MOTIFSIM - MOTIF SIMilarity Detection Tool

Version 2.1

INPUT

Input Parameters

Number of files: 2

Number of top significant motifs: 10

Number of best matches: 10

Similarity cutoff >= 0.75

Matching motif database: UniProbe Mus Musculus
Phylogenetic tree: Yes

Combined similar motifs: Yes

Output file type: All

Output file format: All

Input files and motif counts

File name Count of motifs Dataset number
PScanChIP_DMO05.txt 16 1
RSAT_peak-motifs_DMO5.txt 17 2
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RESULTS

Best Matches in Database for Each Motif (Highest to Lowest)

Dataset #: 1

Original motif

Consensus sequence: VBBYCAAGGTCA

2.0

bits

Motif ID: 4

Motif name: Esrrb

1 .cAAGGTCA

WetiLogo 3.4

Best Matches for Motif ID 4 (Highest to Lowest)

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBVHTGACCTTGVDHD
————— TGACCTTGMBEB

UuP00079

Esrra_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

12

0

Reverse complement motif
Consensus sequence: TGACCTTGMBBB

T6a00TT...

WehLogo 3.4

ts

b

0
0
O

1.
a.
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=079

Original motif

Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

bits

0.0

i c
e |
== —— ¥
5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHBHAAAGGTCAHVHB
VBBYCAAGGTCA-—---

Original motif

UP00009

Nr2f2_primary
Mus musculus
Original Motif

Original Motif

Backward

5

12

0.0205471

Consensus sequence: DHBHAAAGGTCAHVHB

2.0

< aaaTON

15

WabiLogad 4

Reverse complement motif
Consensus sequence: BHVDTGACCTTTDVDD

20

+ ToMGCrrr

0.0 l=—= —
5 15
Wablogad 4

bits
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=009

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHBHAAAGGTCACVHD
VBBYCAAGGTCA-—---

Original motif

uP00048

Rara

Mus musculus
Original Motif
Original Motif
Backward

5

12
0.0214372

Consensus sequence: DHBHAAAGGTCACVHD

2.0

a.0 s

Weblagad 4

Reverse complement motif
Consensus sequence: HHVGTGACCTTTDVDD

20

10

0.0

~ ToheCT

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00009
Nr2f2_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=048
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=009

Position number:
Number of overlap:
Similarity score:

Alignment:

HVBVTGACCCSGBVBV
—-———TGACCTTGMBBB

Original motif

Consensus sequence: VBVBCSGGGTCAVBBH

2.0

5
12
0.0430759

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HVBVTGACCCSGBVBV

2.0

bits

———— 8 Tgé—- = A'.Th'r' ——

WabiLogo 34

0.0—=

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDBVMGGGGTCAABHDV
VBBYCAAGGTCA-———-

UP00066
Hnf4a_primary
Mus musculus
Original Motif
Original Motif
Forward

1

12

0.0451776

Page 5 of 82


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=066

Original motif

Consensus sequence: BDBVMGGGGTCAABHDV
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bits
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Webiiaga 3.4

Reverse complement motif
Consensus sequence: BHHVTTGACCCCYVVDB

2.0
I T CC
T -
o — L W ==
5 10

bits

15
WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VKBBAGGGGTCAHDBBH
VBBYCAAGGTCA-—-—-—-

Original motif

UP00079

Esrra_secondary
Mus musculus
Original Motif
Original Motif
Backward

6

12

0.0482496

Consensus sequence: VKBBAGGGGTCAHDBBH

2.0

bits

- AW\

0.0—==
5 10

15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: DBBHHTGACCCCTBBYYV

2.0

1 ToAWs(

P —— ==

bits
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5

1
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=079

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBHBDTGACCCCDHVHB
————— TGACCTTGMBEB

Original motif

UP00053

Rxra_primary

Mus musculus
Reverse Complement
Original Motif
Backward

1

12

0.0499025

Consensus sequence: DBHBDTGACCCCDHVHB

2.0

bits

0.0 — e e

10 CC
- = -
10

e —

15

Webiiaga 3.4

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD

2.0

@
S 1.0
=AUV i
5 1 15

0.0
a

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00539
Gli2_v015681_secondary
Mus musculus

Reverse Complement
Reverse Complement
Forward
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=053
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=539

Position number: 8

Number of overlap: 12
Similarity score: 0.0525354
Alignment:

DVMHHDHKGACCCTCCTSVCBH

——————— TGACCTTGMBBB---

Original motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

”
= A TC
= =AF=T1Aal ed=A$$
i 10 15

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

2.0

bits

: 10 15 y

20
WabiLogod 4

0 < = P %s{-i—l == . =
Motif ID: UP00066
Motif name: Hnf4a_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1
Number of overlap: 12
Similarity score: 0.0580553
Alignment:
HHAYTGGACTTTHDBV
-—-—-TGACCTTGMBBB

Original motif

Reverse complement motif
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=066

Consensus sequence: BBHHAAAGTCCAMTHH

20

0.0

I 1 ¥

15
Weblogad 4

Consensus sequence: HHAYTGGACTTTHDBV

2.0

2
:E‘I.CI
—
i AN wi vl | A= a _ __=_
10 15
WebLoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDBBVBVGTAWCCAAGVBHBAGB
———————— TGACCTTGMBBB--—

Original motif

UP00098
Rfx3_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

9

12

0.0609738

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

20

e

ol EL CTTAUXT_ﬁ

5

Weslaga 3.4

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

A
A _A:T v g -y - A

5 10 15 20

0.0-== ==

Webblaga 3.4
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=098

Dataset #: 1 Motif ID: 5 Motif name: ZEB1

Original motif
Consensus sequence: CACCTD

--cACCT_

R P =

Best Matches for Motif ID 5 (Highest to Lowest)

Motif ID: UP00068

Motif name: Eomes_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 6

Similarity score: 0

Alignment:

VVBVCKACACCTHVBV

——————— CACCTD---

Original motif
Consensus sequence: VBVDAGGTGTYGVBBV

Reverse complement motif
Consensus sequence: HAGGTG

= i
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== P —— ——— e,

Fa e ———— )
5
" e Ry o
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Reverse complement motif
Consensus sequence: VVBVCKACACCTHVBV
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=068

2.0

m—
—
]

0.0 = = ; e

20

it

GG “cqabheT

Weblogad 4 Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBVHVGGTGTCATHDDT
--—-HAGGTG-—--——-—-

Original motif

Consensus sequence: ADDHATGACACCBHBBV

2.0

UP00199

Six4

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

6

0.00433068

Reverse complement motif
Consensus sequence: BBVHVGGTGTCATHDDT

2.0

-1
£10
== — == = A FAN - I e PN
=
10 15

Webiiaga 3.4 WebiLags 3.4

Motif ID:

UP00068
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=199
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=068

Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HHHTTTCACACCTDHBYV
———————— CACCTD---

Original motif

Eomes_primary

Mus musculus
Original Motif
Reverse Complement
Forward

9

6

0.00524081

Consensus sequence: BVHDAGGTGTGAAAHHH

2.0

bits

0.0

S 16 € T

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHHTTTCACACCTDHBY

2.0

e P

0.0

.T|CAVAVCL.

15
Wabiogs 3.4

5

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00046
Tcfe2a_primary

Mus musculus
Original Motif
Reverse Complement
Forward

7

6
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=046

Similarity score:

Alignment:
DHDBHGCACCTGRBDDVB

Original motif

Consensus sequence: VBHHVCAGGTGCDVDHD

20

0.00911301

Reverse complement motif
: DHDBHGCACCTGBDDVB

20

Consensus sequence

0.0 ———

C : L]
T e =
10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BDDRVGACCACCHBDVB
———————— CACCTD---

Original motif

Consensus sequence: BDDRVGACCACCHBDVB

UP00047

Zbtb7b_secondary
Mus musculus
Original Motif
Original Motif
Backward

4

6

0.0233556

Reverse complement motif

Webiloga 3.4

Consensus sequence: BBDVHGGTGGTCBKDDB
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=047
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH

Original motif

UP00538

Glil_v016060_primary
Mus musculus

Reverse Complement
Original Motif
Backward

11

6

0.0233928

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

e
= == T
—_—

e =

sl

WebiLog 34

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

F— e =

10 15 20

o

Weblagn 3.4
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HTBVVVDGGACCACCCRGRDBG

Original motif

UP00539

Gli2_v015681_primary
Mus musculus

Original Motif

Original Motif
Backward

6

6

0.0254338

Consensus sequence: HTBVVVDGGACCACCCRGRDBG

20

i = C

00 _= === o = v A A= = =

5 10 15

20
Weblogad 4

Reverse complement motif

Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00540
Gli3_v016060_primary
Mus musculus

Original Motif

Original Motif
Backward

6
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=539
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=540

Number of overlap: 6
Similarity score: 0.0290143

Alignment:
HDGHHBHRGACCACCCGSVDVG

Original motif
Consensus sequence: HDGHHBHRGACCACCCGSVDVG

2.0

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

"t _cGNTWe.

&

Weblogod4

P = =V 2= ;_Emugm vl == X 3 =
Motif ID: UP00036
Motif name: Myf6_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5
Number of overlap: 6
Similarity score: 0.0309673
Alignment:
VVDBAACAGBTGBYHB
—————— HAGGTG----

Original motif

Reverse complement motif
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=036

Consensus sequence: VVDBAACAGBTGBYHB Consensus sequence: BDKVCABCTGTTBDBV

g mm—— _-___é.__. } - ?%__t ;-:g‘? — got= -r‘éﬂ_CAE‘;‘T m.I E— _-Es- —
Motif ID: UP00249
Motif name: Nkx2-5
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6
Number of overlap: 6
Similarity score: 0.031502
Alignment:
HDADCCACTTRAAWTT
————— CACCTD-----
Original motif Reverse complement motif
Consensus sequence: HDADCCACTTRAAWTT Consensus sequence: AAWTTMAAGTGGHTDH

2.0 2.0

C A TC
.= l_-—é — CAC IA-&IE% .= 6%I_$T ¥ Ac:____.l%
5 10 15 5 10 15

Weblogad 4 Weblogod.4
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=249

Dataset #: 1 Motif ID: 6 Motif name: Mycn

Original motif
Consensus sequence: HSCACGTGGC

2.0

Best Matches for Motif ID 6 (Highest to Lowest)

Motif ID: UP00060
Motif name: Max_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 10

Similarity score: 0

Alignment:

DDASCACGTGBTBVDD

--HSCACGTGGC----

Original motif
Consensus sequence: DDASCACGTGBTBVDD

Reverse complement motif
Consensus sequence: GCCACGTGSD

2.0

0.0 e i P = —

WL ogo 3 @

Reverse complement motif
Consensus sequence: HHVBABCACGTGSTHD
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=060

2.

bits

_ é?CAQAT_ i L

LiX

15
Weblogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
ACHRBHDTCCACGTGYAHHBMHM

Original motif

UP00050

Bhlhb2_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

7

10

0.00783793

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

@
-_E'H] T A
. ESGe N e Ve o A%
5

pe_ O S

0. = =

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20
VE VS —t
15 20

N

WebbLaga 34

Motif ID:

UP00050
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=050
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=050

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDHBHBSTCACGTGAHBBDHHM

Original motif

Bhlhb2_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

10

0.0132858

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

bits
=

T

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

i A

=

WabiLogod4

P = = = — 0 —w G—.—, = 0.0 P = =i = — 8 - c——.- =
5 10 15 o 5 10 15
Motif ID: UP00046
Motif name: Tcfe2a_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Original Motif
Backward

5

10
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=046

Similarity score: 0.0227933

Alignment:
VBHHVCAGGTGCDVDHD

~--GCCACGTGSD----

Original motif
Consensus sequence: VBHHVCAGGTGCDVDHD

20

0.0 ———

Webiiogo 3.4

Reverse complement motif
: DHDBHGCACCTGBDDVB

Consensus sequence

20

C : L]
T e =
10 15

Motif ID: UP00060
Motif name: Max_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 10

Similarity score: 0.0257011
Alignment:

BBGHCACGCGACDD

--HSCACGTGGC--

Original motif
Consensus sequence: BBGHCACGCGACDD

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB

Webiloga 3.4
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=060
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Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVABCCACTTGAMHTT
-—-—-GCCACGTGSD---

Original motif

Consensus sequence: BVABCCACTTGAMHTT

2.0

it
5

_— e ==

UP00165

Titf1l

Mus musculus
Reverse Complement
Original Motif
Backward

4

10

0.0344833

Reverse complement motif
Consensus sequence: AAHYTCAAGTGGBTBV

00—

HAMQQATléA

11

Wabiogad 4
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=165

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDVRCCACTTGARADBD
—-—-—-GCCACGTGSD-—---

Original motif

UP00231

Nkx2-2

Mus musculus
Reverse Complement
Original Motif
Backward

5

10

0.035228

Consensus sequence: HDVRCCACTTGARADBD

20

Agﬁggﬂ, Ig
5 10

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DVDTKTCAAGTGGKBDH

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00084
Gmeb1_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

4
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=231
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=084

Number of overlap:
Similarity score:

Alignment:
BVVDVRYACGTRYVBHB
-——-GCCACGTGSD---

Original motif

10
0.0358581

Consensus sequence: BHBBKKACGTMMVDBVB

2.0

L TAWa,

—_—— W %W

0.0 e

5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BVVDVRYACGTRYVBHB

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHMACKACGTMGBVCD
-—-—-HSCACGTGGC—---

Original motif

uP00084

Gmeb1_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

4

10

0.03725

Reverse complement motif
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=084

Consensus sequence: DGVBCRACGTYGTYHH

20

it
&

0.0 g C?‘"‘* - III —

15
Weblogad 4

Consensus sequence: HHMACKACGTMGBVCD

2.0

Motif ID: UP00526
Motif name: Foxnl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7

Number of overlap: 10

Similarity score: 0.0383187
Alignment:

WHVBVVMACGCGCGTCDYHWDH

—————— HSCACGTGGC—-—----

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

2.0
4]
1.0

=

0.0

1A‘_e_-:-__—-_—_._ E TA_ Q g E-X—-—
20

5

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

N ACSE <O LA

2&AC_QT T

15
WeblLogod4
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=526

Dataset #: 1 Motif ID: 8 Motif name: Myc

Original motif
Consensus sequence: VGCACGTGGH

_CACGx(e_

10
WL ogo 3 S

bits
5
- | ) -

Best Matches for Motif ID 8 (Highest to Lowest)

Motif ID: UP00060
Motif name: Max_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 10

Similarity score: 0

Alignment:

DDASCACGTGBTBVDD

--VGCACGTGGH----

Original motif
Consensus sequence: DDASCACGTGBTBVDD

Reverse complement motif
Consensus sequence: DCCACGTGCV

-—m——gc QA—I— - 9_

WL ogo 3 @

Reverse complement motif
Consensus sequence: HHVBABCACGTGSTHD

Page 26 of 82


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=060
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
ACHRBHDTCCACGTGYAHHBMHM

Original motif

UP00050

Bhlhb2_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

8

10

0.00631885

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

@
-_E'H] T A
. ESGe N e Ve o A%
5

pe_ O S

0. = =

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20
VE VS —t
15 20

N

WebbLaga 34

Motif ID:

UP00050
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDHBHBSTCACGTGAHBBDHHM

Original motif

Bhlhb2_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

10

0.00821668

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

bits
=

T

00

- === =] e B, | G—.—,
15

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

i A

oole == = St ¢ 1. C_ ~ = =
15

WabiLogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00046
Tcfe2a_primary

Mus musculus
Original Motif
Reverse Complement
Backward

4

10
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Similarity score:
Alignment:
DHDBHGCACCTGBDDVB
—-——-—-VGCACGTGGH---

Original motif

Consensus sequence: VBHHVCAGGTGCDVDHD

20

0.0140005

Reverse complement motif

20

Consensus sequence

: DHDBHGCACCTGBDDV

C : L]
T e =
10 15

B

0.0 ———

Webiiogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBGHCACGCGACDD
--VGCACGTGGH--

Original motif
Consensus sequence: BBGHCACGCGACDD

UP00060

Max_secondary
Mus musculus
Original Motif
Original Motif
Backward

3

10

0.0308912

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB
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1.0

bits

w
Z1.0

a.0——

_ISAQﬂg¥ﬂQ

: ATIQécak C__

Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVABCCACTTGAMHTT
-—--DCCACGTGCV---

Original motif

Consensus sequence: BVABCCACTTGAMHTT

2.0

it
5

_— e ==

UP00165

Titf1l

Mus musculus
Reverse Complement
Original Motif
Forward

4

10

0.0311723

Reverse complement motif
Consensus sequence: AAHYTCAAGTGGBTBV

00—

HAMQQATléA

11

Wabiogad 4
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Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
HDADCCACTTRAAWTT

~--DCCACGTGCV---

Original motif

UuP00249

Nkx2-5
Mus musculus
Reverse Complement
Original Motif
Backward

4

10
0.031308

Consensus sequence: HDADCCACTTRAAWTT

20

bits

Reverse complement motif
Consensus sequence: AAWTTMAAGTGGHTDH

PO

—— e =
15

Weblogad

bits

0.0
Motif ID: UP00231
Motif name: Nkx2-2

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif Original Motif
Forward
4

Direction:

Position number:

Page 31 of 82


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=249
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=231

Number of overlap: 10
Similarity score: 0.0334845

Alignment:
HDVRCCACTTGARADBD
-—-—-DCCACGTGCV—-—-—-

Original motif

Consensus sequence: HDVRCCACTTGARADBD

2.0

bits
a

P

AAQGA, léTﬁé

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DVDTKTCAAGTGGKBDH

2.0

) _;EAQA

—

s
e A AST e

0.0 -
5 10 15
Webiiaga 3.4

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDADCCACTTAAVHTT
—-——-DCCACGTGCV---

Original motif

uP00147

Nkx2-6

Mus musculus
Reverse Complement
Original Motif
Backward

4

10

0.0345548

Reverse complement motif
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Consensus sequence: DDADCCACTTAAVHTT

20

0.0

" AC

1T o

Weblogad 4

Consensus sequence: AAHVTTAAGTGGHTDD

2.0

0.0 o= e

bits

5 10 15
WebLoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDWDARRGACGCGGWHGGAKHV

Original motif

UP00527
Foxn4_secondary
Mus musculus
Original Motif
Original Motif
Forward

6

10

0.0363818

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

y i9x99¢329_ ViVe x ax

5 10 15 20
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Dataset #: 1 Motif ID: 11 Motif name: NR4A2

Original motif
Consensus sequence: AAGGTCAC

T;CQ

5

WelLaogo 3

Best Matches for Motif ID 11 (Highest to Lowest)

Motif ID: uP00048

Motif name: Rara

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 8

Similarity score: 0

Alignment:

HHVGTGACCTTTDVDD

---GTGACCTT-----

Original motif
Consensus sequence: DHBHAAAGGTCACVHD

Reverse complement motif
Consensus sequence: GTGACCTT

E”ITA&QQIL

0.0

WeLago 3

Reverse complement motif
Consensus sequence: HHVGTGACCTTTDVDD
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2.0

0.0

15
Weblogad 4

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHBHAAAGGTCAHVHB
————— AAGGTCAC---

Original motif

UP00009

Nr2f2_primary
Mus musculus
Original Motif
Original Motif
Backward

4

8

0.0074527

Consensus sequence: DHBHAAAGGTCAHVHB

2.0

it
&

i

 aAuGI0A

15
Weblagad 4

Reverse complement motif
Consensus sequence: BHVDTGACCTTTDVDD

20

oK

bits

0.0

Motif ID:

UP00079
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDBCAAGGTCAHVBDH
————— AAGGTCAC----

Original motif

Esrra_primary
Mus musculus
Original Motif
Original Motif
Forward

6

8

0.01542

Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

0.0

“ chAGLTCA,

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

2.0

0.0

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00009
Nr2f2_secondary
Mus musculus
Original Motif
Original Motif
Forward

6

8
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Similarity score:
Alignment:
VBVBCSGGGTCAVBBH
————— AAGGTCAC---

Original motif

Consensus sequence: VBVBCSGGGTCAVBBH

20

0.0395644

Reverse complement motif
Consensus sequence: HVBVTGACCCSGBVBV

2.0

1.0 ‘ ‘
= _=_‘|:= e W -r. Q-:_' = ———-"I"‘- —
5 10 15

bits

Weblogodd

Motif ID: UP00082
Motif name: Zfp187_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDGMCCTBGTCCHYHV
GTGACCTT——-—————-—

Original motif

Reverse Complement
Original Motif
Forward

1

8

0.0407874

Consensus sequence: DDGMCCTBGTCCHYHV

Reverse complement motif
Consensus sequence: VHMDGGACVAGGRCDH
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2.0
0

=1

00— ==
10

————

) AQGCLLQTCQEE

15
Wabiogad 4

20

L = ?AAQ‘—-Q ! !..__Ig e

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBHBDTGACCCCDHVHB
-———-GTGACCTT-—----

Original motif

UP00053

Rxra_primary

Mus musculus
Reverse Complement
Original Motif
Forward

5

8

0.0422933

Consensus sequence: DBHBDTGACCCCDHVHB

2.0

bits

— e

0.0 —— ———— ==

—e B Tg.c'-.ﬁ_ﬁ

5

Watiloga 3.4

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD

e if\_A i CA:-_%" =

bits
=

10 15
WebiLaga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VKBBAGGGGTCAHDBBH
————— AAGGTCAC—-—---

Original motif

UP00079
Esrra_secondary
Mus musculus
Original Motif
Original Motif
Backward

5

8

0.0447444

Consensus sequence: VKBBAGGGGTCAHDBBH

20

bits

. A

5 10

0.0—=

Reverse complement motif

Consensus sequence: DBBHHTGACCCCTBBYV

bits

20

- -

olr

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00066
Hnf4a_secondary
Mus musculus
Original Motif
Original Motif
Forward

6
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Number of overlap:
Similarity score:

Alignment:

BBHHAAAGTCCAMTHH
————— AAGGTCAC---

Original motif

Consensus sequence: BBHHAAAGTCCAMTHH

2.0

8
0.0481418

Mk TG oz

00—

Weblagad 4

Reverse complement motif
Consensus sequence: HHAYTGGACTTTHDBV

20

—
—
—
!

V-

0.0
5 10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VDHHTTAATGACCBHV
——————— GTGACCTT-

Original motif

UP00197

Hoxc9

Mus musculus
Reverse Complement
Reverse Complement
Forward

8

8

0.0497679

Reverse complement motif
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Consensus sequence: VDVGGTCATTAAHHDB Consensus sequence: VDHHTTAATGACCBHV

. “ TlakTeac
00 4AQ§AT —_— O P ??__5__ el T = < =
Motif ID: UP00035

Motif name: Hicl_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 5

Number of overlap: 8

Similarity score: 0.0500062

Alignment:

DBDDRTGCCCAWDHDV

--—-GTGACCTT----

Original motif Reverse complement motif

Consensus sequence: DBDDRTGCCCAWDHDV Consensus sequence: VHHDWTGGGCAMDHBH

2.0 20

bits
It
&

- &TACCCé$ . . -ﬁrI A% LB g

0.0
15
Weblogad 4 Weblogod.4
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Dataset #: 1 Motif ID: 13 Motif name: MIZF

Original motif
Consensus sequence: BAACGTCCGC

;ﬂéAQTIQ Ve

10
WL ogo 3 S

ts

b

Best Matches for Motif ID 13 (Highest to Lowest)

Motif ID: UuP00419
Motif name: Spic

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1

Number of overlap: 10

Similarity score: 0

Alignment:

DWACTTCCRCTTTB

BAACGTCCGC—----

Original motif
Consensus sequence: VAAAGMGGAAGTWD

Reverse complement motif
Consensus sequence: GCGGACGTTV

Reverse complement motif
Consensus sequence: DWACTTCCRCTTTB
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2.0

Welsloge 34

D0

gmiACITCCE?IlI_

Webilaga 3.4

Motif ID: UP00409
Motif name: EIf5

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1

Number of overlap: 10

Similarity score: 0.00379999
Alignment:

BWAHSMGGAAGTWD

BAACGTCCGC—-—---

Original motif
Consensus sequence: BWAHSMGGAAGTWD

2.0

“a ST

Wehilogo 3.4

Reverse complement motif
Consensus sequence: DWACTTCCRSDTWV

Webiogo 3.4

Motif ID: UP00413
Motif name: Elf4
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Mus musculus

Species:

Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward

5
10
0.0124101

Position number:
Number of overlap:
Similarity score:

Alignment:
DBBHACTTCCGGKWTH

--BAACGTCCGC----
Original motif
Consensus sequence: DBBHACTTCCGGKWTH

2.0

g AC‘ ‘
T
e T A T AKX -
10 15
Webilogad 4

Reverse complement motif
Consensus sequence: HAWYCCGGAAGTHBBD

20

! CQ AA T
N
N = L N
5 10 \1;5 =

bits

0.0

e :
Motif ID: UP00404
Motif name: EIf2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif Original Motif
Direction: Forward
3
10
0.0128348

Position number:
Number of overlap:
Similarity score:
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Alignment:
DBBHACTTCCGGDWDB
--BAACGTCCGC——---

Original motif

Consensus sequence: DBBHACTTCCGGDWDB

2.0

bits
5

L T el

eIl

15
WabiLogad 4

Reverse complement motif
Consensus sequence: BDWDCCGGAAGTHBBD

2.0

OO

WablLogo 34

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BDAWGVGGAAGTDH
BAACGTCCGC——-—--

Original motif

Consensus sequence: BDAWGVGGAAGTDH

UP00085

Sfpil_primary

Mus musculus
Original Motif
Reverse Complement
Forward

1

10

0.0141516

Reverse complement motif
Consensus sequence: HDACTTCCBCWTDV
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2.0 210
Bl AAQ;I.: i : AC =Cx L
0.0 ——— = 0.0 = == == ==
5 10 e 5 10 e
Motif ID: UP00423
Motif name: Gmb5454
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif Reverse Complement
Direction: Backward
Position number: 3
Number of overlap: 10
Similarity score: 0.0144665
Alignment:
DVHACCGGAAGTHDDV
--—-GCGGACGTTV--
Original motif Reverse complement motif
Consensus sequence: VDHHACTTCCGGTHVH Consensus sequence: DVHACCGGAAGTHDDV
2.0 2.0
ﬁAQI ywvil L 4CG . AA;[
? 10 orkoarsa ? 1o o
UP00412
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHHACCGGAWGTTDDV
-——-GCGGACGTTV--

Original motif

Etv5

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

10

0.0155825

Consensus sequence: VDHAACWTCCGGTHHH

2.0

L JACT

—
00—

5 10

15
Wabiogad 4

Reverse complement motif
Consensus sequence: DHHACCGGAWGTTDDV

20

. ACC A%AIT_SH

0.0
4

WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00015
Ehf_primary

Mus musculus
Reverse Complement
Original Motif
Forward

6

10
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Similarity score: 0.0162018

Alignment:
VBDABCCGGAAGTDD
————— GCGGACGTTV

Original motif
Consensus sequence: VBDABCCGGAAGTDD

2.0

Reverse complement motif
Consensus sequence: DDACTTCCGGBTHBB

2.0

Weblogo a4

1 a WAA;ﬂ; h_-AQITCCT?I %
Motif ID: UP00418
Motif name: Etv6
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 10
Similarity score: 0.0171234
Alignment:

DVHBTACTTCCGGHTHB
---BAACGTCCGC----

Original motif
Consensus sequence: DVHBTACTTCCGGHTHB

Reverse complement motif
Consensus sequence: BHAHCCGGAAGTABDVD
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2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
MVHBACCGGAAGTVDVH
————— GCGGACGTTV--

Original motif

UP00421

Etvl

Mus musculus
Reverse Complement
Original Motif
Backward

3

10

0.0184147

Consensus sequence: MVHBACCGGAAGTVDVH

2.0

0.0 ==

7 — -__?Cg . Aél‘“‘ -

Watiloga 3.4

Reverse complement motif
Consensus sequence: HBDBACTTCCGGTBHVY

2.0

1
=

P

»—1

.

!

=

:a

|

1

0.0 —= =
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Dataset #: 2 Motif ID: 24 Motif name: ssCCCCGCSssk

Original motif
Consensus sequence: SBCCCCGCCSBB

e oo

WebhLogao 34

Best Matches for Motif ID 24 (Highest to Lowest)

Motif ID: UP00000
Motif name: Smad3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 12

Similarity score: 0.0114847
Alignment:

DHHBCCCCGCCAHHBHB

--SBCCCCGCCSBB---

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

Reverse complement motif
Consensus sequence: BBSGGCGGGGBS

2.0

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD
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2.0
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Websiags 3.4

2.0

bits
=

= —— e ==

Motif ID: UP00093
Motif name: KIf7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 12

Similarity score: 0.0165262
Alignment:

HBDRCCMCGCCCHHHD

-—-SBCCCCGCCSBB--

Original motif
Consensus sequence: HBDRCCMCGCCCHHHD

2.0

%1,0
FAVIV)e L
gl== e e . A — o,
5 10

LiX

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH

20

bits

= "}%—4_':_; g T_.p,_—_-_:l—_— ——

0.0
5 140 15
Weblogod 4

Motif ID: UP00022
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVBCCCCCCCCMHHHB
--SBCCCCGCCSBB--

Original motif

Zfp740_primary
Mus musculus
Original Motif
Original Motif
Backward

3

12

0.0276137

Consensus sequence: HVBCCCCCCCCMHHHB

2.0

bits

s,

15
Wabiogad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00003
E2F3_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2

12

Page 52 of 82


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=003

0.0328578

Similarity score:
Alignment:
WHSGCGCGCCHTDHB
-SBCCCCGCCSBB-—
Reverse complement motif
Consensus sequence: WHSGCGCGCCHTDHB
4——— GACGC w CQEI*— ——

Original motif
Consensus sequence: VHDADGGCGCGCSHW

2.0

1.0 ‘ C
— W === b e
——— = = =
5 10
Webiloga 34

-
-
15

bits

0.0

UP00033
Zfp410_secondary

Mus musculus

Motif ID:
Motif name:

Species:

Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward

2
12
0.0336734

Position number:

Number of overlap:
Similarity score:
Alignment:
BHHBHCCGCCCCDHHHH
-SBCCCCGCCSBB—-—-—--
Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV
Page 53 of 82
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2.0 2.0

2 i
=10 =10

i == QQTQQQCA = P, = g:-::—zﬁlgf_—:___-? =
2 10 18 Webiloga 14 2 10 8 Webiioga 3.4

Motif ID: UP00001
Motif name: E2F2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3
Number of overlap: 12
Similarity score: 0.0345737
Alignment:
HHVGCGCGCCKTDHB
-SBCCCCGCCSBB--
Original motif Reverse complement motif
Consensus sequence: VHDARGGCGCGCVHH Consensus sequence: HHVGCGCGCCKTDHB

20 20

- = _—_é?-‘}zﬂ_g C_ _Gc;-g:;e_—;;; . !}I:‘E-GC:CC%EI_ e

WetiLoga 34 Wetiloago 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVDVGGGHGGGGDRBHB
-—-BBSGGCGGGGBS--

UP00099
Ascl2_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

12

0.0347468

Original motif Reverse complement motif
Consensus sequence: BHVDCCCCDCCCBDBH Consensus sequence: HVDVGGGHGGGGDBHB

20 2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00043
Bcl6b_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

3
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Number of overlap:
Similarity score:

Alignment:
BHHHWGGGGCGGBBVH
--BBSGGCGGGGBS--

Original motif

12
0.0358124

Consensus sequence: HBBBCCGCCCCWHHHV

2.0

" ¢c.cCCe,

0.0

15
Weblagad 4

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BADHBDHCGCCCMCGCAHHDBBV
———————— SBCCCCGCCSBB---

Original motif

uP00400

Zif268

Mus musculus
Original Motif
Original Motif
Forward

9

12
0.0365354

Reverse complement motif
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Consensus sequence: BADHBDHCGCCCMCGCAHHDBBV

A CA CA

it
P

Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

2
510

. AIAQ I o B I

sl QTT SISx. == wl == oAl VGA VNV Eas e
Motif ID: UP00526

Motif name: Foxnl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 12

Similarity score: 0.0389727

Alignment:

HDWHMHGACGCGCGTRBVVBHW

————— BBSGGCGGGGBS———--—

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

2.0
4]
1.0

=

0.0

—lA__'e::"—__'____ E TA_ Q g E'X—-—
20

5
Weblogad 4

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

N ACSE <O LA

23AC_QT T

15
WeblLogod4
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Dataset #: 2 Motif ID: 25 Motif name: wwCCAMAGTCmt

Original motif Reverse complement motif
Consensus sequence: DDCCAMAGTCHB Consensus sequence: VDGACTRTGGDD

. (Chea(Te | GAOTSTGG

Wehilogo 34 Webilogo 3.4

ts

b
bits
5

Best Matches for Motif ID 25 (Highest to Lowest)

Motif ID: UP00079

Motif name: Esrra_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 5

Number of overlap: 12

Similarity score: 0.00927341

Alignment:

DHDBCAAGGTCAHVBDH

-DDCCAMAGTCHB——---

Original motif Reverse complement motif
Consensus sequence: DHDBCAAGGTCAHVBDH Consensus sequence: HHBVHTGACCTTGVDHD
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2.0

2.0

0.0 —

CHATGA,

WebiLags 1.4

Websiags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBHHAAAGTCCAMTHH
DDCCAMAGTCHB----

Original motif

Consensus sequence: BBHHAAAGTCCAMTHH

2.0

S ][ f

UP00066

Hnf4a_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

12

0.0157554

Reverse complement motif
Consensus sequence: HHAYTGGACTTTHDBV

20

AT

Weblagad 4

Motif ID:

UP00023
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Sox30_primary
Mus musculus

Reverse Complement

Motif name:
Species:
Matching format of first motif:
Matching format of second motif Original Motif
Direction: Forward
3
12
0.0218941

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDBAACAATDRHHHH

-—-VDGACTRTGGDD--

Original motif
Consensus sequence: DHDBAACAATDRHHHH

koM

bit

15
Wabiogad 4

0.0

uP00028

Reverse complement motif
Consensus sequence: HHHHMHATTGTTBDHD

2.0
1.0
e &5 —-—__g-g ‘ ‘ A
5 10 15
WeblLogo 34

0.0

bits

Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:

Tcfap2e_primary
Mus musculus
Original Motif
Reverse Complement
Backward

2
12
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Similarity score:
Alignment:
DTHGCCTSAGGCHHH
--DDCCAMAGTCHB-

Original motif

Consensus sequence: HHHGCCTSAGGCDAD

2.0

bits

CC reallic

0.023236

Reverse complement motif
Consensus sequence: DTHGCCTSAGGCHHH

2.0

15
Weblogo a4

bits

A
0.0 =T i 0.0 = &
Motif ID: UP00034
Motif name: Sox7_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBDHDDAACAATDRHHHHHBW

Original motif

Reverse Complement
Original Motif
Backward

6

12

0.0235871

Consensus sequence: HHBDHDDAACAATDRHHHHHBW

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH
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2.0

==
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»

20
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% 19 8 & WabLogad & : 10 8 2 WebLogod4
Motif ID: UP00095
Motif name: Zfp691_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 12
Similarity score: 0.0240897
Alignment:
VHBDDAGGAGTCWBBTD
--DDCCAMAGTCHB---

Original motif
Consensus sequence: DABBWGACTCCTHDVHV

2.0

j e?_ACTCQI? =

: 15
WetiLaga 4.4

bits

Reverse complement motif
Consensus sequence: VHBDDAGGAGTCWBBTD

2.0

! A ‘ C—.— —
- _ =S W —_———— e e — -
: 10 15

0.0
5

bits

Wabiogs 3.4
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F—

Weblogo a4

Motif ID: UP00004

Motif name: Sox14_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Backward

Position number: 2

Number of overlap: 12

Similarity score: 0.025783

Alignment:

BKBASACAATRGHBB

—-—-VDGACTRTGGDD-

Original motif Reverse complement motif

Consensus sequence: BKBASACAATRGHBB Consensus sequence: BBDCMATTGTSTBRB
ﬁ‘;‘:‘ACAAT%_A . QEA__ =I?I =

Motif ID: UP00081

Motif name: Mybl1_primary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Reverse Complement
Original Motif
Backward

3
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Number of overlap:
Similarity score:

Alignment:
HDDDHAACCGTTAHHHD
—-—-VDGACTRTGGDD--

Original motif

12
0.026472

Consensus sequence: HDDDHAACCGTTAHHHD

2.0

S W

ey

.

0.0

5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DHHHTAACGGTTHDHDH

2.0

—

TA I
== <= ! — _
5 10

= -
15

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HHHHGCTACKGTHVHH
—-—--DDCCAMAGTCHB-

Original motif

UP00052

Osr2_primary

Mus musculus
Original Motif
Reverse Complement
Backward

2

12

0.027027

Reverse complement motif
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Consensus sequence: HHVHACRGTAGCHHHD

20

it
&

0.0

AT

15
Weblogad 4

Consensus sequence: HHHHGCTACKGTHVHH

2.0

S [ bt

bits

0.0 ——

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVHBVTGTCTGGDDHDD
--VDGACTRTGGDD---

Original motif

UP00000

Smad3_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

12

0.0270662

Consensus sequence: HDHDDCCAGACABBHVH

20

= : | E—

Reverse complement motif
Consensus sequence: HVHBVTGTCTGGDDHDD

2.0

8
=1 1.0
= = ml £ B
5 10

0.0

WekiLags 3.4
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Dataset #: 2 Motif ID: 28 Motif name: ssGCkTGCssk

Original motif
Consensus sequence: SSGCKTGCSSK

=ICC “ I Ccc
g 5 10 -[

Wehiiogo 34

Best Matches for Motif ID 28 (Highest to Lowest)

Motif ID: UP00003
Motif name: E2F3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 11

Similarity score: 0.00463328
Alignment:

VHDADGGCGCGCSHW

--—--SSGCKTGCSSK

Original motif
Consensus sequence: VHDADGGCGCGCSHW

Reverse complement motif
Consensus sequence: YSSGCAYGCSS

2.0

bits

“IACC A CC
. 1 C

5 10
Webiiogo 3.4

Reverse complement motif
Consensus sequence: WHSGCGCGCCHTDHB
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20
e,
2 10 Wabtsat ik
Motif ID: UP00094
Motif name: Zfp128_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif Original Motif
Direction: Backward
3
11
0.00482124

Position number:
Number of overlap:
Similarity score:

Reverse complement motif
Consensus sequence: DHVGGGTACGCCRDHDV

Alignment:
BHHDKGGCGTACCCBHD
-——-SSGCKTGCSSK--
Original motif
Consensus sequence: BHHDKGGCGTACCCBHD
2.0 2.0
o B =7~ P4 9C_:_ —_ = a4 ggé -
5 10 15 S 5 10 15 T
UP00035
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Motif ID:
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VHHDWTGGGCAMDHBH
————— YSSGCAYGCSS

Original motif

Hicl_secondary
Mus musculus

Reverse Complement
Reverse Complement

Backward

1

11
0.00562779

Consensus sequence: DBDDRTGCCCAWDHDV

2.0

0.0

= ATACCCé$

15
WabiLogad 4

Reverse complement motif
Consensus sequence: VHHDWTGGGCAMDHBH

2.0

=1.0

LW\ QA% o

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00065
Zfpl61_primary
Mus musculus
Original Motif
Original Motif
Forward

3

11

0.00595984
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Alignment:
DDGCGCGCGCRCHYRD
-—-SSGCKTGCSSK---

Original motif
Consensus sequence: DDGCGCGCGCRCHYRD

2.0

Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD

2.0

? 9 Wartsgat.a
Motif ID: UP00001
Motif name: E2F2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2
Number of overlap: 11
Similarity score: 0.00821725
Alignment:
HHVGCGCGCCKTDHB
-SSGCKTGCSSK---

Original motif
Consensus sequence: VHDARGGCGCGCVHH

Reverse complement motif
Consensus sequence: HHVGCGCGCCKTDHB
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2.0
- = ____éﬂ'-:.:.._ﬂ AD 4R L @Q-_?f-h?:
° 1 Webtogs 24
UP00060

Max_secondary
Mus musculus

Motif ID:
Motif name:
Species:
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
1
11
0.0109259

Position number:
Number of overlap:
Similarity score:

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB

2.0

Alignment:
HDGTCGCGTGDCVB
-—-—-SSGCKTGCSSK
Original motif
Consensus sequence: BBGHCACGCGACDD
2.0
ople==—=="_ CATﬁgIﬁQ e - _Tlgéc.é” Q:t=—:
5 10 e 5 10 e
UP00527
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Motif ID:
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDWDARRGACGCGGWHGGAKHV
-—--YSSGCAYGCSS—-———-———-—

Original motif

Foxn4_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

4

11

0.0150199

Consensus sequence: VDWDARRGACGCGGWHGGAKHV

2.0

-EA_MI e Ll Al '!‘7';!;2%?;‘_:_@:!—

20
WabLogad 4

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

it
P

AQIQQ%LEQ VWV x as

00

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00002
Sp4_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

11
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Similarity score:
Alignment:
HHDGBCACGCCTWDB
-YSSGCAYGCSS——--

Original motif

Consensus sequence: BDWAGGCGTGBCHHD

2.0

0.0—= =

0.0160778

_e‘%A___ ___Q_-_ _T_eu___g-.;— -
10 15

5

Webiloga 34

Reverse complement motif
Consensus sequence: HHDGBCACGCCTWDB

2.0

%j AAEQACéGCIIE

: 15
Weiloga 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDWHMHGACGCGCGTRBVVBHW
————————— SSGCKTGCSSK--

Original motif

UP00526
Foxnl_primary

Mus musculus
Original Motif
Reverse Complement
Backward

3

11

0.0171602

Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW
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2.0

20

it
P

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DCATDBTGHGCATKMTTBRSWR

Original motif

UP00528
Foxm1_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

6

11

0.0172713

Consensus sequence: MWSMBAARRATGCDCABHATGD

2.0

a
-_E‘I.CI

0.0

sons A AR ca

10

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR

2.0

cax IlggAﬁTgl; XS

20
WabiLogod4
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Dataset #: 2 Motif ID: 29 Motif name: cCGCGGrCACG

Original motif
Consensus sequence: CCGCGGRCACG

2.0

= CECACAQA

Wehiiogo 34

Best Matches for Motif ID 29 (Highest to Lowest)

Motif ID: UP00065
Motif name: Zfpl161_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 11

Similarity score: 0.0220206
Alignment:

DDGCGCGCGCRCHYRD

-—-—-—-CCGCGGRCACG-

Original motif
Consensus sequence: DDGCGCGCGCRCHYRD

Reverse complement motif
Consensus sequence: CGTGKCCGCGG

2.0

:Cclcgcc Cﬁé

Wabhiaga 34

15

b

Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD
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2.0

20

i o A i
Motif ID: UP00527
Motif name: Foxn4_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 9
Number of overlap: 11
Similarity score: 0.024575
Alignment:
VHYTCCDWCCGCGTCMMTHWHV
-—-—-CGTGKCCGCGG——==———~—

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

==X A _ UIWIVZEESA _Foas
15

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

it
=

agxgﬁﬁzﬁg_ ViVe.x 2s.

Motif ID: uP00042
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVMVGCACACACKCVH
-—-CCGCGGRCACG—---

Original motif

Gm397_second
Mus musculus
Original Motif
Original Motif
Forward

3

11

0.0279366

Consensus sequence: DVMVGCACACACKCVH

2.0

bits

0.0

” ggﬂ?CACACAQT

T e =

15
Wabiogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UuP00007

Egrl_primary
Mus musculus
Original Motif

Reverse Complement

Forward
2
11

Reverse complement motif
Consensus sequence: HBGYGTGTGTGCVRVD

el

bits
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Similarity score: 0.0285381

Alignment:
VHTGCGGGGGCGGH
-CCGCGGRCACG--
Original motif Reverse complement motif
Consensus sequence: HCCGCCCCCGCAHB Consensus sequence: VHTGCGGGGGCGGH
0.0 QTC#CCCQCTQQ-—- == onl=——=— g_{:‘-—_g N B LA Qe-:':
Motif ID: UP00050
Motif name: Bhlhb2_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 9
Number of overlap: 11
Similarity score: 0.0335378
Alignment:
ACHRBHDTCCACGTGYAHHBMHM
———————— CCGCGGRCACG----
Original motif Reverse complement motif
Consensus sequence: YDYBDHTMCACGTGGADDBMDGT Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM
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Motif ID: uP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6
Number of overlap: 11
Similarity score: 0.0340428

Alignment:
VVVDHHTGCGYGGGCGDHVHHTRB

Original motif

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

it
P

A C A

ol =T =WV TCVav_
. 5 15

P Sy

5 10

WebiLog 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

bits

o JUTUWCE, 1

—

Weblagn 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
GYCGCGCARBGCVB
—CCGCGGRCACG--

Original motif

Consensus sequence: GYCGCGCARBGCVB

2.0

0.0 e = W s =

UP00065

Zfpl161_secondary

Mus musculus
Original Motif
Original Motif
Forward

2

11
0.0345855

Welilogo 3.4

Reverse complement motif
Consensus sequence: VVGCVMTGCGCGKC

2.0

- = g , %I&CJ}C%I?%‘

0.0 —

Webitoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00097
Mtfl_primary
Mus musculus
Original Motif
Original Motif
Backward

3
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Number of overlap: 11
Similarity score: 0.0350434

Alignment:
DBDHCGTGTGCAAMDH
—-——CCGCGGRCACG--

Original motif
Consensus sequence: DBDHCGTGTGCAAMDH

2.

< (erefeh.,

0.

15
Weblagad 4

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH

20

G [V

0.0

bits

Weblogod 4

Motif ID: UP00076

Motif name: Rfxdc2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 11

Similarity score: 0.0359928

Alignment:

HDDVSGTRTCMADGBVB

—-———-CGTGKCCGCGG—-

Original motif

Reverse complement motif
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Consensus sequence: BBVCDTRGAKACSVDDH

20

%WT_$!TQA QTACA

0.0
5

Webiiogo 3.4

Consensus sequence: HDDVSGTRTCMADGBVB

20

[ AICQ_“QH

A = = e

bits

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDWHMHGACGCGCGTRBVVBHW
————————— CCGCGGRCACG--

Original motif

UP00526

Foxnl_primary

Mus musculus
Original Motif
Reverse Complement
Backward

3

11

0.0361963

Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

2.0

a
Si0

A Q g
S E TA_ —__=

0.0

5

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

N ACSE <O LA

15

2&AC_QT T

WeblLogod4
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Results created by MOTIFSIM on 11-20-2016 21:11:03
Runtime: 725.149 seconds

MOTIFSIM is written by Ngoc Tam L. Tran
Motif logo generated by weblogo
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