDBCAAGGTCAHVBDH
-DDCCAMAGTCHB----

Original motif
Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

w
=10 : ‘ A
—— . =
e — - =
10

0.0

15
Wabiloga 3.4

5

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

2.0

0.0

Webiloga 3.4

Motif ID: UP00066
Motif name: Hnf4a_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 12

Similarity score: 0.0157554
Alignment:

BBHHAAAGTCCAMTHH

DDCCAMAGTCHB-—---

Original motif
Consensus sequence: BBHHAAAGTCCAMTHH

Reverse complement motif
Consensus sequence: HHAYTGGACTTTHDBV
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2.0

 AGICEA,.

=

bits

20

15
Weblogad 4

UP00023

Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
DHDBAACAATDRHHHH

—--VDGACTRTGGDD--

Sox30_primary
Mus musculus
Reverse Complement

Original Motif
Forward

3

12
0.0218941

Original motif
Consensus sequence: DHDBAACAATDRHHHH

bit

P e

20
2.0 AQAAI
P | 1 ] = = N
5 10 15
Wabilogad 4

uP00028

Reverse complement motif
Consensus sequence: HHHHMHATTGTTBDHD

20
10 ‘ )
—— _._I;% A I A A= . -
5 10 15
Wabloga 3 4

0.0

bits
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DTHGCCTSAGGCHHH
—--DDCCAMAGTCHB-

Original motif

Consensus sequence: HHHGCCTSAGGCDAD

2.0

a CC .
= O] GC.__n :

Tcfap2e_primary
Mus musculus
Original Motif
Reverse Complement
Backward

2

12

0.023236

Reverse complement motif
Consensus sequence: DTHGCCTSAGGCHHH

2.0

1= CCTGA C__

15
Wetiloago 3.4

i =
’° ) ) Weaty: L?]ﬂ- e G
Motif ID: UP00034
Motif name: Sox7_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Reverse Complement
Original Motif
Backward

6

12
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Similarity score: 0.0235871

Alignment:
HHBDHDDAACAATDRHHHHHBW

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

20

bits

A

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

Weblogo34

o= _._,:_:;:e,}.__. AN : ??? ___;-,;_;]_ 2 ud X o g AQ% x 1 AA??EA;‘_? -
Motif ID: UP00Q095
Motif name: Zfp691_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 12
Similarity score: 0.0240897
Alignment:
VHBDDAGGAGTCWBBTD
--DDCCAMAGTCHB---

Original motif
Consensus sequence: DABBWGACTCCTHDVHYV

Reverse complement motif
Consensus sequence: VHBDDAGGAGTCWBBTD
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2.0 2.0
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2 10 12 Wetiiaga 2.4 2 10 2 WebiLaga 3.4
Motif ID: UP00004
Motif name: Sox14_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2
Number of overlap: 12
Similarity score: 0.025783
Alignment:
BKBASACAATRGHBB
—-—-VDGACTRTGGDD-

Original motif
Consensus sequence: BKBASACAATRGHBB

2.0

10 o éEACAAI“E‘ﬁ

WebiLogo 34

Reverse complement motif
Consensus sequence: BBDCMATTGTSTBRB

2.0

B , Qgéﬂ.;A?I

I

18
Webhlogo 34
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDDDHAACCGTTAHHHD
—--VDGACTRTGGDD--

Original motif

UP00081

Mybl1_primary

Mus musculus
Reverse Complement
Original Motif
Backward

3

12

0.026472

Consensus sequence: HDDDHAACCGTTAHHHD

20

4 AACCMIA

0.0 == =t
5

_I—";‘_'..—|_=
5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DHHHTAACGGTTHDHDH

20

—— QA < _..ll-fm =
5 10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00052
Osr2_primary

Mus musculus
Original Motif
Reverse Complement
Backward

2
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12

Number of overlap:
Similarity score:

Alignment:
HHHHGCTACKGTHVHH

-—--DDCCAMAGTCHB-
Original motif
Consensus sequence: HHVHACRGTAGCH

2.0

bits

0.0

i A ‘
5 10
Wablogad 4

0.027027

HHD

UP00000

Reverse complement motif
Consensus sequence: HHHHGCTACKGTHVHH

2.0
— ‘A CVZe
5 10 15
Weblogod 4

—— _

bits
s

0.0

Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
HVHBVTGTCTGGDDHDD

--VDGACTRTGGDD—---

Original motif

Smad3_primary
Mus musculus
Reverse Complement

Reverse Complement

Forward

3
12
0.0270662

Reverse complement motif
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Consensus sequence: HDHDDCCAGACABBHVH

20

00— e = o -

Consensus sequence: HVHBVTGTCTGGDDHD

20

D

Dataset #: 2 Motif ID: 26

Original motif
Consensus sequence: CAHCACAGTGGAGCACT

E;QAE AGAL uéATQQQI

Best Matches for Motif ID 26 (Highest to Lowest)

1

Motif ID: UP00539
Motif name: Gli2_v015681_primary
Species: Mus musculus

Original Motif
Reverse Complement

Matching format of first motif:
Matching format of second motif:

Direction: Forward
Position number: 2

Number of overlap: 17
Similarity score: 0.0381337

Motif name: CAcCACAGTGGAGCAct

Reverse complement motif

Consensus sequence: AGTGCTCCACTGTGDTG

L TIkTT

g

15
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Alignment:
CBDMCMGGGTGGTCCHVBVBAH
-CAHCACAGTGGAGCACT----

Original motif

Consensus sequence: HTBVVVDGGACCACCCRGRDBG

2.0

C

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

EQ o C

A,

WablLogo 34

s ﬁl = - LIV T =~ ; oS aw | AP s=__
g 5 10 15 e f 5 10 15

Motif ID: UP00031

Motif name: Zbtb3_primary

Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBBAVTGCAGTGBBVDD
AGTGCTCCACTGTGDTG

Original motif

Reverse Complement
Reverse Complement
Backward

1

17

0.0393208

Consensus sequence: DDBBBCACTGCABTBBB

Reverse complement motif
Consensus sequence: BBBAVTGCAGTGBBVDD
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0.0

Websiags 3.4

2.0

o= _— = M == ===

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHBDHDDAACAATDRHHHHHBW
-——-CAHCACAGTGGAGCACT-

Original motif

UP00034
Sox7_primary
Mus musculus
Original Motif
Original Motif
Backward

2

17
0.0441166

Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

o
i

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

JE e G 1V
1

[1] 15 20
Weblogod4

Motif ID:

UP00538
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HGDHVHKGACCACCCGGBGBGDB
-——-AGTGCTCCACTGTGDTG---

Original motif

Glil_v016060_primary
Mus musculus

Reverse Complement
Reverse Complement
Forward

4

17

0.0477617

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

= B S

0.0

10 15

c,,,f—?scga 9 T T

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

oAV

0.0 R b — - e =

bits

5 10 15 20
Weblagn 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00231

Nkx2-2

Mus musculus
Original Motif
Original Motif
Backward

1

17
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Similarity score: 0.0479423

Alignment:
HDVRCCACTTGARADBD

CAHCACAGTGGAGCACT

Original motif
Consensus sequence: HDVRCCACTTGARADBD

JEQ?EGAJ lé AA{‘_ =

—— ===
15

bits
a

0.0
Webiiogo 3.4

Reverse complement motif
Consensus sequence: DVDTKTCAAGTGGKBDH

20

Motif ID: UP00528

Motif name: Foxm1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6

Number of overlap: 17

Similarity score: 0.0484681
Alignment:

VHVRCAYGATGCATCDTVVADTH
-CAHCACAGTGGAGCACT-----

Original motif
Consensus sequence: HADTBVADGATGCATCMTGMVHB

Reverse complement motif
Consensus sequence: VHVRCAYGATGCATCDTVVADTH
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2.0

20
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WebiLog 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBSHTCGTGRGTGGKGDBVWMV
AGTGCTCCACTGTGDTG-————-

Original motif

Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

T
J=cX

0.

UP00540
Gli3_v016060_secondary
Mus musculus

Reverse Complement
Reverse Complement
Forward

1

17

0.0487437

Reverse complement motif

20

it
b=

5

} x QQQQQGQQA

CRaxs
20

= s _-_E"E‘?“Igﬁc

00

- N
IT-?—-I.-; A=A
10

Weblagn 3.4

Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

5
WebiLog 34

15 20
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Motif ID: UP00046

Motif name: Tcfe2a_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 17

Similarity score: 0.048891

Alignment:

DHDBHGCACCTGBDDVB

AGTGCTCCACTGTGDTG

Original motif
Consensus sequence: VBHHVCAGGTGCDVDHD

20

Reverse complement motif
Consensus sequence: DHDBHGCACCTGBDDVB

20

2
510
- W
: == — =
10 15

Webiloga 3.4

ok omze WG G- e e B
Motif ID: UP00540
Motif name: Gli3_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 5
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Number of overlap:
Similarity score:

Alignment:

CVHBSCGGGTGGTCMHVHHCDH
—-CAHCACAGTGGAGCACT----

Original motif

Consensus sequence: HDGHHBHRGACCACCCGSVDVG

2.0

PP = et W

17

0.0491352

Reverse complement motif

20

Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

=4

WebLogad 4

5 o ok

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVTTVVCVYGGHGGYCHHDMYB
—-——CAHCACAGTGGAGCACT--

Original motif

UP00540
Gli3_v015681_secondary
Mus musculus

Original Motif

Original Motif

Forward

4

17

0.0515016

Reverse complement motif
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Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20 20

-:IT : ;.L:x,m IQ ﬁnu P - - B TAG %GQE&;—I

Weblogad 4 Weblogo34

Dataset #: 2 Motif ID: 27 Motif name: AGgTGCTCCACTGTGgTGTCACAgT
Original motif Reverse complement motif
Consensus sequence: AGTGCTCCACTGTGGTGTCACAGT Consensus sequence: ACTGTGACACCACAGTGGAGCACT

20

GAITCTQ c ql QA JG1uC oyACH | ?QAQI

S—=o 1 ) i =
5 10 15
Wehalogo 34 Webloga 34

Best Matches for Motif ID 27 (Highest to Lowest)

Motif ID: UP00538

Motif name: Glil_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 1

Number of overlap: 23

Similarity score: 0.0509731
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Alignment:
BBBDVVRGACCACCCAVGABBAB-
ACTGTGACACCACAGTGGAGCACT

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

AWAWVA ¢ o

00 —_— ===t i N =¥ e gt

5 10 15

sl

WebiLogo 34

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

bits

P =

20

WAT-=AZQ._.1§-,_\T .[ .c[ 9-@

10
Webloga 3.4

Motif ID: UP00539

Motif name: Gli2_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 21

Similarity score: 1.0488

Alignment:

DTVBDDRGACCACCCAGDWDGBH---
———AGTGCTCCACTGTGGTGTCACAGT

Original motif
Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBAF
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2.0

20

Webblaga 3.4

P == = Y < }‘?é‘:‘-‘;—c—*s pplem===ARe- 0 5 ¥ == =
5 0 I T e 15 P
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3
Number of overlap: 21
Similarity score: 1.05087

Alignment:
HGDHVHKGACCACCCGGBGBGDB---
-—-ACTGTGACACCACAGTGGAGCACT

Original motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

D . C F-E-T—-QQA. J T ] l gz;_

5 10

C.

WesLago 34

g

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

——— _a_A_A A c.‘eﬂ-—-u? =

5 10 15 20

WebbLaga 34

Motif ID: UP00539
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Motif name: Gli2_v015681_primary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 7

Number of overlap: 18

Similarity score: 2.54748

Alignment:

CBDMCMGGGTGGTCCHVBVBAH-————-
—————— ACTGTGACACCACAGTGGAGCACT

Original motif Reverse complement motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

P LIV = A=="c = = 0 et e B . U __=__
5 10 15 20 o 5 10 15 R o

Motif ID: UP00045

Motif name: Mafb_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 1

Number of overlap: 17

Similarity score: 3.0367

Alignment:
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——————— HAAWDTGCTGACDWARH
AGTGCTCCACTGTGGTGTCACAGT

Original motif Reverse complement motif

Consensus sequence: HAAWDTGCTGACDWARH Consensus sequence: DMTWDGTCAGCADWTTH
2.0 2.0
. HﬁTI—-—I CT : —.— = A= ol L= A CA é@A

15 5

Motif ID: UP00055

Motif name: Hbp1l_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 7

Number of overlap: 17

Similarity score: 3.04028

Alignment:

——————— DDDYCCCATTGTVHABH

AGTGCTCCACTGTGGTGTCACAGT—-————

Original motif Reverse complement motif
Consensus sequence: DDDYCCCATTGTVHABH Consensus sequence: HBTHVACAATGGGMDHD
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

——————— DDBBBCACTGCABTBBB
AGTGCTCCACTGTGGTGTCACAGT

Original motif

Consensus sequence: DDBBBCACTGCABTBBB

2.0

UP00031

Zbtb3_primary

Mus musculus
Original Motif
Reverse Complement
Backward

8

17

3.04347

Reverse complement motif

2.0

-__.-I -—-égA_AI€‘4‘%:m
5 10 15

WebiLags 1.4

Consensus sequence: BBBAVTGCAGTGBBVDD

8 o
-_E‘I.CI = 1.0
i =3 - = —— e E— —_— =
5 10 15

Webriogo 3.4

Motif ID:
Motif name:

UP00067
Lefl_primary
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Mus musculus
Reverse Complement
Reverse Complement

Species:
Matching format of first motif:
Matching format of second motif:

Direction: Forward
Position number: 4
Number of overlap: 17
Similarity score: 3.04662
Alignment:

VDDAGATCAAAGGKDDD———=-—-——

—-—-ACTGTGACACCACAGTGGAGCACT
Original motif

Consensus sequence: DDDYCCTTTGATCTDDV

2.0

F="]| M"_IC;_

Wabiloga 3.4

bits
a

Reverse complement motif
: VDDAGATCAAAGGKDDD

Consensus sequence

2.0

10 15

Motif ID: UP00070

Motif name: Gcm1_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 2

Number of overlap: 17

Similarity score: 3.04663

Alignment:
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DDBVHATAGGGGRBRMB-———————
—AGTGCTCCACTGTGGTGTCACAGT

Original motif
Consensus sequence: DDBVHATAGGGGRBRMB

2.0
== AT:AI — Wi 2$A é
5 10

15

bits
a

00—

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BYMBKCCCCTATDVBHD

2.0

e WIEThT

0.0—=

Webiloga 3.4

Motif ID: UP00148
Motif name: Hdx

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 8

Number of overlap: 17

Similarity score: 3.04907
Alignment:

——————— BDBDHTGATTTCDHYDD

ACTGTGACACCACAGTGGAGCACT———————

Original motif
Consensus sequence: DDKDHGAAATCAHHBHV

Reverse complement motif
Consensus sequence: BDBDHTGATTTCDHYDD
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Websiags 3.4

bits

2.0

bits
=

|

 TGATrrg

0.0

WebiLags 1.4

Dataset #: 2 Motif ID: 28 Motif name: ssGCkTGCssk

Original motif
Consensus sequence: SSGCKTGCSSK

= CC “ ‘ Ccc
0o 5 10 -[

Watiiaga 34

Best Matches for Motif ID 28 (Highest to Lowest)

Motif ID: UP00003
Motif name: E2F3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 11

Similarity score: 0.00463328

Alignment:

Reverse complement motif
Consensus sequence: YSSGCAYGCSS

%ACC “AA “cc
e C 5 10

Weblaga 34

is

b
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VHDADGGCGCGCSHW
-—-—--SSGCKTGCSSK

Original motif
Consensus sequence: VHDADGGCGCGCSHW

2.0

e e W L~ WY W e
5 10 15

bits

0.0 —

Webiloga 34

Reverse complement motif
Consensus sequence: WHSGCGCGCCHTDHB

Motif ID: UP00094
Motif name: Zfp128_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 11

Similarity score: 0.00482124
Alignment:

BHHDKGGCGTACCCBHD

--—-—-SSGCKTGCSSK--

Original motif
Consensus sequence: BHHDKGGCGTACCCBHD

Reverse complement motif
Consensus sequence: DHVGGGTACGCCRDHDV
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5 10 15 Sitiah 5 10 15
Motif ID: UP00035
Motif name: Hicl_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1
Number of overlap: 11
Similarity score: 0.00562779
Alignment:
VHHDWTGGGCAMDHBH
————— YSSGCAYGCSS

Original motif
Consensus sequence: DBDDRTGCCCAWDHDV

2.0

e ATACCCé$

0.0

15
Weblogod 4

Reverse complement motif
Consensus sequence: VHHDWTGGGCAMDHBH

2.0

IT = 5= % —
10 15

0.0 === -

5

Weblogod 4

Motif ID: UP00065
Motif name: Zfpl161_primary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDGCGCGCGCRCHYRD
-—-SSGCKTGCSSK---

Original motif

Mus musculus
Original Motif
Original Motif
Forward

3

11
0.00595984

Consensus sequence: DDGCGCGCGCRCHYRD

2.0

Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD

20

¥ oW — = oo = — X ¥ e e — N
5 10 \:.Eu_ogaa 10 \IEU
Motif ID: UP00001
Motif name: E2F2_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Original Motif
Reverse Complement
Forward

2

11

0.00821725

Page 220 of 265


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=001

Alignment:
HHVGCGCGCCKTDHB

-SSGCKTGCSSK—-—-—

Original motif
Consensus sequence: VHDARGGCGCGCVHH

2.0
m — C : —-—:
= . A .
15
Webiloga 34

UP00060
Max_secondary

Reverse complement motif
Consensus sequence: HHVGCGCGCCKTDHB

2.0

Motif ID:
Mus musculus
Original Motif

Motif name:
Species:

Matching format of first motif:

Matching format of second motif: Reverse Complement

Direction: Backward
1
11
0.0109259

Position number:
Number of overlap:
Similarity score:

Alignment:
HDGTCGCGTGDCVB

-——-SSGCKTGCSSK

Original motif
Consensus sequence: BBGHCACGCGACDD

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB
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Webilaga 3.4

Motif ID: UP00527

Motif name: Foxn4_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 4

Number of overlap: 11

Similarity score: 0.0150199
Alignment:

VDWDARRGACGCGGWHGGAKHV
---YSSGCAYGCSS——-——————

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

=X A JIIVIVESS _FoaS
15

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

it
=

agxﬁgﬁlgg. ViVe. .x A

Motif ID: UP00002

Page 222 of 265


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=527
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=002

Motif name: Sp4_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward
Position number: 2

Number of overlap: 11
Similarity score: 0.0160778
Alignment:

HHDGBCACGCCTWDB

-YSSGCAYGCSS—---

Original motif
Consensus sequence: BDWAGGCGTGBCHHD

-AQclTe ¢

15
WetiLoga 34

Reverse complement motif

Consensus sequence: HHDGBCACGCCTWDB

2.0

)
= 1.0

a.0

A-,—:I(:

= CA_':

Motif ID: UP00526

Motif name: Foxnl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 11
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Similarity score: 0.0171602

Alignment:
HDWHMHGACGCGCGTRBVVBHW
————————— SSGCKTGCSSK--

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

20

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

" AC QT x

Jgy == E AGTAVY T ACsS SsacXA
5 10 15 20
WablLogo 34

Motif ID: UP00528

Motif name: Foxm1_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 11

Similarity score: 0.0172713

Alignment:

DCATDBTGHGCATKMTTBRSWR

—————— YSSGCAYGCSS——---

Original motif
Consensus sequence: MWSMBAARRATGCDCABHATGD

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR
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Dataset #: 2 Motif ID: 29 Motif name: cCGCGGrCACG
Original motif Reverse complement motif
Consensus sequence: CCGCGGRCACG Consensus sequence: CGTGKCCGCGG

bits
.

LQ CECACA@}A CICECC <

Webilaga 34 Welilags 3.4

Best Matches for Motif ID 29 (Highest to Lowest)

Motif ID: UP00065

Motif name: Zfp161_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 11

Similarity score: 0.0220206
Alignment:
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DDGCGCGCGCRCHYRD
—-—-——-CCGCGGRCACG-

Original motif

Consensus sequence: DDGCGCGCGCRCHYRD

2.0

Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VHYTCCDWCCGCGTCMMTHWHV
---CGTGKCCGCGG————————

Original motif

UuP00527

Foxn4_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

9

11

0.024575

Consensus sequence: VDWDARRGACGCGGWHGGAKHV

Reverse complement motif

Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV
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Motif ID: uP00042
Motif name: Gm397_second
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVMVGCACACACKCVH
-—-CCGCGGRCACG—---

Original motif

Original Motif
Original Motif
Forward

3

11
0.0279366

Consensus sequence: DVMVGCACACACKCVH

2.0

it
&

COACAGac...

0.0l——

\Msag!]

Reverse complement motif
Consensus sequence: HBGYGTGTGTGCVRVD

20

Motif ID:

UP00007

Page 227 of 265


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=042
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=007

Motif name:
Species:
Matching format of first motif:
Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Egrl_primary

Mus musculus

Original Motif
Reverse Complement

Forward

2

11
0.0285381

Reverse complement motif
Consensus sequence: VHTGCGGGGGCGGH

2.0
: .

Wabioga 3.4
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Alignment:
VHTGCGGGGGCGGH
-CCGCGGRCACG--
Original motif
Consensus sequence: HCCGCCCCCGCAHB
20
O gTCiCCCQC:rgé- — ool——— A__&g T Wi
5 10 g 5 10
Motif ID: UP00050
Motif name: Bhlhb2_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif Reverse Complement
Forward
9
11

Direction:

Position number:
Number of overlap:


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=050

Similarity score: 0.0335378

Alignment:
ACHRBHDTCCACGTGYAHHBMHM
———————— CCGCGGRCACG——---

Original motif

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

20

ls A .o

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20

Te A

%

Weblaga 3.4

e W WV T = AKX - eg?szF =7-9 &=4 B A L=~ ‘
Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6
Number of overlap: 11
Similarity score: 0.0340428
Alignment:
VVVDHHTGCGYGGGCGDHVHHTB
——————— CCGCGGRCACG——----

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBV

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB
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2.0

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
GYCGCGCARBGCVB
-CCGCGGRCACG--

Original motif

Consensus sequence: GYCGCGCARBGCVB

UP00065

Zfp161_secondary
Mus musculus
Original Motif
Original Motif
Forward

2

11

0.0345855

Webiioga 3.4

Reverse complement motif
Consensus sequence: VVGCVYMTGCGCGKC

2.0

- x g : ?I&Cﬁcaeg

0.0 =

Wabioga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBDHCGTGTGCAAMDH
———-CCGCGGRCACG--

Original motif

UP00097

Mtfl_primary
Mus musculus
Original Motif
Original Motif
Backward

3

11
0.0350434

Consensus sequence: DBDHCGTGTGCAAMDH

2

0.

S

15
Weblogad 4

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH

2

Tk

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00076
Rfxdc2_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

3
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Number of overlap: 11
Similarity score: 0.0359928

Alignment:
HDDVSGTRTCMADGBVB
-——-CGTGKCCGCGG--

Original motif
Consensus sequence: BBVCDTRGAKACSVDDH

2.0

1 c L&TACQ -

B

5

bits

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HDDVSGTRTCMADGBVB

2.0

bits

pol=—=" —— e e
5 15

WebiLags 3.4

Motif ID: UP00526

Motif name: Foxnl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3

Number of overlap: 11

Similarity score: 0.0361963
Alignment:

HDWHMHGACGCGCGTRBVVBHW

————————— CCGCGGRCACG--

Original motif

Reverse complement motif
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Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

20

A AC Q e =
AR S TAFITTAC =
i 10 15

g
= ~.
20

5
Weblogad 4

Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

Dataset #: 2 Motif ID: 30 Motif name: taaacgatgcc

Original motif
Consensus sequence: TAAACGATGCC

20

10
Weiloga 34

Best Matches for Motif ID 30 (Highest to Lowest)

Motif ID: uP00114

Motif name: Homez

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 11

Similarity score: 0.0207645

Reverse complement motif
Consensus sequence: GGCATCGTTTA

2.0

bits
@

0.0

Webioga 3.4
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Alignment:
HDTVAAAACGATRWWHT
-—-—-TAAACGATGCC--

Original motif
Consensus sequence: AHWWMATCGTTTTBADD

2.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HDTVAAAACGATRWWHT

2.0

%IAAAAAC - I:—:XI = ;
5 10 15

Webiloga 3.4

Motif ID: UP00061

Motif name: Foxl1_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 11

Similarity score: 0.0294316

Alignment:

VVVWTTGTTTAMATTWD

GGCATCGTTTA---—-—-

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD
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2.0

2.0

Motif ID: UP00039
Motif name: Foxj3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 11

Similarity score: 0.030091
Alignment:

HDHADGTAAACAAAVVH

—————— TAAACGATGCC

Original motif
Consensus sequence: HDHADGTAAACAAAVVH

2.0

" sIAMch,

15
Webriogo 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

2.0

L arlelTThe ..

Webloga 3.4

Motif ID: UP00025
Motif name: Foxkl_primary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBVTTTGTTTACATTDD
GGCATCGTTTA-——-—-—-

Original motif

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

11

0.0306614

Consensus sequence: DDAATGTAAACAAAVVB

2.0

bits

n A‘QAZFAIAA 4 é% 1

Websiags 3.4

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

2.0

o A_I v TT_Q@II---

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00527
Foxn4_primary

Mus musculus
Reverse Complement
Original Motif
Forward

10

11

0.0342477
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Alignment:
DBBVDDDRTRGCGTCBBYTHGA
————————— GGCATCGTTTA--

Original motif

Consensus sequence: DBBVDDDRTRGCGTCBBYTHGA

2.0

e —— y = =

Reverse complement motif
Consensus sequence: TCDAMVBGACGCMAKDDDVBBD

20

it
p=

= e e —

20

=G _aa__VIVY ?A;mza iy

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDKGTTTCGKTWDDD
-—-GGCATCGTTTA--

Original motif

Consensus sequence: DDDWAYCGAAACYDV

uP00040

Irf5_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

11

0.0345017

Reverse complement motif
Consensus sequence: BDKGTTTCGKTWDDD
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2.0 20

MCs ___T.A_IITCA?L;

a.0

5 10 15
Webiloga 3.4 Websloge 34

0.0

Motif ID: UP00528

Motif name: Foxm1_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 3

Number of overlap: 11

Similarity score: 0.0351616

Alignment:

VHVRCAYGATGCATCDTVVADTH

-—-TAAACGATGCC—————————~-

Original motif Reverse complement motif
Consensus sequence: HADTBVADGATGCATCMTGMVHB Consensus sequence: VHVRCAYGATGCATCDTVVADTH

2.0 20

210
P .~ IEAIAA _V lggl é.’-‘“l -
5 15

10
Webilagy 24 Weblaga 34

Motif ID: UP00232
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DAWKGGGTATCTAWHWH
————— GGCATCGTTTA-

Original motif

Dobox4

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

11

0.0371486

Consensus sequence: HWHWTAGATACCCYWTD

2.0

bits

| o aTHG IQCCQQ?IH

Watiloga 3.4

Reverse complement motif
Consensus sequence: DAWKGGGTATCTAWHWH

2.0

"8, GUTA|CTa,

RSP O V-2 i & e
5

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00073
Foxa2_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

11
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Similarity score: 0.0384798

Alignment:
BDVTTTKTTTACWTWHH
GGCATCGTTTA-—-———-

Original motif
Consensus sequence: HHWAWGTAAAYAAAVDB

20

- AA?AIAA n g é—‘?—‘ .

—
5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

20

Motif ID: UP00011

Motif name: Irf6_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 6

Number of overlap: 11

Similarity score: 0.0388532

Alignment:

DHDBTKGTTTCGHTHDD

————— GGCATCGTTTA-

Original motif
Consensus sequence: HDDAHCGAAACYAVDDD

Reverse complement motif
Consensus sequence: DHDBTKGTTTCGHTHDD
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2.0

bits

A _WRARVE.

o= ==
5

15
Watiloga 3.4

2.0

Dataset #: 2 Motif ID: 31 Motif name: ctatacggacg

Original motif
Consensus sequence: CTATACGGACG

20
=0
=10
00
5 10

Webilaga 34

Best Matches for Motif ID 31 (Highest to Lowest)

Motif ID: UP00038

Motif name: Spdef_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 11

Similarity score: 0.027939

Alignment:

Reverse complement motif
Consensus sequence: CGTCCGTATAG

2.0

bits
.

0.0
Welilags 3.4
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VVHHATCCGGATGKHV

--CTATACGGACG—--

Original motif Reverse complement motif

Consensus sequence: VHRCATCCGGATHHBB Consensus sequence: VVHHATCCGGATGKHV
2.0 2.0

bits

1.0

bits

£ = a.

0.0—=

actlWiGr a0k

5 15
WabiLogad 4 WablLogo 34

Motif ID: UP00527

Motif name: Foxn4_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 1

Number of overlap: 11

Similarity score: 0.0308121

Alignment:

VDWDARRGACGCGGWHGGAKHV

CTATACGGACG-—====—————

Original motif Reverse complement motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV
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2.0

20

bits

_ QICQ lCC

S=X_AS

=

" E#}I o AL A c,—.;;%g Saw =A_Aos—=\ A AN B A5
o B 5 b 15 P
Motif ID: UP00413
Motif name: Elf4
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1
Number of overlap: 11
Similarity score: 0.0328673

Alignment:
HAWYCCGGAAGTHBBD
CTATACGGACG——---

Original motif

Consensus sequence: DBBHACTTCCGGKWTH

2.0

Reverse complement motif
Consensus sequence: HAWYCCGGAAGTHBBD

20

| C
ol AAQMT

bits

Weblogo 34

A-_r;; _ ==

Motif ID:

UP00418
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BHAHCCGGAAGTABDVD
—————— CGTCCGTATAG

Original motif

Etvb
Mus musculus

Reverse Complement

Original Motif
Backward

1

11
0.0334005

Consensus sequence: DVHBTACTTCCGGHTHB

2.0

Reverse complement motif
Consensus sequence: BHAHCCGGAAGTABDVD

2.0

m Aéﬁcc 1AlA ;

bits

0.0—— _————
10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UPQ0409

EIf5

Mus musculus
Original Motif
Original Motif
Forward

1

11
0.0336391
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Alignment:
BWAHSMGGAAGTWD
CTATACGGACG—--

Original motif
Consensus sequence: BWAHSMGGAAGTWD

2.0

T a bk

0.0

Webiioga 3.4

Reverse complement motif
Consensus sequence: DWACTTCCRSDTWV

+ AeTTCCs. 1.

Wabioga 3.4

bits

= 1.0

0.0

Motif ID: UP00097
Motif name: Mtfl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 11

Similarity score: 0.0346533
Alignment:

DBDHCGTGTGCAAMDH

-—-——-CGTCCGTATAG-

Original motif
Consensus sequence: DBDHCGTGTGCAAMDH

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH
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2.

bits

LiX

- Crlaleh

15
Weblogad 4

20

L T0d

0.0

bits

Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDVHWTTTACGACCKHH
-—-—-—-CTATACGGACG—--

Original motif

UP00135

Hoxc12

Mus musculus
Original Motif
Reverse Complement
Backward

3

11

0.0360998

Consensus sequence: HHRGGTCGTAAAWHBDH

2.0

. 4
00 e . W Y-N
5

10

Reverse complement motif
Consensus sequence: DDVHWTTTACGACCKHH

2.0

Motif ID:

uP00084
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BVVDVRYACGTRYVBHB
-——-CGTCCGTATAG--

Original motif

Gmeb1l_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

11

0.0365466

Consensus sequence: BHBBKKACGTMMVDBVB

2.0

L .xAWa,

e,

0.0 —

5

Watiloga 3.4

Reverse complement motif
Consensus sequence: BVVDVRYACGTRYVBHB

2.0

10 TA Ié%_——

= e, -

0.0 ===

5

15
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00015
Ehf_primary
Mus musculus
Original Motif
Original Motif
Forward

2

11
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Similarity score:
Alignment:
VBDABCCGGAAGTDD
-CTATACGGACG——--

Original motif

Consensus sequence: VBDABCCGGAAGTDD

2.0

0.0367131

Reverse complement motif
Consensus sequence: DDACTTCCGGBTHBB

2.0

S [V

A é_,EQ : AAL
Motif ID: UP00421
Motif name: Etvl
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBDBACTTCCGGTBHVY
————— CGTCCGTATAG-

Original motif

Reverse Complement
Reverse Complement
Backward

2

11

0.0373

Consensus sequence: MVHBACCGGAAGTVDVH

Reverse complement motif
Consensus sequence: HBDBACTTCCGGTBHVY
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2.0 2.0

Dataset #: 2 Motif ID: 32 Motif name: gCGCGCsCgsG
Original motif Reverse complement motif
Consensus sequence: GCGCGCSCGCG Consensus sequence: CGCGSGCGCGC
2.0 2.0
C C C.,_A Cocl G_

Wd‘_l_clga:}l-t Welilags 3.4

Best Matches for Motif ID 32 (Highest to Lowest)

Motif ID: UP00065

Motif name: Zfpl61_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 2

Number of overlap: 11

Similarity score: 0

Alignment:
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DDGCGCGCGCRCHYRD
-CGCGSGCGCGC——--

Original motif
Consensus sequence: DDGCGCGCGCRCHYRD

2.0

Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD

2.0

R R
Motif ID: UP00003
Motif name: E2F3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 5
Number of overlap: 11
Similarity score: 0.0102009
Alignment:
WHSGCGCGCCHTDHB
CGCGSGCGCGC----

Original motif
Consensus sequence: VHDADGGCGCGCSHW

Reverse complement motif
Consensus sequence: WHSGCGCGCCHTDHB
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2.0

0.0 S

il

e

15
Websloge 34

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHVGCGCGCCKTDHB
CGCGSGCGCGC——--

Original motif

UP00001

E2F2_primary
Mus musculus
Reverse Complement

Forward
1
11

0.0124455

Consensus sequence: VHDARGGCGCGCVHH

2.0

bits
5

0.0

el

(e

10 15
Webilaga 34

Reverse Complement

Reverse complement motif

Consensus sequence: HHVGCGCGCCKTDHB

20

p

a.0

J}IE%CGC_CEZ'::I— =

15
WetsLogo 34

Motif ID:

UP00526
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WHVBVVMACGCGCGTCDYHWDH
-—-—--CGCGSGCGCGC———————

Original motif

Foxnl_primary

Mus musculus
Reverse Complement
Original Motif
Backward

8

11

0.0192204

Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

2.0

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

Lo caCOOWOGE, 2

e 2 ACSS _ S=o_w XA

15
WabiLogod4

Foxnl_secondary
Mus musculus

T <A aAC —E

i 5 10 20 ‘WabLogad 4
Motif ID: UP00526
Motif name:
Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Reverse Complement
Original Motif
Forward

8

11
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Similarity score: 0.0231982

Alignment:
DDRMHBACGCGYGCGTDGBBDB
——————— CGCGSGCGCGC———-

Original motif
Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

20

= A.g-——- A¢ﬂbcégqﬁgAI —_———

0.0 == - =

5 10 15 20

Reverse complement motif
Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

20

P = .~ AQ#:QAQAC==I == i

.

20

|

WebiLago

Motif ID: UP00007
Motif name: Egrl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 11

Similarity score: 0.0289369
Alignment:

HCCGCCCCCGCAHB

-GCGCGCSCGCG--

Original motif
Consensus sequence: HCCGCCCCCGCAHB

Reverse complement motif
Consensus sequence: VHTGCGGGGGCGGH
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2.0

RPCRENS)

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BADHBDHCGCCCMCGCAHHDBRBV

Original motif

UP00400
Zif268

Mus musculus
Original Motif
Original Motif
Forward

7

11
0.0297254

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

it
P

A CoWvaviba,

ET—-—

a —< = — = ¥

5 10

WebiLog 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

bits

. _TWOVTWMeG, T

00— . = - =S et

Weblagn 3.4
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UP00088
Plagll_primary
Mus musculus

Motif ID:
Motif name:
Species:
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
2
11
0.0316913

Position number:

Number of overlap:
Similarity score:
Alignment:
BHDGGGGSSCCCCBVV
-CGCGSGCGCGC———--
Original motif Reverse complement motif
Consensus sequence: BHDGGGGSSCCCCBVV Consensus sequence: VBVGGGGSSCCCCHHV
P == ==y - CCQQE — 06 — = Ao chgf}:ﬁ— e
UP00002
Sp4_primary

Motif ID:
Mus musculus
Reverse Complement

Motif name:
Species:
Matching format of first motif:
Matching format of second motif: Reverse Complement
Direction: Backward
3
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Position number:
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Number of overlap:
Similarity score:

Alignment:

BVVHAGGGGGCGRDHHB
—-—-—-CGCGSGCGCGC—--

Original motif

11
0.0323627

Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB

2.0

bits

0.0-l===

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHYTCCDWCCGCGTCMMTHWHV

Original motif

UP00527

Foxn4_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

6

11

0.039112

Reverse complement motif
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Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

20

bits

=2l A _ JIVIVESS _FoanS
15

0.0 T
5 10 20

Weblogad 4

Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

39x99¢£E9 ViVe.x

D
: )

Dataset #: 2 Motif ID: 33 Motif name: srACyCCGAyr

Original motif
Consensus sequence: SRACYCCGAYR

E%CAA“C““ ACA

Weiloga 34

Best Matches for Motif ID 33 (Highest to Lowest)

Motif ID: UP00024

Motif name: Glis2_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 11

Similarity score: 0.0129914

Reverse complement motif
Consensus sequence: KKTCGGKGTKS

2.0

TICA A CC

Webioga 3.4
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Alignment:
HKBBGGGGGGTCVHHH
-—KKTCGGKGTKS—---

Original motif
Consensus sequence: HHHVGACCCCCCVBRD

2.0

il

0.0 =
15
WabiLogad 4

Reverse complement motif
Consensus sequence: HKBBGGGGGGTCVHHH

20
o - r—Q =
10

15
WablLogo 34

Motif ID: UP00527
Motif name: Foxn4_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7

Number of overlap: 11

Similarity score: 0.013032
Alignment:

VDWDARRGACGCGGWHGGAKHV

—————— SRACYCCGAYR-—----

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHV

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV
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2.0

20

bits

_ QICQ lCC

0.0 E‘}I et - cF!F%'fE e = = - . E?I ég =
: 5 10 15 20 s 5 10 15 20 s
Motif ID: UP00070
Motif name: Gcm1_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BYMBKCCCCTATDVBHD
-—-SRACYCCGAYR-—-—--

Original motif

Original Motif
Reverse Complement
Backward

5

11

0.0132459

Consensus sequence: DDBVHATAGGGGRBRMB

2.0

Ak

bits

e

S

0=
5 10

15

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BYMBKCCCCTATDVBHD

o WWOCTAT

e === N
15

WebiLags 3.4

it
=

Motif ID:

UP00070
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVVHACCCGCATVDHD
—-—-SRACYCCGAYR---

Original motif

Gcm1l_primary
Mus musculus
Original Motif

Original Motif

Forward

3

11

0.0135374

Consensus sequence: HVVHACCCGCATVDHD

2.0

0.0

< aWoehr

Wabiogad 4

Reverse complement motif
Consensus sequence: DHDVATGCGGGTHVVH

20

” QTACTm I

bits

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00021
Zfp281_secondary
Mus musculus
Original Motif
Original Motif
Forward

4

11
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Similarity score:
Alignment:
DKKWDACCCCCAHTDDV
-—-—-SRACYCCGAYR---

Original motif

Consensus sequence: DKKWDACCCCCAHTDDV

20

heLxé,écc CCéél

0.0136908

Reverse complement motif

20

———

Consensus sequence: VDDAHTGGGGGTHWYYD

Webiiogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VHWTTHGGGGGGVDD
—-—-KKTCGGKGTKS--

Original motif
Consensus sequence: DDVCCCCCCHAAWHB

UP00047

Zbtb7b_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

11

0.0146089

Reverse complement motif
Consensus sequence: VHWTTHGGGGGGVDD
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2.0

WetiLoga 34

i
:E‘I.CI

5 10 15
Wetiloago 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDKGTTTCGKTWDDD
—-———KKTCGGKGTKS

Original motif

Consensus sequence: DDDWAYCGAAACYDV

2.0

UuP00040

Irf5_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

11

0.0148195

0.0 T
5

" aé%CAéAC¥A;

WetiLoga 34

Reverse complement motif
Consensus sequence: BDKGTTTCGKTWDDD

2.0

ﬁ”_IAIITCAﬁlI

0.0

Wetiloago 3.4
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Motif ID:

UP00540

Motif name: Gli3_v015681_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 9

Number of overlap: 11

Similarity score: 0.014859

Alignment:

ABBBBVVRGACCACCCACRDBBM

———————— SRACYCCGAYR----

Original motif Reverse complement motif

Consensus sequence: ABBBBVVRGACCACCCACRDBBM Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT
A -_,I_,,___.ﬂ T A A ACA“T‘_ -8 ol Tﬁﬁggkll e T Tl——-_—‘._. S I

WesLogo 34 Weblaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00021
Zfp281_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

5
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Number of overlap:
Similarity score:

Alignment:
GKRGGGGGGGGGGBD
KKTCGGKGTKS—---

Original motif

Consensus sequence: DBCCCCCCCCCCMYC

2.0

| oleol00C. .

11

0.0153296

1
Webilaga 34

Reverse complement motif

Consensus sequence: GKRGGGGGGGGGGBD

2.0

e W W N = s B — W W -

WetsLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DBCDWHCTGGGTGGTCMDHBBAH
-——KKTCGGKGTKS———=—————

Original motif

UP00539

Gli2_v016060_primary
Mus musculus

Reverse Complement
Reverse Complement
Backward

10

11

0.0155548

Reverse complement motif
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Consensus sequence: DTVBDDRGACCACCCAGDWDGBH Consensus sequence: DBCDWHCTGGGTGGTCMDHBBAK

20 20

= . = W A A_, A_'— $'I“F=F-Z“ o = _9 :I:\_-T—Ql T y T g

=
I

i —=

5 10 15 20

WesLogo 34

Results created by MOTIFSIM on 11-20-2016 21:11:03
Runtime: 725.149 seconds

MOTIFSIM is written by Ngoc Tam L. Tran
Motif logo generated by weblogo
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