MOTIFSIM - MOTIF SIMilarity Detection Tool

Version 2.1

INPUT

Input Parameters

Number of files: 5

Number of top significant motifs: 10

Number of best matches: 10

Similarity cutoff >= 0.75

Matching motif database: UniProbe Mus Musculus
Phylogenetic tree: Yes

Combined similar motifs: Yes

Output file type: All

Output file format: All

Input files and motif counts

File name Count of motifs Dataset number
MEME_DMO5.txt 46 1
MEME-ChIP_DMO05.txt 4 2
PScanChIP_DMO05.txt 16 3
RSAT_peak-motifs_DMO05.txt 17 4
W-ChIPMotifs_DMO05.txt 11 5
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RESULTS

Best Matches in Database for Each Motif (Highest to Lowest)

Dataset #: 1 Motif ID: 1 Motif name: Motif 1

Original motif
Consensus sequence: CYTSCCTCTGC

Wehiiogo 34

Best Matches for Motif ID 1 (Highest to Lowest)

Motif ID: UP00043
Motif name: Bcl6b_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 11

Similarity score: 0.0313012
Alignment:

HBBBCCGCCCCWHHHV

-—--CYTSCCTCTGC--

Reverse complement motif
Consensus sequence: GCAGAGGSAKG
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=043

Original motif
Consensus sequence: HBBBCCGCCCCWHHHV
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. cc.cCCe, .
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15
Weblagad 4

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH
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Weblogod 4

Motif ID: UP00033
Motif name: Zfp410_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 11

Similarity score: 0.0317134
Alignment:

BHHBHCCGCCCCDHHHH

-—-——-CYTSCCTCTGC--

Original motif
Consensus sequence: BHHBHCCGCCCCDHHHH

2.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=033

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
CYDBYWTCCSMHBVVH
-——-CYTSCCTCTGC-

Original motif

UP00013

Gabpa_secondary
Mus musculus
Original Motif
Original Motif
Forward

5

11

0.0322746

Consensus sequence: CYDBYWTCCSMHBVVH
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Reverse complement motif
Consensus sequence: DBVVDRSGGAWKVHKG
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Weblogod 4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00010
Tcfap2b_secondary
Mus musculus
Original Motif
Reverse Complement
Backward
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=013
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=010

Position number:
Number of overlap:
Similarity score:
Alignment:
HHKGCCYSRGGCWAD
CYTSCCTCTGC——--

Original motif

Consensus sequence: DTWGCCKSMGGCRHH

2.0
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bits

5
11
0.0336419
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Reverse complement motif
Consensus sequence: HHKGCCYSRGGCWAD

2.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHDVVGCAGCTGVBKVB
————— GCAGAGGSAKG-

UP00099
Ascl2_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

11

0.0343277
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=099

Original motif

Consensus sequence: BBYVVCAGCTGCBVHHD

2.0

0.0

Bl

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHDVVGCAGCTGVBKVB

2.0

48
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WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDDHTGGGTGGGHAHHD
—————— CYTSCCTCTGC

Original motif

UP00096

Sox13_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

1

11

0.0359879

Consensus sequence: DDDHTGGGTGGGHAHHD

20

Reverse complement motif
Consensus sequence: DHHTHCCCACCCAHDDH

20
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=096

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDACTTCCBCWTDV
-——-CYTSCCTCTGC

Original motif

Consensus sequence: BDAWGVGGAAGTDH

2.0

0.0

UP00085
Sfpil_primary

Mus musculus
Original Motif
Reverse Complement
Forward

4

11

0.036078

A=Al AAQL _
5 10

Welilogo 3.4

Reverse complement motif
Consensus sequence: HDACTTCCBCWTDV

2.0

a0

Webitoga 3.4

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00031
Zbtb3_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

4
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=085
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=031

Number of overlap: 11
Similarity score: 0.0369028

Alignment:
DDHHTBCCAGTGABHG
-—-CYTSCCTCTGC—---

Original motif
Consensus sequence: CHVTCACTGGBADHDD

2.0

m ggACI

0.0 —

bits

I"‘:- ——

Reverse complement motif
Consensus sequence: DDHHTBCCAGTGABHG

20

—_— Q_QAIE Ie:--_ .
5 10 15
WabLoga 3 4

Motif ID: UP00052
Motif name: Osr2_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward
Position number: 5

Number of overlap: 11
Similarity score: 0.0370849
Alignment:

VDWRKAKGTAGCHHDT

-GCAGAGGSAKG——---

Original motif

Reverse complement motif
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=052

Consensus sequence: AHHHGCTACYTRMWHV

20
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15
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Consensus sequence: VDWRKAKGTAGCHHDT
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A
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
——————— CYTSCCTCTGC—-—---

Original motif

UP00539

Gli2_v016060_secondary
Mus musculus

Original Motif

Original Motif

Forward

8

11

0.0381821

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Reverse complement motif

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=539

Dataset #: 1 Motif ID: 2 Motif name: Motif 2

Original motif
Consensus sequence: ACACACACACACAC

CTCACACACACAC

Webilogo 3.4

blts

Best Matches for Motif ID 2 (Highest to Lowest)

Motif ID: UP00042

Motif name: Gm397_second
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.0391499

Alignment:

HBGYGTGTGTGCVRVD

GTGTGTGTGTGTGT--

Original motif
Consensus sequence: DVMVGCACACACKCVH

Reverse complement motif
Consensus sequence: GTGTGTGTGTGTGT

2.0

*UruTGagTa I GIVT

Webiogo 34

Reverse complement motif
Consensus sequence: HBGYGTGTGTGCVRVD
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=042

2.0 20

NG, e (]

0.0-1= - 0.0 == =

v«.uoga

Motif ID: UP00538

Motif name: Glil_v015681_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 10

Number of overlap: 14

Similarity score: 0.043857

Alignment:

MHHHWHYTMCCHCCCACVAABVH

————————— ACACACACACACAC

Original motif Reverse complement motif

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY
2.0 20
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Motif ID: UP00026
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=026

Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHHTTGTGTGCKHVD
GTGTGTGTGTGTGT--

Original motif

Zscan4_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

3

14

0.0468808

Consensus sequence: HVHRGCACACAAHHHV

2.0

- cAA
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15
Wabiogad 4

Reverse complement motif
Consensus sequence: BHHHTTGTGTGCKHVD

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00400
Zif268

Mus musculus
Original Motif
Original Motif
Forward

7

14
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=400

Similarity score: 0.0479337

Alignment:
BADHBDHCGCCCMCGCAHHDBRBV
—————— ACACACACACACAC---

Original motif

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

20

A C ACA

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

=
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Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 9
Number of overlap: 14
Similarity score: 0.0485959
Alignment:
HVBDAGCGBGGGTGGCRDBDDDB
-GTGTGTGTGTGTGT--—-—————

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538
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Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 8
Number of overlap: 14
Similarity score: 0.0526961
Alignment:
VYWVVHCRCCACMCACGAHSBHH
--ACACACACACACAC-———---
Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

2.0 20

g Ty CAQCACCCAC P

5 5 15 20
WebiLog 34 Weblagn 3.4

it
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Motif ID: UP00036
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=540
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=036

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VVVRACAGVCBCDCC
ACACACACACACAC-

Original motif

Consensus sequence: VVVRACAGVCBCDCC

2.0

bits

Myf6_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

14

0.0540872

QA Cc ey

00—

wm_oguaa

Reverse complement motif
Consensus sequence: GGDGBGVCTGTKVVB

2.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00526
Foxnl_secondary
Mus musculus
Original Motif
Original Motif
Backward

9

14

0.0550075
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=526

Alignment:
DDRMHBACGCGYGCGTDGBBDB

ACACACACACACAC————————
Original motif Reverse complement motif
Consensus sequence: DDRMHBACGCGYGCGTDGBBDB Consensus sequence: BDVBCDACGCKCGCGTBHRKHD
2.0 2.0
00 2 _._AE—-‘ AQ%G%QQQAI e e 00 . ‘_‘1‘__:_5‘: 5 AQ“.“QAQAcz‘;’__T‘“ — :I'__l,_',:':
i 5 10 15 = 5 10 15 20 pe %
Motif ID: UP00538
Motif name: Glil_v015681_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 14
Similarity score: 0.055413
Alignment:
BBBDVVRGACCACCCAVGABBAB
————————— ACACACACACACAC
Original motif Reverse complement motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538
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Motif ID: UP00096
Motif name: Sox13_secondary

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DDDHTGGGTGGGHAHHD
ACACACACACACAC—-—-

Original motif

Mus musculus
Original Motif
Reverse Complement
Forward

1

14

0.0582564

Consensus sequence: DDDHTGGGTGGGHAHHD

2.0

Reverse complement motif
Consensus sequence: DHHTHCCCACCCAHDDH

2.0

Dataset #: 1 Motif ID: 3

Motif name: Motif 3
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=096

Original motif
Consensus sequence: HCAGRRVACASAG

2.0

" LoBgaa achCA

Wb agod 4

Best Matches for Motif ID 3 (Highest to Lowest)

Motif ID: UP00028
Motif name: Tcfap2e_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 13

Similarity score: 0.0445121
Alignment:

HDCDBRAAAAAADD

—-HCAGRRVACASAG

Original motif
Consensus sequence: HDCDBRAAAAAADD

2.0

- _AAAnAA_

Webiioga 3.4

Reverse complement motif
Consensus sequence: CTSTGTBKMCTGH

2.0

YV )

0.0
5

Wablagod 4

Reverse complement motif
Consensus sequence: DDTTTTTTMBDGDH

2.0
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=028

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
GTVBDAATTGTVTGHGDDHKVEB
————————— CTSTGTBKMCTGH

Original motif

UP00034

Sox7_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

10

13

0.0448793

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

20

1.0

5.8 GT;éAlI%_I_ C

bits

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

=140

bits

20
Weblogo34

== = I_ ud
Motif ID: UP00041
Motif name: Foxjl_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Reverse Complement
Reverse Complement
Backward

1
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=034
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=041

Number of overlap:
Similarity score:

Alignment:
DDDHTTTGTTTAMHDH

———-CTSTGTBKMCTGH

Original motif
Consensus sequence: HDHRTAAACAAAHDDD

2.0

bits

o

0.0

S TmACA.

0.0454552

Weblagad 4

UP00016

Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH

2.0
[TA¢
00 - lIIAT L r B -
# " Wor og0 4

bits

Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHDHDRAACAATDDVHV

HCAGRRVACASAG----

Original motif

Sry_secondary
Mus musculus
Original Motif
Original Motif
Forward
1

13
0.0481412

Reverse complement motif
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=016

Consensus sequence: HHDHDRAACAATDDVHV

20

0.0

Webiiogo 3.4

Consensus sequence: VHVHDATTGTTMHDDDH

20

1.0 n ‘ ‘
5 10

bits
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VBDDAAAAAAAAMVBHH
—-HCAGRRVACASAG-—--

Original motif

UP00077
Srf_secondary
Mus musculus
Original Motif
Original Motif
Backward

4

13

0.0545707

Consensus sequence: VBDDAAAAAAAAMVBHH

20

sl

10

15
Websiaga 3.4

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

2.0

bits

0.0 = =

*TTTTaTr.

15
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=077

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVBSBDAHAHAHAHH
—HCAGRRVACASAG-

Original motif

Consensus sequence: DVBSBDAHAHAHAHH

2.0

0.0 = D = e

UP00058
Tcf3_secondary
Mus musculus
Original Motif
Original Motif
Forward

2

13

0.0553073

Reverse complement motif
Consensus sequence: HHTHTHTHTDBSBVD

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00091

Sox5_secondary
Mus musculus
Original Motif
Original Motif
Backward

1

13
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=058
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=091

Similarity score: 0.0562585

Alignment:
DHDCATMATTDASDD
—-—HCAGRRVACASAG

Original motif
Consensus sequence: DHDCATMATTDASDD

2.0

bits

Reverse complement motif
Consensus sequence: DHSTDAATYATGDHD

2.0

bits

1 CaTaAxx A 4 oox aaleAsl
5 10 .o} 5 10
Motif ID: UP00012
Motif name: Bbx_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3
Number of overlap: 13
Similarity score: 0.0564984
Alignment:
VHVHBTGTTAACVHWVH
-—CTSTGTBKMCTGH--

Original motif
Consensus sequence: HVYWHBGTTAACABHBDV

Reverse complement motif
Consensus sequence: VHVHBTGTTAACVHWVH
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=012
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Motif ID: UP00073
Motif name: Foxa2_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 13

Similarity score: 0.0571073
Alignment:

VVDAATAACAAAVVB

HCAGRRVACASAG—-

Original motif
Consensus sequence: VVDAATAACAAAVVB

2.0

bits

¢eéléégééﬁ

0.0
15

Webilaga 34

Reverse complement motif
Consensus sequence: BVVTTTGTTATTDBB

20

bits

TTTAITAT-c

a.0
15

WetsLogo 34

Motif ID: UP00054
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=073
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=054

Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Tcf7_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

13

0.0574997

Alignment:
HHDTTTVTAATAYBD
CTSTGTBKMCTGH--

Original motif
Consensus sequence: HBKTATTABAAAHHH

2.0

15
WetiLoga 34

Reverse complement motif
Consensus sequence: HHDTTTVTAATAYBD

2.0

Dataset #: 1 Motif ID: 4 Motif name: Motif 4

Original motif
Consensus sequence: HAAAAHAAARMAAA

Reverse complement motif

Consensus sequence: TTTRKTTTHTTTTH
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- aMa_anhcald

Welsloge 34

Best Matches for Motif ID 4 (Highest to Lowest)

Motif ID: UP00025

Motif name: Foxkl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 14

Similarity score: 0.0212263

Alignment:

BBVTTTGTTTACATTDD

———TTTRKTTTHTTTTH

Original motif
Consensus sequence: DDAATGTAAACAAAVVB

20

. ﬁaégAIAAm As

5

Webiiogo 3.4

bits
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MealTr 2011,

Webilaga 3.4

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

)13

it
a

0.0

Webiloga 3.4
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=025

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VBDDAAAAAAAAMVBHH
-—-—HAAAAHAAARMAAA

Original motif

UP00077
Srf_secondary
Mus musculus
Original Motif
Original Motif
Backward

1

14

0.0216448

Consensus sequence: VBDDAAAAAAAAMVBHH

2.0

s ===

—

-
1

~AAAAAA

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

2.0

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00039
Foxj3_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

14
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Similarity score: 0.0216826

Alignment:
DVVTTTGTTTACDTHDH
—-—-TTTRKTTTHTTTTH

Original motif
Consensus sequence: HDHADGTAAACAAAVVH

20

D; ﬁo?ATAAm ééﬁ -

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

20

il

Webiloga 3.4

Motif ID: UP00061

Motif name: Foxl1_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 14

Similarity score: 0.0232085

Alignment:

VVVWTTGTTTAMATTWD

—-——-TTTRKTTTHTTTTH

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD
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Watiloga 3.4

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BDVTTTKTTTACWTWHH
———-TTTRKTTTHTTTTH

Original motif

UuP00073

Foxa2_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

14

0.025394

Consensus sequence: HHWAWGTAAAYAAAVDB

2.0

o= “‘ré‘?AIAA , g A |

5

Watiloga 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

<L | X TIAgglf-k

5

it
5

0.0

Wabiogs 3.4
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Motif ID:
Motif name:
Species:

Matching format of first motif:

Matching format of second motif:

UP00025

Foxkl_secondary
Mus musculus
Reverse Complement
Reverse Complement

15
Weblogo a4

Direction: Forward

Position number: 2

Number of overlap: 14

Similarity score: 0.0257356

Alignment:

HDDTGTTKTTKTHHD

-TTTRKTTTHTTTTH

Original motif Reverse complement motif

Consensus sequence: HHHAYAAYAACAHHH Consensus sequence: HDDTGTTKTTKTHHD
H——— @A%é AAQA — i l%ITAIIAlI i

Motif ID: UP00037

Motif name: Zfp105_primary

Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Reverse Complement
Backward

1
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Number of overlap:
Similarity score:

Alignment:

HHHTTRTTDTTTKDH
—TTTRKTTTHTTTTH

Original motif

Consensus sequence: HDYAAAHAAMAADHD

2.0

o
o
il
|II
i

14

0.0280765

- méAngA%Aé??

B}

Webilaga 34

Reverse complement motif
Consensus sequence: HHHTTRTTDTTTKDH

2.0

"L IIIII%%~19-

a.0 = == =
5

its

15
WetsLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDTYTTGTTWTKDDDT
—-—TTTRKTTTHTTTTH

Original motif

UP00061

Foxl1_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

1

14

0.0284931

Reverse complement motif
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Consensus sequence: ADDDYAWAACAAMAHH

AAAAQAAAA

15
Weblogad 4

Consensus sequence: HDTYTTGTTWTKDDDT

c1]g

0.0 ; ===

it
5

_.__I?AI.AE;&: - =
10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBTTAATTGDTTYTH
--TTTRKTTTHTTTTH

Original motif

Consensus sequence: HAMAAHCAATTAABHH

TR,

20

" aehA

0.0

uP00145

Barhl2

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

14

0.031537

w=r.. agad 4

Reverse complement motif
Consensus sequence: HHBTTAATTGDTTYTH

20
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Motif ID: UP00090

Motif name: EIf3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 14

Similarity score: 0.0324424
Alignment:

DBTHHAAAAAAAAVHDH

-—-—-HAAAAHAAARMAAA

Original motif
Consensus sequence: DBTHHAAAAAAAAVHDH

2.0

Wabiloga 3.4

Reverse complement motif

Consensus sequence: DDHBTTTTTTTTHDAVH

2.0

1.0

bits

- :::IIIIF[I - ..f_‘_.% e

0.0

Webiloga 3.4

Dataset #: 1 Motif ID: 5 Motif name: Motif 5

Original motif
Consensus sequence: CWGAGCCAYCTYTC

2.0

10 00sC e

Webiioga 3.4

Reverse complement motif
Consensus sequence: GAKAGKTGGCTCWG
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Best Matches for Motif ID 5 (Highest to Lowest)

Motif ID: UP00068

Motif name: Eomes_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 2

Number of overlap: 14

Similarity score: 0.0120339
Alignment:

VBVDAGGTGTYGVBBV

-GAKAGKTGGCTCWG-

Original motif
Consensus sequence: VBVDAGGTGTYGVBBV

20

heblles

0.0 - = T

bits

Reverse complement motif
Consensus sequence: VVBVCKACACCTHVBV

2.0

: ﬂ¢gAgCAGCI:w_

Motif ID: UP00035

Motif name: Hicl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
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Matching format of second motif: Original Motif

Direction: Forward
Position number: 2

Number of overlap: 14
Similarity score: 0.0137859
Alignment:

DBBATGCCAACCHVHH

-CWGAGCCAYCTYTC-

Original motif
Consensus sequence: DBBATGCCAACCHVHH

2.0

~ afUWACe

bits

15
WabiLogad 4

0.0

5

Reverse complement motif
Consensus sequence: DDBHGGTTGGCATVBD

2.0

oo i A v I

it
5

Motif ID: UP00098

Motif name: Rfx3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 14

Similarity score: 0.017234

Alignment:
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HHHHDVVGTTGCTAHGGDHBAHH
--GAKAGKTGGCTCWG——=—————

Original motif

Consensus sequence: HDTBHHCCHTAGCAACVVDHHHH

2.0

it
=

0.0

o

5 10

. W A A .
. v_1 1V

WebiLogo 34

Reverse complement motif
Consensus sequence: HHHHDVVGTTGCTAHGGDHBAHH

20

=== — _= = —o 2 (o= e —_——

Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
MBDRTAATTAGCTHAD
—-—GAKAGKTGGCTCWG

Original motif

Consensus sequence: HTDAGCTAATTAMHBY

uP00264

Hoxal

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

14

0.0174544

Reverse complement motif
Consensus sequence: MBDRTAATTAGCTHAD
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2.0

bits

Wablogo 3.4

I o L = =CT A
10 orkoarsis L o
Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 7
Number of overlap: 14
Similarity score: 0.0187141
Alignment:
BDDHVDKGCCACCCVCGCTDBVH
—-——CWGAGCCAYCTYTC—-————-

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

X CA

= _.—-$-1=-:.£I'Iu"~_-=-'-—-'-f.—- P

WesLago 34

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

M CCA WE oo

":_.ﬂ.__.-._.—-._

20

WebbLaga 34

Motif ID: UP00046
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVDDVCAGATGKYHBBV
———GAKAGKTGGCTCWG

Original motif

Tcfe2a_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

4

14

0.0198398

Consensus sequence: HVDDVCAGATGKYHBBV

2.0

0.0 - 4 M.

g =CAI_.—AT s ___I_-E__. =

Watiloga 3.4

Reverse complement motif
Consensus sequence: VBBDMYCATCTGVHHBH

2.0

3ﬁCAIQT_=T¢

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00052

Osr2_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

14

0.0203442
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Alignment:

VDWRKAKGTAGCHHDT
-—-GAKAGKTGGCTCWG
Original motif Reverse complement motif
Consensus sequence: AHHHGCTACYTRMWHV Consensus sequence: VDWRKAKGTAGCHHDT
2.0 2.0
& j[A
" . gClAQ?T = _ N~ AA—r . -;,—zcn =_=
2 \‘AIMSU_OQGQ 4 \:Pfu_uga a4
Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 7
Number of overlap: 14
Similarity score: 0.0208381
Alignment:
DVMHHDHKGACCCTCCTSVCBH
—————— CWGAGCCAYCTYTC--
Original motif Reverse complement motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH Consensus sequence: DVMHHDHKGACCCTCCTSVCBH
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2.0

20

0 = =D a7 —— = L=_ == AT =
5 10 15 20 G e 5 10 15 20
Motif ID: UP00095
Motif name: Zfp691_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VHBDDAGGAGTCWBBTD
—-—-GAKAGKTGGCTCWG-

Original motif

Reverse Complement
Reverse Complement
Forward

3

14

0.0209451

Consensus sequence: DABBWGACTCCTHDVHV

2.0

bits

TG

-—

15

Webiiaga 3.4

Reverse complement motif
Consensus sequence: VHBDDAGGAGTCWBBTD

bits
=

0.0——

2.0
CS_ W A._I‘_l,—"-; B i
10 15

WebiLags 3.4

5

Motif ID:

UP00228
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Motif name: Bapx1
Species: Mus musculus
Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward
Position number: 4

Number of overlap: 14
Similarity score: 0.0212049
Alignment:

DTBVTTAAGTGGTTHHV

-——-GAKAGKTGGCTCWG

Original motif
Consensus sequence: VHHAACCACTTAAVVAH

2.0

SO ) [

5

bits

Watiloga 3.4

Reverse complement motif
Consensus sequence: DTBVTTAAGTGGTTHHY

2.0

5 10 15

Wabiogs 3.4

Dataset #: 1 Motif ID: 6 Motif name: Motif 6

Original motif
Consensus sequence: CASABACWSACACA

Reverse complement motif
Consensus sequence: TGTGTSWGTBTSTG
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2.0

*"CAcH_.CI-ACAVA

0.0

Welsloge 34

Best Matches for Motif ID 6 (Highest to Lowest)

Motif ID: UP00034

Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.0357045
Alignment:

VVYDDDCHCAVACAATTDRBVAC
CASABACWSACACA-———————

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

20

1.0

5.8 ?Iééllél_ g 82 .-
: : 3 I

bits

2.0

bits

A

| @
ool cClESTE=
5

10

Webilaga 3.4

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

10

bits

5

20
Weblogo34
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HVHBVTGTCTGGDDHDD
—-—-TGTGTSWGTBTSTG

Original motif

UP00000

Smad3_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

14

0.0482294

Consensus sequence: HDHDDCCAGACABBHVH

2.0

00—

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HVHBVTGTCTGGDDHDD

2.0

o
:E‘I.CI

= = = --—-l - = g

0.0 =
5 10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00039

Foxj3_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

14

0.0493845
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Alignment:
HDBAHCAWAACADWDVD
CASABACWSACACA-—--

Original motif
Consensus sequence: HDBAHCAWAACADWDVD

2.0

0.0 =
Wabiloga 3.4

Reverse complement motif
Consensus sequence: DVHWDTGTTWTGDTBDH

2.0

%1-0 T TT
" = 7-_'_=—x.'='=..__A_—-__.c-._I_ e E
5 10

15
Webiloga 3.4

Motif ID: UP00025
Motif name: Foxkl_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 14

Similarity score: 0.0507431
Alignment:

HHHAYAAYAACAHHH

CASABACWSACACA-

Original motif
Consensus sequence: HHHAYAAYAACAHHH

Reverse complement motif
Consensus sequence: HDDTGTTKTTKTHHD
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2.0

w
Z10 T |
e e W
5

0.0 -

15
Webiloga 3.4

15
Websloge 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
MWSMBAARRATGCDCABHATGD
CASABACWSACACA-—-—————-

Original motif

Consensus sequence: MWSMBAARRATGCDCABHATGD

2.0

a
F10

ga-g A A W.ca

UP00528
Foxm1_secondary
Mus musculus
Original Motif
Original Motif
Backward

9

14

0.0524108

Reverse complement motif

20

21 2738 ILE-QA CSex S=X5
10 15

Consensus sequence: DCATDBTGHGCATKMTTBRSWR

— =
-

20

WabLagad 4

20
Weblogod4

Motif ID:

UP00528
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Motif name: Foxm1_primary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 14

Similarity score: 0.0538393
Alignment:

HADTBVADGATGCATCMTGMVHB
CASABACWSACACA-————————

Original motif
Consensus sequence: HADTBVADGATGCATCMTGMVHB

2.0

A aualWATG.T

Reverse complement motif
Consensus sequence: VHVRCAYGATGCATCDTVVADTH

20

! A A
= --:I___A
5

bits

lggl A.T

Weblagn 3.4

i =1 MATCoSE = ol x 1V
5 0 & B o
Motif ID: UP00031
Motif name: Zbtb3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1
Number of overlap: 14
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Similarity score:
Alignment:
DDHHTBCCAGTGABHG
--TGTGTSWGTBTSTG

Original motif

0.0538699

Consensus sequence: CHVTCACTGGBADHDD

20

Reverse complement motif
Consensus sequence: DDHHTBCCAGTGABHG

2.0

| - = ;:—, gQAEl:m:"'}:-— =

bits

15
Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHBHHCATTCATRHVDD
—-——-CASABACWSACACA

Original motif

uP00014

Sox17_secondary
Mus musculus
Original Motif
Original Motif
Forward

4

14

0.0541456

Consensus sequence: VHBHHCATTCATRHVDD

Reverse complement motif
Consensus sequence: DDBDKATGAATGHDBHYV
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2.0 2.0

ATTCA.. . RTGAAT

o
-_E‘I.CI

oo l=—e —_— o o _ gy L = - =~
5 15 ek 5 10 15 ras

Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 14
Similarity score: 0.0541653
Alignment:
VYWVVHCRCCACMCACGAHSBHH
————————— CASABACWSACACA
Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20 20

Ix QAQQéQEQAcﬁéé?

T
i e —_— = 0.0 AAEE?IQ'ECIT’:FIé’,HGQ‘ == - =
5 10 15 20

bits

WesLaga 34

Motif ID: UP00098
Motif name: Rfx3_secondary
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Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 2

Number of overlap: 14

Similarity score: 0.0545034

Alignment:

BDBBVBVGTAWCCAAGVBHBAGB

———————— TGTGTSWGTBTSTG-

Original motif Reverse complement motif
Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

2.0 20

£ 10 A A
sol cx CTIA-XT g o 5= s ,.h_.__AT__g.-. as . A

—_ = - e —
5 15

20 5 10 15 20
WesLaga 34 Webblaga 3.4

Dataset #: 1 Motif ID: 7 Motif name: Motif 7
Original motif Reverse complement motif
Consensus sequence: AAAATKCTATT Consensus sequence: AATAGYATTTT

240 Z.0

bits
bits

A

Watiiaga 34 Weblaga 34
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Best Matches for Motif ID 7 (Highest to Lowest)

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBTTAATTGDTTYTH
————— AATAGYATTTT

Original motif

Consensus sequence: HAMAAHCAATTAABHH

20

upP00145

Barhl2

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

11

0.0314776

EiﬁééAAQCAAII&ﬁIJ

Weblogad 4

Reverse complement motif
Consensus sequence: HHBTTAATTGDTTYTH

2.0

176 Tr....

Weblogodd

Motif ID:
Motif name:
Species:

Matching format of first motif:

UuP00180
Hoxd13

Mus musculus
Original Motif
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Matching format of second motif:

Reverse Complement

Direction: Backward
Position number: 6

Number of overlap: 11
Similarity score: 0.0388915
Alignment:

HDHHTTTTATTKKHDD

AAAATKCTATT-—-—-—-

Original motif

Consensus sequence: HDHYYAATAAAAHHHH

2.0

LI X

"~ oqahlMRA

WabiLogad 4

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD

2.0

¥ A?ITTIAIIAA

15
WablLogo 34

Motif ID: UP00016
Motif name: Sry_primary
Species: Mus musculus
Matching format of first motif: Original Motif

Matching format of second motif:

Reverse Complement

Direction: Backward

Position number: 5

Number of overlap: 11
0.039378

Similarity score:

Alignment:
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VDDDATTATAATHDHV
-AAAATKCTATT----

Original motif

Consensus sequence: BHDHATTATAATDDDV

2.

=

- NTTATMT

15
WabiLogad 4

Reverse complement motif
Consensus sequence: VDDDATTATAATHDHV

2.

o ATIATMT

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDDDATTTTATTKVRDB
-AAAATKCTATT———--

Original motif

UP00121

Hoxd10

Mus musculus
Original Motif
Reverse Complement
Backward

6

11

0.039567

Consensus sequence: VDKVYAATAAAATDDDH

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB
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UP00034

2.0

)

o

|

——

Sox7_primary
Mus musculus

Motif ID:
Motif name:
Species:
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 11
Number of overlap: 11
Similarity score: 0.0403247
Alignment:
WBHHHHHMDATTGTTHDHDVHH
-AAAATKCTATT-—————-———-
Original motif Reverse complement motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW Consensus sequence: WBHHHHHMDATTGTTHDHDVHH
2.0 2.0
o -A¢@AA v I.\A,ﬁ_ A X o ,._g;;:;r B B=1r 2
gE= -5 = G D N _2;% ‘: o0 5 10 - % & G 3‘
UP00038
Page 53 of 752

Motif ID:
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDBHACATCCTAKWDV
—-——-AAAATKCTATT--

Spdef_secondary
Mus musculus
Original Motif
Original Motif
Backward

3

11

0.0405096

Reverse complement motif
Consensus sequence: VDWYTAGGATGTHVDH

Original motif
Consensus sequence: DDBHACATCCTAKWDV

2.0 20
i — _ AQA—IGCITA.II e o —:—_-_‘%EIA5¢ —— A;‘—»l = L
& 5 10 Eu_m“ 5 10

Motif ID: UP00191

Motif name: Pou2f2

Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Reverse Complement
Reverse Complement
Backward

2

11
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Similarity score: 0.0406764

Alignment:
BHHDATTTGCATAHHV
—-———-AATAGYATTTT-

Original motif
Consensus sequence: BHDTATGCAAATDHDV

20

“ TATOMAT

0.0

15
Weblogad 4

Reverse complement motif
Consensus sequence: BHHDATTTGCATAHHV

2

21

“:_$IﬁATIIAQATA—w

0.0

Weblogodd

Motif ID: UP00179
Motif name: Pou2f3
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:

Direction: Forward
Position number: 5

Number of overlap: 11
Similarity score: 0.0407045
Alignment:

BHHVATTTGCATAHHV

-—-——-AATAGYATTTT-

Original motif
Consensus sequence: BHDTATGCAAATBHDV

Reverse Complement
Reverse Complement

Reverse complement motif
Consensus sequence: BHHVATTTGCATAHHV
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2.0

0.0

15
Weblogod 4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHHMHATTGTTBDHD
AATAGYATTTT-----

Original motif

UuP00023

Sox30_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

6

11

0.0413872

Consensus sequence: DHDBAACAATDRHHHH

2.0

0.0

S|

—
15
Weblogod 4

Reverse complement motif
Consensus sequence: HHHHMHATTGTTBDHD

2.0

P IQEATTATI-—“ — =

0.

Weblogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HAHAACCAATTARBDH
AAAATKCTATT-——-—--

Original motif
Consensus sequence: HAHAACCAATTARBDH

20

UP00166

Barhl1

Mus musculus
Original Motif
Original Motif
Backward

6

11
0.0427435

15
Weblogad 4

Reverse complement motif
Consensus sequence: DDVKTAATTGGTTDTH

2.0

o= IIIWX:.:—:II = %_-_'

Weblogodd

Dataset #: 1 Motif ID: 8

Original motif
Consensus sequence: TGAAAATSCTT

Motif name: Motif 8

Reverse complement motif
Consensus sequence: AAGSATTTTCA
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10
Watiiaga 34

Best Matches for Motif ID 8 (Highest to Lowest)

Motif ID: UP00179

Motif name: Pou2f3

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 11

Similarity score: 0.0170413

Alignment:

BHHVATTTGCATAHHV

AAGSATTTTCA-—-———

Original motif
Consensus sequence: BHDTATGCAAATBHDV

2.0

L AICAMT

0.0
15
WebLogad 4

Weblaga 34

Reverse complement motif
Consensus sequence: BHHVATTTGCATAHHV

2.

ATl

0.0
WabLoga 3.4

Motif ID: UP00191
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHHDATTTGCATAHHV
AAGSATTTTCA-—-—---

Original motif

Consensus sequence: BHDTATGCAAATDHDV

2.0

0.0

< ATeeadT

- —

Pou2f2

Mus musculus
Reverse Complement
Reverse Complement
Backward

6

11

0.0186797

15
Wabiogad 4

Reverse complement motif
Consensus sequence: BHHDATTTGCATAHHV

i-$xﬂATIIAQATAH

WabiLogo 34

n
=1

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

uP00044

Mafk_primary
Mus musculus
Original Motif
Original Motif
Backward

5

11
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Similarity score:
Alignment:
DWAAAWTGCTGACTH
TGAAAATSCTT----

Original motif

Consensus sequence: DWAAAWTGCTGACTH

2.0

0.0 = —_ — -

0.025968

Reverse complement motif
Consensus sequence: HAGTCAGCAWTTTWD

2.0

"1 a8 QAIGA?IILE

Weblogo a4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDTTTAAGTACTTDDDD
--TGAAAATSCTT----

Original motif

UP00389

Nkx3-1

Mus musculus
Original Motif
Reverse Complement
Forward

3

11

0.0281427

Consensus sequence: DDHDAAGTACTTAAADB

Reverse complement motif
Consensus sequence: BDTTTAAGTACTTDDDD
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2.0

-

2.0

it
5

e

aol==

o AéAgIAGlléeﬁx

Watiloga 3.4

arACTACT

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBVDRGGGATTAAMDHH
—-———-AAGSATTTTCA--

Original motif

Consensus sequence: HBVDRGGGATTAAMDHH

2.0

UP00153

Pitx1

Mus musculus
Reverse Complement
Original Motif
Backward

3

11

0.02834

Reverse complement motif

2.0

bit

==

Wabiogs 3.4

Consensus sequence: HHDRTTAATCCCKHBVH

.

210 ‘ | 2y,
oA -g‘.‘ﬂ o
10 15 -

g T
5

Watiloga 3.4

5 10
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

UP00219

Cutl1_3494.2
Mus musculus
Original Motif
Reverse Complement

Direction: Forward

Position number: 4

Number of overlap: 11

Similarity score: 0.0294239

Alignment:

DADTGATMATCABTD

-—-—-TGAAAATSCTT-

Original motif Reverse complement motif

Consensus sequence: DAVTGATRATCAHTD Consensus sequence: DADTGATMATCABTD
0.0 Iﬁnl—?AIéAIgé—I? 6 ;-__:é ar l—%éﬁgAIgééTA

Motif ID: UP00119

Motif name: Nkx2-9

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Reverse Complement
Reverse Complement
Backward

2
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Number of overlap:
Similarity score:

Alignment:

HDTTBAAGTACTTDAAA
————— AAGSATTTTCA-

Original motif

11
0.0300831

Consensus sequence: TTTDAAGTACTTVAADH

2.0

e AT A,

0.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HDTTBAAGTACTTDAAA

2.0

T AT

0.0

15

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHTTAAGTACTTAAMK
-——-AAGSATTTTCA-

Original motif

UP00190

Nkx2-3

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

11

0.0302066

Reverse complement motif
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Consensus sequence: YYTTAAGTACTTAAHD

20

. MOACTL.

15
Weblogad 4

Consensus sequence: HHTTAAGTACTTAAMK

L ACTACTT.

bits
P

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VDWYTAGGATGTHVDH
—-—-——-AAGSATTTTCA-

Original motif

UP00038

Spdef_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

2

11

0.0318364

Consensus sequence: DDBHACATCCTAKWDV

2.0

" A, ATCCI W

\Naogaﬂt

Reverse complement motif
Consensus sequence: VDWYTAGGATGTHVDH

20

21 B QCTA A

a —— e T —_—

15
Weblogod.4
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Motif ID: UP00080

Motif name:

Gata5_primary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:

Reverse Complement
Reverse Complement

Direction: Backward
Position number: 6

Number of overlap: 11
Similarity score: 0.0333422
Alignment:

DDHBKCTTATCAGDDDH

-AAGSATTTTCA-———-—

Original motif
Consensus sequence: HDDDCTGATAAGRVDDD

20

0.
5

£10 AA
e —— Ql | . Qﬁ: =
5 10 1

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DDHBKCTTATCAGDDDH

20
g e e e
10 15

Webiloga 3.4

0.0

Dataset #: 1 Motif ID: 9

Original motif
Consensus sequence: AACATATTTTCA

Motif name: Motif 9

Reverse complement motif
Consensus sequence: TGAAAATATGTT
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10

Wetiloga 34

Best Matches for Motif ID 9 (Highest to Lowest)

Motif ID: UP00250
Motif name: Irx5

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 12

Similarity score: 0.0253217
Alignment:

DDDHWACATGTWHDABW

TGAAAATATGTT————-

Original motif
Consensus sequence: DDDHWACATGTWHDABW

20

bits

Wetiloga 34

Reverse complement motif
Consensus sequence: WVTDHWACATGTWHDDD

20

L,
i AW B L AT =

a - = =
5

Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WDDDTACATGTADDWBW
TGAAAATATGTT-———--

Original motif

UP00236

Irx2

Mus musculus
Reverse Complement
Original Motif
Forward

1

12

0.0267342

Consensus sequence: WDDDTACATGTADDWBW

20

o TAATUTs

Webiiogo 3.4

Reverse complement motif
Consensus sequence: WVWDDTACATGTADDDW

20

" TGATOTa

0.0 —— =

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00059
Arid5a_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

12
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Similarity score:
Alignment:

HDTDVCAATATTMV
—-—-TGAAAATATGTT

Original motif

0.0285822

Consensus sequence: VYAATATTGVDADH

L MIATT.

PN

Webiioga 3.4

Reverse complement motif

Consensus sequence: HDTDVCAATATTMV

2.0

bits

0.0 — _—

1. AT

Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WDHDWACATGTWAWABD
TGAAAATATGTT-----

Original motif

UP00194
Irx4
Mus musculus

Reverse Complement

Original Motif
Forward

1

12
0.0297419

Consensus sequence: WDHDWACATGTWAWABD

Reverse complement motif

Consensus sequence: DBTWTWACATGTWDHDW
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2.0

- W AN e,

.l

10

Iééeua

Websiags 3.4

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDDDTACATGTAVWWHD
TGAAAATATGTT-----

Original motif

UP00223

Irx3_0920.1

Mus musculus
Reverse Complement
Original Motif
Forward

1

12

0.029857

Consensus sequence: DDDDTACATGTAVWWHD

2.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DDWWBTACATGTADDDD

2.0

T TWATTa

bits

e —

WebiLags 3.4

Motif ID:

UP00223
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDDHTACATGTAVWDHD
TGAAAATATGTT-----

Original motif

Irx3_2226.1

Mus musculus
Reverse Complement
Original Motif
Backward

6

12

0.0299906

Consensus sequence: DDDHTACATGTAVWDHD

2.0

" IA AT TTﬂIA‘*

Watiloga 3.4

Reverse complement motif
Consensus sequence: DHDWBTACATGTAHDDD

2.0

o TAATUTa

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00150

Irx6

Mus musculus
Reverse Complement
Original Motif
Forward

1

12

0.0303256
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Alignment:
AHWDBTACATGTADHTH
TGAAAATATGTT--——--

Original motif
Consensus sequence: HAHDTACATGTAVDWHT

2.0

o THATTe .

10

Wabiloga 3.4

Reverse complement motif
Consensus sequence: AHWDBTACATGTADHTH

2.0

“Ia I_SIACAI la =

Webiloga 3.4

Motif ID: UP00171

Motif name: Msx3

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 12

Similarity score: 0.0315999

Alignment:

HHVTTAATTKGTTHTV

-TGAAAATATGTT---

Original motif
Consensus sequence: VAHAACYAATTAABHH

Reverse complement motif
Consensus sequence: HHVTTAATTKGTTHTV
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.

- ==

15
Weblogad 4

2

bits

0.0

1 ;TATTAELL-I_

Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDASCTCATTATVHHB
-——-AACATATTTTCA--

Original motif

UP00146
Pou6fl_3733.1

Mus musculus
Original Motif
Reverse Complement
Forward

4

12

0.0330849

Consensus sequence: VHHVATAATGAGSTDDH

2.0

'” A AT

o l==== —— N 0§ | iy

—

15
Webiiaga 3.4

Reverse complement motif
Consensus sequence: DHDASCTCATTATVHHB

=AY Q | I .

10 15

it
5

0.0—=

WebiLags 3.4

Motif ID:

UP00080
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDDDCTGATAAGRVDDD

AACATATTTTCA-—-—-—--

Original motif

Gata5_primary

Mus musculus
Original Motif
Reverse Complement
Forward

1

12

0.0334048

Consensus sequence: HDDDCTGATAAGRVDDD

2.0

1.0

bits

—

0.0

X&qﬁ?l, AAgﬁn1

5

Wabiloga 3.4

Reverse complement motif
Consensus sequence: DDHBKCTTATCAGDDDH

2.0

w
210 :
. = - E . AA_;:r; — e e
0 T

0.0 = — = = =
15

5
Webiloga 3.4

Dataset #: 1 Motif ID: 10

Original motif
Consensus sequence: AAAMATTGTTT

Motif name: Motif 10

Reverse complement motif
Consensus sequence: AAACAATYTTT

Webiiaga 3.4
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Best Matches for Motif ID 10 (Highest to Lowest)

Motif ID: UP00114
Motif name: Homez
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 11

Similarity score: 0.0148981
Alignment:

AHWWMATCGTTTTBADD

-AAAMATTGTTT—-———-

Original motif
Consensus sequence: AHWWMATCGTTTTBADD

20

Reverse complement motif
Consensus sequence: HDTVAAAACGATRWWHT

Webiloga 3.4

Motif ID: UP00096

Motif name: Sox13_primary
Species: Mus musculus
Matching format of first motif: Original Motif
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Reverse Complement

Matching format of second motif
Direction: Backward
Position number: 5
Number of overlap: 11
Similarity score: 0.0154717
Alignment:
WHDWWATTGTTCKDHD
-AAAMATTGTTT—-——-—
Original motif Reverse complement motif
Consensus sequence: DHDRGAACAATWWDHW Consensus sequence: WHDWWATTGTTCKDHD
2.0 2.0
AACAATA TA“ TTQ
0.0 = st ___.._%_.!._ —=a _E—w—, = _T#_:._:_!;I 00 %eEIA —-n_ B R .~ 8 « =-C ;____,,—_!E-;
2 19 \‘AIMSU_OQGQ 4 2 19 \:rfu_ugua A
UP00064
Sox18_primary

Motif ID:
Mus musculus
Reverse Complement

Motif name:
Species:
Matching format of first motif:
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1
11
0.0200897
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Number of overlap:
Similarity score:

Alignment:
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HHDHABAACAATHBWV
————— AAACAATYTTT

Original motif

Consensus sequence: BWBHATTGTTBTHDHH

2.

0.
10

i}
o
-_E'I.U
o = = " B N —
5

Reverse complement motif
Consensus sequence: HHDHABAACAATHBWYV

2.0

1 oo AAQAAII¢

0.0
15
WablLogo 34

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DDHVDAACAATTDDHVV
—-———-AAACAATYTTT--

Original motif

UP00062

Sox4_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

11

0.020377

Consensus sequence: VVHDDAATTGTTDVDDD

Reverse complement motif
Consensus sequence: DDHVDAACAATTDDHVV
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2.0

SO |11

0.0

bits

Websiags 3.4

2.0

L JMeMT

bits

WebiLags 1.4

Motif ID: UP00051

Motif name: Sox8_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 11

Similarity score: 0.0208116

Alignment:

DDDHDAACAATWBATDD

-—-——-AAACAATYTTT--

Original motif
Consensus sequence: DDATBWATTGTTHHDDD

2.0

e S A=

0.0 = =

5 10 15
Webiiaga 3.4

Reverse complement motif
Consensus sequence: DDDHDAACAATWBATDD

2.0

B __A?BAQAAIééf

po=—==

WebiLags 3.4

Motif ID: UP00023
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Sox30_primary
Mus musculus
Original Motif

Motif name:
Species:
Matching format of first motif:
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 11
Similarity score: 0.0235407
Alignment:
HHHHMHATTGTTBDHD
--AAAMATTGTTT---
Original motif Reverse complement motif
Consensus sequence: DHDBAACAATDRHHHH Consensus sequence: HHHHMHATTGTTBDHD
20 20
o alclAT. S ||
2 19 R saria 2 10 Rerisoni
Motif ID: UP00091
Motif name: Sox5_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif Original Motif
Direction: Forward
5
11
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Position number:
Number of overlap:
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0.0236834

Similarity score:
Alignment:
DHDDGAACAATWDDHD
-———-AAACAATYTTT-
Original motif Reverse complement motif
Consensus sequence: DHDDGAACAATWDDHD Consensus sequence: DHDDWATTGTTCDDHD
A A TAH TT
s —— 4‘1“*’%‘»_ ACAAIT%—L‘-_-_ — —— :_-:;-_;é = | = O~ B cg;_——_— —
UP00014
Sox17_primary

Mus musculus

Motif ID:
Motif name:
Species:
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
3
11
0.0256157

Position number:

Number of overlap:
Similarity score:

Alignment:

VDDAACAATTVAWHD

-—-AAACAATYTTT--

Reverse complement motif
Consensus sequence: DDWTBAATTGTTDDB
Page 79 of 752

Original motif
Consensus sequence: VDDAACAATTVAWHD
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2.0

0.0

| T,

15
WebiLogo 34

Ll

e

18
Webhlogo 34

D o %I?éA,TT?

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WBHHHHHMDATTGTTHDHDVHH

Original motif

UP00034

Sox7_primary

Mus musculus
Original Motif
Reverse Complement
Forward

6

11

0.0264034

Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

2.0

L - _,._g—ﬁr
= 5 1

i : 20

0 15
WabiLogod4

Page 80 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=034

Motif ID: UP00075

Motif name: Sox15_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3

Number of overlap: 11

Similarity score: 0.0265966
Alignment:

DHVKMWATTGTTHDHDH

-—-AAAMATTGTTT—-—---

Original motif
Consensus sequence: HDDDDAACAATWRRBHD

20

. alohAT,

15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DHVKMWATTGTTHDHDH

20

TATT II
0.0 — l?é—r L. - -r--gj'-"j_l I

15
Webiloga 3.4

Dataset #: 1 Motif ID: 11 Motif name: Motif 11

Original motif
Consensus sequence: AAMATGTTTMAA

Reverse complement motif
Consensus sequence: TTYAAACATYTT
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A A

10
Wetiloga 34

Best Matches for Motif ID 11 (Highest to Lowest)

Motif ID: UP00250
Motif name: Irx5

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 6

Number of overlap: 12

Similarity score: 0.00569393
Alignment:

WVTDHWACATGTWHDDD

————— AAMATGTTTMAA

Original motif
Consensus sequence: DDDHWACATGTWHDABW

20

bits

Wetiloga 34

Reverse complement motif
Consensus sequence: WVTDHWACATGTWHDDD

20

. sAVALUTa
i AlIWE & AN e

a - = =
5

it
a

Webiloga 3.4
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Motif ID: UP00236
Motif name: Irx2

Species: Mus musculus
Matching format of first motif: Original Motif

Matching format of second motif:

Reverse Complement

Direction: Backward

Position number: 1

Number of overlap: 12

Similarity score: 0.00753568

Alignment:

WVWDDTACATGTADDDW

————— AAMATGTTTMAA

Original motif Reverse complement motif

Consensus sequence: WDDDTACATGTADDWBW Consensus sequence: WWWDDTACATGTADDDW

20 20

P HIA AT v Téﬂ - X I i~ _IACAT v TA- ==
Motif ID: UP00061
Motif name: Foxl1_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Original Motif
Reverse Complement
Backward

5
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Number of overlap: 12
Similarity score: 0.00927938

Alignment:
VVVWTTGTTTAMATTWD
-AAMATGTTTMAA-——-

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

2.0

LAAT| Q ée_

5 10

Webiiaga 3.4

Reverse complement motif
Consensus sequence: VWWWTTGTTTAMATTWD

2.0

____;!?.I A 'cl'é_:!: - -

0.0
5 10 15

WebiLags 3.4

Motif ID: UP00150
Motif name: Irx6

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 12

Similarity score: 0.0104366
Alignment:

HAHDTACATGTAVDWHT

—-———-AAMATGTTTMAA-

Original motif

Reverse complement motif
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Consensus sequence: HAHDTACATGTAVDWHT

20

" TATETs .«

Webiiogo 3.4

Consensus sequence: AHWDBTACATGTADHTH

20

" THATCT

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WDHDWACATGTWAWABD
-——--AAMATGTTTMAA-

Original motif

UuP00194

Irx4

Mus musculus
Original Motif
Original Motif
Backward

2

12
0.0110074

Consensus sequence: WDHDWACATGTWAWABD

20

) P

Websiaga 3.4

Reverse complement motif
Consensus sequence: DBTWTWACATGTWDHDW

2.0

ol ?_ZI__':I - .....Tﬂﬂaé -
5 10 15

WekiLags 3.4

bits
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HHHTTTCACACCTDHBV
-——--TTYAAACATYTT-

Original motif

UP00068

Eomes_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

12

0.0113539

Consensus sequence: BVHDAGGTGTGAAAHHH

20

bits

) @641 II ééﬁé_

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHHTTTCACACCTDHBY

20

%)
=

0.0

- ey | QA jvI.

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00223
Irx3_2226.1

Mus musculus
Original Motif
Reverse Complement
Forward

6
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Number of overlap: 12
Similarity score: 0.0118824

Alignment:
DHDWBTACATGTAHDDD
————— AAMATGTTTMAA

Original motif
Consensus sequence: DDDHTACATGTAVWDHD

2.0

 AGATCTs

bits

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DHDWBTACATGTAHDDD

2.0

< TAATITs

0.0

WebiLags 3.4

Motif ID: UP00223
Motif name: Irx3_0920.1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1

Number of overlap: 12

Similarity score: 0.0132149
Alignment:

DDDDTACATGTAVWWHD

————— AAMATGTTTMAA

Original motif
Consensus sequence: DDDDTACATGTAVWWHD

Reverse complement motif
Consensus sequence: DDWWBTACATGTADDDD
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2.0

0.0

S ]

o
15

Websiags 3.4

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BBVTTTGTTTACATTDD
-AAMATGTTTMAA-—-——

Original motif

UP00025

Foxkl_primary

Mus musculus
Original Motif
Reverse Complement
Backward

5

12

0.0142458

Consensus sequence: DDAATGTAAACAAAVVB

2.0

E: néégAIAAm éé1

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

T

WebiLags 3.4

it
5

0.0

Motif ID:

UP00039
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DVVTTTGTTTACDTHDH
-AAMATGTTTMAA-——-

Original motif

Foxj3_primary

Mus musculus
Original Motif
Reverse Complement
Backward

5

12

0.0210343

Consensus sequence: HDHADGTAAACAAAVVH

2.0

bits

0.0

_ clMAcha,

Watiloga 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

2.0

%:_ I; A TIAQ'IT*

Wabiogs 3.4

Dataset #: 1 Motif ID: 12

Original motif

Consensus sequence: ACAACACATTT

Motif name: Motif 12

Reverse complement motif
Consensus sequence: AAATGTGTTGT

Page 89 of 752
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Watiiaga 34

Best Matches for Motif ID 12 (Highest to Lowest)

Motif ID: UP00033

Motif name: Zfp410_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 11

Similarity score: 0.0181
Alignment:

DVDDATGGGATGKMDDV

--AAATGTGTTGT——--

Original motif
Consensus sequence: DVDDATGGGATGKMDDV

20

- éT b
ol == L WIVIWHI ] AT=
5 10

15
Webiiogo 3.4

bits

Weblaga 34

Reverse complement motif
Consensus sequence: BDDYYCATCCCATDDBD

.SORIUWWAT.

o
L AN = R
1
Webiloga 3.4

it
a

0.0

Page 90 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=033

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VBVDAGGTGTYGVBBV
-—-AAATGTGTTGT---

Original motif

UP00068
Eomes_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

3

11

0.0202807

Consensus sequence: VBVDAGGTGTYGVBBV

20

m—
|
pre=ri]

0.0 = = e

Reverse complement motif
Consensus sequence: VVBVCKACACCTHVBV

=]

2.0

S

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00171

Msx3

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

Page 91 of 752

15
Weblogodd
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Number of overlap:
Similarity score:

Alignment:
HHVTTAATTKGTTHTV
-—-——-AAATGTGTTGT-

Original motif
Consensus sequence: VAHAACYAATTAABHH

2.0

11

0.0211208

blogad 4

Eoll

Reverse complement motif
Consensus sequence: HHVTTAATTKGTTHTV

0 —

S lTA _ Y _A-s.:_ell_._ -

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHDWTTTGTCGTAHDD
-AAATGTGTTGT—-—---

Original motif

UP00072

IRC900814_primary
Mus musculus
Reverse Complement
Reverse Complement
Forward

2

11

0.0216511

Reverse complement motif

Page 92 of 752
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Consensus sequence: DDHTACGACAAAWDDB

20

15
Weblogad 4

Consensus sequence: BHDWTTTGTCGTAHDD

Ry

5

it
5

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDVKTAATTGGTTDTH
—-———-AAATGTGTTGT-

Original motif

Consensus sequence: HAHAACCAATTARBDH

2.0

=

0.0

UP00166

Barhl1

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

11

0.0230664

mmﬁeﬁéé?gAAIIA6'ﬁ"

Weblogad 4

Reverse complement motif
Consensus sequence: DDVKTAATTGGTTDTH
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Motif ID: UuP00045

Motif name: Mafb_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 7

Number of overlap: 11

Similarity score: 0.0231414
Alignment:

HAAWDTGCTGACDWARH

AAATGTGTTGT-————-

Original motif
Consensus sequence: HAAWDTGCTGACDWARH

20

B —.-.—:éé_ -II - CT- 4 Q-Ae‘-:-

15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DMTWDGTCAGCADWTTH

20

0.0

E;%:—T_—-—f_’h CA - W . %$1£ -

Webiloga 3.4

Motif ID: UP00540

Motif name: Gli3_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4
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Number of overlap: 11
Similarity score: 0.0270722

Alignment:
YBVDMGTGGGTGGTCKVVBVBBT
-—--AAATGTGTTGT-—-———————

Original motif
Consensus sequence: ABBBBVVRGACCACCCACRDBBM

it
=

AAA Ao

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

we = cUUVYYCSYYVic2. & o 1Sme XFT P T Yl /
5 w B B ; e s P
Motif ID: UP00236
Motif name: Irx2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1
Number of overlap: 11
Similarity score: 0.0272203
Alignment:
WVWDDTACATGTADDDW
—————— AAATGTGTTGT

Original motif

Reverse complement motif
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Consensus sequence: WDDDTACATGTADDWBW

20

o TAGATUTa

ki) z

Webiiogo 3.4

Consensus sequence: WVWDDTACATGTADDDW

20

‘L THAITa .

5
Webiloga 3.4

bits

Motif ID: UP00539
Motif name: Gli2_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 9

Number of overlap: 11

Similarity score: 0.0274347
Alignment:

DTVBDDRGACCACCCAGDWDGBH

———————— ACAACACATTIT----

Original motif
Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

20

o AWARAA.

e N e

5 10 15 20
Weslaga 3.4

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBAF

20

Webblaga 3.4
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Motif ID: UP00146

Motif name: Poubfl_3733.1
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 11

Similarity score: 0.0275808
Alignment:

VHHVATAATGAGSTDDH

————— AAATGTGTTGT-

Original motif
Consensus sequence: VHHVATAATGAGSTDDH

A T

fya-—— — = W g I . | e
: 5 10 15
Webiloga 3.4

Reverse complement motif
Consensus sequence: DHDASCTCATTATVHHB

20

" aV|CHI AT

. = N ==
= 5

10 15
Webloga 3.4

Dataset #: 1 Motif ID: 13 Motif name: Motif 13

Original motif
Consensus sequence: AAWATRTATTT

Reverse complement motif
Consensus sequence: AAATAKATWTT
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10
Watiiaga 34

Best Matches for Motif ID 13 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
AVDAKKTAATTAGTTVV
AAWATRTATTT-—-—----

Original motif
Consensus sequence: VBAACTAATTARYTDVT

20

UP00266

Prrx1
Mus musculus

Original Motif

Reverse Complement
Backward

7

11

0.0142423

= _— = =

D -ééQI acl

10 15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: AVDAKKTAATTAGTTVV

£10
A_x O
10 15

0.0 = T
5

Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

AHWDBTACATGTADHTH
————— AAWATRTATTT-

Original motif

UP00150

Irx6

Mus musculus
Original Motif
Reverse Complement
Backward

2

11

0.020069

Consensus sequence: HAHDTACATGTAVDWHT

20

AT

TA,T% T

0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: AHWDBTACATGTADHTH

bits

20

1.0

=

TAGATCTa .

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00236

Irx2

Mus musculus
Original Motif
Reverse Complement
Forward

6
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Number of overlap: 11
Similarity score: 0.0214423

Alignment:
WVWDDTACATGTADDDW
————— AAWATRTATTT-

Original motif
Consensus sequence: WDDDTACATGTADDWBW

2.0

o TAAITa

Webiiaga 3.4

Reverse complement motif
Consensus sequence: WWWDDTACATGTADDDW

2.0

L TAATTa .

bits

WebiLags 3.4

Motif ID: UP00261
Motif name: Lhx4

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 11

Similarity score: 0.0230284
Alignment:

DADVCTAATTAGBTWTG

—————— AAATAKATWTT

Original motif

Reverse complement motif
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Consensus sequence: DADVCTAATTAGBTWTG

20

o === é ——— QIA A%EIII?

L1}
Webiiogo 3.4

Consensus sequence: CAWABCTAATTAGBDTD

gm%émA“GIA | Ag X

0.0 = = e e

15
Webiloga 3.4

Motif ID: UP00170

Motif name: Isl2

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5

Number of overlap: 11

Similarity score: 0.0233945

Alignment:

HWDTTAATYKMTTHHR

-—-——AAATAKATWTT-

Original motif
Consensus sequence: MHHAAYYMATTAADWH

2.0

Reverse complement motif
Consensus sequence: HWDTTAATYKMTTHHR

20
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDHWTTTAATTAATHHV
AAWATRTATTT-—-———-—

Original motif

UP00212

Lhx5

Mus musculus
Original Motif
Reverse Complement
Backward

7

11

0.0236276

Consensus sequence: VDHATTAATTAAAWHHB

20

" TIAALIAA

— .

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VDHWTTTAATTAATHHYV

20

bits

0.0 === = 411 . ﬂAA; =S —_—

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00108

Alx3

Mus musculus
Original Motif
Reverse Complement
Backward

7
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Number of overlap: 11
Similarity score: 0.0243258

Alignment:
VHVAKMTAATTAKTHBW
AAWATRTATTT-——-———

Original motif
Consensus sequence: WVHAYTAATTARYTVHYV

2.0

i

5.8 nﬁ%I AS -
5

0.0
10 15

Webiiaga 3.4

Reverse complement motif
Consensus sequence: VHVAKMTAATTAKTHBW

2.0

L_éag “AAEL 2
5 10 15

WebiLags 3.4

Motif ID: UP00171

Motif name: Msx3

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 11

Similarity score: 0.0254704

Alignment:

HHVTTAATTKGTTHTV

—-———-AAATARATWTT-

Original motif

Reverse complement motif
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Consensus sequence: VAHAACYAATTAABHH

20

Consensus sequence: HHVTTAATTKGTTHTV

Ml

'ﬂhuga.ﬂ

bits

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WVTDHWACATGTWHDDD
————— AAWATRTATTT-

Original motif

UP00250

Irx5

Mus musculus
Original Motif
Reverse Complement
Forward

6

11

0.0259267

Consensus sequence: DDDHWACATGTWHDABW

20

Reverse complement motif
Consensus sequence: WVTDHWACATGTWHDDD

2.0

S V1

WekiLags 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDDHTACATGTAVWDHD
—-———-AAWATRTATTT--

Original motif

UP00223

Irx3_2226.1
Mus musculus
Original Motif
Original Motif
Forward

5

11
0.0263428

Consensus sequence: DDDHTACATGTAVWDHD

20

T

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DHDWBTACATGTAHDDD

20

T A
oo AL AI v IT e =
= 5 10 15

Webiloga 3.4

Dataset #: 1 Motif ID: 14

Original motif

Consensus sequence: TAATKATATAA

Motif name: Motif 14

Reverse complement motif
Consensus sequence: TTATATYATTA
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2.0

bLts
>

o.0
10 5 10
Weksiaga 34 Webilags 3.4

Best Matches for Motif ID 14 (Highest to Lowest)

0.0

Motif ID: UP00264
Motif name: Hoxal
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5
Number of overlap: 11
Similarity score: 0.0229661
Alignment:
MBDRTAATTAGCTHAD
-—-——-TAATKATATAA-
Original motif Reverse complement motif
Consensus sequence: HTDAGCTAATTAMHBY Consensus sequence: MBDRTAATTAGCTHAD
£i10
L Ao | =" _=

Weblogad 4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DVBTAATTAATTAABTH
-—-TAATKATATAA---

Original motif

UP00129

Pou3fl

Mus musculus
Original Motif
Original Motif
Forward

4

11

0.02767

Consensus sequence: DVBTAATTAATTAABTH

20

“L oATTARTTAS .

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DAVTTAATTAATTAVBD

20

0.0

"L TMATTAATTS

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00212
Lhx5

Mus musculus
Original Motif
Original Motif
Backward

2
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Number of overlap:
Similarity score:

Alignment:
VDHATTAATTAAAWHHB
————— TAATKATATAA-

Original motif

Consensus sequence: VDHATTAATTAAAWHHB

2.0

11
0.0295456

Reverse complement motif

2.0

bit

Consensus sequence: VDHWTTTAATTAATHHYV

Webiiaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VDAATTAATTAAWWHHB
————— TAATKATATAA-

Original motif

UP00130

Lhx3

Mus musculus
Original Motif
Original Motif
Backward

2

11
0.0295647

Reverse complement motif

Page 108 of 752

1 ﬁ@II AA%X“L Mﬂ“_éxl “AAE- _

WebiLags 3.4


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=130

Consensus sequence: VDAATTAATTAAWWHHB

20

TR

0.0 EEe
5 15

Webiiogo 3.4

Consensus sequence: VHHWWTTAATTAATTDV

20

Motif ID: UP00247
Motif name: Pax4

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1

Number of overlap: 11

Similarity score: 0.0309932
Alignment:

DDSBKMTAATTAKDBVW

—————— TAATKATATAA

Original motif
Consensus sequence: WVVDYTAATTARYBSDH

20

210 ‘
T g :
Er s, o | 2AS =
5

0. —
10 15
Websiaga 3.4

Reverse complement motif
Consensus sequence: DDSBKMTAATTAKDBVW

2.0

bits

0.0 T
15
WekiLags 3.4

—_——— QQI -=§=A__-_,_ _-_—%
5 10
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VHVAKMTAATTAKTHBW
—————— TAATKATATAA

Original motif

UP00108

Alx3

Mus musculus
Original Motif
Reverse Complement
Forward

7

11

0.0319078

Consensus sequence: WVHAYTAATTARYTVHV

20

RN hﬁ%I
5

Reverse complement motif
Consensus sequence: VHVAKMTAATTAKTHBW

20

i A
g éa? ‘ ‘ Ax_ A
5 10 15

Webiloga 3.4

1NAsl
Motif ID: UP00105
Motif name: Pou3f4
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
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Number of overlap: 11

Similarity score: 0.0323543

Alignment:

DVHTAATTAATTADDDB

-—-—-TAATKATATAA-——-

Original motif Reverse complement motif

Consensus sequence: DVHTAATTAATTADDDB Consensus sequence: BDDDTAATTAATTAHBD
2.0 2.0
ool=— L _.-.._*-57-1.. T _-_—:ﬂ—__..._nc ok = —;;J—ﬂ -:“ Y= e T T e N 8 _1-0_—-— s _;_ —

Motif ID: UP00202

Motif name: DIx1

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 3

Number of overlap: 11

Similarity score: 0.0327446

Alignment:

MDTAATTAHMBCHB

—-—-TAATKATATAA-

Original motif Reverse complement motif
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Consensus sequence: BHGVRDTAATTADY Consensus sequence: MDTAATTAHMBCHB

o TAATTA. T, ..

0.0 —
10

bits
=

tnl

Welilogo 3.4 Webitoga 3.4

Motif ID: UP00128

Motif name: Pou3f2

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 6

Number of overlap: 11

Similarity score: 0.0328898

Alignment:

HHDVMTAATTAATTDDV

————— TAATKATATAA-

Original motif Reverse complement motif

Consensus sequence: VDDAATTAATTARBDHD Consensus sequence: HHDVMTAATTAATTDDYV
20 20

B
o

210 £10
| Iéélh_ “_QTS | =¥ ¢IAAIL? -

Websiaga 3.4 WekiLags 3.4
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Motif ID: UP00266

Motif name: Prrx1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 7

Number of overlap: 11

Similarity score: 0.0331473
Alignment:

AVDAKKTAATTAGTTVV

—————— TAATKATATAA

Original motif
Consensus sequence: VBAACTAATTARYTDVT

20

D; -éﬂgI A2l =«

10 15
WebiLoga 3.4

Reverse complement motif
Consensus sequence: AVDAKKTAATTAGTTVV

20

A _AEEI TTAAIIﬁ

0.0 e
5
Webiloga 3.4

Dataset #: 1 Motif ID: 15 Motif name: Motif 15

Original motif
Consensus sequence: AAAGRTMAAACTA

Reverse complement motif
Consensus sequence: TAGTTTYAKCTTT
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2.0

bits
B

JA\

0.0

Webilogad 4 Wablagod 4

Best Matches for Motif ID 15 (Highest to Lowest)

Motif ID: UP00074

Motif name: Isgf3g_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 2

Number of overlap: 13

Similarity score: 0.0359564

Alignment:

TDAGTTTCGWTTKDV

-TAGTTTYAKCTTT-

Original motif Reverse complement motif
Consensus sequence: VDRAAWCGAAACTDA Consensus sequence: TDAGTTTCGWTTKDV

2.0

,Lf.A_QIQAAAAG; A ﬁ AJIT

i A%‘?‘Iéﬁ__-_-
: 10 15

Webiloga 34 Weblogo a4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDDASATCAAAGGMDDD
-AAAGRTMAAACTA-—-

Original motif

UP00083
Tcf712_primary

Mus musculus
Original Motif
Reverse Complement
Backward

4

13

0.0371142

Consensus sequence: DDDYCCTTTGATSTDDV

20

EqQITTTAICL_

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

20

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00054
Tcf7_primary
Mus musculus
Original Motif
Original Motif
Backward

4
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Number of overlap: 13
Similarity score: 0.0377174

Alignment:
BHHASATCAAAGGAHHH
-AAAGRTMAAACTA---

Original motif
Consensus sequence: BHHASATCAAAGGAHHH

2.0

EW,A?AIQAAA‘ﬂﬁﬁ

0.0 —

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHY

2.0

- = E:Eﬁ;g;j,}j[q;l!][(:g[ig_ﬁ

Motif ID: UP00058
Motif name: Tcf3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 13

Similarity score: 0.0394685
Alignment:

HHHASATCAAAGVRHHH

-AAAGRTMAAACTA-—--

Original motif

Reverse complement motif

Page 116 of 752
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Consensus sequence: HHHASATCAAAGVRHHH

20

“ahTohM

15
Webiiogo 3.4

Consensus sequence: HHHKVCTTTGATSTHHH

20

S 1)

Webiloga 3.4

Motif ID: UP00032

Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 13

Similarity score: 0.0406011

Alignment:

HBHDVHDTCTTATCTHTDDHDV

-——-TAGTTTYAKCTTT—-———-

Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

0
E10 &
e = T L = T e
20

5 10 15

Weblogad 4

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

t
Py

i e ; =

Wabis

Page 117 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=032

Motif ID: UP00067

Motif name: Lefl_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 4

Number of overlap: 13

Similarity score: 0.0411941

Alignment:

VDDAGATCAAAGGKDDD

-AAAGRTMAAACTA---

Original motif Reverse complement motif

Consensus sequence: DDDYCCTTTGATCTDDV Consensus sequence: VDDAGATCAAAGGKDDD
-] | MVAICLE- 4 aGRIVAARYs.

Motif ID: UP00079

Motif name: Esrra_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 1
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Number of overlap: 13
Similarity score: 0.042799

Alignment:
DHDBCAAGGTCAHVBDH
-—-—--AAAGRTMAAACTA

Original motif
Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

w0
£10 : ‘ A
— . =
— — = =
10

0.0

15
Webiiaga 3.4

5

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

2.0

e W = A - =

WebiLags 3.4

Motif ID: UP00061
Motif name: FoxI1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 13

Similarity score: 0.0473603
Alignment:

DWAATRTAAACAAWVVB

-AAAGRTMAAACTA-—--

Original motif

Reverse complement motif
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Consensus sequence: DWAATRTAAACAAWVVB

20

_LAATH A Q

5 10

Ao

Webiiogo 3.4

Consensus sequence: VVWWTTGTTTAMATTWD

:!:I N : 'CI'QIIX .

0.0 = =
5 10 15
Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDKGTTTCGKTWDDD
-TAGTTTYAKCTTT-

Original motif

UP00040
Irf5_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

13

0.0474515

Consensus sequence: DDDWAYCGAAACYDV

20

it
5

0.0

Reverse complement motif
Consensus sequence: BDKGTTTCGKTWDDD

20

—— ;‘;A _TITC —— ‘i‘lg_: -

0.0

5
Weslage a4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BBVHVGGTGTCATHDDT
—-——-TAGTTTYAKCTTT

Original motif

UP00199

Six4

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

13

0.0477024

Consensus sequence: ADDHATGACACCBHBBV

20

Lo C A
= == A F Ti —— =
10 15

0.0
5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BBVHVGGTGTCATHDDT

20

=
E‘I.CI
E= - Al Wi i . =
10 15

0.0 e s

Webiloga 3.4

Dataset #: 1 Motif ID: 16

Original motif

Consensus sequence: TCTKTGTCAAWA

Motif name: Motif 16

Reverse complement motif
Consensus sequence: TWTTGACAYAGA
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2.0 2.0

bits
bits
5

| A

0.0 0.0

5 10

Wetiloga 34

Best Matches for Motif ID 16 (Highest to Lowest)

Motif ID: UP00258

Motif name: Tgif2

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 2

Number of overlap: 12

Similarity score: 0.00294541

Alignment:

VBWTTGACAGCTVBTT

-TWTTGACAYAGA—-—-

Original motif Reverse complement motif
Consensus sequence: AABBAGCTGTCAAWVV Consensus sequence: VBWTTGACAGCTVBTT

2 2.0

ahf _--AEECI I é;!:éy . ___:-?‘?r*IT A glﬂ LI

0.0
5 10
Weblogad 4 Weblogodd

b
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBHTTGACAGSTVDTD
- TWTTGACAYAGA-—--

Original motif

Consensus sequence: DADBASCTGTCAAHVH

20

bits

0.0

UP00210

Mrg2

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

12

0.00709656

Reverse complement motif
Consensus sequence: DBHTTGACAGSTVDTD

2

o= T‘E‘IT - ";‘*Ql_——_ :I-?;_:!:

10 15
W

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00186
Meis1

Mus musculus
Original Motif
Original Motif
Forward

4
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12

Number of overlap:
Similarity score: 0.00883873
Alignment:
WAVBASCTGTCAAWVH
—-——-TCTKTGTCAAWA-
Original motif Reverse complement motif
Consensus sequence: WAVBASCTGTCAAWVH Consensus sequence: DBWTTGACAGSTBVTW
2.0 2.0
A CT T A 1 S
o= __NICW L TR A~ ool A 1| = LCH N &
3 10 fmkoarsa ? 1o oo
Motif ID: UP00226
Motif name: Mrg1l
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 12
Similarity score: 0.00900015
Alignment:
WAVBASCTGTCAAWHB
—-——TCTKTGTCAAWA-
Reverse complement motif
Page 124 of 752
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Consensus sequence: WAVBASCTGTCAAWHB

2

=

L1}

1.0

o> =1 NIV I V¥V A=
: 5 10 15

Weblogad 4

Consensus sequence: BHWTTGACAGSTBBTW

2.0

bits
P

—_-::A-—I - . CIE =

15
e a4

0.0

-

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DABWWTGACAGCTVVBD
——TWTTGACAYAGA---

Original motif

UP00122

Tgifl

Mus musculus
Reverse Complement
Original Motif
Forward

3

12

0.0128037

Consensus sequence: DABWWTGACAGCTVVBD

20

bits

a_ R | VI

0.0 T
5 1

JACT

15

Websiaga 3.4

Reverse complement motif
Consensus sequence: DBVVAGCTGTCAWWVTH

2.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BDVTTTKTTTACWTWHH
————— TWTTGACAYAGA

Original motif

UP00073

Foxa2_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

12

0.0145754

Consensus sequence: HHWAWGTAAAYAAAVDB

2.0

=

AQ?AIAA 5 g é—e:‘ :

5

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

2.0

o I¥ X TIAGEA

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00205

Pknox2

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

12
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0.0147372

Similarity score:
Alignment:
VHATTGACAGSKSVTH
-TWTTGACAYAGA—-—-
Original motif Reverse complement motif
Consensus sequence: HAVSRSCTGTCAATHB Consensus sequence: VHATTGACAGSKSVTH
quﬂ?ECI T ax K-> | ;CIE?%J
Motif ID: UP00203
Motif name: Pknox1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 12
Similarity score: 0.0147793
Alignment:
DRVSASCTGTCAAWVV
—-——-TCTKTGTCAAWA-
Reverse complement motif
Consensus sequence: VVWTTGACAGSTSBKD
Page 127 of 752
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GGLA -:;ACGI T__ élﬁz%

Wabiogad 4

20

_«LIVAVAVELs -

5 10 15
WabLogad 4

Motif ID: UP00045
Motif name: Mafb_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 12

Similarity score: 0.0150474
Alignment:

DMTWDGTCAGCADWTTH

————— TWTTGACAYAGA

Original motif
Consensus sequence: HAAWDTGCTGACDWARH

20

5,_&&;!;:;:1 Y CT- : Q-;,-f\,.ﬁ.

0. T
10 15

bits

Reverse complement motif
Consensus sequence: DMTWDGTCAGCADWTTH

2.0

L o CA- wi_ %él; s

0.0 T
10 15
WebiLags 1.4

Motif ID: UP00103
Motif name: Jundm2_secondary
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Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDDKTGASTCAKHRDB
-TWTTGACAYAGA---

Original motif

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

12

0.0167106

Consensus sequence: VDKDRTGASTCAYHDH

2.0

>

0.0

- TQCTQAQE

15
Weblogad 4

Reverse complement motif
Consensus sequence: HDDKTGASTCAKHRDB

| —-—AI -ACTQ -CrE-‘—"—ﬁﬁ_

15
Wablogo 3.4

1

bits

0.0

Dataset #: 1 Motif ID: 17

Original motif
Consensus sequence: CTTCTGACCTC

210

bits

0.0

Motif name: Motif 17

Watiiaga 34

Reverse complement motif
Consensus sequence: GAGGTCAGAAG

Z.0
0.0 3 4
5 10

Weblaga 34

is

b
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Best Matches for Motif ID 17 (Highest to Lowest)

Motif ID: UP00079

Motif name: Esrra_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 6

Number of overlap: 11

Similarity score: 0

Alignment:

VKBBAGGGGTCAHDBBH

————— GAGGTCAGAAG-

Original motif
Consensus sequence: VKBBAGGGGTCAHDBBH

20
= A A b .

5 10 15
WebiLoga 3.4

bits

Reverse complement motif

Consensus sequence: DBBHHTGACCCCTBBYV

20

-

ol .

Motif ID: UuP00045
Motif name: Mafb_primary
Species: Mus musculus

Matching format of first motif: Reverse Complement
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Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DMTWDGTCAGCADWTTH
-—GAGGTCAGAAG——-—-

Original motif

Reverse Complement
Backward

5

11

0.00315419

Consensus sequence: HAAWDTGCTGACDWARH

2.0

P ———

2

——

5

ATIII ; GT- ; Q-A

Wabiloga 3.4

Reverse complement motif
Consensus sequence: DMTWDGTCAGCADWTTH

2.0

= = — CA T wE, %@1; .

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHVDTGACCTTTDVDD
————— GAGGTCAGAAG

UP00009

Nr2f2_primary

Mus musculus
Reverse Complement
Original Motif
Backward

1

11

0.00435047
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Original motif

Consensus sequence: DHBHAAAGGTCAHVHB

2.0

it
&

— aGI0A

15
Weblagad 4

Reverse complement motif
Consensus sequence: BHVDTGACCTTTDVDD

20

0.

o l—

oG

5

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HHVGTGACCTTTDVDD
————— GAGGTCAGAAG

Original motif

UP00048

Rara

Mus musculus
Reverse Complement
Original Motif
Backward

1

11

0.00499607

Consensus sequence: DHBHAAAGGTCACVHD

20

0.0

=

15
Weblogad 4

Reverse complement motif
Consensus sequence: HHVGTGACCTTTDVDD

2

1.

0.0

0
0

TGhelTe
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DBHBDTGACCCCDHVHB
-CTTCTGACCTC—————

Original motif

UP00053

Rxra_primary
Mus musculus
Original Motif
Original Motif
Backward

6

11
0.00503678

Consensus sequence: DBHBDTGACCCCDHVHB

20

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD

20

== - _A . CA-_;_:—

H

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00079
Esrra_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2
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Number of overlap:
Similarity score:

Alignment:
HHBVHTGACCTTGVDHD
-CTTCTGACCTC————-

Original motif

11
0.00855607

Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

0w
=10 : ‘ A
— . =
= - - ==
10

0.0
5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

2.0

-1
£10
P C A VE | =
10

15
WebiLags 3.4

5

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DMDMTGACGTCAKHBD
————— GAGGTCAGAAG

Original motif

UP00020
Atfl_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

11

0.0106472

Reverse complement motif
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Consensus sequence: DBDRTGACGTCAYHRD

2

a. i

o k0ol

10

e —
15

Weblogad 4

Consensus sequence: DMDMTGACGTCAKHBD

-+ TohiTeh..

bits
P

e —
10 15
Weblogodd

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDBVMGGGGTCAABHDV
————— GAGGTCAGAAG-

Original motif

UP00066
Hnf4a_primary

Mus musculus
Reverse Complement
Original Motif
Backward

2
11

0.0108194

Consensus sequence: BDBVMGGGGTCAABHDV

20

bits

W
10

r-N
o6 S =Y V.- i =
5

Websiaga 3.4

Reverse complement motif
Consensus sequence: BHHVTTGACCCCYVVDB

2.0

0.0 = . = ¥ 8

© Tl

WekiLags 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BVHDAGGTGTGAAAHHH
—--GAGGTCAGAAG---

Original motif

UP00068

Eomes_primary

Mus musculus
Reverse Complement
Original Motif
Backward

4

11

0.0131175

Consensus sequence: BVHDAGGTGTGAAAHHH

20

bits

) @641 II ééﬁé_

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHHTTTCACACCTDHBY

20

%)
=

0.0

- ey | QA jvI.

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00103
Jundm2_primary
Mus musculus
Original Motif
Reverse Complement
Backward

6
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Number of overlap: 11
Similarity score: 0.0132197

Alignment:
HVGMTGACGTCATCBB
CTTCTGACCTC——-—-

Original motif
Consensus sequence: BBGATGACGTCAYCVH

2.

- siﬁTTAQAIQAzc?

0.

Weblagad 4

Reverse complement motif
Consensus sequence: HVGMTGACGTCATCBB

2.

“_alGACETCA....

0.
Weblogod 4

Dataset #: 1 Motif ID: 18 Motif name: Motif 18

Original motif
Consensus sequence: CAAAGTCCAGC

2.0

10
Wetiiaga 34

Best Matches for Motif ID 18 (Highest to Lowest)

Motif ID: UP00066
Motif name: Hnf4a_secondary
Species: Mus musculus

Reverse complement motif
Consensus sequence: GCTGGACTTTG

2.0
0.0 s .
5 10

Webiaga 34

is

b
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHAYTGGACTTTHDBV
--GCTGGACTTTG---

Original motif

Consensus sequence: BBHHAAAGTCCAMTHH

2.0

Reverse Complement
Reverse Complement
Forward

3

11

0

“ AdTCRA.

Reverse complement motif
Consensus sequence: HHAYTGGACTTTHDBV

20
AT ol B III R —
10 15

bLogods

it
5

)

0.0

H

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00079
Esrra_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

11

0.0313848
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Alignment:
HHBVHTGACCTTGVDHD
--GCTGGACTTTG—-—--

Original motif
Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

w
=10 : ‘ A
—— . =
e — - =
10

0.0

15
Wabiloga 3.4

5

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

2.0

0.0

Webiloga 3.4

Motif ID: uP00048
Motif name: Rara

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 11

Similarity score: 0.0347594
Alignment:

DHBHAAAGGTCACVHD

---CAAAGTCCAGC--

Original motif
Consensus sequence: DHBHAAAGGTCACVHD

Reverse complement motif
Consensus sequence: HHVGTGACCTTTDVDD
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2.0

0.0

15

20

Wabilogad

UP00009

Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
DHBHAAAGGTCAHVHB

-—-—-CAAAGTCCAGC--

Nr2f2_primary
Mus musculus
Original Motif
Original Motif
Backward
3

11
0.0448871

Original motif
Consensus sequence: DHBHAAAGGTCAHVHB

bit
5

TN

il
]
o

WabiLagad

UP00538

Reverse complement motif
Consensus sequence: BHVDTGACCTTTDVDD

20
B 2 4, Ac CCl s
? 1o Westagaas

1.0

bits

0.0
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
————————— GCTGGACTTTG---

Original motif

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

= B S

0.0

¢, c. "o oA

Glil_v016060_primary
Mus musculus

Reverse Complement
Original Motif

Forward

10

11

0.0461676

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

its

—_— — - e £=

= e o

10 15

c,,,f—?scga 9 T T

1]

5 10 15 20
WebiLog 34 Weblagn 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00539
Gli2_v016060_primary
Mus musculus

Original Motif

Original Motif

Forward

4

11
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Similarity score: 0.0468432

Alignment:
DTVBDDRGACCACCCAGDWDGBH
—-—-—-CAAAGTCCAGC—-—==—————

Original motif
Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

20

U UAWARA. .

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBAFK

20

pa=r =l - = -z«r:r—'é-;‘?"?? ool t S S e =
Motif ID: UP00047
Motif name: Zbtb7b_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 6
Number of overlap: 11
Similarity score: 0.0474554
Alignment:
BBDVHGGTGGTCBKDDB
————— GCTGGACTTTG-

Original motif
Consensus sequence: BDDRVGACCACCHBDVB

Reverse complement motif
Consensus sequence: BBDVHGGTGGTCBKDDB
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2.0

N i e
= Wi . i —me . AW A v o=
10

bits

-
—— 0.0 e

0.0 = =

5

15
Watiloga 3.4 Weblogo 3.4

Motif ID: UP00416

Motif name: Flil

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 11

Similarity score: 0.0475257

Alignment:

DHDACCGGAAKTBBVV

-—--GCTGGACTTTG--

Original motif
Consensus sequence: VBBVAYTTCCGGTDDH

2.0

EWQQIT VISLSs S

0.0
10 15
Wabiogad 4

Reverse complement motif
Consensus sequence: DHDACCGGAAKTBBVV

2.

UACQ mAl“

0.
WabiLogo 34
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Motif ID: UP00540

Motif name: Gli3_v016060_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 5

Number of overlap: 11

Similarity score: 0.0476315

Alignment:

HDGHHBHRGACCACCCGSVDVG

--—--CAAAGTCCAGC--——-—---

Original motif Reverse complement motif

Consensus sequence: HDGHHBHRGACCACCCGSVDVG Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH
e =AY A A ACA.\C: SO o8 C -r-;.?g-::: - T ® I g= 2 L

Motif ID: UP00540

Motif name: Gli3_v015681_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 9
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Number of overlap: 11
Similarity score: 0.0492402

Alignment:
ABBBBVVRGACCACCCACRDBBM
-——-CAAAGTCCAGC——=————-

Original motif
Consensus sequence: ABBBBVVRGACCACCCACRDBBM

2.0

bits

AAA Ao

= _ __—_-=_0(aVi= (=3 . . = ﬂA“—“_-_?é

0.0
5 10 15 20

WesLago 34

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

T WA T r

G
h___T

===

bits

m—l

5 20

Dataset #: 1 Motif ID: 19 Motif name: Motif 19

Original motif
Consensus sequence: AGAGAAAG

-~ AGACAAAG

Wkl aga @A

bns

Best Matches for Motif ID 19 (Highest to Lowest)

Motif ID: UP00101
Motif name: Sox12_secondary
Species: Mus musculus

Reverse complement motif
Consensus sequence: CTTTCTCT

(TG

Wk L age 3
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Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVDBASACAAAGRADH
—-———-AGAGAAAG-—---

Original motif

Consensus sequence: VVDBASACAAAGRADH

2.0

bits

0.0

Original Motif
Original Motif
Backward

5

8

0

m §¢AQAAAE@A

£

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB

2.0

0.0

Emé;gQIIIéIQ; -

15
Weblogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00419
Spic

Mus musculus
Original Motif
Original Motif
Backward

4

8
0.00218499
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Alignment:
VAAAGMGGAAGTWD

-——-AGAGAAAG-—-
Original motif
Consensus sequence: VAAAGMGGAAGTWD

2.0

bits

UP00074
Isgf3g_primary

Reverse complement motif
Consensus sequence: DWACTTCCRCTTTB

AT e

Motif ID:
Mus musculus
Reverse Complement

Motif name:
Species:
Matching format of first motif:
Matching format of second motif: Reverse Complement
Direction: Forward
4
8
0.0130365

Position number:
Number of overlap:
Similarity score:

Alignment:
TDAGTTTCGWTTKDV

—~——CTTTCTCT----

Original motif
Consensus sequence: VDRAAWCGAAACTDA

Reverse complement motif
Consensus sequence: TDAGTTTCGWTTKDV
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2.0

B ﬁggxgﬂAAAG;g "

20

0.0

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDAWGVGGAAGTDH
-——-AGAGAAAG—---

Original motif

Consensus sequence: BDAWGVGGAAGTDH

2.0

bits

0.0 —

UP00085

Sfpil_primary
Mus musculus
Original Motif
Original Motif
Forward

4

8

0.013531

Reverse complement motif
Consensus sequence: HDACTTCCBCWTDV

2.0

bit

“’ Aol AAQ;I; _ ,ACITCC:E‘?—;L

Webslogo 3.4 Webitaga 3.4

Motif ID:

uP00018
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Motif name: Irf4_primary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5

Number of overlap: 8

Similarity score: 0.0150506

Alignment:

TBDKGTTTCGMTDHV

-———-CTTTCTCT---

Original motif
Consensus sequence: VDDAYCGAAACYDVA

2.0

gmmﬁxa%gAAAGQA "

0.0——

15
WetiLoga 34

Reverse complement motif
Consensus sequence: TBDKGTTTCGMTDHV

2.0

m
:E‘I.l:l
= =AWV D .I‘_‘%“‘_:‘—:_
5 10

a.0
15
Wetiloago 3.4

Motif ID: UP00409
Motif name: EIf5

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 8
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Similarity score: 0.0153654

Alignment:
BWAHSMGGAAGTWD
—-——-AGAGAAAG—-—-—

Original motif
Consensus sequence: BWAHSMGGAAGTWD

2.0

T

0.0

Reverse complement motif
Consensus sequence: DWACTTCCRSDTWV

Motif ID: UP00032
Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 8

Number of overlap: 8

Similarity score: 0.0177379
Alignment:

BDHDDADAGATAAGADHBDHVD

——————— AGAGAAAG—-——————

Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV
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2.0

20

Motif ID: UP00062
Motif name: Sox4_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBDDDAACAAAGRVBHH
—-———-AGAGAAAG—-—-—-—--

Original motif

Original Motif
Original Motif
Backward

6

8

0.017774

Consensus sequence: HBDDDAACAAAGRVBHH

2.0

bits

0.0 =
5

10 A A
= ar_--'.'e‘l_p-'.'= ] Aé_f: .
10

15

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

R L1 11}

=
15
Wabiogs 3.4

bits
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBDDRAACAAAGRABHH
—-——-—-AGAGAAAG————-—

Original motif

UP00030

Sox11_primary
Mus musculus
Original Motif
Original Motif
Backward

6

8

0.019138

Consensus sequence: HBDDRAACAAAGRABHH

20

10 1

aol= ]

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

20

"L LTIl
= hLEy N —_—s = s

5 10 15
Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00040
Irf5_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

5
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Number of overlap: 8

Similarity score: 0.0202543

Alignment:
BDKGTTTCGKTWDDD
-—-CTTTCTCT----

Original motif
Consensus sequence: DDDWAYCGAAACYDV

2.0

A LiAnAGe.

bits

0.0
15
Webilaga 34

Reverse complement motif
Consensus sequence: BDKGTTTCGKTWDDD

e

bits

0.0
10 15
WetsLogo 34

Dataset #: 1 Motif ID: 20 Motif name: Motif 20

Original motif
Consensus sequence: TCCTCCTGGAA

2.0

bitg

0.0
5 10
Weksiaga 3.4

Reverse complement motif
Consensus sequence: TTCCAGGAGGA

2.0
| GMA A A
0.0

5 10

Webiaga 34

is

b

Best Matches for Motif ID 20 (Highest to Lowest)

Motif ID: UP00050
Motif name: Bhlhb2_secondary
Species: Mus musculus
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
YDYBDHTMCACGTGGADDBMDGT

Original motif

Reverse Complement
Original Motif
Backward

8

11

0.0142508

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

20

Ls

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20
TA
A LU=1-3 A
15

2
£10

R

%

20
Webhlogo 3.4

Py i e =¥ < =X NS S o b 421 A LN
2 5 10 _— i 5 10

Motif ID: UP00043

Motif name: Bcl6b_primary

Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

Original Motif
Reverse Complement
Forward

3

11

0.0219794
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Alignment:
VHHATTCCTYGAAAGD
-—-TCCTCCTGGAA---

Original motif
Consensus sequence: DCTTTCKAGGAATHHYV

2.0

- 1xgllh_crlAﬁIA_Al

0.0 ——— e —
15
WabiLogad 4

Reverse complement motif
Consensus sequence: VHHATTCCTYGAAAGD

2.0

1 JJIccT<iAaA

== .
LS
15

bits

WablLogo 34

Motif ID: UP00102

Motif name: Zicl_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3

Number of overlap: 11

Similarity score: 0.0220915
Alignment:

DVHCCTGCTGBGDDB

—-—TCCTCCTGGAA--

Original motif
Consensus sequence: BHDCVCAGCAGGHVD

Reverse complement motif
Consensus sequence: DVHCCTGCTGBGDDB
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2.0

Motif ID: UP00022
Motif name: Zfp740_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 11

Similarity score: 0.0240277
Alignment:

DDDTWCCCCCCGGDRVH

—-———-TCCTCCTGGAA--

Original motif
Consensus sequence: DDDTWCCCCCCGGDRVH

2.0

Reverse complement motif
Consensus sequence: HVKDCCGGGGGGWADDD

2.0

it
=

A = 720 0 EEEC-:?E__ 48 4 4“.’~$é§E§
5 10 15 _ 5 10 15 .
Motif ID: UP00057
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Zic2_secondary

Mus musculus
Original Motif
Reverse Complement

Wetiloago 3.4

Direction: Backward

Position number: 3

Number of overlap: 11

Similarity score: 0.0255161

Alignment:

DVBCYTGCTGBGDDD

-—-TCCTCCTGGAA--

Original motif Reverse complement motif

Consensus sequence: HHDCVCAGCAKGVVD Consensus sequence: DVBCYTGCTGBGDDD
2.0 2.0
o . CAAQAT ¥ oolmE=— _ GQIACI,_ -

2 Wm_ugl?]tt 2 10

Motif ID: uP00420

Motif name: Elk3

Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Reverse Complement
Reverse Complement
Forward

7

11
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Similarity score:
Alignment:

VBVDMCTTCCGGTVBVD
—————— TTCCAGGAGGA

Original motif

0.0258834

Consensus sequence: DVBBACCGGAAGYDVVV

20

Reverse complement motif
Consensus sequence: VBVDMCTTCCGGTVBVD

20

ACT T

0.0 — —___.—_T_—-—A__ W - = =——

5 10 15
Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVHCYTGCTGTGHDH
—-—-TCCTCCTGGAA--

Original motif

Consensus sequence: DDDCACAGCAKGHVD

UP00006

Zic3_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

3

11

0.0261265

Reverse complement motif
Consensus sequence: DVHCYTGCTGTGHDH
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2.0 2.0

15 5 10 15
WetiLoga 34 Wetiloago 3.4

Motif ID: UP00013

Motif name: Gabpa_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 11

Similarity score: 0.0280194

Alignment:

BHHHACTTCCGGTHHBD

—————— TTCCAGGAGGA

Original motif
Consensus sequence: HVYHHACCGGAAGTDHHV

2.0

GGk

bits

Watiloga 3.4

Reverse complement motif
Consensus sequence: BHHHACTTCCGGTHHBD

2.0

S el

0.0
15
Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DHBDACTTCCGGTVHVB
—————— TTCCAGGAGGA

Original motif

uP00410

Elk1l

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

11

0.0292751

Consensus sequence: VVHBACCGGAAGTDBHD

20

bits

”ﬁ-ecc Aex ,ﬂ

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DHBDACTTCCGGTVHVB

20

A

5

cTT00GE

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00183
Hoxal3

Mus musculus
Original Motif
Original Motif
Backward

4
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11

Number of overlap:
Similarity score: 0.0307181
Alignment:
HDHBCTCGTAAAAWBD
—-—-TCCTCCTGGAA-——
Original motif Reverse complement motif
Consensus sequence: HDHBCTCGTAAAAWBD Consensus sequence: DVWTTTTACGAGBHDH
2.0 2.0
a0d= CTCATAAAQI - oy == QITTI Q‘-—.A.‘: = =
3 10 fmkoarsa ? 1o oo
Dataset #: 1 Motif ID: 21 Motif name: Motif 21
Original motif Reverse complement motif
Consensus sequence: CTGCTTTCCMAA Consensus sequence: TTYGGAAAGCAG
2.0 2.0
0.0 0.0 ~
5 10 i toanis 5 10 Giaoanih
Best Matches for Motif ID 21 (Highest to Lowest)
Motif ID: UP00018
Motif name: Irf4_primary
Mus musculus
Page 161 of 752
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Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 2

Number of overlap: 12

Similarity score: 0.0328573

Alignment:

TBDKGTTTCGMTDHV

—-CTGCTTTCCMAA--

Original motif Reverse complement motif

Consensus sequence: VDDAYCGAAACYDVA Consensus sequence: TBDKGTTTCGMTDHV
20 20
00 _,_Q;-:_A%—;Q , AAACglx ME - "*A'E‘ ?%_If}-f—w;

Motif ID: UP00015

Motif name: Ehf_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position nhumber: 4

Number of overlap: 12

Similarity score: 0.0339295
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Alignment:
WDSHTYGGAAVTDVDW
-——TTYGGAAAGCAG-

Original motif
Consensus sequence: WDVDABTTCCKAHSDW

2.0

Reverse complement motif
Consensus sequence: WDSHTYGGAAVTDVDW

2.0

WabiLogad 4 3 10 .
Motif ID: UP00045
Motif name: Mafb_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2
Number of overlap: 12
Similarity score: 0.0362612
Alignment:
DMTWDGTCAGCADWTTH
-TTYGGAAAGCAG———-—

Original motif
Consensus sequence: HAAWDTGCTGACDWARH

Reverse complement motif
Consensus sequence: DMTWDGTCAGCADWTTH
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2.0

LN

2.0

- 0.0

0.

e —:—*&QIII » CT- 4 g—-;‘v’-"

El#;ﬁ-_@_& CA — - %61; ——

WebiLags 1.4

Websiags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBVVAGCTGTCAWWVTH
-—-CTGCTTTCCMAA--

Original motif

Consensus sequence: DABWWTGACAGCTVVBD

2.0

UP00122

Tgifl

Mus musculus
Original Motif
Reverse Complement
Backward

3

12

0.0373175

Reverse complement motif
Consensus sequence: DBVVAGCTGTCAWWVTH

2.0

0.0 e;éx . . = e = g.ol== ==_ _‘:é(_.::‘ —._ — %_Iﬂs—;
z 5 10 15 e i 5 10 15 R
Motif ID: UP00258
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
AABBAGCTGTCAAWVV
—-——-CTGCTTTCCMAA-

Original motif

Tgif2

Mus musculus
Original Motif
Original Motif
Backward

2

12
0.0385167

Consensus sequence: AABBAGCTGTCAAWVV

2,

o ahf\ -AEC_T I ézéﬁ

Wabiogad 4

Reverse complement motif
Consensus sequence: VBWTTGACAGCTVBTT

20

!

>

—
o
—
o

;

Ha—=s= — = =

n
=
o
-

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

uP00148
Hdx
Mus musculus

Reverse Complement

Original Motif
Forward

2

12
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Similarity score: 0.0391678

Alignment:
DDKDHGAAATCAHHBHV
-TTYGGAAAGCAG———-—

Original motif
Consensus sequence: DDKDHGAAATCAHHBHV

20

o ceMICA

15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BDBDHTGATTTCDHYDD

20

Tl

15
Webiloga 3.4

Motif ID: UP00040
Motif name: Irf5_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 12

Similarity score: 0.04057
Alignment:

DDDWAYCGAAACYDV

-—-—-TTYGGAAAGCAG

Original motif
Consensus sequence: DDDWAYCGAAACYDV

Reverse complement motif
Consensus sequence: BDKGTTTCGKTWDDD
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2.0

y

«
£10 ﬂ
- —
5

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

AVHDHTGATACCCMDHH
-——-CTGCTTTCCMAA-

Original motif

UP00192

Six1

Mus musculus
Original Motif
Reverse Complement
Forward

5

12

0.0414168

Consensus sequence: DHDRGGGTATCAHDHBT

2.0

w

- gl — ‘ A
P B - V.9 Y
= 3 10

Reverse complement motif
Consensus sequence: AVHDHTGATACCCMDHH

i IAQCQQ%I%

Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
AHWDGTGATACCCMRTD
—-———-CTGCTTTCCMAA-

Original motif

UP00159

Six2

Mus musculus
Original Motif
Reverse Complement
Forward

5

12

0.0420524

Consensus sequence: DAKRGGGTATCACDWHT

20

m TA

=10
a “}éT Paay. % g iss
- 5 10

Reverse complement motif
Consensus sequence: AHWDGTGATACCCMRTD

20

5 - BT -

Webiloga 3.4

= A = A
DR ‘1'5' — LE
Motif ID: UP00235
Motif name: Hoxcl1l
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Reverse Complement
Original Motif
Forward

5
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Number of overlap: 12
Similarity score: 0.0421437

Alignment:
HAADGTCGTAAAAHDD
-—-——-TTYGGAAAGCAG

Original motif
Consensus sequence: HAADGTCGTAAAAHDD

2.0

0.0

Weblagad 4

Reverse complement motif
Consensus sequence: HDHTTTTACGACDTTH

20
0

L [Trkelle

0.0== ———
15
Weblogod 4

bits

Dataset #: 1 Motif ID: 22 Motif name: Motif 22

Original motif
Consensus sequence: TTTATGGTGAGCAT

TTTATCCTACCAT

Webslogo 3.4

Best Matches for Motif ID 22 (Highest to Lowest)

Motif ID: UP00146
Motif name: Poubfl_3733.1
Species: Mus musculus

Reverse complement motif
Consensus sequence: ATGCTCACCATAAA

2.0

bits

0.0
Webitaga 3.4
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DHDASCTCATTATVHHB
—-—-ATGCTCACCATAAA-

Original motif

Reverse Complement
Reverse Complement
Forward

3

14

0.0269204

Consensus sequence: VHHVATAATGAGSTDDH

2.0

bits

A

p=== — —,—:-I,, o T
5

10

Reverse complement motif
Consensus sequence: DHDASCTCATTATVHHB

2.0

T aVICH]IAT

bits

AlllLMIlA__ -

0.0—=—= e

5 10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00528
Foxm1_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

10

13

0.511393
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Alignment:

—-DCATDBTGHGCATKMTTBRSWR

TTTATGGTGAGCAT---—-—-———-—

Original motif

Consensus sequence: MWSMBAARRATGCDCABHATGD

2.0

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

WablLogo 34

[ A
za=g B AflWVoea axc | ecaxr Ige c ccT:I; FoXF
10 15 5 10
Motif ID: UP00045
Motif name: Mafb_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HAAWDTGCTGACDWARH-
—-———-ATGCTCACCATAAA

Original motif

Reverse Complement
Original Motif
Forward

5

13

0.520342

Consensus sequence: HAAWDTGCTGACDWARH

Reverse complement motif
Consensus sequence: DMTWDGTCAGCADWTTH
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2.0

2.0

WebiLags 1.4

" _ATX= 1V IV Q_;J}f.-h ool  SELa . S CA- - %41; e
z 5 10 15 T i ' 10 15

Motif ID: UP00097

Motif name: Mtfl_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 2

Number of overlap: 13

Similarity score: 0.520462

Alignment:

DBDHCGTGTGCAAMDH-

—-TTTATGGTGAGCAT--

Original motif
Consensus sequence: DBDHCGTGTGCAAMDH

2,

o CorirlCh L

L1 X
15
Weblogod 4

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH

2.0

T_'_ CACAC - == ——— =
DR T

Weblogod 4

Motif ID: UP00035
Motif name: Hicl_primary

Page 172 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=097
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=035

Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
—DDBHGGTTGGCATVBD
TTTATGGTGAGCAT---

Mus musculus
Original Motif
Reverse Complement
Backward

4

13

0.524109

Original motif
Consensus sequence: DBBATGCCAACCHVHH

Reverse complement motif
Consensus sequence: DDBHGGTTGGCATVBD

2.0 2.0
A AQCQ o _Gu. L
= - . E = = 19 T \::i__aas = DR T_ I T - \Eu_ CEP
Motif ID: UP00072
Motif name: IRC900814_primary

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Mus musculus
Original Motif
Reverse Complement
Backward

3

12

1.01715
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Alignment:
—-—-DDHTACGACAAAWDDB
-—-TTTATGGTGAGCAT--

Original motif
Consensus sequence: DDHTACGACAAAWDDB

2.0

L AAchs,

0.0

bits

15
WabiLogad 4

Reverse complement motif
Consensus sequence: BHDWTTTGTCGTAHDD

2.0

15
WablLogo 34

Motif ID: UP00191
Motif name: Pou2f2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3

Number of overlap: 12

Similarity score: 1.0174
Alignment:

BHDTATGCAAATDHDV--

-—-TTTATGGTGAGCAT--

Original motif

Consensus sequence: BHDTATGCAAATDHDV

Reverse complement motif
Consensus sequence: BHHDATTTGCATAHHV
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2.0

bits

AL

2.

)i 0%

15
Wablogo 3.4

.
orkoarsis

Motif ID: UP00179
Motif name: Pou2f3
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3
Number of overlap: 12
Similarity score: 1.01782

Alignment:
BHDTATGCAAATBHDV--
—-—-TTTATGGTGAGCAT--

Original motif

Consensus sequence: BHDTATGCAAATBHDV

2.0

0.0

15
Weblogod 4

Reverse complement motif
Consensus sequence: BHHVATTTGCATAHHV

2.0

w0 ‘ |
N = s I G ——
e e BT Fe9 - el
2 5 T 1o !

15
Weblogod 4

Motif ID:
Motif name:

UP00133
Cdx2
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
--DVVGGYMATAAAAHKH
ATGCTCACCATAAA-——-

Original motif

Mus musculus
Reverse Complement
Original Motif
Backward

5

12

1.02211

Consensus sequence: DVVGGYMATAAAAHKH

2.0

1.0

bits

Aha e
15
Wil

Reverse complement motif
Consensus sequence: HRHTTTTATYMCCVBD

2.

= éAIII ;TAQC__

15
Wablogo 3.4

0.0 — IQ'ACC = 0.0 — e
5 10 =
Motif ID: UP00173
Motif name: Hoxcl3
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Reverse Complement
Original Motif
Forward

3

12

1.02921

Page 176 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=173

Alignment:
DHWTTTTAMGAGBDHH--
-—-ATGCTCACCATAAA--

Original motif
Consensus sequence: HHDBCTCRTAAAAWHD

2.0

:vﬁGIQAIAAAé;E-

WebLogad 4

bits

Reverse complement motif
Consensus sequence: DHWTTTTAMGAGBDHH

2

x| TTheke

15
WabLoga 3.4

0.0

Dataset #: 1 Motif ID: 23 Motif name: Motif 23

Original motif
Consensus sequence: ATGTWTTCATTMAT

2.0

11A A

0.0

Webiioga 3.4

Best Matches for Motif ID 23 (Highest to Lowest)

Motif ID: UP00130

Motif name: Lhx3

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif

Reverse complement motif
Consensus sequence: ATYAATGAAWACAT

2.0

A

10

Wabioga 3.4
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Direction: Backward

Position number: 1

Number of overlap: 14
Similarity score: 0.0285638
Alignment:

VDAATTAATTAAWWHHB

-——-ATYAATGAAWACAT

Original motif
Consensus sequence: VDAATTAATTAAWWHHB

20

<! _AlI _ IAA¢1¢M

15
Websiaga 3.4

Reverse complement motif
Consensus sequence: VHHWWTTAATTAATTDV

LTI

a —

bits
P

WekiLags 3.4

Motif ID: UP00212

Motif name: Lhx5

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 4

Number of overlap: 14

Similarity score: 0.0306386

Alignment:
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VDHATTAATTAAAWHHB
—-——-ATYAATGAAWACAT

Original motif

Consensus sequence: VDHATTAATTAAAWHHB

2.0

oy _‘.':“AII _1n | AA_A—-:I_.,_ i _ =

Wabiloga 3.4

Reverse complement motif

Consensus sequence: VDHWTTTAATTAATHHYV

2.0

bits

0.0 ——

S 4';1 i HAAE -

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDWWWTTAATTAATDHB
ATGTWTTCATTMAT---

Original motif

UP00169
Lmx1b

Mus musculus
Original Motif
Original Motif
Backward

4

14
0.0343199

Consensus sequence: VDWWWTTAATTAATDHB

Reverse complement motif

Webiloga 3.4

Consensus sequence: BHDATTAATTAAWWWHB
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2.0

II—A'_C Al S
10 15

Websiags 3.4

2.0

o T

0.0

WebiLags 1.4

Motif ID: UP00262
Motif name: Lhx1

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 14

Similarity score: 0.0349569
Alignment:

VVDATTAATTAAWWAHB

—-——ATYAATGAAWACAT

Original motif
Consensus sequence: VVDATTAATTAAWWAHB

2.0

“LTIAAL [Aa..s

|
'5

o= -
15

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BHTWWTTAATTAATDVV

2.0

1 T TTAA

bits

0.0
WebiLags 3.4

Motif ID: uP00244
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WWDTTATTAATTHATTV
—ATGTWTTCATTMAT--

Original motif

TIx2

Mus musculus
Original Motif
Reverse Complement
Backward

3

14

0.0361912

Consensus sequence: BAATHAATTAATAAHWW

2.0

Watiloga 3.4

Reverse complement motif
Consensus sequence: WWDTTATTAATTHATTV

2.0

D iﬁn;:IAIlAAIleélIﬁ

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00188

Lmx1a

Mus musculus
Reverse Complement
Original Motif
Backward

1

14

0.0375132
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Alignment:
BDWWWTTAATTAAHHVG
-——ATYAATGAAWACAT

Original motif

Consensus sequence: CVHHTTAATTAAWWWHB

Wabiloga 3.4

Reverse complement motif

Consensus sequence: BDWWWTTAATTAAHHVG

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVAAGCAATTAAHVVDT
—-——-ATYAATGAAWACAT

Original motif

UP00155

Hmx2

Mus musculus
Reverse Complement
Original Motif
Backward

1

14

0.0386004

Consensus sequence: VVAAGCAATTAAHVVDT

Reverse complement motif
Consensus sequence: ADBVHTTAATTGCTTVB

Page 182 of 752

Webiloga 3.4


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=155

2.0

0.0

5 10 15

Websiags 3.4

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VBVAGCAATTAAHVVAT
—-——-ATYAATGAAWACAT

Original motif

UP00157

Hmx3

Mus musculus
Reverse Complement
Original Motif
Forward

4

14

0.0390217

Consensus sequence: VBVAGCAATTAAHVVAT

2.0

MQQACAA —lAA“

A

::T
15

Webiiaga 3.4

Reverse complement motif
Consensus sequence: ATBVHTTAATTGCTBBB

2.0

%m I A
e 11 |c:|ngl:-:F:_r
9 5 10 15

WebiLags 3.4

Motif ID:

UP00172
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVVVTTAATTAABDDDC
—-——-ATYAATGAAWACAT

Original motif

Prop1l

Mus musculus
Reverse Complement
Original Motif
Forward

4

14

0.0397917

Consensus sequence: VVVVTTAATTAABDDDC

2.0

“ TIRAITAA

Reverse complement motif
Consensus sequence: GDDDBTTAATTAABBVY

2.0

o
£1.0
Py =— - — - ==
5 10 15

Wabiogs 3.4

= =
Motif ID: UP00237
Motif name: Otp
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Reverse Complement
Reverse Complement
Backward

1

14

0.041444

Page 184 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=237

Alignment:
CHDMTTAATTAAKDHVV

—-——-ATYAATGAAWACAT

Original motif
Consensus sequence: VVHDRTTAATTAAYDDG

2.0
210
FaN oy :
- o 15 —

—
-_— e
Wabiloga 3.4

00—
5

Reverse complement motif
Consensus sequence: CHDMTTAATTAAKDHVYV

CTTRATTAR.

8
=

2.0
1.0
,.e-.,; -
Webiloga 3.4

0.0-1=

Dataset #: 1 Motif ID: 24

Original motif
Consensus sequence: AAAGWCATWAA

2.0
o
0.0 -
5 10
Weabiaga 3.4

Best Matches for Motif ID 24 (Highest to Lowest)

Motif ID: UP00246
Motif name: Hoxall
Species: Mus musculus
Matching format of first motif: Original Motif
Original Motif

Matching format of second motif:

Motif name: Motif 24

Reverse complement motif

Consensus sequence: TTWATGWCTTT
2.0
=" AN A
= Wiabtoos a4

ts

b
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Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDADGTCGTAAAAHDD
-AAAGWCATWAA-———

Original motif

Backward
5

11
0.011591

Consensus sequence: HDADGTCGTAAAAHDD

2.0

bits

0.0—=

5

o NN A AAAQ? o

Weblogad 4

Reverse complement motif
Consensus sequence: DDDTTTTACGACDTDH

2.

o Tkele

0.0

Weblogod.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00235
Hoxcl1

Mus musculus
Original Motif
Original Motif
Backward

5

11
0.0124232
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HAADGTCGTAAAAHDD
-AAAGWCATWAA-—-—--

Original motif

Consensus sequence: HAADGTCGTAAAAHDD

2.0

=

0.0

m s AA
1.0 !!
—_— - st BN A . A== puld ==
5 10 15

WabiLogad 4

Reverse complement motif
Consensus sequence: HDHTTTTACGACDTTH

2.0
0

] Thelde

0.0

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VRRGCMATAAAAHHHD
AAAGWCATWAA-———-

Original motif

UP00207

Hoxb9

Mus musculus
Original Motif
Original Motif
Forward

1

11
0.0163525

Consensus sequence: VRRGCMATAAAAHHHD

Reverse complement motif
Consensus sequence: HDHHTTTTATRGCKMV
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2.0

0.0

Y QQATQAATA

T
15

Weblogad 4

20

P —— A"""‘ATTIA_:TAQI$$

Wablogo 3.4

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDHHTTAATGACCBHV
-———TTWATGWCTTT-

Original motif

Consensus sequence: VDVGGTCATTAAHHDB

2.0

0.0

UP00197

Hoxc9

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

11

0.0176256

o orehTild

\Nabag o34

Reverse complement motif
Consensus sequence: VDHHTTAATGACCBHV

20

o TlakTong.

0.0

Weblogod 4

Motif ID:

uP00245
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDDDGTCGTAAADHBB
—-AAAGWCATWAA-—-—-

Original motif
Consensus sequence: HDDDGTCGTAAADHBB

2.0

Hoxc10

Mus musculus
Original Motif
Original Motif
Forward

2

11

0.01781

Wabiogad 4

Reverse complement motif
Consensus sequence: VBDDTTTACGACDDDH

2.

- TTikelke

a ——
15

WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00117
Hoxd11

Mus musculus
Original Motif
Original Motif
Backward

6

11
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Similarity score: 0.0206572

Alignment:
HHDVGTCGTAAAAHHHD

—-AAAGWCATWAA-——-——

Original motif
Consensus sequence: HHDVGTCGTAAAAHHHD

20

ARA.

Reverse complement motif
Consensus sequence: DDDHTTTTACGACVDHH

20

= =1 A W = o0l== =i, A ‘1%' /i e
Motif ID: UP00240
Motif name: Cdx1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5
Number of overlap: 11
Similarity score: 0.0231269
Alignment:

DDVGGTMATAAAARBRKH
-AAAGWCATWAA-——-

Original motif
Consensus sequence: DDVGGTMATAAAABKH

Reverse complement motif
Consensus sequence: HRVTTTTATYACCBDD
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2.0

20

H
&
a |
5
S
®

i
]l

RARA .. I
5 10 \:MSt:_ogu:]A 5 10
Motif ID: UP00213
Motif name: Hoxa9
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1
Number of overlap: 11
Similarity score: 0.0241179

Alignment:
DCGGYCATWAAAWTADW
AAAGWCATWAA-————-

Original motif

Consensus sequence: DCGGYCATWAAAWTADW

20

E:n§+¢%2AI$AA$£T??x

Websiags 3.4

Reverse complement motif
Consensus sequence: WDTAWTTTWATGKCCGD

2.0

bits

a0 == = o - =
15
WebiLags 1.4

Motif ID:
Motif name:

UP00133
Cdx2
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVVGGYMATAAAAHKH
-AAAGWCATWAA-—-——

Original motif

Mus musculus
Original Motif
Original Motif
Forward

2

11
0.0264981

Consensus sequence: DVVGGYMATAAAAHKH

2.0

1.0

bits

Aha e
15
Wil

Reverse complement motif
Consensus sequence: HRHTTTTATYMCCVBD

2.

gméAII:[I TAQC?

Wablogo 3.4

. ) & . o S
3 10 P

Motif ID: UP00177
Motif name: Hoxd12
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6
Number of overlap: 11
Similarity score: 0.0271901
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Alignment:
HHDVGTCGTAAAAHHHD

—AAAGWCATWAA-———-

Original motif
Consensus sequence: HHDVGTCGTAAAAHHHD

2.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: DHDHTTTTACGACVDHD

R C.

p— - i - 4 e

5 10 15

2.0

bits
P

Webiloga 3.4

Dataset #: 1 Motif ID: 25

Original motif
Consensus sequence: AATAACAGATT

2.0

bitg

10

Motif name: Motif 25

Webilaga 34

Best Matches for Motif ID 25 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

UP00186

Meis1

Mus musculus
Original Motif
Reverse Complement

Reverse complement motif
Consensus sequence: AATCTGTTATT

2.0

bits

Welilags 3.4

Page 193 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=186

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBWTTGACAGSTBVTW
—-—AATAACAGATT---

Original motif

Backward
4

11
0.0336973

Consensus sequence: WAVBASCTGTCAAWVH

2.

po _ACC_T £ T éx_‘f___..

15
Weblogad 4

Reverse complement motif

Consensus sequence: DBWTTGACAGSTBVTW

20

. AI
5

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UP00226

Mrgl

Mus musculus
Original Motif
Reverse Complement
Forward

3

11

0.0361504
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BHWTTGACAGSTBBTW
—-—-AATAACAGATT---

Original motif

Consensus sequence: WAVBASCTGTCAAWHB

2.

0
m A CT T |
P = =1 W }] ¥V A n -
& 5 10 15

WabiLogad 4

Reverse complement motif
Consensus sequence: BHWTTGACAGSTBBTW

2.0

m Ao~ T |
E'I.U T
=T A = Cﬁf =
10

00 - T ) .

15
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DBVVAGCTGTCAWWVTH
—-——-AATCTGTTATT---

Original motif

UP00122

Tgifl

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

11

0.0367255

Consensus sequence: DABWWTGACAGCTVVBD

Reverse complement motif
Consensus sequence: DBVVAGCTGTCAWWVTH
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2.0

2.0

0.0 e

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VVWTTGACAGSTSBKD
—-—AATAACAGATT---

Original motif

Consensus sequence: DRVSASCTGTCAAWVV

act‘} -:::ACGI T é;_!;ﬁf;-: o ;__:_._.QIT

UP00203

Pknox1

Mus musculus
Original Motif
Reverse Complement
Backward

4

11

0.0373644

Reverse complement motif
Consensus sequence: VVWTTGACAGSTSBKD

20

clS

140 15
Weblagad 4 Weblogod 4

Motif ID:

UP00258
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
AABBAGCTGTCAAWVV
—-——-AATCTGTTATT--

Original motif

Tgif2

Mus musculus
Reverse Complement
Original Motif
Forward

4

11

0.0400385

Consensus sequence: AABBAGCTGTCAAWVV

2,

EG£99€} -I\LEE(:f[T f[l £5;£¥§EE§

Wabiogad 4

Reverse complement motif
Consensus sequence: VBWTTGACAGCTVBTT

20

Ha—=s= — = =

bits

n
=
o
-

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00166

Barhl1

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

11

0.0408157
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Alignment:
DDVKTAATTGGTTDTH
————— AATCTGTTATT

Original motif
Consensus sequence: HAHAACCAATTARBDH

2.0

T

0.0
15

WabiLogad 4

Reverse complement motif
Consensus sequence: DDVKTAATTGGTTDTH

2.0

0.0—1==

WablLogo 34

Motif ID: UP00171

Motif name: Msx3

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 6

Number of overlap: 11

Similarity score: 0.040907

Alignment:

HHVTTAATTKGTTHTV

————— AATCTGTTATT

Original motif
Consensus sequence: VAHAACYAATTAABHH

Reverse complement motif
Consensus sequence: HHVTTAATTKGTTHTV
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e

15
Weblogad 4

20

bits

Mg

“}qhog 234

0.0

Motif ID: UP00109
Motif name: Obox6
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 11

Similarity score: 0.0411003
Alignment:

AHAADCGGATTAWHB

AATAACAGATT----

Original motif
Consensus sequence: AHAADCGGATTAWHB

2.0

. AA ek X

g . — - n""‘:"‘
5 10 15
Webilaga 34

Reverse complement motif
Consensus sequence: BHWTAATCCGDTTHT

20

Motif ID: UP00205
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Pknox2
Mus musculus

Original Motif

Motif name:
Species:
Matching format of first motif:
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 11
Similarity score: 0.0430579
Alignment:
VHATTGACAGSKSVTH
--AATAACAGATT---
Original motif Reverse complement motif
Consensus sequence: HAVSRSCTGTCAATHB Consensus sequence: VHATTGACAGSKSVTH
20 20
Mﬂe?ACCI T AL W AT jode x
2 19 R saria 2 10 Rerisoni
Motif ID: UP00081
Motif name: Mybl1_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
3
11
Page 200 of 752

Position number:
Number of overlap:
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Similarity score: 0.0431149

Alignment:

HDDDHAACCGTTAHHHD

-———-AATCTGTTATT--

Original motif Reverse complement motif

Consensus sequence: HDDDHAACCGTTAHHHD Consensus sequence: DHHHTAACGGTTHDHDH
. E R S A= 8 e = - =-= S5l (:‘-._..'Al-:; =

Dataset #: 1 Motif ID: 26 Motif name: Motif 26

Original motif Reverse complement motif

Consensus sequence: CTGTTTTWAT Consensus sequence: ATWAAAACAG

2.0 2.0

bits
;
bits

5 10
WL g 3 Wl oo 3 4

a.0

Best Matches for Motif ID 26 (Highest to Lowest)

Motif ID: UP00207

Motif name: Hoxb9

Species: Mus musculus
Matching format of first motif: Reverse Complement
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Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VRRGCMATAAAAHHHD
—————— ATWAAAACAG

Original motif

Original Motif
Backward

1

10

0.030167

Consensus sequence: VRRGCMATAAAAHHHD

2.0

=

— -

0.0—==

mmnﬂa?%ﬁATQAAA

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HDHHTTTTATRGCKMV

afquIIAlTAglfg

WablLogo 34

it
5

0.0——

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UP00213

Hoxa9

Mus musculus
Reverse Complement
Original Motif
Forward

7

10

0.0323471
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DCGGYCATWAAAWTADW
—————— ATWAAAACAG-

Original motif

Consensus sequence: DCGGYCATWAAAWTADW

2.0

" cochlalha...

Wabiloga 3.4

Reverse complement motif
Consensus sequence: WDTAWTTTWATGKCCGD

2.0

> xo %IHIAIIAQ%.Lé

At S

bits

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDHWTTTTATTGGDKB
CTGTTTTWAT-——-—-

Original motif

UuP00134

Hoxb13

Mus musculus
Original Motif
Reverse Complement
Backward

7

10

0.0362663

Consensus sequence: VRHCCAATAAAAWHHV

Reverse complement motif
Consensus sequence: VDHWTTTTATTGGDKB
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2.0

“ conlTala

0.0
15
Weblogad 4

20

L TMTge .

0.0——=
5 15
Wablogo 3.4

bits

Motif ID: UP00061
Motif name: Foxl1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5

Number of overlap: 10

Similarity score: 0.0372816
Alignment:

VVVWTTGTTTAMATTWD

-——-CTGTTTTWAT---

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

2.0

;%éélA_: Q ée-

0.0 ———
10

Webiiaga 3.4

Reverse complement motif
Consensus sequence: VWWWTTGTTTAMATTWD

2.0

bits
5

_II ; ._géllx?

0.0

Motif ID: UP00025
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBVTTTGTTTACATTDD
—-———CTGTTTTWAT---

Original motif

Foxkl1_primary

Mus musculus
Original Motif
Reverse Complement
Forward

5

10

0.0386784

Consensus sequence: DDAATGTAAACAAAVVB

2.0

0.0 =

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

2.0

Zuo 1I v TT_Q@IIL

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00180

Hoxd13

Mus musculus
Reverse Complement
Original Motif
Backward

1

10
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Similarity score: 0.0390272

Alignment:
HDHYYAATAAAAHHHH
—————— ATWAAAACAG

Original motif
Consensus sequence: HDHYYAATAAAAHHHH

20

%j \ggéATAAAA%a

0.

15
Weblogad 4

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD

2.0

Motif ID: UP00025

Motif name: Foxkl_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 10

Similarity score: 0.0396761
Alignment:

HDDTGTTKTTKTHHD

-—CTGTTTTWAT---

Original motif
Consensus sequence: HHHAYAAYAACAHHH

Reverse complement motif
Consensus sequence: HDDTGTTKTTKTHHD
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2.0

0.0

AAgéAQAAQA

— a.0

lTTAITAlT_

15
WebiLogo 34

18
Webhlogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDDDATTTTATTKVRDB
-CTGTTTTWAT-——-—-

Original motif

Consensus sequence: VDKVYAATAAAATDDDH

2.0

T 0.0

UP00121

Hoxd10

Mus musculus
Original Motif
Reverse Complement
Backward

7

10

0.0450256

Reverse complement motif

2.0

bits

Consensus sequence: HDDDATTTTATTKVRDB

ﬁﬁﬁllIIAII‘ o

Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
ADDDYAWAACAAMAHH
—-—ATWAAAACAG———-

Original motif

UP00061

Foxl1_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

3

10

0.0451436

Consensus sequence: ADDDYAWAACAAMAHH

20

bits

:é$3?§éAA%AA$A

15
Weblogad 4

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT

2.0

—

lxlIAIIHAnI v

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00101
Sox12_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

2
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10

Number of overlap:
Similarity score: 0.0452358
Alignment:
DWTHAVAACAATHA
-ATWAAAACAG—---
Original motif Reverse complement motif
Consensus sequence: THATTGTTVTHAWH Consensus sequence: DWTHAVAACAATHA
2.0 20
T%A ‘ ‘ ATTUI a ~x A AACAAIIA
s -:- i _-; B B -__ T _- _Wq;j a4 3 E - B - 1_ﬂ i W Lo, _Qd
Dataset #: 1 Motif ID: 27 Motif name: Motif 27
Original motif Reverse complement motif
Consensus sequence: ATTCTGTRAAG Consensus sequence: CTTKACAGAAT
2.0 2.0
0.0 0.0 -
% \.:lfn Laga 34 Weabiiaga 34
Best Matches for Motif ID 27 (Highest to Lowest)
Motif ID: UP00193
Motif name: Rhox11 2205.1
Mus musculus
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Species:
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
AVDHCGCTGTWAWDVVW
—-—-ATTCTGTRAAG—---

Original motif

Consensus sequence: AVDHCGCTGTWAWDVVW

2.0

1.0

bits

Original Motif
Original Motif
Backward

4

11

0.022933

Reverse complement motif
2.0

w
=10

Consensus sequence: WVVHWTWACAGCGHHVT

C @AA TII
— > 1 B - — ol = S w e =

o = W -

N é Wistiiogn 3.4 3
Motif ID: UP00186
Motif name: Meisl
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

Reverse Complement
Reverse Complement
Backward

4

11

0.0231555
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Reverse complement motif
Consensus sequence: DBWTTGACAGSTBVTW

Alignment:
DBWTTGACAGSTBVTW
-—-CTTKACAGAAT---
Original motif
Consensus sequence: WAVBASCTGTCAAWVH
2.0 2.0
A CT T A 1 S
00 B i oy =0 C_,_.__. _ i il _I!E,_ 0.0 L:ck | | m L e e —— :.—_Z_J-L
2 19 \‘AIMSU_OQGQ 4 2 19 \:rfu_ugua A
Motif ID: UP00258
Motif name: Tgif2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3
Number of overlap: 11
Similarity score: 0.0232158
Alignment:
VBWTTGACAGCTVBTT
—-—CTTKACAGAAT---
Reverse complement motif
Consensus sequence: VBWTTGACAGCTVBTT
Page 211 of 752

Original motif
Consensus sequence: AABBAGCTGTCAAWVV
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2.0 20

ahf _i-AECI I é_};ég colz==a A | WIL gl.& L

0.0

it

]

m
-
o
=
th

Weblogad 4 Wablogo 3.4

Motif ID: UP00012
Motif name: Bbx_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 11

Similarity score: 0.023325
Alignment:

HADTTCAWTGAABWD

-—-ATTCTGTRAAG--

Original motif Reverse complement motif

Consensus sequence: HADTTCAWTGAABWD Consensus sequence: HWBTTCAWTGAADTH
2.0 2.0
5 5
Motif ID: UP00226

Page 212 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=012
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=226

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHWTTGACAGSTBBTW
—-—CTTKACAGAAT---

Original motif

Mrgl

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

11

0.0239764

Consensus sequence: WAVBASCTGTCAAWHB

2,

0—=

. ALTOTCR.

Wabiogad 4

Reverse complement motif
Consensus sequence: BHWTTGACAGSTBBTW

20

. T
T%A - = Cﬁf -
10

o0 e
5

bits

15
WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00203

Pknox1

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

11
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Similarity score: 0.025386

Alignment:
VVWTTGACAGSTSBKD
-—-CTTKACAGAAT---

Original motif
Consensus sequence: DRVSASCTGTCAAWVV

2

0.

Weblogad 4

Reverse complement motif
Consensus sequence: VVWTTGACAGSTSBKD

2.0

1.0

bits

__t4}j[ | Wil NCls =

10 15
Weblogodd

Motif ID: UP00193
Motif name: Rhox11 1765.2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 11

Similarity score: 0.0259448
Alignment:

AVDVCGCTGTWAWDVVW

-——-ATTCTGTRAAG——-

Original motif
Consensus sequence: AVDVCGCTGTWAWDVVW

Reverse complement motif
Consensus sequence: WVVHWTWACAGCGBHBT
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2.0

2.0

£10
e - %:;9 = % :
2 10 18 WatiLaga 3.4
Motif ID: UP00205
Motif name: Pknox2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif Reverse Complement
Direction: Forward
3
11
0.0264392

Position number:
Number of overlap:
Similarity score:

Alignment:
VHATTGACAGSKSVTH

-—-CTTKACAGAAT---
Original motif
Consensus sequence: HAVSRSCTGTCAATHB

2.0

6A?ACCI T AT

P

bits

Reverse complement motif
Consensus sequence: VHATTGACAGSKSVTH

2.0

- - C lE':_ ==
10 15
WabiLogo 34

bits

AT

0.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHDWTSAATGAATDDR
-—-CTTKACAGAAT---

Original motif

UP00055

Hbp1l_primary

Mus musculus
Reverse Complement
Original Motif
Forward

3

11

0.0287967

Consensus sequence: HHDWTSAATGAATDDB

2

0.

EE 4ICAAT;AA;_

15
Weblogad 4

Reverse complement motif
Consensus sequence: VDHATTCATTSAWDDH

bits

2.0

?AIICAIICAI

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00210

Mrg2

Mus musculus
Reverse Complement
Reverse Complement
Forward

3
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15
Weblogodd
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Number of overlap: 11
Similarity score: 0.0289027

Alignment:
DBHTTGACAGSTVDTD
—-—CTTKACAGAAT---

Original motif

Consensus sequence: DADBASCTGTCAAHVH

2.0

——

Weblagad 4

Reverse complement motif
Consensus sequence: DBHTTGACAGSTVDTD

2

00 l= —-—e-IT 3 A J_:‘_Q"il__ 5 [

Weblogod 4

Dataset #: 1 Motif ID: 28 Motif name: Motif 28

Original motif

Consensus sequence: ATTTAGTAAA

2.0

bits
5

.0

10
L e

Best Matches for Motif ID 28 (Highest to Lowest)

Motif ID: UP00130
Motif name: Lhx3

Species: Mus musculus

Reverse complement motif
Consensus sequence: TTTACTAAAT

2.0

bits

0.0

ek e a3 4
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHHWWTTAATTAATTDV
—-———-TTTACTAAAT---

Original motif

Reverse Complement
Reverse Complement
Backward

4

10

0.00271264

Consensus sequence: VDAATTAATTAAWWHHB

2.0

Webriogo 3.4

Reverse complement motif
Consensus sequence: VHHWWTTAATTAATTDV

bits

2.0

o TTAAITAR,.

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00082
Zfp187_primary

Mus musculus
Original Motif
Reverse Complement
Backward

4

10

0.00275365
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Alignment:
HWATTAGTACATAV
-ATTTAGTAAA-—-

Original motif

Consensus sequence: BTATGTACTAATWH

ts

b

—— —

- ATETAGAT

Webiioga 3.4

Reverse complement motif
Consensus sequence: HWATTAGTACATAV

. NTTACTACAT.

0.0—=

Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VDHWTTTAATTAATHHV
—-———-TTTACTAAAT---

Original motif

UP00212

Lhx5

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

10

0.00285069

Consensus sequence: VDHATTAATTAAAWHHB

Reverse complement motif
Consensus sequence: VDHWTTTAATTAATHHY
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2.0

N - | MHiNax =
: 5

2.0

Motif ID: UP00169
Motif name: Lmx1b
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 4

Number of overlap: 10

Similarity score: 0.00676865
Alignment:

BHDATTAATTAAWWWHB

-——ATTTAGTAAA-——-

Original motif
Consensus sequence: VDWWWTTAATTAATDHB

2.0

I _——____II_A'_C_ A NI I
5 10 15

0.

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BHDATTAATTAAWWWHB

T

15
WebiLags 3.4

it
5

P

Motif ID: UP00177
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DHDHTTTTACGACVDHD
————— TTTACTAAAT--

Original motif

Hoxd12

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

10

0.00747245

Consensus sequence: HHDVGTCGTAAAAHHHD

2.0

= 1.0

Reverse complement motif
Consensus sequence: DHDHTTTTACGACVDHD

2.0

X C.

Wabiogs 3.4

po === e = PN —w - P a N 4 = e
5 10 S & 5 10 15
Motif ID: UP00135
Motif name: Hoxc12
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Reverse Complement
Reverse Complement
Forward

6

10
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Similarity score: 0.0076403

Alignment:
DDVHWTTTACGACCKHH
————— TTTACTAAAT--

Original motif
Consensus sequence: HHRGGTCGTAAAWHBDH

20

Reverse complement motif
Consensus sequence: DDVHWTTTACGACCKHH

20

Motif ID: UP00117

Motif name: Hoxd11

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 10

Similarity score: 0.00864633
Alignment:

DDDHTTTTACGACVDHH

————— TTTACTAAAT--

Original motif
Consensus sequence: HHDVGTCGTAAAAHHHD

Reverse complement motif
Consensus sequence: DDDHTTTTACGACVDHH
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2.0

2.0

oo = 0 Al T - = oo l== e i L= g
2 10 Wetiloga 3.4 5 Wabilogo 3.4
Motif ID: UP00142
Motif name: Uncx4.1
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
CVVBTTAATTAATDHDV
-—-TTTACTAAAT----

Original motif

Consensus sequence: VDHDATTAATTAABVVG

2.0

S| TTAA

=
- 0.0

Reverse Complement
Reverse Complement
Backward

5

10

0.0100967

Reverse complement motif
Consensus sequence: CVVBTTAATTAATDHDV

2.0

mc ) lI IAAlI?

bits

0.0

15
Wabiogs 3.4

Watiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDHTTTTACGACDTTH
-——-TTTACTAAAT--

Original motif

UP00235

Hoxcl1

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

10

0.010176

Consensus sequence: HAADGTCGTAAAAHDD

20

bits

0.0

e -~ 1WA _AAAé

15
Weblogad 4

Reverse complement motif

Consensus sequence: HDHTTTTACGACDTTH

2

21

- TTrkelle

0.

15
Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00246

Hoxall

Mus musculus
Reverse Complement
Reverse Complement
Forward

5
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10
0.0105914

Number of overlap:
Similarity score:

Alignment:
DDDTTTTACGACDTDH

—-——-TTTACTAAAT--

Original motif
Consensus sequence: HDADGTCGTAAAAHDD

Motif name: Motif 29

bits
&

Reverse complement motif
Consensus sequence: DDDTTTTACGACDTDH

0.0

Reverse complement motif
Consensus sequence: TAGCAATAAAT

Dataset #: 1 Motif ID: 29

Original motif
Consensus sequence: ATTTATTGCTA

Best Matches for Motif ID 29 (Highest to Lowest)
Motif ID: UP00104
Motif name: Hmx1
Mus musculus

Species:

2.0

1.0
Webiaga 34

bits

0.0
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVVAGCAATTAADGVDB
-—-TAGCAATAAAT--—--

Original motif

Reverse Complement
Original Motif
Forward

3

11

0.00115362

Consensus sequence: VVVAGCAATTAADGVDB

2.0

<O

Webriogo 3.4

Reverse complement motif
Consensus sequence: VDBCDTTAATTGCTBVB

2.0

bits

0.0—=

ALA?QIIA Tlacll_

Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00155

Hmx2

Mus musculus
Original Motif
Reverse Complement
Backward

3

11

0.00544084
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Alignment:
ADBVHTTAATTGCTTVB
-——-ATTTATTGCTA--

Original motif
Consensus sequence: VVAAGCAATTAAHVVDT

2.0

o VAITA

e

5 10
Wabiloga 3.4

Reverse complement motif
Consensus sequence: ADBVHTTAATTGCTTVB

[AATTL., .

15

Motif ID: UP00157
Motif name: Hmx3
Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 11

Similarity score: 0.00624569
Alignment:

VBVAGCAATTAAHVVAT

-—-TAGCAATAAAT-—-—--

Original motif
Consensus sequence: VBVAGCAATTAAHVVAT

Reverse complement motif
Consensus sequence: ATBVHTTAATTGCTBBB

Page 227 of 752
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2.0

2.0

bit

Al “aee TIMATICT.

= 0.0

Websiags 3.4 WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVBDGYAATTAATADW
-—-TAGCAATAAAT---

Original motif

Consensus sequence: HVBDGYAATTAATADW

2.0

0.0

%mﬂ?" ACAATTAIQé

UP00263

Hoxb8

Mus musculus
Reverse Complement
Original Motif
Backward

4

11

0.00742166

Reverse complement motif
Consensus sequence: WDTATTAATTKCHBVH

20

SR [

0.0 —

\Nabag o34 muug 034

Motif ID:

UP00133
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVVGGYMATAAAAHKH
-—-TAGCAATAAAT---

Original motif

Cdx2

Mus musculus
Reverse Complement
Original Motif
Forward

3

11

0.0101377

Consensus sequence: DVVGGYMATAAAAHKH

2.0

0.0

M,

Reverse complement motif
Consensus sequence: HRHTTTTATYMCCVBD

20

g:éAIlII TAQQ*

15
WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00207

Hoxb9

Mus musculus
Reverse Complement
Original Motif
Backward

5

11
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Similarity score: 0.0107409

Alignment:
VRRGCMATAAAAHHHD
-TAGCAATAAAT-——---

Original motif
Consensus sequence: VRRGCMATAAAAHHHD

20

%; ﬁnﬁQEATQAATAx%

Mugad

Reverse complement motif
Consensus sequence: HDHHTTTTATRGCKMV

2.0

" TTTIAT A

'l‘\rquga

Motif ID: UP00145
Motif name: Barhl2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 11

Similarity score: 0.0138179
Alignment:

HAMAAHCAATTAABHH

-—--TAGCAATAAAT--

Original motif
Consensus sequence: HAMAAHCAATTAABHH

Reverse complement motif
Consensus sequence: HHBTTAATTGDTTYTH
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2.0

L1 X

oot OMITA

Weblogod 4

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDTBHHCCHTAGCAACVVDHHHH
————————— TAGCAATAAAT---

Original motif

UuP00098

Rfx3_primary

Mus musculus
Reverse Complement
Original Motif
Forward

10

11

0.0142512

Consensus sequence: HDTBHHCCHTAGCAACVVDHHHH

2.0

WebiLog 34

Reverse complement motif
Consensus sequence: HHHHDVVGTTGCTAHGGDHBAHH

20

pEETC—— = -;-A-c e =it —

Weblagn 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDHYYAATAAAAHHHH
-TAGCAATAAAT-—-—--

Original motif
Consensus sequence: HDHYYAATAAAAHHHH

20

" cahlAMA_

0.0

UP00180

Hoxd13

Mus musculus
Reverse Complement
Original Motif
Forward

2

11

0.01435

Weblogad 4

Reverse complement motif

Consensus sequence: HDHHTTTTATTKKHDD

=]

2.0

0.0

5

T s

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00168

Hoxd8

Mus musculus
Reverse Complement
Reverse Complement
Forward

1
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Number of overlap: 11
Similarity score: 0.0169109

Alignment:
HADCMATTAATTADTTA
TAGCAATAAAT--—-—-—--

Original motif
Consensus sequence: TAADTAATTAATRGHTH

2.0

ﬁmﬂééAIéAIIAéle&%x

0.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HADCMATTAATTADTTA

2.0

WekiLaga 3

Dataset #: 1 Motif ID: 30 Motif name: Motif 30

Original motif
Consensus sequence: TTGCTGCTTTT

2.0
o3
B GM q M
0.0
5 10

Wetiiaga 34

Best Matches for Motif ID 30 (Highest to Lowest)

Motif ID: UP00027
Motif name: Osrl_primary
Species: Mus musculus

Reverse complement motif
Consensus sequence: AAAAGCAGCAA

2.0

bits
5

0.0

Webiaga 34
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHBHGCTACKGTHDHH
-—-TTGCTGCTTTT---

Original motif

Original Motif
Reverse Complement
Forward

3

11

0.00770725

Consensus sequence: HHDHACRGTAGCHVHD

2.0

0.0

s

Reverse complement motif

Consensus sequence: DHBHGCTACKGTHDHH

2.0

IA

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00044
Mafk_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

3

11

0.0113442
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Alignment:
MBHTGCADTTTTTHV
-—-TTGCTGCTTTT--

Original motif

Consensus sequence: VHAAAAADTGCAHBR

2.0

bits

0.0—=

. éAéAéxligéé?ﬂ

15
Webiloga 34

Reverse complement motif
Consensus sequence: MBHTGCADTTTTTHYV

2.0

GEII:_EQA%IIﬁlI e
2 5 10 15

) L)

Wetilogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHHGCTACKGTHVHH
-—-TTGCTGCTTTT---

Original motif

UP00052

Osr2_primary

Mus musculus
Original Motif
Reverse Complement
Forward

3

11

0.0117169

Consensus sequence: HHVHACRGTAGCHHHD

Reverse complement motif
Consensus sequence: HHHHGCTACKGTHVHH
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2.0

0.0

15
Weblogad 4

20

3 10 15
WabiLaga 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HAAWDTGCTGACDWARH
-—-—-TTGCTGCTTTT--

Original motif

uP00045

Mafb_primary
Mus musculus
Original Motif
Original Motif
Forward

5

11
0.0149918

Consensus sequence: HAAWDTGCTGACDWARH

2.0

bits

1.0

¥&$x§IGT_Q_AA

00—

10

Reverse complement motif
Consensus sequence: DMTWDGTCAGCADWTTH

EE&‘;;:__L\ CA - - %$1; -

WebiLags 3.4

it
5

0.0

Motif ID:

UP00037

Page 236 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=045
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=037

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

Zfp105_primary

Mus musculus
Original Motif
Reverse Complement

15
Wetiloago 3.4

Direction: Backward

Position number: 2

Number of overlap: 11

Similarity score: 0.0204182

Alignment:

HHHTTRTTDTTTKDH

-——TTGCTGCTTTT-

Original motif Reverse complement motif

Consensus sequence: HDYAAAHAAMAADHD Consensus sequence: HHHTTRTTDTTTKDH
2.0 2.0
0 ol=———= JméAEEAAgAé R P — == III_TIC‘ 4'5!-—/’.’:_ ;I“}_—L —

5 10 wm_oglscm 5 10

Motif ID: UP00057

Motif name: Zic2_secondary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Original Motif
Reverse Complement
Forward

5

11
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Similarity score: 0.0211824
Alignment:

DVBCYTGCTGBGDDD

-———-TTGCTGCTTTT

Original motif
Consensus sequence: HHDCVCAGCAKGVVD

{ . (AGGaq!

it
5

N

0.0

15
Webiloga 34

Reverse complement motif
Consensus sequence: DVBCYTGCTGBGDDD

(eIl 6,

2.0
=
S1.0

0.0

-
-

Weblogo a4

Motif ID: UP00145
Motif name: Barhl2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2

Number of overlap: 11

Similarity score: 0.0241392
Alignment:

HHBTTAATTGDTTYTH

—-——-TTGCTGCTTTT-

Original motif
Consensus sequence: HAMAAHCAATTAABHH

Reverse complement motif
Consensus sequence: HHBTTAATTGDTTYTH
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2.0

o
=1

L1 X

ochA |

M

Weblogod 4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
TCDAMVBGACGCMAKDDDVBBD
—-—--AAAAGCAGCAA-——————-

Original motif

UP00527

Foxn4_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

9

11

0.0241736

Consensus sequence: DBBVDDDRTRGCGTCBBYTHGA

2.0

— —— - F—

210
AT
10

IS =

Reverse complement motif

Consensus sequence: TCDAMVBGACGCMAKDDDVBBD

2.0

it
Py

—

I

—— _—_"

10

00 ;ghéf‘:t_: 11 $A£ ==

&

WabiLogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVHCCTGCTGRBGDDB
—-———-TTGCTGCTTTT

UP00102

Zicl_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

5

11

0.0245177

Reverse complement motif
Consensus sequence: DVHCCTGCTGBGDDB

Original motif
Consensus sequence: BHDCVCAGCAGGHVD

2.0

.0 (ACs L 1
- ST =V o W 1T - g —— AI?QA-- == |

Webiloga 34 Weblogo a4

Motif ID: UP00185
Motif name: Pbx1

Species: Mus musculus
Matching format of first motif: Original Motif

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Forward
7
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Number of overlap: 11
0.0245464

Similarity score:

Alignment:
BVDWHWTTGATGRKTKH

TTGCTGCTTTT

Original motif
Consensus sequence: HYAYMCATCAAWHWDVV

2.0

;2 ‘?$$E§:~:AICA:&I“?,¢

)

15
Webiiaga 3.4

Reverse complement motif
Consensus sequence: BVDWHWTTGATGRKTKH

2.0

WebiLags 3.4

$I_.T a Alz -;-g;-é;& =ty

Dataset #: 1 Motif ID: 31

Original motif
Consensus sequence: TTGTTGATTTT

2.0
o3
B GM U AM
0.0
5 10

Wetiiaga 34

Motif name:

Motif 31

Reverse complement motif
Consensus sequence: AAAATCAACAA

2.0

bits

Webiaga 34

Best Matches for Motif ID 31 (Highest to Lowest)

Motif ID: UP00061
Motif name: Foxl1_primary
Species: Mus musculus
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DWAATRTAAACAAWVVB
—-—-AAAATCAACAA-——-

Original motif

Reverse Complement
Original Motif
Forward

3

11

0

Consensus sequence: DWAATRTAAACAAWVVB

2.0

Reverse complement motif

Consensus sequence: VVWWWTTGTTTAMATTWD

bits

2.0

0.0

<L 1%

5

1 15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00025
Foxkl_primary

Mus musculus
Reverse Complement
Original Motif
Backward

5

11

0.00256455
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Alignment:
DDAATGTAAACAAAVVE

—-—-AAAATCAACAA-—-—-

Original motif

Consensus sequence: DDAATGTAAACAAAVVB

2.0

“ Gl AARCA.

Wabiloga 3.4

Reverse complement motif

Consensus sequence: BBVTTTGTTTACATTDD

2.0

bits
P

1Y TI_QQI%-

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDHADGTAAACAAAVVH
--AAAATCAACAA--—-

Original motif

UP00039

Foxj3_primary

Mus musculus
Reverse Complement
Original Motif
Backward

5

11

0.00497188

Consensus sequence: HDHADGTAAACAAAVVH

Reverse complement motif

Webiloga 3.4

Consensus sequence: DVVTTTGTTTACDTHDH
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2.0

2.0

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VHVVGTTGATTGGGTMK
-—-TTGTTGATTTT----

Original motif

Consensus sequence: YRACCCAATCAACVVHV

2.0

EIQ@AQ?Q n

-

UP00227

DuxI

Mus musculus
Original Motif
Reverse Complement
Forward

3

11

0.00721745

Reverse complement motif
Consensus sequence: VHVVGTTGATTGGGTMK

2.0

w
H1.0

%:_ Il ~ IIAQ“T:

WebiLags 1.4

— 0.0d——

Webiiaga 3.4

Motif ID:

UP00037
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHHTTRTTDTTTKDH
—-—-TTGTTGATTTT-

Original motif
Consensus sequence: HDYAAAHAAMAADHD

2.0

=]
=]
(i
|
i

Zfp105_primary

Mus musculus
Original Motif
Reverse Complement
Backward

2

11

0.0101946

B}

15

WetiLoga 34

Reverse complement motif
Consensus sequence: HHHTTRTTDTTTKDH

2.0

IT | ‘ x| T
gl A=W . s e
10

5 15
Wetiloago 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00073
Foxa2_primary

Mus musculus
Reverse Complement
Original Motif
Forward

3

11
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Similarity score: 0.0135831

Alignment:
HHWAWGTAAAYAAAVDB
-—-AAAATCAACAA-—-——

Original motif
Consensus sequence: HHWAWGTAAAYAAAVDB

20

- AA?AIAA n g é—‘?—‘ .

—
5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

20

0.0

Motif ID: UP00145
Motif name: Barhl2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 11

Similarity score: 0.0139419
Alignment:

HAMAAHCAATTAABHH

-AAAATCAACAA-——-

Original motif
Consensus sequence: HAMAAHCAATTAABHH

Reverse complement motif
Consensus sequence: HHBTTAATTGDTTYTH
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2.0

L1 X

ﬁjﬁéégézwAAIIAﬁ:f

Weblogod 4

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDHRTAAACAAAHDDD

Original motif

uP00041

Foxjl_primary

Mus musculus
Reverse Complement
Original Motif
Backward

6

11

0.0164816

Consensus sequence: HDHRTAAACAAAHDDD

2.0

it
5

0.0—=

- ALAAACAQA

Weblogod 4

Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH

;IIATITAQ .

15
Weblogod4

it
5

0.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

UP00025

Foxkl_secondary
Mus musculus
Original Motif
Reverse Complement

15
Weblogo a4

Direction: Backward

Position number: 3

Number of overlap: 11

Similarity score: 0.0220198

Alignment:

HDDTGTTKTTKTHHD

-—TTGTTGATTTT--

Original motif Reverse complement motif

Consensus sequence: HHHAYAAYAACAHHH Consensus sequence: HDDTGTTKTTKTHHD

A%A QAAQA T TTATT L

e . =" ° n . 0.0 oy — é“-lz"__‘:_ - —_—— AN =T

Motif ID: UP00067

Motif name: Lefl_secondary

Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Original Motif
Reverse Complement
Backward

2
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Number of overlap: 11
Similarity score: 0.0242838

Alignment:
DHVDTGATTGATVBDV
-———TTGTTGATTTT-

Original motif
Consensus sequence: VDVVATCAATCAHBHD

- _ ATCMTea .

15
Weblagad 4

2,
£

L1}
0.0—=—

Reverse complement motif
Consensus sequence: DHVDTGATTGATVBDV

20

 zehTIGAT

bits

0.0 t=m=F =

Weblogod 4

Dataset #: 1 Motif ID: 32 Motif name: Motif 32

Original motif
Consensus sequence: TTACWGTTT

=0

bits

0.0
5
skl oo 3

Best Matches for Motif ID 32 (Highest to Lowest)

Motif ID: UP00052
Motif name: Osr2_primary
Species: Mus musculus

Reverse complement motif
Consensus sequence: AAACWGTAA

=20

bits

AN

Wkl oga 34
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Matching format of first motif:

Reverse Complement

Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 9

Similarity score: 0.0202622
Alignment:

HHVHACRGTAGCHHHD

-—-AAACWGTAA-—-——-

Reverse complement motif
Consensus sequence: HHHHGCTACKGTHVHH

Original motif
Consensus sequence: HHVHACRGTAGCHHHD

2.0 2.0
i . IA I —-— p—_—— = TA c . I“?-‘_ S
% 19 ek o & L kg2
Motif ID: UP00027
Motif name: Osrl_primary

Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

Mus musculus
Reverse Complement
Original Motif
Backward

6

9

0.0205632
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Alignment:
HHDHACRGTAGCHVHD
-—-AAACWGTAA-———--

Original motif

Consensus sequence: HHDHACRGTAGCHVHD

2.0

bits

0.0

e

WabiLogad 4

Reverse complement motif
Consensus sequence: DHBHGCTACKGTHDHH

2.0

: ?___.._ -

ool == = s -

15
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHWAWGTAAAYAAAVDB
———————— TTACWGTTT

Original motif

UP00073

Foxa2_primary

Mus musculus
Original Motif
Reverse Complement
Backward

1

9

0.0212082

Consensus sequence: HHWAWGTAAAYAAAVDB

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH
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2.0

AA‘%AIAA g &_‘%

bits

15
Websiags 3.4

2.0

WebiLags 1.4

bits

Motif ID: UP00061
Motif name: Foxl1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 9

Number of overlap: 9

Similarity score: 0.0213447
Alignment:

VVVWTTGTTTAMATTWD

———————— TTACWGTTT

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

2.0

_%é‘T\IA__.s Qée

00— ———
10

Webiiaga 3.4

Reverse complement motif
Consensus sequence: VWWWTTGTTTAMATTWD

2.0

bits
5

_II ; ._94111?

0.0
5 10 15

Motif ID: UP00081
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DHHHTAACGGTTHDHDH
-——-TTACWGTTT----

Original motif

Mybl1_primary

Mus musculus
Original Motif
Reverse Complement
Backward

5

9

0.0237771

Consensus sequence: HDDDHAACCGTTAHHHD

2.0

= e =

0.0

d AACCWIA

e

5

Watiloga 3.4

Reverse complement motif
Consensus sequence: DHHHTAACGGTTHDHDH

2.0

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00025
Foxkl1_primary

Mus musculus
Original Motif
Reverse Complement
Forward

9

9
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Similarity score: 0.0240192

Alignment:
BBVTTTGTTTACATTDD
———————— TTACWGTTT

Original motif
Consensus sequence: DDAATGTAAACAAAVVB

20

G ANACA,

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

20

Motif ID: UP00186
Motif name: Meis1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4

Number of overlap: 9

Similarity score: 0.0245505
Alignment:

DBWTTGACAGSTBVTW

-——-TTACWGTTT---

Original motif
Consensus sequence: WAVBASCTGTCAAWVH

Reverse complement motif
Consensus sequence: DBWTTGACAGSTBVTW
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2,

_E_A:"‘t__.

0.0

SO

15
Wabiogad 4

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDDDHAACCGTTAHHHD
—-———-AAACWGTAA--—--

Original motif

UP00092
Myb_primary

Mus musculus
Reverse Complement
Original Motif
Forward

5

9

0.0258406

Consensus sequence: HDDDHAACCGTTAHHHD

2.0

bits

0.0 ——
5

1 AAACCWTI&AE*

Watiloga 3.4

Reverse complement motif
Consensus sequence: DHHHTAACGGTTHHHDH

2.0

" A I
_TARVOIT
) 10 15

0.0

Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHWTTGACAGSTBBTW
—-———-TTACWGTTT---

Original motif

UP00226

Mrgl

Mus musculus
Original Motif
Reverse Complement
Backward

4

9

0.0267732

Consensus sequence: WAVBASCTGTCAAWHB

2

. ATk

W

=

15
Weblogad 4

Reverse complement motif
Consensus sequence: BHWTTGACAGSTBBTW

2.0

a __'__:A-_A - = Cﬁf =
= : 10

bits

=

alll

5 1

H

bLogods

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00203

Pknox1

Mus musculus
Original Motif
Reverse Complement
Backward

4
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Number of overlap: 9
Similarity score: 0.0277187

Alignment:
VVWTTGACAGSTSBKD
-———TTACWGTTT---

Original motif
Consensus sequence: DRVSASCTGTCAAWVV

ML‘_& QACCI T__ é:_!;-h—lﬂ:-:

Weblagad 4

Reverse complement motif
Consensus sequence: VVWTTGACAGSTSBKD

20

o
510

0.0 ;—-'—'“':41 i WiN_ Vil o

10 15
Weblogod 4

Dataset #: 1 Motif ID: 33 Motif name: Motif 33

Original motif
Consensus sequence: TTTAATGTYTTTWA

2.0

G A

0.0
Webslogo 3.4

Best Matches for Motif ID 33 (Highest to Lowest)

Motif ID: UP00171
Motif name: Msx3
Species: Mus musculus

Reverse complement motif
Consensus sequence: TWAAAKACATTAAA

Webitaga 3.4
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Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHVTTAATTKGTTHTV
—-—TTTAATGTYTTTWA

Original motif

Consensus sequence: VAHAACYAATTAABHH

2.0

A AACSHA ] | RA

e

Original Motif
Reverse Complement
Forward

3

14

0.0143635

15
Weblogod 4

Reverse complement motif
Consensus sequence: HHVTTAATTKGTTHTV

bits

0.0

Ml

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position nhumber:

Number of overlap:

Similarity score:

uP00145

Barhl2

Mus musculus
Original Motif
Reverse Complement
Backward

1

14

0.0149596
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Alignment:
HHBTTAATTGDTTYTH
-—TTTAATGTYTTTWA

Original motif

Consensus sequence: HAMAAHCAATTAABHH

2.0
o
=1

O
0.0

b CAATTAS

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HHBTTAATTGDTTYTH

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HWDTTAATYKMTTHHR
——TTTAATGTYTTTWA

Original motif

UuP00170

Isl2

Mus musculus
Original Motif
Reverse Complement
Forward

3

14

0.0226802

Consensus sequence: MHHAAYYMATTAADWH

Reverse complement motif
Consensus sequence: HWDTTAATYKMTTHHR
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2.0

20

15
Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDTTBAAGTACTTDAAA
—-——-TWAAAKACATTAAA

Original motif

UP00119

Nkx2-9

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

14

0.0229232

Consensus sequence: TTTDAAGTACTTVAADH

2.0

Reverse complement motif
Consensus sequence: HDTTBAAGTACTTDAAA

2.0

I Y 00

Webloga 3.4

Motif ID:
Motif name:

UP00216
Obox1
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Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DHDGTTAATCCCCKTDD
TWAAAKACATTAAA---

Original motif

Mus musculus

Reverse Complement

Original Motif
Forward

1

14
0.0255021

Consensus sequence: DDARGGGGATTAACDHH

2.0

Reverse complement motif
Consensus sequence: DHDGTTAATCCCCKTDD

2.0

“H ol CCCTT

Webiloga 3.4

- ,ké_A-AAA i TA __ﬁ: o j:.--_IA GC:‘_‘.“:_-..
Motif ID: UP00051
Motif name: Sox8_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Original Motif
Original Motif
Forward

4

14
0.0266643
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Alignment:
DDATBWATTGTTHHDDD
-——TTTAATGTYTTTWA

Original motif
Consensus sequence: DDATBWATTGTTHHDDD

2.0

L Mele
10

0.0 —
15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: DDDHDAACAATWBATDD

2.0

" alcT. ..

Webiloga 3.4

Motif ID: UP00091
Motif name: Sox5_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3

Number of overlap: 14

Similarity score: 0.0288082
Alignment:

DHDDWATTGTTCDDHD

—-—TTTAATGTYTTTWA

Original motif
Consensus sequence: DHDDGAACAATWDDHD

Reverse complement motif
Consensus sequence: DHDDWATTGTTCDDHD
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20

2]
1.0

Wablogo 3.4

T A
E—F——hzﬂ;xé----_ a
5

0.0

20
£10
.7, | P
g e——- = B ML N = = -
2 10 orkoarsis
Motif ID: UP00096
Motif name: Sox13_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif Reverse Complement
Direction: Backward
1
14
0.0301291

Position number:
Number of overlap:
Similarity score:

Alignment:
WHDWWATTGTTCKDHD

——TTTAATGTYTTTWA

Original motif
Consensus sequence: DHDRGAACAATWWDHW

2.0
e e &m‘i‘_.!'._ N e = _T‘%Agx
o B 2 16 \‘Alfb, a3 4
UP00166

Reverse complement motif
Consensus sequence: WHDWWATTGTTCKDHD

20
10 A ‘ ‘ ‘ T
=T M e...__,_-g;_g;_,_ — -
10 15
Weblogo 3.4

T
- ey -
5

bits
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Motif ID:
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DDVKTAATTGGTTDTH
——TTTAATGTYTTTWA

Original motif

Consensus sequence: HAHAACCAATTARBDH

2.0

0.0

ﬁ”ﬂ§$g@¢QAAIIA4'

Barhl1

Mus musculus
Original Motif
Reverse Complement
Forward

3

14

0.0303352

Reverse complement motif
Consensus sequence: DDVKTAATTGGTTDTH

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00032
Gata3_primary

Mus musculus
Reverse Complement
Original Motif
Backward

8

14
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Similarity score: 0.0304836

Alignment:
BDHDDADAGATAAGADHBDHVD
-TWAAAKACATTAAA-—-—————

Original motif

Consensus sequence: BDHDDADAGATAAGADHBDHVD

20

1.0
I S -_-:Ié - ! —.—_QA‘_‘ e

5 10 15 20

bits

Weblogad 4

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

L

0.0=— e e

5 10

it
Py

=
Weblogo34

Dataset #: 1 Motif ID: 34 Motif name: Motif 34

Original motif
Consensus sequence: AAAGATGA

=20

bits
5

0.0

Wit oo S

Best Matches for Motif ID 34 (Highest to Lowest)

Motif ID: UP00032

Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement

Reverse complement motif
Consensus sequence: TCATCTTT

-TTCATCTTT

Wik oo S
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Matching format of second motif:

Reverse Complement

Direction: Backward
Position number: 6

Number of overlap: 8
Similarity score: 0.0235901
Alignment:

HBHDVHDTCTTATCTHTDDHDV

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

0.0 A A : f---QA‘—‘A g - A_-_-_L_—IC _ T

e B o= e

it
p=

i

—

oot N

5 10

20
WabLogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

uP00048

Rara

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

8

0.0248583

2
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HHVGTGACCTTTDVDD
—-———-TCATCTTT----

Original motif

Consensus sequence: DHBHAAAGGTCACVHD

2.0

bits
5

0.0

 AMAUGIVA.

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HHVGTGACCTTTDVDD

2.0

-t
E1.0
——a
—

—C o=

5 10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHVDTGACCTTTDVDD
—-———-TCATCTTT----

Original motif

UuP00009

Nr2f2_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

8

0.0320787

Consensus sequence: DHBHAAAGGTCAHVHB

Reverse complement motif
Consensus sequence: BHVDTGACCTTTDVDD
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2.0

< QAA_ICA=

0.0

15
Weblogad 4

20

S bl

15
Wablogo 3.4

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDTVAAAACGATRWWHT
—————— AAAGATGA---

Original motif

uP00114

Homez

Mus musculus
Original Motif
Reverse Complement
Backward

4

8

0.0353395

Consensus sequence: AHWWMATCGTTTTBADD

2.0

% : ATC TT
0.0 e Qiﬁ:.:_ X A All_.'éf
5 10 15

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HDTVAAAACGATRWWHT

2.0

EIA___AAAAC - IIXI_:_;

0.0

WebiLags 3.4

Motif ID:

UP00046
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VBBDMYCATCTGVHHBH
————— TCATCTTT----

Original motif

Tcfe2a_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

5

8

0.0375145

Consensus sequence: HVDDVCAGATGKYHBBV

2.0

0.0

g =CAIAT . ___I_-E__. =

Watiloga 3.4

Reverse complement motif

Consensus sequence: VBBDMYCATCTGVHHBH

2.0

3ﬁCAIQT_=T¢

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00100
Gata6_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

8
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Similarity score: 0.0391681

Alignment:
VHDDTCTTATCWHBDHD
—————— TCATCTTT---

Original motif
Consensus sequence: DHDVDWGATAAGADDHV

20

Reverse complement motif
Consensus sequence: VHDDTCTTATCWHBDHD

20

Webiloga 3.4

P =~ = é éAQéf~ :-;_ o __:E::-__lsc . . ® I-.-_- — —
Motif ID: UP00419
Motif name: Spic
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6
Number of overlap: 8
Similarity score: 0.0437411
Alignment:

VAAAGMGGAAGTWD
-AAAGATGA-———-

Original motif
Consensus sequence: VAAAGMGGAAGTWD

Reverse complement motif
Consensus sequence: DWACTTCCRCTTTB
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__—__é3$¢ =V s Agl_'_ ==

Webiioga 3.4

el

00—

Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BBVHVGGTGTCATHDDT
————————— TCATCTTT

Original motif

UP00199

Six4

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

8

0.0467222

Consensus sequence: ADDHATGACACCBHBBV

20

bits

00—

e "L’“‘:;:-@—.-.: = QA ==

—

15

Websiags 3.4

Reverse complement motif
Consensus sequence: BBVHVGGTGTCATHDDT

2.0

w
£1.0 ' A
== —— AR AN W I e M.
10 15

WebiLags 1.4

Motif ID:
Motif name:

UP00219
Cutll_3494.2
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Mus musculus

Species:
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 7
Number of overlap: 8
Similarity score: 0.0483168
Alignment:
DAVTGATRATCAHTD
-AAAGATGA-————-
Original motif Reverse complement motif
Consensus sequence: DAVTGATRATCAHTD Consensus sequence: DADTGATMATCABTD
20 20
1l MTea 5 "o 1Al ATea. .
2 10 Wabtsat ik 2 10 dbtoas gk
Motif ID: UP00208
Motif name: Obox5_3963.2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif Original Motif
Direction: Forward
4
8
0.0488248
Page 272 of 752

Position number:
Number of overlap:
Similarity score:
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Alignment:
VRVAGGGATTAAHTVWV
-—-—AAAGATGA-————-

Original motif
Consensus sequence: VRVAGGGATTAAHTVWYV

2.0

Reverse complement motif
Consensus sequence: VWBAHTTAATCCCTVKB

2.0

.
|
.

i et =
5 10 15 5
Waslaga 3.4

1 a aGVy _Aﬁhiﬂ - AAI QQIT
10 15

Webiloga 3.4

Dataset #: 1 Motif ID: 35 Motif name: Motif 35

Original motif

Reverse complement motif
Consensus sequence: AGATGYTCTTG

Consensus sequence: CAAGAKCATCT

% | u% AI CM | | A

Webilaga 34

bits

Welilags 3.4

Best Matches for Motif ID 35 (Highest to Lowest)

Motif ID: UP00079

Motif name: Esrra_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
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Direction: Backward

Position number: 3

Number of overlap: 11
Similarity score: 0.0140765
Alignment:

DHDBCAAGGTCAHVBDH

—-—-—-—-CAAGAKCATCT--

Original motif
Consensus sequence: DHDBCAAGGTCAHVBDH

20

“ chAGUTCA,

15
Websiaga 3.4

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

2.0
48
E‘I.CI
A,
2Cc IV | 1<~ .
10 15

-

5
WekiLags 3.4

Motif ID: UP00046

Motif name: Tcfe2a_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward

Position number: 7

Number of overlap: 11

Similarity score: 0.0175222
Alignment:
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HVDDVCAGATGKYHBBV
—————— AGATGYTCTTG

Original motif

Consensus sequence: HVDDVCAGATGKYHBBV

2.0

T
e AIAT . 4 _._I_-c—_— ——

0.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: VBBDMYCATCTGVHHBH

2.0

" ashhTe]
—_— _A_.lA Wl = B L - -t

0.0

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDHRBGTTCTAGATCVB
-AGATGYTCTTG——----

Original motif

UuP00019

Zbtb12_primary
Mus musculus
Original Motif
Original Motif
Backward

6

11

0.0209646

Consensus sequence: BDHRBGTTCTAGATCVB

Reverse complement motif
Consensus sequence: BBGATCTAGAACBKHDB
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2.0

bits

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BBYVVCAGCTGCBVHHD
—————— AGATGYTCTTG

Original motif

Consensus sequence: BBYVVCAGCTGCBVHHD

2.0

% - ~$&£A¢QT Q;';":_“* ”

UP00099

Ascl2_primary
Mus musculus
Original Motif
Original Motif
Forward

7

11
0.0302699

Reverse complement motif

2.0

it
5

A=<= 1
10

e l——— s

Consensus sequence: HHDVVGCAGCTGVBKVB

V==

_— 0.0

0.0

15

Webiiaga 3.4

15

Motif ID:

uP00048

WebiLags 3.4
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Rara
Mus musculus
Reverse Complement

Motif name:
Species:
Matching format of first motif:
Matching format of second motif: Original Motif
Direction: Backward
2
11
0.0317546

Position number:
Number of overlap:
Similarity score:

Alignment:
DHBHAAAGGTCACVHD

—-———-CAAGAKCATCT-
Original motif
Consensus sequence: DHBHAAAGGTCACVHD

2.0

=2
510 ﬁ
| «—
e 1 L L ———
10 15
WebiLogad 4

—
5

UP00025

Reverse complement motif
Consensus sequence: HHVGTGACCTTTDVDD

IT _

—C o=
WabLogad 4

bits

—

|
™

0=

Motif ID:
Foxkl_secondary
Mus musculus
Original Motif

Motif name:
Species:
Matching format of first motif:
Matching format of second motif: Reverse Complement
Direction: Forward
1
11

Position number:
Number of overlap:
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Similarity score: 0.0329048

Alignment:

HDDTGTTKTTKTHHD

AGATGYTCTTG----

Original motif Reverse complement motif

Consensus sequence: HHHAYAAYAACAHHH Consensus sequence: HDDTGTTKTTKTHHD

AQAACAAQA | TTTT 1

oG e e - —" -T el S i B = _A-:-_;—_AA:-.__ ==

Motif ID: UP00538

Motif name: Glil_v016060_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 9

Number of overlap: 11

Similarity score: 0.0350601

Alignment:

BHCBCBCCGGGTGGTCYHVHDCH

———————— AGATGYTCTTG——-—--

Original motif Reverse complement motif

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
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2.0

: C ,c;:s,_c._g I l gz:

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBHDVBWGATHBTATCRVBHHH

Original motif

UP00032
Gata3_secondary
Mus musculus
Original Motif
Original Motif
Backward

6

11

0.0366699

Consensus sequence: HBHDVBWGATHBTATCRVBHHH

2.0

" AT ATC,

v g IlA

00— Eml

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH

2.0

w
B I ATC
o = "I"’A«: A A~ —_

20
WabiLogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BBDVHGGTGGTCBKDDB
—-—-AGATGYTCTTG--

Original motif

uP00047

Zbtb7b_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

5

11

0.0367981

Consensus sequence: BDDRVGACCACCHBDVB

20

m A C
=10 C
P = — A N
10 15

0.0 = T s

5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BBDVHGGTGGTCBKDDB

20

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00539
Gli2_v015681_primary
Mus musculus

Reverse Complement
Original Motif

Forward

6

Page 280 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=047
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=539

Number of overlap: 11

Similarity score: 0.038145

Alignment:

HTBVVVDGGACCACCCRGRDBG

————— CAAGAKCATCT------

Original motif Reverse complement motif

Consensus sequence: HTBVVVDGGACCACCCRGRDBG Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

bits
b=
bits

10 C
__QA:-_?.:‘E-:-: =~ EAQ ﬁ'_?g—?e_ _ == éi

dd ﬂl —=__A i1 =
5 10 15 20 o 5 10 15 20 Yihinarii
Dataset #: 1 Motif ID: 36 Motif name: Motif 36
Original motif Reverse complement motif
Consensus sequence: TGGTGTCA Consensus sequence: TGACACCA

fs

b

=0 =0
L3
1.0 =10
o0 [n N !
5
Wb e @ Wbl aga @4

Best Matches for Motif ID 36 (Highest to Lowest)

Motif ID: UP00199
Motif name: Six4
Species: Mus musculus
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

ADDHATGACACCBHBBV
————— TGACACCA-—--

Original motif

Reverse Complement
Original Motif
Backward

5

8

0

Consensus sequence: ADDHATGACACCBHBBV

2.0

bits

o —_— —

5

= == A = QA =—

Reverse complement motif
Consensus sequence: BBVHVGGTGTCATHDDT

2.0

m CA
o e A AlVIID .
= : 10 15

5

bits

Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00388
Six6_2267.4

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

8

0.0335611
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Alignment:
AHWDHTGATACCCKATD
————— TGACACCA-——-

Original motif

Consensus sequence: DATRGGGTATCAHDWHT

2.0

bits

M

0.0

i éI‘_ﬂ:A-'?— ATA

Wabiloga 3.4

Reverse complement motif
Consensus sequence: AHWDHTGATACCCKATD

o Tkt

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
AHWDGTGATACCCMRTD
————— TGACACCA-—-—--

Original motif

UP00159

Six2

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

8

0.0342894

Consensus sequence: DAKRGGGTATCACDWHT

Reverse complement motif
Consensus sequence: AHWDGTGATACCCMRTD
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2.0

Rxra_primary

o ~ATXV X A =
5 10 15 i
Motif ID: UP00053
Motif name:
Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBHBDTGACCCCDHVHB
————— TGACACCA-—-—--

Original motif

Mus musculus
Reverse Complement
Original Motif
Forward

6

8

0.034602

Consensus sequence: DBHBDTGACCCCDHVHB

2.0

bits

. == TQA;__

-

15
Webiiaga 3.4

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD

2.0

I
i

0.0
a 15
WebiLags 3.4

= AV | I i e
5 1

Motif ID:

UP00079
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VKBBAGGGGTCAHDBBH
-—-—-TGGTGTCA-———-

Original motif

Esrra_secondary
Mus musculus
Original Motif
Original Motif
Backward

6

8

0.0349175

Consensus sequence: VKBBAGGGGTCAHDBBH

2.0

bits

= B

0.0—=
5 10

Watiloga 3.4

Reverse complement motif
Consensus sequence: DBBHHTGACCCCTBBYV

2.0

0.0

bits

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00122

Tgifl

Mus musculus
Reverse Complement
Original Motif
Forward

6

8
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Similarity score: 0.0354712

Alignment:
DABWWTGACAGCTVVBD
————— TGACACCA-—-—--

Original motif
Consensus sequence: DABWWTGACAGCTVVBD

20

bits
a

Reverse complement motif
Consensus sequence: DBVVAGCTGTCAWWVTH

20

bits

00 ‘3447;: Liwile CI-__--&--_-. - o= ?%c 1V %I,_:£
Motif ID: UP00192
Motif name: Six1
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 6
Number of overlap: 8
Similarity score: 0.0355547
Alignment:
AVHDHTGATACCCMDHH
————— TGACACCA----

Original motif
Consensus sequence: DHDRGGGTATCAHDHBT

Reverse complement motif
Consensus sequence: AVHDHTGATACCCMDHH
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~ ToATheee. ..

Wabiogs 3.4

210
0 ‘“QIA@EA e - X =
5 10 15 ek
Motif ID: UP00388
Motif name: Six6_2267.5
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
AHWHWTGATACCCKDDD
————— TGACACCA--—--

Original motif

Reverse Complement
Reverse Complement
Backward

5

8

0.035579

Consensus sequence: DDDRGGGTATCAWHWHT

2.0

- ‘ A CA - !
0 e A A A Wile S -2
i 5 10 15

Watiloga 3.4

Reverse complement motif
Consensus sequence: AHWHWTGATACCCKDDD

2.0

: ‘ A | ] g
0 = . X P B 4 a1l ---:,k e
- 5 10 15

Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVHDAGGTGTGAAAHHH
-——-TGGTGTCA-—-—-——

Original motif

UP00068

Eomes_primary
Mus musculus
Original Motif
Original Motif
Backward

6

8

0.0362156

Consensus sequence: BVHDAGGTGTGAAAHHH

20

bits

) @641 II ééﬁé_

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHHTTTCACACCTDHBY

20

«

" I I CA -
4 e P i 4 _..-._(,_—:‘._'_._—:
e 5 10

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00258

Tgif2

Mus musculus
Reverse Complement
Reverse Complement
Forward

5
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8
0.0373826

Number of overlap:
Similarity score:

Alignment:
VBWTTGACAGCTVBTT
—-—-——-TGACACCA-—---

Original motif
Consensus sequence: AABBAGCTGTCAAWVV

2.

i}
eh“---k _‘ lc:: C ‘ ‘ k E -
P _-.;. = _ % __;_a,_ B _215-'—

Weblagad 4

Reverse complement motif
Consensus sequence: VBWTTGACAGCTVBTT

bits
s

TI\ cT i

—_:-._@A | = e ——

0.0—=
5 10 15

Weblogod 4

Dataset #: 1 Motif ID: 37 Motif name: Motif 37

Original motif
Consensus sequence: ACTTTGG

=0

KT R
22 a4

(=
5
L e L=

Best Matches for Motif ID 37 (Highest to Lowest)

Motif ID: UP00066
Motif name: Hnf4a_secondary
Species: Mus musculus

Reverse complement motif
Consensus sequence: CCAAAGT

=0

hits
:

Lol a
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBHHAAAGTCCAMTHH
-—-CCAAAGT-—-——-——-

Original motif

Reverse Complement
Original Motif
Backward

8

7

0

Consensus sequence: BBHHAAAGTCCAMTHH

2.0

“ AdTCRA.

Reverse complement motif
Consensus sequence: HHAYTGGACTTTHDBV

20
AT ol B III R —
10 15

bLogods

it
5

)

0.0

H

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00067
Lefl_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

7

7

0.0128381
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Alignment:
VDDAGATCAAAGGKDDD

Original motif

Consensus sequence: DDDYCCTTTGATCTDDV

2.0

bits
a

0.0

V| M"_IC;_

Wabiloga 3.4

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

2.0

A

| C = = PN — -
— ==
5 10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDBCAAGGTCAHVBDH
-—--CCAAAGT——————-

Original motif

UuP00079

Esrra_primary

Mus musculus
Reverse Complement
Original Motif
Backward

8

7

0.0140846

Consensus sequence: DHDBCAAGGTCAHVBDH

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD
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2.0

2.0

0.0

“|__CAAWITCA,

WebiLags 1.4

Websiags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDDASATCAAAGGMDDD
—————— CCAAAGT----

Original motif

Consensus sequence: DDDYCCTTTGATSTDDV

2.0

“CTTTGAT.

UP00083
Tcf712_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

7

0.0141156

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

2.0

bits

— = 0.0 e
15

0.0

15

Webiiaga 3.4

Motif ID:

UP00062
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBBMCTTTGTTHDDBH
-——-ACTTTGG-——--—-

Original motif

Sox4_primary

Mus musculus
Original Motif
Reverse Complement
Forward

5

7

0.0159798

Consensus sequence: HBDDDAACAAAGRVBHH

2.0

bits

0.0 —

= ——— -«.:mA e AA&&

5

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

- {1 1)

0.0 ===
15

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00030
Sox11_primary

Mus musculus
Original Motif
Reverse Complement
Forward

5

7
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Similarity score: 0.0181605

Alignment:
HHBTMCTTTGTTMDDVH
-———-ACTTTGG—-—————

Original motif
Consensus sequence: HBDDRAACAAAGRABHH

20

eu.—-.A i QA&Q . -
10 1

0.0—= T
5

5
Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

20

f- 141
= hLEy N == s

bits

0.0
5 10 15
Webloga 3.4

Motif ID: UP00058
Motif name: Tcf3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5

Number of overlap: 7

Similarity score: 0.0200761
Alignment:

HHHKVCTTTGATSTHHH

-—-—-ACTTTGG——————

Original motif
Consensus sequence: HHHASATCAAAGVRHHH

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH
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2.0

-ﬁu.n - *LQ?'ArIGAAAéﬁA

15

Watiloga 3.4

2.0

e 1)

15

Wabiogs 3.4

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHHTCCTTTGATSTHHV
-——-ACTTTGG-——---

Original motif

UP00054
Tcf7_primary

Mus musculus
Original Motif
Reverse Complement
Forward

5

7

0.0230245

Consensus sequence: BHHASATCAAAGGAHHH

2.0

L chToMs

-
15

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHY

2.0

s = :-:Eggﬂ‘ _‘.I?AICEJP S

0.0

bits

Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HAWYCCGGAAGTHBBD
————— CCAAAGT-—-—--

Original motif

UP00413

Elf4

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

7

0.0283328

Consensus sequence: DBBHACTTCCGGKWTH

Reverse complement motif

Consensus sequence: HAWYCCGGAAGTHBBD

2.0

M

PN
. = T AKX — o= <
Motif ID: uP00418
Motif name: Etv6
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Reverse Complement
Backward

6
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Number of overlap: 7
Similarity score: 0.0287289

Alignment:
BHAHCCGGAAGTABDVD

Original motif
Consensus sequence: DVHBTACTTCCGGHTHB

AC

e

o ——

v L
15

Webiiaga 3.4

10

Reverse complement motif
Consensus sequence: BHAHCCGGAAGTABDVD

bits

00—

) A$ACG ] AA A . —

Dataset #: 1 Motif ID: 38 Motif name: Motif 38

Original motif
Consensus sequence: ATKAYTTTG

=0

bits

o0
5
skl oo 3

Best Matches for Motif ID 38 (Highest to Lowest)

Motif ID: UP00079
Motif name: Esrra_primary
Species: Mus musculus

Reverse complement motif
Consensus sequence: CAAAKTYAT

=20

bits

AlA

Wkl oga 34

0.0
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Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHBVHTGACCTTGVDHD
—-———ATKAYTTTG----

Original motif

Original Motif
Reverse Complement
Forward

5

9

0.0159205

Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

0.0

5

g1 ) TC | TCAg

15
Webriogo 3.4

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

2.0

‘-‘-‘l A = -

o o, M

Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position nhumber:

Number of overlap:

Similarity score:

UP00054
Tcf7_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2

9

0.0182772
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Alignment:
HHHTCCTTTGATSTHHV

-ATKAYTTTG-—-—-———-

Original motif
Consensus sequence: BHHASATCAAAGGAHHH

2.0

Py E—— JQGQIQAAAgﬂﬂﬁ R

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHY

2.0

= —-:lggﬂ,‘ _‘I?AIC;I; —

0.0 =
15

Webiloga 3.4

Motif ID: UP00058
Motif name: Tcf3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2

Number of overlap: 9

Similarity score: 0.01865
Alignment:

HHHKVCTTTGATSTHHH

-ATKAYTTTG-—-—————

Original motif
Consensus sequence: HHHASATCAAAGVRHHH

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH
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2.0

2.0

WebiLags 1.4
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Motif ID: UP00062
Motif name: Sox4_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHBBMCTTTGTTHDDBH
-ATKAYTTTG—-——————

Original motif

Consensus sequence: HBDDDAACAAAGRVBHH

2.0

A

oo l== == =1

bits

g 210
AA= ”
10 15

Original Motif
Reverse Complement
Backward

8

9

0.0192718

Reverse complement motif

2.0

Consensus sequence: HHBBMCTTTGTTHDDBH

5

Webiiaga 3.4

15
WebiLags 3.4

Motif ID:

UP00030
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBTMCTTTGTTMDDVH
-ATKAYTTTG—-——-———-

Original motif

Sox11_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2

9

0.022524

Consensus sequence: HBDDRAACAAAGRABHH

2.0

0.0 — e i

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

2.0

a1
= o iy —S= = =

10 15
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00200
Nkx6-1_2825.1
Mus musculus
Original Motif
Original Motif
Backward

1

9
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Similarity score: 0.0239738

Alignment:
DVHAATTAATTAMYBBG
———————— ATKAYTTTG

Original motif
Consensus sequence: DVHAATTAATTAMYBBG

20

ATIRRITA

= —=— ———

15

bits

Webiiogo 3.4

Reverse complement motif
Consensus sequence: CBVMRTAATTAATTHBH

20

1 ﬂﬂslg_ﬂAAIILQ

— - o -

0.0 T
15

Webiloga 3.4

bits

Motif ID: UP00067

Motif name: Lefl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 8

Number of overlap: 9

Similarity score: 0.0240474

Alignment:

VDDAGATCAAAGGKDDD

——————— CAAAKTYAT-

Original motif
Consensus sequence: DDDYCCTTTGATCTDDV

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD
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o A - - — = z ==
2 10 18 Webiloga 14 2 10 8 Webiioga 3.4
Motif ID: UP00083
Motif name: Tcf712_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2
Number of overlap: 9
Similarity score: 0.0253434
Alignment:
DDDYCCTTTGATSTDDV
-ATKAYTTTG-—-————-

Original motif
Consensus sequence: DDDYCCTTTGATSTDDV

2.0

E?QTTTTAICIH_

0.0

Watiloga 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

2.0

i ACa‘-AIC_ MU See
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VHRKTAATTAGTTVVV
—————— ATKAYTTTG-

Original motif
Consensus sequence: VVVAACTAATTARKDV

20

bits
&

géglA | A

UP00167

Enl

Mus musculus
Original Motif
Reverse Complement
Backward

2

9

0.0259902

Reverse complement motif
Consensus sequence: VHRKTAATTAGTTVVV

2

g:_é“IA IA¢11 _

15
Weblogodd

sl __._13‘—;—? 0.0-=——=
Motif ID: UP00238

Motif name: Nkx6-3

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number:

1
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Number of overlap: 9
Similarity score: 0.0262036

Alignment:
DVHWATTAATTAVTBRB
———————— ATKAYTTTG

Original motif
Consensus sequence: DVHWATTAATTAVTBBB

2.0

o=

bits

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BVVAVTAATTAATWHBH

2.0

o Tk T,

= __ 2 CIl x

Dataset #: 1 Motif ID: 39 Motif name: Motif 39

Original motif
Consensus sequence: GCTGTGAC

(CTCTCAC

Wkl aga @A

fs

b

Best Matches for Motif ID 39 (Highest to Lowest)

Motif ID: UP00122
Motif name: Tgifl
Species: Mus musculus

Reverse complement motif
Consensus sequence: GTCACAGC

=0

bits

o0
Wk L age 3
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Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 8

Similarity score: 0

Alignment:

DABWWTGACAGCTVVBD

--—-GTCACAGC-----

Original motif
Consensus sequence: DABWWTGACAGCTVVBD

2.0

Reverse complement motif
Consensus sequence: DBVVAGCTGTCAWWVTH

2.0

1 a =1V HCI_TAS 1 .. _AY 2L =
2 10 15 Webhilaga 3.4 ? 10 8 WebLoga 3
Motif ID: UP00258
Motif name: Tgif2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position nhumber: 4
Number of overlap: 8
Similarity score: 0.00241817
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Alignment:
AABBAGCTGTCAAWVV
————— GCTGTGAC—---

Original motif

Consensus sequence: AABBAGCTGTCAAWVV

2.

P P
15

0.0 _e’:% —AECI I

WabiLogad 4

Reverse complement motif
Consensus sequence: VBWTTGACAGCTVBTT

2.0

| § T%T CT X

P A L | x L e -

bits

n
=
o
-

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDDCACAGCAKGHVD
-GTCACAGC—-————-

Original motif

Consensus sequence: DDDCACAGCAKGHVD

UP00006

Zic3_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

7

8

0.00553853

Reverse complement motif
Consensus sequence: DVHCYTGCTGTGHDH
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2.0

0.0

15 5 10 15

3
Motif ID: UP00068

Motif name: Eomes_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 5

Number of overlap: 8

Similarity score: 0.00578189

Alignment:

BVHDAGGTGTGAAAHHH

————— GCTGTGAC----

Original motif Reverse complement motif

Consensus sequence: BVHDAGGTGTGAAAHHH Consensus sequence: HHHTTTCACACCTDHBY

2.0

bits

0.0

) ¢A$III An_ “ STICAVAVCZ.

2.0

0.0

5
Webiiaga 3.4 WebiLags 3.4

Motif ID:

UP00193
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
AVDHCGCTGTWAWDVVW
————— GCTGTGAC—----

Original motif

Rhox11_2205.1
Mus musculus
Original Motif
Original Motif
Backward

5

8

0.00629536

Consensus sequence: AVDHCGCTGTWAWDVVW

2.0

= 1.0

bits

- &

0.0

C|\|AAs
it B 40 U | X ==

Watiloga 3.4

Reverse complement motif
Consensus sequence: WVVHWTWACAGCGHHVT

2.0

wl
= 1.0

£1.
= N vy iIse=_F —~ — L
5 10 T

0.0
15
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00193
Rhox11_1765.2
Mus musculus
Original Motif
Original Motif
Forward

6

8
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Similarity score: 0.00666342

Alignment:
AVDVCGCTGTWAWDVVW
————— GCTGTGAC——---

Original motif
Consensus sequence: AVDVCGCTGTWAWDVVW

20

a = 9 i j&i— ===
10 15

0.0 = T
5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: WVVHWTWACAGCGBHBT

20

i T
“ I-‘—:‘-_=____.IAI - <~V = — -_
28 5 10 :

15
Webiloga 3.4

Motif ID: UP00205
Motif name: Pknox2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 8

Similarity score: 0.00747692
Alignment:

HAVSRSCTGTCAATHB

————— GCTGTGAC---

Original motif
Consensus sequence: HAVSRSCTGTCAATHB

Reverse complement motif
Consensus sequence: VHATTGACAGSKSVTH
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Motif ID: UP00102
Motif name: Zicl_secondary
Species: Mus musculus
Matching format of first motif Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2
Number of overlap 8
Similarity score: 0.00877453
Alignment:
BHDCVCAGCAGGHVD
-GTCACAGC------
Original motif Reverse complement motif
Consensus sequence: BHDCVCAGCAGGHVD Consensus sequence: DVHCCTGCTGBGDDB
2.0
L0
R == AQACI - Té ==
18

e ‘%QHCA e gA = J?-
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WAVBASCTGTCAAWVH
————— GCTGTGAC---

Original motif

UP00186

Meis1

Mus musculus
Original Motif
Original Motif
Forward

6

8
0.00956623

Consensus sequence: WAVBASCTGTCAAWVH

2

0.0 - "ACCT - 1 éx:’?----

15
Weblogad 4

Reverse complement motif
Consensus sequence: DBWTTGACAGSTBVTW

2.0

@
=10
I X
o = = . T A B = M
= 5

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00226
Mrgl

Mus musculus
Original Motif
Original Motif
Forward

6
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Number of overlap: 8
Similarity score: 0.0124611

Alignment:
WAVBASCTGTCAAWHB
————— GCTGTGAC—---

Original motif Reverse complement motif

Consensus sequence: WAVBASCTGTCAAWHB Consensus sequence: BHWTTGACAGSTBBTW
2.0 2.0
0o = ?A & C_T T :e-Ie. . —_-::A-—I 2 g le X
' 3 10 fmkoarsa ' 5 1o oo
Dataset #: 1 Motif ID: 40 Motif name: Motif 40

Reverse complement motif

Consensus sequence: AAGTTCA Consensus sequence: TGAACTT
=0

=0
o
0.0 Lol a
5

L e L=

Original motif

hits
:

W Extcacy e T

Best Matches for Motif ID 40 (Highest to Lowest)

Motif ID: uP00048
Motif name: Rara
Species: Mus musculus
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Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHBHAAAGGTCACVHD
————— AAGTTCA--—--

Original motif

Original Motif
Original Motif
Backward

5

7

0

Consensus sequence: DHBHAAAGGTCACVHD

2.0

bits
&

0.0 — =

5

AMAUG[LA..

Weblogod 4

Reverse complement motif
Consensus sequence: HHVGTGACCTTTDVDD

I

15
Weblogod4

it
5

LK L s ——————

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position nhumber:

Number of overlap:

Similarity score:

UP00066
Hnf4a_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

6

7

0.00516503
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Alignment:
HHAYTGGACTTTHDBV
-——-TGAACTT-----

Original motif

Consensus sequence: BBHHAAAGTCCAMTHH

2.0

bits

 AalGT0CA.

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HHAYTGGACTTTHDBV

2.0

m T T
=10
== ét_.___ = w's = :l.@-_ -
10 15

0.0

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDBCAAGGTCAHVBDH

Original motif

UuP00079

Esrra_primary
Mus musculus
Original Motif
Original Motif
Backward

6

7

0.00773155

Consensus sequence: DHDBCAAGGTCAHVBDH

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD
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2.0

“L_ CATCA,

0.0

15
Websiags 3.4

2.0

WebiLags 1.4

Motif ID: UP00009
Motif name: Nr2f2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 7

Similarity score: 0.00909243
Alignment:

DHBHAAAGGTCAHVHB

————— AAGTTCA----

Original motif
Consensus sequence: DHBHAAAGGTCAHVHB

o alTen

it
&

i

15
Weblagad 4

Reverse complement motif
Consensus sequence: BHVDTGACCTTTDVDD

20

- ToAGCrrr

bits

0.0

Motif ID: UP00019
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BBGATCTAGAACBKHDB
——————— TGAACTT-—-

Original motif

Zbtb12_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

8

7

0.035752

Consensus sequence: BDHRBGTTCTAGATCVB

2.0

bits

A;%,

Reverse complement motif
Consensus sequence: BBGATCTAGAACBKHDB

2.0

e

Wabiogs 3.4

A

o _:;:J‘ ] fo Wetstog 3.4 v
Motif ID: UP00222
Motif name: Tcf2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6
Number of overlap: 7
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Similarity score: 0.0379796

Alignment:
ABDBCTAGTTAACVBBD

Original motif
Consensus sequence: DBBBGTTAACTAGBHBT

20

| CTA s
- =S 00 Lol > G =
5 10 15

0.0 = —

bits

Webiiogo 3.4

Reverse complement motif
Consensus sequence: ABDBCTAGTTAACVBBD

R QIA L Ag

15
Webiloga 3.4

Motif ID: UP00042

Motif name: Gm397_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 7

Number of overlap: 7

Similarity score: 0.0388625
Alignment:

HHRTATGTGCACATHHD

--—--AAGTTCA-—-———-

Original motif
Consensus sequence: HHDATGTGCACATAMDH

Reverse complement motif
Consensus sequence: HHRTATGTGCACATHHD
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2.0 2.0

| 4&][__=4;(;l\£§1£é§23- -;n f'-ruk][1](4;

bits
bits

00 = =

o
.
o
a

15
Watiloga 3.4 Wabiogs 3.4

Motif ID: UP00413
Motif name: Elf4
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2
Number of overlap: 7
Similarity score: 0.0421261
Alignment:
DBBHACTTCCGGKWTH
-TGAACTT————————
Original motif Reverse complement motif
Consensus sequence: DBBHACTTCCGGKWTH Consensus sequence: HAWYCCGGAAGTHBBD

2.0 2.0

| e o PN
gol—see__——wa ¥ A 1 Vs AKX o = = < MiA— =
5 10 15 5 10 \Eu_ugu:].d

Wabiogad 4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DDDYCCTTTGATCTDDV
———————— TGAACTT--

Original motif

UP00067

Lefl_primary

Mus musculus
Reverse Complement
Original Motif
Forward

9

7

0.0424658

Consensus sequence: DDDYCCTTTGATCTDDV

20

- vl M“AIC;-

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

= TC | e
5

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00026
Zscan4_primary

Mus musculus
Original Motif
Reverse Complement
Forward

5
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7
0.0427674

Number of overlap:
Similarity score:

Alignment:
HDHTMTGTGCACADVHD

~——-AAGTTCA---—--

Original motif
Consensus sequence: DHVDTGTGCACAYAHDH

1 QII CAc&Téﬁﬂ

Motif name: Motif 41

Reverse complement motif
Consensus sequence: HDHTMTGTGCACADVHD

i Tal I CACQE 3

Reverse complement motif
Consensus sequence: TTTCCTCCA

Dataset #: 1 Motif ID: 41
Original motif
Consensus sequence: TGGAGGAAA

=0

skl oo 3

bits

0.0

UP00043
Bcl6b_primary
Mus musculus

Motif ID:
Motif name:

Species:

Best Matches for Motif ID 41 (Highest to Lowest)

=20

bits
5

Wkl oga 34

0.0
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHHATTCCTYGAAAGD
—-—-TTTCCTCCA----

Original motif

Consensus sequence: DCTTTCKAGGAATHHYV

2.0

Reverse Complement
Reverse Complement
Backward

5

9

0

Weblogod 4

Reverse complement motif
Consensus sequence: VHHATTCCTYGAAAGD

2.0

ki) T

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00409

EIf5

Mus musculus
Original Motif
Original Motif
Backward

4

9

0.0103598

Page 322 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=409

Alignment:
Reverse complement motif
Consensus sequence: DWACTTCCRSDTWV

BWAHSMGGAAGTWD
--TGGAGGAAA---

Original motif
Consensus sequence: BWAHSMGGAAGTWD

2.0
) A I“"‘
@A_._Eg _AE R - 5
5 10
Wabilopa 3.4

0.0
Motif ID: UP00090
Motif name: EIf3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4
Number of overlap: 9
Similarity score: 0.0126625
Alignment:
DAHMMGGAARTDA
-TGGAGGAAA———
Reverse complement motif
Consensus sequence: TDAMTTCCYYDTD
Page 323 of 752
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|

10

Emlgé$1TCCTT x

Wablagod 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDAWGVGGAAGTDH
-—-TGGAGGAAA---

Original motif

Consensus sequence: BDAWGVGGAAGTDH

2.0

bits

0.0 —

UP00085

Sfpil_primary
Mus musculus
Original Motif
Original Motif
Forward

3

9

0.0131092

- PX<F-3 . AAQ:!; _

Webslogo 3.4

Reverse complement motif
Consensus sequence: HDACTTCCBCWTDV

2.0

” ,AcchcE?ll

0.0

bits

Webitaga 3.4

Motif ID:

UP00055
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HHDWTSAATGAATDDB
—-——TGGAGGAAA---

Original motif

Hbpl_primary
Mus musculus
Original Motif
Original Motif
Backward

4

9

0.0140163

Consensus sequence: HHDWTSAATGAATDDB

2,

L1 X

ﬁE ¢ICAAT;AA;

15
Wabiogad 4

Reverse complement motif
Consensus sequence: VDHATTCATTSAWDDH

20

: LAIICAIECAIﬁ

bits

WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00021
Zfp281_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

4

9
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Similarity score:
Alignment:
DKKWDACCCCCAHTDDV
-——-TTTCCTCCA-—-—-—-

Original motif

Consensus sequence: DKKWDACCCCCAHTDDV

20

& w
210 ‘ ‘ ‘ 240
o> ww W W e . g
= 5 10 15 e

0.0142598

Reverse complement motif

20

Consensus sequence: VDDAHTGGGGGTHWYYD

Webiiogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHHAHTTAATCCCKVDH
-——-TTTCCTCCA--—--

Original motif

Consensus sequence: HDVRGGGATTAAHTHHH

UP00208

Obox5_2284.1

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

9

0.0161902

Reverse complement motif

Consensus sequence: DHHAHTTAATCCCKVDH
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2.0

2.0

ol = 1l re=s - I -\
2 10 18 Webiloga 14 2 10 8
Motif ID: UP00419
Motif name: Spic
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4
Number of overlap: 9
Similarity score: 0.0168157
Alignment:
VAAAGMGGAAGTWD
--TGGAGGAAA---

Original motif
Consensus sequence: VAAAGMGGAAGTWD

2.0

0.0—=

____:Alzééé = v AAQIT ==t

Webiioga 3.4

Reverse complement motif

Consensus sequence: DWACTTCCRCTTTB

2.0
w
S10

gACITCCx?ILI_

o=

Wabioga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VWBAHTTAATCCCTVKB
~——-TTTCCTCCA----

Original motif

UP00208

Obox5_3963.2

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

9

0.0175071

Consensus sequence: VRVAGGGATTAAHTVWYV

20

Reverse complement motif
Consensus sequence: VWBAHTTAATCCCTVKB

20

e

~ Al —GQIT

Webiloga 3.4

Zfp187_primary

P I = =P - . . Iy == K
Motif ID: UP00082
Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Mus musculus
Reverse Complement
Reverse Complement
Forward

3
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Number of overlap: 9
Similarity score: 0.017867

Alignment:

HWATTAGTACATAV
--TTTCCTCCA---

Original motif
Consensus sequence: BTATGTACTAATWH

ﬁz ;ATSIAGIAA -

Webslogo 3.4

Reverse complement motif
Consensus sequence: HWATTAGTACATAV

| ATTACTACAT.

0

Webitaga 3.4

Dataset #: 1 Motif ID: 42 Motif name: Motif 42

Original motif
Consensus sequence: TGAATGAA

=0

bifs
.

OO

Wkl aga @A

Best Matches for Motif ID 42 (Highest to Lowest)

Motif ID: UP00055
Motif name: Hbpl_primary
Species: Mus musculus

Reverse complement motif
Consensus sequence: TTCATTCA

=0

bits

o0

Wk L age 3
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Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHDWTSAATGAATDDR
-———-TGAATGAA-—---

Original motif

Original Motif
Original Motif
Backward

5

8

0

Consensus sequence: HHDWTSAATGAATDDB

2,

0.

EE $TCAAT;AA;_

15
Weblogod 4

Reverse complement motif
Consensus sequence: VDHATTCATTSAWDDH

2.0

“aTIONTTeh.

Weblogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00118
Pou4f3

Mus musculus
Original Motif
Original Motif
Forward

6

8

0.0420896
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Alignment:
HVTTATTAATKADKHC
————— TGAATGAA-—-

Original motif
Consensus sequence: HVTTATTAATKADKHC

2.

0
et IA—AITA 1 TiE Ié?
5 10

LI X

15
WabiLogad 4

Reverse complement motif
Consensus sequence: GHYHTYATTAATAAVH

LTI

5
WablLogo 34

m
=1

0.0

Motif ID: UP00237

Motif name: Otp

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 8

Similarity score: 0.0426251

Alignment:

CHDMTTAATTAAKDHVV

———-TTCATTCA-----

Original motif
Consensus sequence: VVHDRTTAATTAAYDDG

Reverse complement motif
Consensus sequence: CHDMTTAATTAAKDHVYV
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2.0

1.0
A - -
= - . iN = >__ _-,___L-—__
5 10

i ==

bits

5 10 15
WebiLags 1.4

Motif ID: UP00130

Motif name: Lhx3

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 6

Number of overlap: 8

Similarity score: 0.0427891

Alignment:

VHHWWTTAATTAATTDV

————— TTCATTCA----

Original motif
Consensus sequence: VDAATTAATTAAWWHHB

2.0

é‘}\lr | IAAe@I;__,-

0.0 l== == =

Webiiaga 3.4

Reverse complement motif
Consensus sequence: VHHWWTTAATTAATTDV

2.0

:méxlIA ¥ T‘ _‘_AA::EI

0.0 =
WebiLags 3.4

Motif ID: UP00212
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDHWTTTAATTAATHHV
————— TTCATTCA-—-—-

Original motif

Lhx5

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

8

0.044202

Consensus sequence: VDHATTAATTAAAWHHB

2.0

. ﬂ@II AA%Xﬁé

Watiloga 3.4

Reverse complement motif
Consensus sequence: VDHWTTTAATTAATHHY

2.0

I éxI_ ; HAAE .

00—== =

5

bits

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00012
Bbx_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

8

Page 333 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=012

Similarity score:
Alignment:
HWBTTCAWTGAADTH
-——TTCATTCA--—--

Original motif

Consensus sequence: HADTTCAWTGAABWD

2.0

0.0451439

"L TIcA Tcha .

Webiloga 34

Reverse complement motif
Consensus sequence: HWBTTCAWTGAADTH

2.0

Weblogo a4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
CVVBTTAATTAATDHDV
-——-TGAATGAA-——-——

Original motif

uUP00142

Uncx4.1

Mus musculus
Original Motif
Reverse Complement
Backward

6

8

0.0455949

Consensus sequence: VDHDATTAATTAABVVG

Reverse complement motif
Consensus sequence: CVVBTTAATTAATDHDV
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2.0

2.0

it
5

-_—

I

Tha,.

e IAéTI n ‘ ‘AA_-- = s;f_

0.0

Watiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
GDDDBTTAATTAABBVV
————— TTCATTCA-—---

Original motif

Consensus sequence: VVVVTTAATTAABDDDC

20
w
210

a =

-

UP00172

Propl

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

8

0.0460946

Reverse complement motif
Consensus sequence: GDDDBTTAATTAABBVY

2.0

bit

e

= 8 ¢ c ¥ - ool=
5 10 15

Watiloga 3.4

5

Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHDATTAATTAAWWWHB
-——-TGAATGAA-————

Original motif

UP00169

Lmx1b

Mus musculus
Original Motif
Reverse Complement
Forward

5

8

0.048175

Consensus sequence: VDWWWTTAATTAATDHB

20

“ IIXIT TTAAAA

0.0-1= e

5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BHDATTAATTAAWWWHB

20

...

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00149

Phox2b

Mus musculus
Reverse Complement
Reverse Complement
Backward

6
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Number of overlap: 8
Similarity score: 0.0491281

Alignment:
CBDVTTAATTAATTBVV

~———TTCATTCA-----

Original motif
Consensus sequence: VVBAATTAATTAABDBG

2.0

__aall “Aﬂén .

ool=—=

bits

Webiiaga 3.4

Reverse complement motif
Consensus sequence: CBDVTTAATTAATTBVV

2.0

"L _ATTAIAATT =

_ -

5

WebiLags 3.4

Dataset #: 1 Motif ID: 43 Motif name: Motif 43
Original motif
Consensus sequence: AAKGAAAGGCA

2.0

bitg

0.0
5 10

Wetiiaga 34

Best Matches for Motif ID 43 (Highest to Lowest)

Motif ID: UP00074
Motif name: Isgf3g_primary
Species: Mus musculus

Reverse complement motif
Consensus sequence: TGCCTTTCYTT

2.0

bLts
>

o.0
Webiaga 34
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Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 11

Similarity score: 0.012358

Alignment:

TDAGTTTCGWTTKDV

TGCCTTTCYTT—-—---

Original motif
Consensus sequence: VDRAAWCGAAACTDA

2.0

- _ah clMACs A

bits

0.0

Webiloga 34

Reverse complement motif
Consensus sequence: TDAGTTTCGWTTKDV

ﬁle¢IITCA?Il£-1

Motif ID: UP00083

Motif name: Tcf712_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 11

Similarity score: 0.014351

Alignment:
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BDDASATCAAAGGMDDD
—-——--AAKGAAAGGCA--

Original motif

Consensus sequence: DDDYCCTTTGATSTDDV

2.0

0.0

EQQITTTAICL B

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

2.0

5 10

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VDDAGATCAAAGGKDDD
—-—-AAKGAAAGGCA--

Original motif

UP00067

Lefl_primary

Mus musculus
Original Motif
Reverse Complement
Forward

5

11

0.015991

Consensus sequence: DDDYCCTTTGATCTDDV

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD
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2.0

bits

0.0

” $?GITTVAIC£

Websiags 3.4

2.0

bits
a

0.0 ——

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHASATCAAAGGAHHH
—-—-—-—-AAKGAAAGGCA--

Original motif

UP00054
Tcf7_primary
Mus musculus
Original Motif
Original Motif
Backward

3

11
0.0221257

Consensus sequence: BHHASATCAAAGGAHHH

2.0

0.0

ﬁmié?$IgAAA‘*§?"

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHY

2.0

bits

s ST jf:!;§=§;,lﬂ‘ﬁ]fq;l!][(:igzﬁr ==

WebiLags 3.4

Motif ID:

UP00030
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBTMCTTTGTTMDDVH
—-—-TGCCTTTCYTT----

Original motif

Sox11_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

11

0.0233703

Consensus sequence: HBDDRAACAAAGRABHH

2.0

- ==l _

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

2.0

a1
. o iy —S= = =

10 15
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00062
Sox4_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

11
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Similarity score: 0.0234975

Alignment:
HHBBMCTTTGTTHDDBH
-—-TGCCTTTCYTT-—-—-

Original motif
Consensus sequence: HBDDDAACAAAGRVBHH

20

o — ":""\-“‘A L AA&—‘;‘_ ; - =

0.0 =

bits

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

20

ggI AN I‘;f- : =

0.0 == = ' o ———
15

Webiloga 3.4

Motif ID: UP00058
Motif name: Tcf3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 11

Similarity score: 0.0239255
Alignment:

HHHASATCAAAGVRHHH

-—-—--AAKGAAAGGCA--

Original motif
Consensus sequence: HHHASATCAAAGVRHHH

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH
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2.0

2.0

bits
5

<3 U

-ﬁu.n - *LQ?'ArIGAAAéﬁA

15

Watiloga 3.4

. ¢TTehr

15

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDBCAAGGTCAHVBDH
—-AAKGAAAGGCA-———-

Original motif

Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

w
210 C

UP00079

Esrra_primary
Mus musculus
Original Motif
Original Motif
Backward

6

11

0.0239781

Reverse complement motif

2.0

bits

0.0

Wabiogs 3.4

Consensus sequence: HHBVHTGACCTTGVDHD

0.0 T
5

10 15

Watiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
MBHTGCADTTTTTHV
—-——-TGCCTTTCYTT-

Original motif
Consensus sequence: VHAAAAADTGCAHBR

2.0

bits

0.0—=

" oABAA.TCCA,

uP00044

Mafk_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

11

0.0264082

15
Webiloga 34

Reverse complement motif
Consensus sequence: MBHTGCADTTTTTHV

2.0

2 5 10 15

—— e, W

Weblogo a4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00217
Hoxal0

Mus musculus
Original Motif
Original Motif
Backward

1
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Number of overlap: 11
Similarity score: 0.0273937

Alignment:
DHBGYAATAAAATDHW
————— AAKGAAAGGCA

Original motif
Consensus sequence: DHBGYAATAAAATDHW

2.0

cahlaba, .

=== ==

bits

15
Weblagad 4

Reverse complement motif
Consensus sequence: WDDATTTTATTMCBHD

20

:xnéegIIIAlTAQg;

bits

Weblogod 4

Dataset #: 1 Motif ID: 44 Motif name: Motif 44

Original motif
Consensus sequence: AATGKAAGAA

2.0

bits

10
L e

Best Matches for Motif ID 44 (Highest to Lowest)

Motif ID: UP00082
Motif name: Zfp187_primary
Species: Mus musculus

Reverse complement motif
Consensus sequence: TTCTTYCATT

2.0

bits

0.0

ek e a3 4
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Matching format of first motif: Original Motif

Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 10

Similarity score: 0.0293208
Alignment:

BTATGTACTAATWH

—-AATGKAAGAA---

Reverse complement motif

Original motif
Consensus sequence: HWATTAGTACATAV

Consensus sequence: BTATGTACTAATWH

-+ ATCTACAAT . NTTACTACAT.

Webiogo 34

ts

b

Webilogo 3.4

Motif ID: UP00055

Motif name: Hbp1l_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position nhumber: 7

Number of overlap: 10

Similarity score: 0.0314105
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Alignment:
VDHATTCATTSAWDDH
TTCTTYCATT-—————

Original motif

Consensus sequence: HHDWTSAATGAATDDB

2.

=

LI X

“E ﬁIcAAT;AA;,

15
WabiLogad 4

Reverse complement motif
Consensus sequence: VDHATTCATTSAWDDH

2.0

| aTOATTeA.

0.0 —— I

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDAATGTAAACAAAVVE
—-—-AATGKAAGAA-———-

Original motif

UuP00025

Foxk1_primary
Mus musculus
Original Motif

Original Motif

Backward

6

10

0.0385918

Consensus sequence: DDAATGTAAACAAAVVB

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD
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2.0

ﬁ; naégAIAAm é¢1

Websiags 3.4

2.0

" TG TT_QéIIL

5 10

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DWAATRTAAACAAWVVEB
-—-AATGKAAGAA-—-———

Original motif

UP00061

FoxI1_primary
Mus musculus
Original Motif
Original Motif
Forward

3

10

0.0392784

Consensus sequence: DWAATRTAAACAAWVVB

2.0

_%é‘T\IA__.s Qée

00— ———
10

Webiiaga 3.4

Reverse complement motif
Consensus sequence: VWWWTTGTTTAMATTWD

2.0

bits
5

_II ; ._géllx?

0.0

Motif ID:

UP00157
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
ATBVHTTAATTGCTRBBB
-TTCTTYCATT-————-

Original motif

Hmx3

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

10

0.0433812

Consensus sequence: VBVAGCAATTAAHVVAT

2.0

w
@*?e-=f:-c A ALM e =5
2 = 5 1-‘6 15

—

Watiloga 3.4

Reverse complement motif
Consensus sequence: ATBVHTTAATTGCTBBB

2.0

i I A TT
- = A A Cﬁglxgl
5 10 15

0.0

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00083
Tcf712_primary

Mus musculus
Reverse Complement
Original Motif
Backward

5

10
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Similarity score: 0.0436699

Alignment:
DDDYCCTTTGATSTDDV
-——TTCTTYCATT----

Original motif
Consensus sequence: DDDYCCTTTGATSTDDV

20

EqQITTTAICL_

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

20

bits

0.0
15
Webiloga 3.4

Motif ID: UP00067
Motif name: Lefl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 10

Similarity score: 0.0444106
Alignment:

DDDYCCTTTGATCTDDV

-——-TTCTTYCATT—-—--

Original motif
Consensus sequence: DDDYCCTTTGATCTDDV

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD
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2.0

o OTIGATe;

2.0

00 0.0 = A_C = S
2 10 18 Webiloga 14 2 10 8 Webiioga 3.4
Motif ID: UP00155
Motif name: Hmx2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 7
Number of overlap: 10
Similarity score: 0.0454888
Alignment:
ADBVHTTAATTGCTTVB
-TTCTTYCATT-————-

Original motif
Consensus sequence: VVAAGCAATTAAHVVDT

2.0

(A

0.0

. |

Watiloga 3.4

Reverse complement motif
Consensus sequence: ADBVHTTAATTGCTTVB
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDHWTTTTATTGGDKB
-TTCTTYCATT-———--

Original motif

UP00134

Hoxb13

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

10

0.0479046

Consensus sequence: VRHCCAATAAAAWHHYV

20

1

=

0.

" c%éAIAAAA*'

15
Weblogad 4

Reverse complement motif
Consensus sequence: VDHWTTTTATTGGDKB

2.0

0.0—=

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00180

Hoxd13

Mus musculus
Reverse Complement
Reverse Complement
Backward

6
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Number of overlap: 10
Similarity score: 0.0481894

Alignment:
HDHHTTTTATTKKHDD
-TTCTTYCATT--—---

Original motif
Consensus sequence: HDHYYAATAAAAHHHH

2.0

bl

Weblagad 4

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD

20

: A?ITTIAIIAA

bits

15
Weblogod 4

Dataset #: 1 Motif ID: 45 Motif name: Motif 45

Original motif
Consensus sequence: TAASTCTWTTTTAA

Webslogo 3.4

Best Matches for Motif ID 45 (Highest to Lowest)

Motif ID: UP00114
Motif name: Homez
Species: Mus musculus

Reverse complement motif
Consensus sequence: TTAAAAWAGASTTA

Webitaga 3.4
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Matching format of first motif: Original Motif

Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 14

Similarity score: 0.0426024
Alignment:

AHWWMATCGTTTTBADD

-—TAASTCTWTTTTAA-

Original motif
Consensus sequence: AHWWMATCGTTTTBADD

2.0

Reverse complement motif
Consensus sequence: HDTVAAAACGATRWWHT

2.0

5 10

5 10 15 Wi
Motif ID: UP00062
Motif name: Sox4_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 14
Similarity score: 0.04935

Alignment:
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HHBBMCTTTGTTHDDBH
—-—-TTAAAAWAGASTTA

Original motif

Consensus sequence: HBDDDAACAAAGRVBHH

2.0

w
E‘I.IJ A
g et Y] AAgf:
10 1

5

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

B-t) |1 11—

0.0 — —__—_—
15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DWAATRTAAACAAWVVB-
—-TAASTCTWTTTTAA---

Original motif

UP00061

Foxl1_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2

13

0.542468

Consensus sequence: DWAATRTAAACAAWVVB

Reverse complement motif
Consensus sequence: VVWVWWTTGTTTAMATTWD
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2.0

Websiags 3.4

2.0

Motif ID: UP00172
Motif name: Propl
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 13

Similarity score: 0.545182
Alignment:

VVVVTTAATTAABDDDC-

-———-TTAAAAWAGASTTA

Original motif
Consensus sequence: VVVVTTAATTAABDDDC

2.0

o TTAATTA

-

10

Webiiaga 3.4

Reverse complement motif
Consensus sequence: GDDDBTTAATTAABBVY

2.0

0.0

o I}II_HAA! -

WebiLags 3.4

Motif ID: UP00212
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
-VDHWTTTAATTAATHHV
TAASTCTWTTTTAA-———

Original motif

Lhx5

Mus musculus
Original Motif
Reverse Complement
Backward

5

13

0.547386

Consensus sequence: VDHATTAATTAAAWHHB

2.0

. ﬂ@II AAéxﬁé

Watiloga 3.4

Reverse complement motif
Consensus sequence: VDHWTTTAATTAATHHY

2.0

S éxI_ : HAAE .

0.0 — —

5

bits

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00237

Otp

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

13
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Similarity score: 0.548444

Alignment:
CHDMTTAATTAAKDHVV-
-——--TTAAAAWAGASTTA

Original motif
Consensus sequence: VVHDRTTAATTAAYDDG

20

- §IT_*_ A

aol== —-_——

Webiiogo 3.4

Reverse complement motif
Consensus sequence: CHDMTTAATTAAKDHVV

2

= ﬂﬁII _ AAz_nv

Webiloga 3.4

Motif ID: UP00130
Motif name: Lhx3

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 13

Similarity score: 0.548839
Alignment:

-VHHWWTTAATTAATTDV

———-TTAAAAWAGASTTA-

Original motif
Consensus sequence: VDAATTAATTAAWWHHB

Reverse complement motif
Consensus sequence: VHHWWTTAATTAATTDV
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bit

il _AlI . IAA¢I$M : -éxlTATTAAIT _

15 5 10 15
Websiags 3.4 WebiLags 1.4

Motif ID: UP00145
Motif name: Barhl2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3

Number of overlap: 12

Similarity score: 1.03054
Alignment:

-—-HAMAAHCAATTAABHH

-—-TAASTCTWTTTTAA--

Original motif
Consensus sequence: HAMAAHCAATTAABHH

2.0

o CUT

B ey wa e e
15
Weblogod s

0.

Reverse complement motif
Consensus sequence: HHBTTAATTGDTTYTH

2.0

Motif ID: UP00109
Motif name: Obox6
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Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
——AHAADCGGATTAWHB
TTAAAAWAGASTTA---

Original motif
Consensus sequence: AHAADCGGATTAWHB

2.0

it
5

Mus musculus
Reverse Complement
Original Motif
Backward

4

12

1.0344

£y AA c | _I_-=ﬁ

00— =N = 3%
5

10

15
Webiloga 3.4

Reverse complement motif
Consensus sequence: BHWTAATCCGDTTHT

EIE?%TAATCG?_T;

——
15

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00166

Barhl1

Mus musculus
Reverse Complement
Original Motif
Backward

5

12

1.03746

Page 360 of 752

Websloge 34


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=166

Alignment:

--HAHAACCAATTARBDH
TTAAAAWAGASTTA-———
Original motif Reverse complement motif
Consensus sequence: HAHAACCAATTARBDH Consensus sequence: DDVKTAATTGGTTDTH

2.0 2.0
210 A 210

A AACQ A
i e e —— e L M L e e el 0.0—1=
% 10 hl\fn_ogua.a

Dataset #: 1 Motif ID: 46 Motif name: Motif 46
Original motif

Reverse complement motif
Consensus sequence: TATKCTAAACCTAT

2.0

Consensus sequence: ATAGGTTTAGYATA

bits

A

0.0

Webiioga 3.4 Wabioga 3.4

Best Matches for Motif ID 46 (Highest to Lowest)

Motif ID: UP00111
Motif name: Dmbx1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
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Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

WDRWHMGGATTADKBHD
—-——-ATAGGTTTAGYATA

Original motif

Forward

4

14
0.0364989

Consensus sequence: WDRWHMGGATTADKBHD

20

o ‘ ‘
E‘l.ﬂ A
2 L L — 5
5 10

Reverse complement motif
Consensus sequence: DHBRDTAATCCRDWKHW

2.0

= — = —_— Efé‘

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00061
FoxI1_primary

Mus musculus
Reverse Complement
Original Motif
Backward

3

14

0.0393329

Page 362 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=061

DWAATRTAAACAAWVVB
-TATKCTAAACCTAT--

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

2.0

5 10

_2AATH A Qée

Wabiloga 3.4

Reverse complement motif
Consensus sequence: VWWWTTGTTTAMATTWD

2.0

it
=

;!:I A 5 'cl' A:‘!:II

5 10 15

0.0 —

Webiloga 3.4

Motif ID: UP00068

Motif name: Eomes_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.0394759

Alignment:

VVBVCKACACCTHVBV

TATKCTAAACCTAT--

Original motif
Consensus sequence: VBVDAGGTGTYGVBBV

Reverse complement motif
Consensus sequence: VVBVCKACACCTHVBV
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=0

20

ool

0.0 = = =

15
Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HVWHRYTAATCCSYDHV
-TATKCTAAACCTAT--

Original motif

Consensus sequence: HVYWHRYTAATCCSYDHV

2.0

—

UP00112

Gsc

Mus musculus
Reverse Complement
Original Motif
Backward

3

14

0.0411853

Reverse complement motif
Consensus sequence: BHDMSGGATTAMMDWBH

2.0

= == =

0.0== =

5

15

Webiiaga 3.4

Motif ID:

UP00018
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Motif name: Irf4_primary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.041683

Alignment:

VDDAYCGAAACYDVA

ATAGGTTTAGYATA-

Original motif
Consensus sequence: VDDAYCGAAACYDVA

2.0

@m
=10
0.0 .y E —_—— W il ; — -~
10 15

5

Webiloga 34

Reverse complement motif
Consensus sequence: TBDKGTTTCGMTDHYV

2.0

m _— ITC
ool AT ‘ A‘E‘_I:‘e--:—:_
5 10

15
Wetilogo 3.4

bits

Motif ID: UP00025

Motif name: Foxkl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 2

Number of overlap: 14

Similarity score: 0.0422263
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Alignment:
DDAATGTAAACAAAVVE
-TATKCTAAACCTAT--

Original motif

Consensus sequence: DDAATGTAAACAAAVVB

2.0

“ Gl AARCA.

Wabiloga 3.4

Reverse complement motif

Consensus sequence: BBVTTTGTTTACATTDD

2.0

bits
P

1Y TI_QQI%-

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDBTKGTTTCGHTHDD
—-—ATAGGTTTAGYATA-

Original motif

UP00011

Irf6_primary

Mus musculus
Original Motif
Reverse Complement
Forward

3

14

0.042495

Consensus sequence: HDDAHCGAAACYAVDDD

Reverse complement motif

Webiloga 3.4

Consensus sequence: DHDBTKGTTTCGHTHDD
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Websiags 3.4

2.0

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DDDVRGGATTAATHDDH
—-—ATAGGTTTAGYATA-

Original motif

UP00125
Pitx2

Mus musculus
Original Motif
Original Motif
Forward

3

14
0.0436835

Consensus sequence: DDDVRGGATTAATHDDH

2.0

0.0

Lo
ey . > 948 B & =
10

—_— . =

15
Webiiaga 3.4

Reverse complement motif
Consensus sequence: DDDDATTAATCCMBDHD

2.0

bits
5

0.0——

al

; - =
15

WebiLags 3.4

Motif ID:

UP00229
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDDRGGGATTAATWHHB
——ATAGGTTTAGYATA-

Original motif

Otx1

Mus musculus
Original Motif
Original Motif
Forward

3

14
0.0443397

Consensus sequence: DDDRGGGATTAATWHHB

2.0

bits

—-*‘;‘AEA

| |IAAT

0.0 = = _

5 10

Watiloga 3.4

Reverse complement motif
Consensus sequence: VHHWATTAATCCCMDHH

2.0

5 10
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00153

Pitx1

Mus musculus
Original Motif
Original Motif
Backward

1

14

0.044637
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Reverse complement motif
Consensus sequence: HHDRTTAATCCCKHBVH

Alignment:
HBVDRGGGATTAAMDHH
—-——ATAGGTTTAGYATA
Original motif
Consensus sequence: HBYDRGGGATTAAMDHH
2.0 2.0
G- = ‘?An A ‘ ‘ AAE?& 00 T%ILI e ggt_——la__
5 10 15 Saaah 5 10 15 Sas
Motif ID: 47 Motif nhame: Motif 47
Reverse complement motif
Consensus sequence: KCCASDAGGTGGCK

Dataset #: 2
‘“’”’LCCAC.:A T CA
oo ENESE —— 5 A2 i 10 -

Original motif
Consensus sequence: YGCCACCTDSTGGY

Best Matches for Motif ID 47 (Highest to Lowest)

UP00538
Glil_v016060_secondary

Motif ID:
Motif name:
Species: Mus musculus
Reverse Complement
Original Motif
Page 369 of 752
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Matching format of second motif:
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Direction: Backward

Position number: 7

Number of overlap: 14
Similarity score: 0.0145956
Alignment:

HVBDAGCGBGGGTGGCRDBDDDB
-—-—-KCCASDAGGTGGCK-—-—-—-~

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

20

Lo TuCa,

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

0.01== — = "._“E‘¢-5=I_"—=_x N = = 0 =B S = = === 20D ‘"‘""‘3:.:"—‘“
5 e I T 5 o b 2
Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7
Number of overlap: 14
Similarity score: 0.0188184

Alignment:
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RTHBSYCGCCMCMYVCGBTVDH
—————— YGCCACCTDSTGGY--

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

= L . ?E%ﬁggAcgg_ﬂ-gﬂ?tﬁ == - - Sl l_\.“ i AI%E?:—‘FI *“.’-“.“-:::-—--"J?‘g
% 10 8 WebLogad 4 % 10 8 WebLogod4
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 8
Number of overlap: 14
Similarity score: 0.0231104
Alignment:
HGDHVHKGACCACCCGGBGBGDB
——————— YGCCACCTDSTGGY--
Original motif Reverse complement motif

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
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2.0

D ¢ .Q-?.ggA : T l g_j_;_

20

! 5 = :2-; :—Iw:::: 8 :.?-’:‘}_5 — 10 . = %
Motif ID: UP00022
Motif name: Zfp740_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDDTWCCCCCCGGDRVH
-——YGCCACCTDSTGGY

Original motif

Original Motif
Original Motif
Forward

4

14

0.025419

Consensus sequence: DDDTWCCCCCCGGDRVH

2.0

Reverse complement motif
Consensus sequence: HVKDCCGGGGGGWADDD

2.0

it
=

0 EEEQ?E: = #%ééﬁg%

5 10 15

WebiLags 3.4

Motif ID:

UP00540
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDGHHBHRGACCACCCGSVDVG
———————— YGCCACCTDSTGGY

Original motif

Gli3_v016060_primary

Mus musculus
Original Motif
Original Motif
Backward

1

14
0.0278794

Consensus sequence: HDGHHBHRGACCACCCGSVDVG

2.0

bits

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

<

WabiLogod4

e i . = ;mf P S =
Motif ID: UP00006
Motif name: Zic3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1
Number of overlap: 14
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Similarity score:

Alignment:
BMCCCCCGGGGGGGB
YGCCACCTDSTGGY -

Original motif

Consensus sequence: BMCCCCCGGGGGGGB

2.0

0.0

o W =—="W "N "N W ——

0.0283962

10 i Ecggcc

10

15
Webiloga 34

Reverse complement motif
Consensus sequence: VCCCCCCCGGGGGRB

2.0

”’ cgcggc

bits

a e = Py e — e _wp_ W
2 10 15
Webiloga 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHCCCCCGGGGGGG
YGCCACCTDSTGGY

Original motif
Consensus sequence: BHCCCCCGGGGGGG

UP00102

Zicl_primary
Mus musculus
Original Motif
Original Motif
Forward

1

14
0.0287857

Reverse complement motif
Consensus sequence: CCCCCCCGGGGGHB
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2.0

bits
B

— —

0.0 =

CccCCe. C

10

_-'_'_ -_-'_' L

Welsloge 34

2o 9ggggc§?$:‘?:{ =

10
Webilaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
MHHHWHYTMCCHCCCACVAABVH
——————— YGCCACCTDSTGGY--

Original motif

UP00538
Glil_v015681_secondary
Mus musculus

Original Motif

Original Motif

Forward

8

14

0.0289988

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

15

20

5 10

WesLago 34

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

0.0-= o e e T - == S

Motif ID:

UP00540
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBSHTCGTGRGTGGKGDBVWMV
—-——-KCCASDAGGTGGCK-—————

Original motif

Gli3_v016060_secondary
Mus musculus

Reverse Complement
Reverse Complement
Backward

7

14

0.0297857

Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

Reverse complement motif

Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

bits

00

= o ‘EE‘?‘Igfch’FI&

5 10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00057

Zic2_primary
Mus musculus
Original Motif
Original Motif
Backward

2

14
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Similarity score: 0.0302183

Alignment:
BMCCCCCGGGGGGGRB
YGCCACCTDSTGGY-
Original motif Reverse complement motif
Consensus sequence: BMCCCCCGGGGGGGB Consensus sequence: VCCCCCCCGGGGGRB
o QQQQCQIETIII?— 0 :EEQQQQCQ‘:EIII_’L .
Dataset #: 2 Motif ID: 48 Motif name: Motif 48
Original motif Reverse complement motif
Consensus sequence: GCARRGGSAGS Consensus sequence: SCTSCCKMTGC

2

=
=1

Its

b

a.

CQTCQ‘A}EQ *“T-C_

Weiloga 34 Webioga 3.4

Best Matches for Motif ID 48 (Highest to Lowest)

Motif ID: UP00153

Motif name: Pitx1

Species: Mus musculus
Matching format of first motif: Reverse Complement
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Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHDRTTAATCCCKHBVH
—————— SCTSCCKMTGC

Original motif

Reverse Complement
Forward

7

11

0.0454693

Consensus sequence: HBYDRGGGATTAAMDHH

2.0

bits
a

D

= 8A W AHAA‘E?A

5

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHDRTTAATCCCKHBVH

2.0

1.0
5

0.0

bits

TN e

10 15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00085
Sfpil_primary
Mus musculus
Original Motif
Original Motif
Backward

4

11
0.0458219
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BDAWGVGGAAGTDH
GCARRGGSAGS—--

Original motif
Consensus sequence: BDAWGVGGAAGTDH

2.0

Reverse complement motif
Consensus sequence: HDACTTCCBCWTDV

2.0

o5 - é%ggp_ AAQL - . = AQITCCéW(;;.= X
Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
——————— SCTSCCKMTGC----

Original motif

Reverse Complement
Original Motif
Forward

8

11

0.0463674

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

Reverse complement motif

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK
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2.0

20

bits

Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6

Number of overlap: 11

Similarity score: 0.0465857
Alignment:

BADHBDHCGCCCMCGCAHHDBBV

————— SCTSCCKMTGC-———-—~

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

it
=

a..-_=A_ . 2g:§“ TC @Té;_ b e
: 5 10 15 20

WesLago 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

bits

- I ——

S = AIAQ A gé
== = £ y ¥ =
5 10 15

WebbLaga 34

Motif ID: UP00099
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBYVVCAGCTGCBVHHD
-SCTSCCKMTGC——----

Original motif

Ascl2_primary

Mus musculus
Reverse Complement
Original Motif
Forward

2

11

0.0473355

Consensus sequence: BBYVVCAGCTGCBVHHD

2.0

0.0

gm_gﬂﬁCAgngLﬁv_

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHDVVGCAGCTGVBKVB

2.0

8
"~ C
= T M- = | Viserw o
: 10 15

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00527
Foxn4_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

2

11
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Similarity score: 0.0487126

Alignment:
VHYTCCDWCCGCGTCMMTHWHV
-SCTSCCKMTGC--——=————~—

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

20

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

it
P

" E‘-"I AW ] *‘F-!F%$£—:—f=\_ Fe= 5 = QIEQ,_._LEQ vl T ég
Motif ID: UP00010
Motif name: Tcfap2b_secondary

Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DTWGCCKSMGGCRHH
—-—-—-GCARRGGSAGS

Original motif

Consensus sequence: DTWGCCKSMGGCRHH

Mus musculus
Original Motif
Reverse Complement
Backward

1

11

0.0497623

Reverse complement motif
Consensus sequence: HHKGCCYSRGGCWAD
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15
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Motif ID: UP00539

Motif name: Gli2_v015681_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 11

Similarity score: 0.0507547

Alignment:

DVMHHDHKGACCCTCCTSVCBH

——————————— SCTSCCKMTGC

Original motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

= TATA L & QIQQI'_‘: <
10 15

i ——— —_—

20
Weblogod4

Motif ID: UP00055
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HBTHVACAATGGGMDHD
————— GCARRGGSAGS-

Original motif

Hbpl_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

2

11

0.0508648

Consensus sequence: DDDYCCCATTGTVHABH

2.0

F—

) | S

10

Watiloga 3.4

Reverse complement motif
Consensus sequence: HBTHVACAATGGGMDHD

2.0

—_ -_-égA_ATeahgzr_a
5 10

e
15

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00005
Tcfap2a_primary
Mus musculus
Original Motif
Original Motif
Backward

1

11
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Similarity score: 0.0512938

Alignment:
WDHSCCYSRGGSRAD
—-——-—-GCARRGGSAGS

Original motif
Consensus sequence: WDHSCCYSRGGSRAD

2.0

5

0.0
10

bits

15
Webiloga 34

Reverse complement motif
Consensus sequence: DTMSCCKSMGGSHDW

2.0

1.0 ‘ ( :
—— ] — - C -

0.0 Tl
10 15

Weblogo a4

bits

Dataset #: 2 Motif ID: 49 Motif name: Motif 49

Original motif
Consensus sequence: AAAAAAAAAAAAAT

2.0

0.0
Welilogo 3.4

Best Matches for Motif ID 49 (Highest to Lowest)

Motif ID: UP00037

Motif name: Zfp105_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement

Reverse complement motif

Consensus sequence: ATTTTTTITTTTITI

2.0

bits

0.0
5 10
Webitoga 3.4
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Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHHTTRTTDTTTKDH
ATTTTTTTTTTTTT-

Original motif

Consensus sequence: HDYAAAHAAMAADHD

2.0

Reverse Complement
Backward

2

14

0.0361736

ol AféAngAEAé =

0.0==

w

Webiloga 34

Reverse complement motif

Consensus sequence: HHHTTRTTDTTTKDH

2.0

B

a.0

15
Wetilogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UP00061
FoxI1_primary
Mus musculus
Original Motif
Original Motif
Forward

2

14
0.0391439
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DWAATRTAAACAAWVVB
~AAAAAAAAAAAAAT--

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

2.0

LAATHIA Q éé_

5 10

Wabiloga 3.4

Reverse complement motif
Consensus sequence: VWWWTTGTTTAMATTWD

2.0

bits
=

QEJ[ A _s;éilgj[li

5 10 15

0.0 —

Webiloga 3.4

Motif ID: UP00077
Motif name: Srf_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 14

Similarity score: 0.0416036
Alignment:

VBDDAAAAAAAAMVBHH

--AAAAAAAAAAAAAT-

Original motif
Consensus sequence: VBDDAAAAAAAAMVBHH

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV
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2.0

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BDVTTTKTTTACWTWHH
——ATTTTTTTTTTTTT-

Original motif

UP00073

Foxa2_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

14

0.0420875

Consensus sequence: HHWAWGTAAAYAAAVDB

2.0

ood== iﬁe-AQAIAA g é%

5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

x¥ A TIAgglﬁm

WebiLags 3.4

it
5

0.0

Motif ID:

UP00180
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDHHTTTTATTKKHDD
——ATTTTTTTTTTTTT

Original motif

Hoxd13

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

14

0.0424132

Consensus sequence: HDHYYAATAAAAHHHH

2.0

0.0

" ol Al

15
Wabiogad 4

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD

20

¥ A?ITTIAIIAA

0.0 =

15
WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00061
Foxl1_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

2

14
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Similarity score:
Alignment:
HDTYTTGTTWTKDDDT
-ATTTTTTTTTTTTT-

Original motif

0.0424666

Consensus sequence: ADDDYAWAACAAMAHH

20

bits

:é$3?§éAA%AA$A

15
Weblogad 4

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT

2.0

bits

0.0

s IIlIAIIAI L A= X

—

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BBVTTTGTTTACATTDD
-—ATTTTTTTTTTTTT-

Original motif

UP00025
Foxkl_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

14

0.0430608

Consensus sequence: DDAATGTAAACAAAVVB

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD
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2.0

: néégAIAAm

bits

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDHWTTTTATTGGDKB
--ATTTTTTTTTTTTT

Original motif

UP00134
Hoxb13
Mus musculus

Reverse Complement
Reverse Complement

Backward
1

14
0.0435537

Consensus sequence: VRHCCAATAAAAWHHV

2.0

:_AcgéAIAAAAK_;

Weblogad 4

Reverse complement motif
Consensus sequence: VDHWTTTTATTGGDKB

20

ol
=10 T IA
P . EAA% _———
10

5 15
Wablogo 3.4

Motif ID:
Motif name:

UP00025
Foxkl_secondary
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Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Mus musculus
Reverse Complement
Reverse Complement
Forward

Wetilogo 3.4

Position number: 1
Number of overlap: 14
Similarity score: 0.043907
Alignment:
HDDTGTTKTTKTHHD
ATTTTTTTTTTTTT-
Original motif Reverse complement motif
Consensus sequence: HHHAYAAYAACAHHH Consensus sequence: HDDTGTTKTTKTHHD
2.0 2.0
A%AACAAQA T T ' TT I
E— =_Aspgl'n ol e e A BAL A
5 10 Wd.l_ogllsaﬁ 5 10 15
Motif ID: UP00039
Motif name: Foxj3_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Original Motif
Original Motif
Backward

3

14

0.045165
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Alignment:
HDHADGTAAACAAAVVH
-AAAAAAAAAAAAAT--

Original motif
Consensus sequence: HDHADGTAAACAAAVVH

2.0

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

2.0

_clAMGhs, < lalTThe

bits

bi

Wabiloga 3.4 Webiloga 3.4

Dataset #: 2 Motif ID: 50 Motif name: Motif 50

Original motif
Consensus sequence: GGAAM

=_air

Reverse complement motif
Consensus sequence: YTTCC

=_a

-GGAAa - [TCC

B = I

i

]
i
:

= T

Best Matches for Motif ID 50 (Highest to Lowest)

Motif ID: UP00424

Motif name: Gm4881

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
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Direction: Forward

Position number: 6
Number of overlap: 5
Similarity score: 0
Alignment:

VBBHAYTTCCGGTDDD

————— YTTCC-----~-

Reverse complement motif
Consensus sequence: DHDACCGGAAMTHBVB

20

Original motif
Consensus sequence: VBBHAYTTCCGGTDDD

2.0

(e "l AQG faT

bits
bit

A A — e 00 =

5 10 15
WebLogad 4

0.0 —

Motif ID: UP00416

Motif name: Flil

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 6

Number of overlap: 5

Similarity score: 0.00163794
Alignment:
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VBBVAYTTCCGGTDDH

Original motif

Consensus sequence: VBBVAYTTCCGGTDDH

2.0

" ag

0.0
10

15

Reverse complement motif
Consensus sequence: DHDACCGGAAKTBBVV

L0AAsT

m
=1

0o l=——=
15

WablLogo 34

Motif ID: UP00422
Motif name: Etv3
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VBBHAYTTCCGGTHDH

Original motif

Reverse Complement
Original Motif
Forward

6

5

0.00234412

Consensus sequence: VBBHAYTTCCGGTHDH

Reverse complement motif
Consensus sequence: DHHACCGGAAKTHBBB
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2.0

1.0

bits

bl

)

"

) ﬁe$IT

0.0

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VBBVAYTTCCGGTDDB

Original motif
Consensus sequence: VBBVAYTTCCGGTDDB

2.0

0.0

uP00411

Erg

Mus musculus
Reverse Complement
Original Motif
Forward

6

5

0.00589761

Reverse complement motif
Consensus sequence: BDDACCGGAAKTVBVB

20

bits

A

0.0

Motif ID:

uP00418
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVHBTACTTCCGGHTHB

Original motif

Etve

Mus musculus
Reverse Complement
Original Motif
Backward

7

5

0.00691345

Consensus sequence: DVHBTACTTCCGGHTHB

2.0

ke

:-—_C —= IA-_ =

15

Watiloga 3.4

Reverse complement motif
Consensus sequence: BHAHCCGGAAGTABDVD

2.0

0.0-1= — —

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00415

Elk4

Mus musculus
Reverse Complement
Original Motif
Forward

6

5
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Similarity score: 0.00722176

Alignment:
VBBHRYTTCCGGTDDH

Original motif
Consensus sequence: VBBHRYTTCCGGTDDH

20

bits

AC

Reverse complement motif
Consensus sequence: DHDACCGGAAKKHBVB

2

:ﬂ_AQG AQAE-

15
Weblogodd

bits

e R - 5 yix . A
Motif ID: UP00413
Motif name: Elf4
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 7
Number of overlap: 5
Similarity score: 0.0153114
Alignment:
DBBHACTTCCGGKWTH
————— YTTCC-----~-

Original motif
Consensus sequence: DBBHACTTCCGGKWTH

Reverse complement motif
Consensus sequence: HAWYCCGGAAGTHBBD
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2.0

20

G o ST
pple—ste. e W _'_"_‘I'C':-‘:I—EI-.-': - “:“-2%%__ M iAo ==
2 19 R saria 2 10 Rerisoni
Motif ID: UP00404
Motif name: EIf2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 7
Number of overlap: 5
Similarity score: 0.0153458
Alignment:
DBBHACTTCCGGDWDB
————— YTTCC------

Original motif
Consensus sequence: DBBHACTTCCGGDWDB

2.0

1-0 AQI ‘
e i i B T
5 10 :

0.0
15

Wabiogad 4

bits

Reverse complement motif
Consensus sequence: BDWDCCGGAAGTHBBD

2.0

S AAAIU

0.0
15
WabiLogo 34
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VBBHAYWTCCGGTDDB

Original motif

uP00417

Etv4

Mus musculus
Reverse Complement
Original Motif
Backward

7

5

0.0219684

Consensus sequence: VBBHAYWTCCGGTDDB

20

15
Weblogad 4

Reverse complement motif
Consensus sequence: BHHACCGGAWKTHBVV

2.0

0.0

bits

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00419

Spic

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

Page 400 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=417
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=419

5
0.0224017

Number of overlap:
Similarity score:
Alignment:
DWACTTCCRCTTTB
---YTTCC-—---~-
Reverse complement motif
Consensus sequence: DWACTTCCRCTTTB
20
5 10

Original motif
Consensus sequence: VAAAGMGGAAGTWD

0.0

2.0

i A T
h_ééé%ﬁ v PN O -
5 10 .

Dataset #: 3 Motif ID: 51 Motif name: HNF4A
Original motif Reverse complement motif
Consensus sequence: RGGBCAAAGKYCA Consensus sequence: TGMYCTTTGBCCK
- _AT,A-?QAAA%IEQG‘ o0 ;%QECIIIé=:$gE
Best Matches for Motif ID 51 (Highest to Lowest)
Motif ID: UP00058
Motif name: Tcf3_primary
Mus musculus
Page 401 of 752
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHASATCAAAGVRHHH
—-——-RGGBCAAAGKYCA-

Original motif

Original Motif
Original Motif
Backward

2

13
0.0357776

Consensus sequence: HHHASATCAAAGVRHHH

2.0

ﬁ:_%he?éIGAAAéﬂf

Webriogo 3.4

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH

2.0

%:. -E?QITTTAICLT-H

Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00054
Tcf7_primary
Mus musculus
Original Motif
Original Motif
Backward

2

13
0.0357792
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Alignment:
BHHASATCAAAGGAHHH
-—-—RGGBCAAAGKYCA-

Original motif
Consensus sequence: BHHASATCAAAGGAHHH

2.0

Eilé?AIgAAAA

=T - e
15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHY

2.0

= —-:lggﬂ,‘ _‘I?AIC;I; e

0.0

Webiloga 3.4

Motif ID: UP00067
Motif name: Lefl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 4

Number of overlap: 13

Similarity score: 0.0359011
Alignment:

VDDAGATCAAAGGKDDD

—-——-RGGBCAAAGKYCA-

Original motif
Consensus sequence: DDDYCCTTTGATCTDDV

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD
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2.0 2.0

$¢QITT“AIC; 1 _ ASA|IVARAVs.

0.0
15
Websiags 3.4 WebiLags 1.4

bits
bits
5

Motif ID: UP00083

Motif name: Tcf712_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2

Number of overlap: 13

Similarity score: 0.0360786
Alignment:

BDDASATCAAAGGMDDD

—-——RGGBCAAAGKYCA-

Original motif Reverse complement motif

Consensus sequence: DDDYCCTTTGATSTDDV Consensus sequence: BDDASATCAAAGGMDDD
2.0 2.0
00 = E‘;Q___‘ ‘T-AICZ — = P Ac“:AICE ) ﬁ:.:—*:’f’.\ =
5 10 15 SiRhaat 5 10 15 it
Motif ID: UP00046
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVDDVCAGATGKYHBBV
—-RGGBCAAAGKYCA---

Original motif

Tcfe2a_secondary
Mus musculus
Original Motif
Original Motif
Backward

4

13

0.0405764

Consensus sequence: HVDDVCAGATGKYHBBV

2.0

0.0

g =CAIAT . ___I_-E__. =

Watiloga 3.4

Reverse complement motif
Consensus sequence: VBBDMYCATCTGVHHBH

2.0

3ﬁCAIQT_=T¢

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00062
Sox4_primary
Mus musculus

Reverse Complement
Reverse Complement

Forward
2
13
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Similarity score: 0.0409915

Alignment:
HHBBMCTTTGTTHDDBH
-TGMYCTTTGBCCK-—-—

Original motif
Consensus sequence: HBDDDAACAAAGRVBHH

20

e ":""\-“‘A i AA&—‘;‘_ ; = o=

Webiiogo 3.4

bits

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

20

-

0.0

Motif ID: UP00101

Motif name: Sox12_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 13

Similarity score: 0.0413218

Alignment:

HDTMCTTTGTSTVDREB

TGMYCTTTGBCCK—-—--

Original motif
Consensus sequence: VVDBASACAAAGRADH

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB
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2.0

ﬂl’

i —
P,

- —
o~
p—
>

o

20

— = .

| 4$,l[£5(;][:[1[:&:[;§1£ =

15
Weblogod 4 Weblogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

UP00030
Sox11_primary

Mus musculus
Reverse Complement
Reverse Complement

Direction: Forward
Position number: 2
Number of overlap: 13
Similarity score: 0.0421105
Alignment:
HHBTMCTTTGTTMDDVH
-TGMYCTTTGBCCK---
Original motif Reverse complement motif
Consensus sequence: HBDDRAACAAAGRABHH Consensus sequence: HHBTMCTTTGTTMDDVH
2.0 2.0
210 A 210
_ c I
s . - N éA&é ol T —Sr = =
- 5 10 15 St - 5 10 15 R ik
Motif ID: UP00086
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DDAGAADGGDSCDV
RGGBCAAAGKYCA-

Original motif

Consensus sequence: DDAGAADGGDSCDV

2.0

bits
B

Irf3_secondary
Mus musculus
Original Motif

Original Motif

Forward

1

13

0.0442004

0.0———

e %6&&’} _—=— ,-"gg
5 10

Webiioga 3.4

Reverse complement motif
Consensus sequence: BHGSDCCDTTCTHH

2.0

0.0

- %‘E:}CQ:A:IIQLE_

Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UP00082

Zfp187_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

1

13

0.0446884
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DDGMCCTBGTCCHYHV
—-—-—-RGGBCAAAGKYCA

Original motif
Consensus sequence: DDGMCCTBGTCCHYHV

2.0
O

0.0

§1AQGCL-§19QEE

Reverse complement motif
Consensus sequence: VHMDGGACVAGGRCDH

2.0

£ s AAAQ:“A A L :eIg -

0.0 LB = =
15
WablLogo 34

bits

Dataset #: 3 Motif ID: 52

Original motif
Consensus sequence: TGAMCTTTGMMCYT

bits

Motif name: NR2F1

TOARVIT] Cora

Webiioga 3.4

Best Matches for Motif ID 52 (Hig

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

hest to Lowest)

UP00083
Tcf712_primary
Mus musculus
Original Motif
Original Motif
Backward

3

Reverse complement motif
Consensus sequence: AKGYYCAAAGRTCA

2.0

EmcegT;gAAAmTIQA

0.0
Wabioga 3.4
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Number of overlap: 14
Similarity score: 0.0452364

Alignment:
DDDYCCTTTGATSTDDV
-TGAMCTTTGMMCYT--

Original motif
Consensus sequence: DDDYCCTTTGATSTDDV

2.0

EgQITT_AIC; B

0.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

2.0

0.0 ——

5 10

15
WebiLags 3.4

Motif ID: UP00067

Motif name: Lefl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 14

Similarity score: 0.0453449

Alignment:

VDDAGATCAAAGGKDDD

—-—-AKGYYCAAAGRTCA-

Original motif

Reverse complement motif
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Consensus sequence: DDDYCCTTTGATCTDDV

20

Consensus sequence: VDDAGATCAAAGGKDDD

20

" $9 - A =0 I ; —_— 0. — A¢ ] P — -
Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DVMHHDHKGACCCTCCTSVCBH
——————— TGAMCTTTGMMCYT-

Original motif

Original Motif
Reverse Complement
Forward

8

14

0.0461358

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

== IéTAQIEQIG <
10 15 y

20
WeblLogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHASATCAAAGGAHHH
—-—AKGYYCAAAGRTCA-

Original motif

UP00054
Tcf7_primary

Mus musculus
Reverse Complement
Original Motif
Backward

2

14

0.0461768

Consensus sequence: BHHASATCAAAGGAHHH

20

oy :ACQIQAAAA:':ﬁ@ p—

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHYV

20

;ST —-:Iggﬂ,‘ _‘I-&_:AICA" S

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00058
Tcf3_primary

Mus musculus
Reverse Complement
Original Motif
Backward

2
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Number of overlap: 14
Similarity score: 0.0473628

Alignment:
HHHASATCAAAGVRHHH
-—-AKGYYCAAAGRTCA-

Original motif
Consensus sequence: HHHASATCAAAGVRHHH

2.0

_acbToAM

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH

2.0

= ol =T 11 18
W g : 10 5
Motif ID: UP00082
Motif name: Zfp187_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1
Number of overlap: 14
Similarity score: 0.0480188
Alignment:
DDGMCCTBGTCCHYHV
TGAMCTTTGMMCYT—--

Original motif

Reverse complement motif
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Consensus sequence: DDGMCCTBGTCCHYHV

20

bits

0.0—— = .
5

m A9l5é19gﬁg

15
Weblogad 4

Consensus sequence: VHMDGGACVAGGRCDH

2.0

0.0 == == ==t = g e

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBBMCTTTGTTHDDBH
-TGAMCTTTGMMCYT--

Original motif

UP00062

Sox4_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2

14

0.0495447

Consensus sequence: HBDDDAACAAAGRVBHH

20

bits

e ":""\-I-“'A i AA&—‘_—& ; = o=

Websiaga 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

UL -

0.0
15
WekiLags 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBTMCTTTGTTMDDVH
-TGAMCTTTGMMCYT--

Original motif

UP00030

Sox11_primary

Mus musculus
Original Motif
Reverse Complement
Backward

3

14

0.0499033

Consensus sequence: HBDDRAACAAAGRABHH

20

10 1

aol= ]

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

20

"L LTIl
= hLEy N —_—s = s

5 10 15
Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00023
Sox30_primary
Mus musculus
Original Motif
Original Motif
Forward

3
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14

0.0511534

Number of overlap:
Similarity score:

Alignment:
DHDBAACAATDRHHHH

—-—TGAMCTTTGMMCYT

Original motif
Consensus sequence: DHDBAACAATDRHHHH

T

0.0

15
WabiLagad

UP00005

Reverse complement motif
Consensus sequence: HHHHMHATTGTTBDHD

2.0
10 ‘ ‘
—_— o ; = . S
5 10 15
Wabloga 3 4

0.0

bits

Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
BDGHCCWBVGGKDH

AKGYYCAAAGRTCA

Original motif

Tcfap2a_secondary

Mus musculus
Reverse Complement

Reverse Complement
Backward

1

14
0.0516973

Reverse complement motif
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Consensus sequence: HHRCCBBWGGDCDB

2.0

bits
B

R

0.0
10
Welilogo 3.4

Consensus sequence: BDGHCCWBVGGKDH

2.0

Dataset #: 3 Motif ID: 53 Motif name: ESR1

Original motif
Consensus sequence: VDBHMAGGTCACCCTGACCY

20

| ﬁ?EAIPICAqchkéCQE

bits

0.0

Weblaga 3.4

Best Matches for Motif ID 53 (Highest to Lowest)

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 20

Similarity score: 0.0658405

Reverse complement motif
Consensus sequence: MGGTCAGGGTGACCTRDBHV

GUL%:—-:IGA-__._‘&:;Q&GQ%T — -

Weblog 3.4
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Alignment:
BDDHVDKGCCACCCVCGCTDBVH
VDBHMAGGTCACCCTGACCY-—--

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

Webloga 3.4

ol e e e e A Y SEEE
3 10 18 2 WebiLogn 34

Motif ID: UP00098

Motif name: Rfx3_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 1

Number of overlap: 20

Similarity score: 0.0689748

Alignment:

BDBBVBVGTAWCCAAGVBHBAGRE

VDBHMAGGTCACCCTGACCY—-——

Original motif
Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB
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2.0

20

e e e

Webblaga 3.4

o e e Q: N & P
Motif ID: UP00539
Motif name: Gli2_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3
Number of overlap: 20
Similarity score: 0.0701247
Alignment:
CBDMCMGGGTGGTCCHVBVBAH
MGGTCAGGGTGACCTRDBHV--

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

2.0

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

| 9 Ce C A,

4 ﬂl == A i1 __QAEI:\I = ST oV AT =__
: 5 10 15 20 B 5 5 10 15 20
Motif ID: UP00539
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVGVSAGGAGGGTCYHHHHYVH
MGGTCAGGGTGACCTRDBHV--

Original motif

Gli2_v015681_secondary
Mus musculus

Reverse Complement
Original Motif

Backward

3

20

0.0711267

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

Reverse complement motif

Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

10 15

WabiLogod4

00 —— =2 s —T P Eﬂ.:.:‘___’ o e =
5 10 15 e 5
Motif ID: UP00540
Motif name: Gli3_v016060_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Original Motif
Reverse Complement
Forward

2

20
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Similarity score: 0.0742427

Alignment:

CVHBSCGGGTGGTCMHVHHCDH

—-VDBHMAGGTCACCCTGACCY-

Original motif Reverse complement motif

Consensus sequence: HDGHHBHRGACCACCCGSVDVG Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH
. TEER. B A A ,,Ceut:: S ol C = ;(?(,E:;—-_:_: _ T ¥ I g-, B

Motif ID: UP00540

Motif name: Gli3_v015681_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 2

Number of overlap: 20

Similarity score: 0.0747053

Alignment:

ABBBBVVRGACCACCCACRDBBM

—-—-VDBHMAGGTCACCCTGACCY-

Original motif Reverse complement motif

Consensus sequence: ABBBBVVRGACCACCCACRDBBM Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT
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2.0 20

= — _-__H_L:__r_.é T A é ) X X AQA“—"L‘.—é . _--,—_::h_z-;?a—l-_-_-r W T T I-:—-?-E& :I:
5 10 15 20 - § 10 15 2 Weblogas
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 20
Similarity score: 0.0749165
Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
—-——-VDBHMAGGTCACCCTGACCY
Original motif Reverse complement motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
2.0 20
c_g‘r_-ggé_ T ) T g;!; o 9{1 = ‘-:“'A ! A A c_.e-.—_‘_‘,,_; =

00

5 10 15 20
WebiLago 3.4 Wabiloga 3.4

@«
=
E“"A
g
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Motif ID: UP00538

Motif name: Glil_v015681_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 2

Number of overlap: 20

Similarity score: 0.0759307

Alignment:

BBBDVVRGACCACCCAVGABBAB

—-VDBHMAGGTCACCCTGACCY--

Original motif Reverse complement motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20 20

10

) -"‘-_AIA A A a8 a T:,‘]?:g___ll_‘-{ I _;!3. 9-:-—:-_-

bits
bits

20
WesLogo 34 Weblaga 3.4

— — - == =
0.0 === ====43 — ¥ . = : = ==

5 10 15

e

Motif ID: UP00400

Motif name: Zif268

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Page 423 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=400

Number of overlap: 20
Similarity score: 0.0762689

Alignment:
VVVDHHTGCGYGGGCGDHVHHTB
-MGGTCAGGGTGACCTRDBHV--

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

A C Qé CA

= v ST K P e
5 10 15 20

WesLago 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

= _“_‘IAQ TA _gé- _ I -

Motif ID: UP00034
Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 20

Similarity score: 0.0780113
Alignment:

GTVBDAATTGTVTGHGDDHKVB
VDBHMAGGTCACCCTGACCY—--

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC
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2.0

4]
1.0

E TI
=28 ?Iéé.e_-_ -é_I__ e = ..
: 3 0 B

20

20
Weblogo 34

Dataset #: 3 Motif ID: 54 Motif name: Esrrb

Original motif
Consensus sequence: VBBYCAAGGTCA

2.0

-+ .cAAGGTCA

Wetiloga 34

bits

Best Matches for Motif ID 54 (Highest to Lowest)

Motif ID: UP00079
Motif name: Esrra_primary
Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward
Position number: 6
Number of overlap: 12
Similarity score: 0
Alignment:

Reverse complement motif
Consensus sequence: TGACCTTGMBBB

T6ACCTT:..

Wetiloga 34

1]

bi
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HHBVHTGACCTTGVDHD
————— TGACCTTGMBEB

Original motif
Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

w
=10 : ‘ A
—— . =
e — - =
10

0.0

15
Wabiloga 3.4

5

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

2.0

0.0
Webiloga 3.4

Motif ID: UP00009
Motif name: Nr2f2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 12

Similarity score: 0.0205471
Alignment:

DHBHAAAGGTCAHVHB

VBBYCAAGGTCA-—-—--

Original motif
Consensus sequence: DHBHAAAGGTCAHVHB

Reverse complement motif
Consensus sequence: BHVDTGACCTTTDVDD
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2.0

< amalfTC

0.0

15
Weblogad 4

20

<>
=
—

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHBHAAAGGTCACVHD
VBBYCAAGGTCA-—---

Original motif

uP00048

Rara

Mus musculus
Original Motif
Original Motif
Backward

5

12
0.0214372

Consensus sequence: DHBHAAAGGTCACVHD

2.0

1 AAAUGIWA,

a.0 s

Weblagad 4

Reverse complement motif
Consensus sequence: HHVGTGACCTTTDVDD

2.

- Tohobrrr

0
15
Weblogod 4

Motif ID:

UP00009
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HVBVTGACCCSGBVBV
-—-—-TGACCTTGMBBB

Original motif

Consensus sequence: VBVBCSGGGTCAVBBH

2.0

Nr2f2_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

5

12

0.0430759

Wabiogad 4

Reverse complement motif
Consensus sequence: HVBVTGACCCSGBVBV

20

bits

0 o= S— L | . PP

4
WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00066

Hnf4a_primary
Mus musculus
Original Motif

Original Motif

Forward

1

12
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Similarity score: 0.0451776

Alignment:
BDBVMGGGGTCAABHDV

VBBYCAAGGTCA-—-——-

Original motif
Consensus sequence: BDBVMGGGGTCAABHDV

20

m—
(>

Reverse complement motif
Consensus sequence: BHHVTTGACCCCYVVDB

20

% i T CC
T .
= ——as 1 B ==
5 10

Webiloga 3.4

. e ?AA - . —===_ 1;5_
Motif ID: UP00079
Motif name: Esrra_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6
Number of overlap: 12
Similarity score: 0.0482496
Alignment:
VKBBAGGGGTCAHDBBH
VBBYCAAGGTCA-———-

Original motif
Consensus sequence: VKBBAGGGGTCAHDBBH

Reverse complement motif
Consensus sequence: DBBHHTGACCCCTBBYV
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2.0

2.0

1 mQCI

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBHBDTGACCCCDHVHB
————— TGACCTTGMBEB

Original motif

UP00053

Rxra_primary

Mus musculus
Reverse Complement
Original Motif
Backward

1

12

0.0499025

Consensus sequence: DBHBDTGACCCCDHVHB

2.0

bits

— e

0.0

e Tg.z..ﬁ_ﬁ

1

5

Watiloga 3.4

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD

e if\_A i CA:-_%" =

bits
=

10 15
WebiLaga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVMHHDHKGACCCTCCTSVCBH
——————— TGACCTTGMBBB-—-—

Original motif

UP00539
Gli2_v015681_secondary
Mus musculus

Reverse Complement
Reverse Complement
Forward

8

12

0.0525354

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

20

o

2
-51.!]
=A== A e‘:Ag$
10 15

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

0.0 —— s i ;F.:‘_—_' 0 - Té__r-—— A. - =
Motif ID: UP00066
Motif name: Hnf4a_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Reverse Complement
Backward

1

12
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Similarity score: 0.0580553

Alignment:
HHAYTGGACTTTHDBV
-—-—-TGACCTTGMBBB

Original motif
Consensus sequence: BBHHAAAGTCCAMTHH

2.0

 aaGTOCA..

15
WabiLogad 4

bits

Reverse complement motif
Consensus sequence: HHAYTGGACTTTHDBV

2.0

m T T
=10
== ét_.___ = w's = :l.@-_ = -
10 15

0.0

WablLogo 34

Motif ID: UP00098

Motif name: Rfx3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 9

Number of overlap: 12

Similarity score: 0.0609738

Alignment:

BDBBVBVGTAWCCAAGVBHBAGRE

———————— TGACCTTGMBBB—-—-—

Original motif
Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB
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2.0

bits

GI'ST CITAHXTH-R o

10 20

WesLaga 34

20

Dataset #: 3 Motif ID: 55 Motif name: ZEB1

Original motif
Consensus sequence: CACCTD

--cACCT_

ks i cmey e TE

Best Matches for Motif ID 55 (Highest to Lowest)

Motif ID: UP00068

Motif name: Eomes_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 6

Similarity score: 0

Alignment:

Reverse complement motif
Consensus sequence: HAGGTG

=
%A__——_

o = —————

b

ks L cmey o TE
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VVBVCKACACCTHVBV
——————— CACCTD---

Original motif

Consensus sequence: VBVDAGGTGTYGVBBV

2.0

bits

0.0 ——

15
WabiLogad 4

Reverse complement motif
Consensus sequence: VVBVCKACACCTHVBYV

2.0

: ﬂ¢gAgCAGCI=-ﬁ

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBVHVGGTGTCATHDDT
---HAGGTG---——-—-

Original motif

UP00199

Six4

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

6

0.00433068

Consensus sequence: ADDHATGACACCBHBBV

Reverse complement motif
Consensus sequence: BBVHVGGTGTCATHDDT
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2.0

A - _I_-__,._-—_-'I_':

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HHHTTTCACACCTDHBV
———————— CACCTD---

Original motif

UP00068

Eomes_primary

Mus musculus
Original Motif
Reverse Complement
Forward

9

6

0.00524081

Consensus sequence: BVHDAGGTGTGAAAHHH

2.0

bits

) @B$III Aa.

0.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHHTTTCACACCTDHBY

L

5

WebiLags 3.4

1'5 g;l; . £;2£;E1

Motif ID:

UP00046
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDBHGCACCTGRBDDVB

Original motif

Tcfe2a_primary

Mus musculus
Original Motif
Reverse Complement
Forward

7

6

0.00911301

Consensus sequence: VBHHVCAGGTGCDVDHD

2.0

0.0 —

Reverse complement motif
Consensus sequence: DHDBHGCACCTGBDDVB

2.0
CC -
T - =
10 15

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00047
Zbtb7b_secondary
Mus musculus
Original Motif
Original Motif
Backward

4

6

Page 436 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=047

Similarity score:
Alignment:
BDDRVGACCACCHBDVB
———————— CACCTD---

Original motif

0.0233556

Consensus sequence: BDDRVGACCACCHBDVB

20

bits
a

o

LAGAGe

0.0
5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BBDVHGGTGGTCBKDDB

20

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH

Original motif

UP00538

Glil_v016060_primary
Mus musculus

Reverse Complement
Original Motif
Backward

11

6

0.0233928

Reverse complement motif

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
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2.0

; < QGQQA T lgx

C

B

4

WebiLog 34

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HTBVVVDGGACCACCCRGRDBG

Original motif

UP00539

Gli2_v015681_primary
Mus musculus

Original Motif

Original Motif
Backward

6

6

0.0254338

Consensus sequence: HTBVVVDGGACCACCCRGRDBG

2.0

T

= = -

==
: 5 10

a1 __QAEAI D
15 EN

WabLogad 4

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

2.0

9 Ce C A,

=% =wu < U ¥ AP e plER — N —t
5 10 15 2

WabiLogod4
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Motif ID: UP00540

Motif name: Gli3_v016060_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 6

Number of overlap: 6

Similarity score: 0.0290143

Alignment:

HDGHHBHRGACCACCCGSVDVG

——————————— CACCTD-----

Original motif Reverse complement motif

Consensus sequence: HDGHHBHRGACCACCCGSVDVG Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH
e XY A A ,,Ceut:: S " C e (?gf;g g T ¥ I g-, B g____,;_

Motif ID: UP00036

Motif name: Myf6_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Backward

Position number: 5
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Number of overlap: 6
Similarity score: 0.0309673

Alignment:
VVDBAACAGBTGBYHB
—————— HAGGTG----

Original motif
Consensus sequence: VVDBAACAGBTGBYHB

2.0

bits

AA <

e e p—— = S — —_——

Reverse complement motif
Consensus sequence: BDKVCABCTGTTBDBV

o
=4

0.0

| s H&ACAEQT ITﬁ_ P

Weblogod 4

T 3 10 Wosk 003
Motif ID: UP00249
Motif name: Nkx2-5
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6
Number of overlap: 6
Similarity score: 0.031502
Alignment:
HDADCCACTTRAAWTT
————— CACCTD--—-—--

Original motif

Reverse complement motif
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Consensus sequence: HDADCCACTTRAAWTT Consensus sequence: AAWTTMAAGTGGHTDH

= AA = CCAC IAAéx;£ .= 6+Il$ ,,_c:____.;,.; ]
Dataset #: 3 Motif ID: 56 Motif name: Mycn
Original motif Reverse complement motif
Consensus sequence: HSCACGTGGC Consensus sequence: GCCACGTGSD
Best Matches for Motif ID 56 (Highest to Lowest)
Motif ID: UP00060
Motif name: Max_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
Number of overlap: 10
Similarity score: 0
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Alignment:
DDASCACGTGBTBVDD
-—-HSCACGTGGC——---

Original motif

Consensus sequence: DDASCACGTGBTBVYDD

2.

=

LI X

écCACAT

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HHVBABCACGTGSTHD

2.0

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
ACHRBHDTCCACGTGYAHHBMHM

Original motif

UP00050

Bhlhb2_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

7

10

0.00783793

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM
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2.0

20
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5 10 15 20 St 15 20
Motif ID: UP00050
Motif name: Bhlhb2_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDHBHBSTCACGTGAHBBDHHM

Original motif

Reverse Complement
Reverse Complement
Backward

7

10

0.0132858

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

a
=10

—t
==

T e e

Reverse complement motif

Consensus sequence

20

: DDHBHBSTCACGTGAHBBDHHM

- s i3 c-.—.* - = = -
15

Motif ID:

UP00046
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VBHHVCAGGTGCDVDHD
-—--GCCACGTGSD----

Original motif

Tcfe2a_primary

Mus musculus
Reverse Complement
Original Motif
Backward

5

10

0.0227933

Consensus sequence: VBHHVCAGGTGCDVDHD

2.0

o e =3 C=1

Reverse complement motif
Consensus sequence: DHDBHGCACCTGBDDVB

2.0
CC -
T - =
10 15

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00060
Max_secondary
Mus musculus
Original Motif
Original Motif
Forward

3

10
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0.0257011

Similarity score:

Alignment:
BBGHCACGCGACDD

-—-HSCACGTGGC--

bits

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB

2.0

0.0 lmem = TIQ$CAI ¥ Q:m_e=
5 19 Webiogo 3.4

Original motif
Consensus sequence: BBGHCACGCGACDD
oolmee="H__ W Agpg:-:ﬁg
Motif ID: UP00165
Motif name: Titf1l
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif Original Motif
Direction: Backward
4
10
0.0344833

Position number:
Number of overlap:
Similarity score:

Alignment:
BVABCCACTTGAMHTT

~--GCCACGTGSD---

Original motif

Consensus sequence: BVABCCACTTGAMHTT

Reverse complement motif
Consensus sequence: AAHYTCAAGTGGBTBV
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2.0 20

_a COAVITEA. a JoAUIGG 1

e
0.0

=

— a
15

Weblogod 4 Weblogod4

Motif ID: UP00231

Motif name: Nkx2-2

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Backward

Position number: 5

Number of overlap: 10

Similarity score: 0.035228

Alignment:

HDVRCCACTTGARADBD

---GCCACGTGSD----

Original motif Reverse complement motif
Consensus sequence: HDVRCCACTTGARADBD Consensus sequence: DVDTKTCAAGTGGKBDH

2.0 2.0

g TEACA

- | p 4 -~
" p—_ _ o =

—

5 10 15
WebiLaga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BVVDVRYACGTRYVBHB
—-——-—-GCCACGTGSD—---

Original motif

uP00084

Gmeb1_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

10

0.0358581

Consensus sequence: BHBBKKACGTMMVDBVB

20

L TAWa,

=W .

0.0 —————

5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BVVDVRYACGTRYVBHB

20

TA

- — M e

bits

0.0 = ==
5 10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00084
Gmeb1_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

4
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Number of overlap:
Similarity score:

Alignment:
HHMACKACGTMGBVCD
-—-—-HSCACGTGGC---

Original motif

Consensus sequence: DGVBCRACGTYGTYHH

2.0

1.0

bits

0.0

= %QG?IQI;Z

10
0.03725

——

15
Weblagad 4

Reverse complement motif
Consensus sequence: HHMACKACGTMGBVCD

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
WHVBVVMACGCGCGTCDYHWDH

Original motif

UP00526

Foxnl_primary
Mus musculus
Original Motif
Original Motif
Forward

7

10

0.0383187

Reverse complement motif
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Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

20

a
S10

1A‘f.'_-_A_T___ E TA_ Q g S X -
21]

5

0.0

Weblogad 4

Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

Dataset #: 3 Motif ID: 57 Motif name: REST

Original motif
Consensus sequence: TTCAGCACCATGGACAGCKCC

" CA,- %EHAG le.cC

InA

Wmag 034

Best Matches for Motif ID 57 (Highest to Lowest)

Motif ID: UP00538

Motif name: Glil_v015681_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward

Position number: 3

Number of overlap: 21

Similarity score: 0.0699178

Reverse complement motif
Consensus sequence: GGYGCTGTCCATGGTGCTGAA

o] PRLE] A e

[ e
- } M _— = .._—-__-%
5

10 15 20
Wetiloga 34

bits
P

0.0
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Alignment:
BBBDVVRGACCACCCAVGABBAB
-—-TTCAGCACCATGGACAGCKCC

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

AWAWVA ¢ o

00 —_— ===t i N =¥ e gt

5 10 15

sl

WebiLogo 34

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

bits

20

WE==E=S=

1UAT=I~ZQ._.1§-,_\T .[ .c[ 9-@

10
Webloga 3.4

Motif ID: UP00540

Motif name: Gli3_v015681_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 21

Similarity score: 0.0734685

Alignment:

VMYDHDGMCCHCCKBGVVAAVH
GGYGCTGTCCATGGTGCTGAA-

Original motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH
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2.0

20

Motif ID: UP00540

Motif name: Gli3_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 2

Number of overlap: 21

Similarity score: 0.0740652

Alignment:

VYWVVHCRCCACMCACGAHSBHH
-TTCAGCACCATGGACAGCKCC-

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

e it

WesLago 34

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

it:
P

T
,._- A'E-,::-'engCITq—-I.#.-;ce . e
5 10 15 20

0.0

Motif ID: UP00538
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
MHHHWHYTMCCHCCCACVAABVH
-—-TTCAGCACCATGGACAGCKCC

Original motif

Glil_v015681_secondary

Mus musculus
Original Motif
Original Motif
Backward

1

21
0.0750152

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

A, -

0.0

5 10 15

WebiLog 34

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00538
Glil_v016060_primary
Mus musculus

Reverse Complement
Original Motif
Backward

3

21
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Similarity score: 0.0751449

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
GGYGCTGTCCATGGTGCTGAA--

Original motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

20

cm??ggﬁa T lgx C

e

0.0

=

WesLogo 34

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

Weblaga 3.4

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 21

Similarity score: 0.075832

Alignment:

BDDHVDKGCCACCCVCGCTDBVH
-TTCAGCACCATGGACAGCKCC-

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

CCA o
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5 10 20 i 5 i
Motif ID: UP00539
Motif name: Gli2_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 21
Similarity score: 0.0773446

Alignment:
DTVBDDRGACCACCCAGDWDGBH
-—-TTCAGCACCATGGACAGCKCC

Original motif
Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

20

Lo A A
As o
il - b - - M

5 10 15 2

WesLaga 34

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBALF

20

1.z W T )

e I== b A= 4 - _‘. =
10

bits

Webblaga 3.4

Motif ID: UP00050

Motif name: Bhlhb2_secondary
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Species: Mus musculus

Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 21

Similarity score: 0.0775367
Alignment:

YDYBDHTMCACGTGGADDBMDGT
-—-TTCAGCACCATGGACAGCKCC

Original motif
Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

n
-_E'H] T A
_JLAY e B2

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20
TA
A =3 —t
15 20

w
£10 T
AT
10

" ".\Q-_:T-I%? . =
5

e = =

Webblaga 3.4

Motif ID: UP00528

Motif name: Foxm1_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 21

Similarity score: 0.077977
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Alignment:
DCATDBTGHGCATKMTTBRSWR
-GGYGCTGTCCATGGTGCTGAA

Original motif

Consensus sequence: MWSMBAARRATGCDCABHATGD

2.0

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

WablLogo 34

[ A
za=g B AflWVoea axc | ecaxr Ige c ccT:I; FoXF
10 15 5 10
Motif ID: UuP00400
Motif name: Zif268
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BADHBDHCGCCCMCGCAHHDBBV
-—-GGYGCTGTCCATGGTGCTGAA

Original motif

Reverse Complement
Original Motif
Backward

1

21

0.0785969

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBV

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB
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2.0

20

a
R0

o TUVIWWNGG, 1

0.0

Dataset #: 3

Original motif
Consensus sequence: VGCACGTGGH

2.0

Motif ID: 58

Motif name: Myc

" 1
= CAC I Ll
=—_— 8 % = i e
5

10
Wbl oga 3 4

Best Matches for Motif ID 58 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UP00060
Max_primary
Mus musculus
Original Motif
Original Motif
Forward

3

10

0

Reverse complement motif
Consensus sequence: DCCACGTGCV

—— L ma— =

10
Wb aga 3 4
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DDASCACGTGBTBVDD
--VGCACGTGGH----

Original motif

Consensus sequence: DDASCACGTGBTBVYDD

2.

écCACAT

=

LI X

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HHVBABCACGTGSTHD

2.0

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
ACHRBHDTCCACGTGYAHHBMHM

Original motif

UP00050

Bhlhb2_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

8

10

0.00631885

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM
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Motif ID: UP00050
Motif name: Bhlhb2_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDHBHBSTCACGTGAHBBDHHM

Original motif

Reverse Complement
Reverse Complement
Backward

7

10

0.00821668

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

a
=10

—t
==

T e e

Reverse complement motif

Consensus sequence

20

: DDHBHBSTCACGTGAHBBDHHM

- s i3 c-.—.* - = = -
15

Motif ID:

UP00046
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDBHGCACCTGRBDDVB
-—-—--VGCACGTGGH---

Original motif

Tcfe2a_primary

Mus musculus
Original Motif
Reverse Complement
Backward

4

10

0.0140005

Consensus sequence: VBHHVCAGGTGCDVDHD

2.0

0.0 —

Reverse complement motif
Consensus sequence: DHDBHGCACCTGBDDVB

2.0
CC -
T - =
10 15

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00060
Max_secondary
Mus musculus
Original Motif
Original Motif
Backward

3

10
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0.0308912

Similarity score:

Alignment:
BBGHCACGCGACDD

-—-VGCACGTGGH--

bits

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB

2.0

0.0 lmem = TIQ$CAI ¥ Q:m_e=
5 19 Webiogo 3.4

Original motif
Consensus sequence: BBGHCACGCGACDD
pplee="H_ W Agpg:-:ﬁg
Motif ID: UP00165
Motif name: Titf1l
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif Original Motif
Direction: Forward
4
10
0.0311723

Position number:
Number of overlap:
Similarity score:

Alignment:
BVABCCACTTGAMHTT

~--DCCACGTGCV---

Original motif

Consensus sequence: BVABCCACTTGAMHTT

Reverse complement motif
Consensus sequence: AAHYTCAAGTGGBTBV
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Motif ID: uUP00249
Motif name: Nkx2-5
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDADCCACTTRAAWTT
-—--DCCACGTGCV---

Original motif

Reverse Complement
Original Motif
Backward

4

10

0.031308

Consensus sequence: HDADCCACTTRAAWTT

2.0

0.0

a ST A

5 10

Reverse complement motif

Weblogod4

Consensus sequence: AAWTTMAAGTGGHTDH

-

- AC:t?—E:.l.- —

10
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDVRCCACTTGARADBD
—-—--DCCACGTGCV—-—-—--

Original motif

UP00231

Nkx2-2

Mus musculus
Reverse Complement
Original Motif
Forward

4

10

0.0334845

Consensus sequence: HDVRCCACTTGARADBD

20

Agﬁggﬂ, Ig
5 10

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DVDTKTCAAGTGGKBDH

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00147

Nkx2-6

Mus musculus
Reverse Complement
Original Motif
Backward

4
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Number of overlap: 10
Similarity score: 0.0345548

Alignment:
DDADCCACTTAAVHTT
—-—-—-DCCACGTGCV---

Original motif
Consensus sequence: DDADCCACTTAAVHTT

2.0

. AGCA IAAE“%;

0.0

bits

Weblagad 4

Reverse complement motif
Consensus sequence: AAHVTTAAGTGGHTDD

20

aa JIARVIVG T

[ — _— ——

10 15
Weblogod 4

Motif ID: UP00527
Motif name: Foxn4_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6

Number of overlap: 10

Similarity score: 0.0363818
Alignment:

VDWDARRGACGCGGWHGGAKHV

————— VGCACGTGGH--—-—-—-~-

Original motif

Reverse complement motif
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Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

20

Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

o ==X A=W ?9‘??;—:_’}_,9 = QI‘EQﬂLEQ AN A~ e
Dataset #: 3 Motif ID: 59 Motif name: ESR2

Original motif
Consensus sequence: VHRGGTCABDBTGMCCTB

Best Matches for Motif ID 59 (Highest to Lowest)

Motif ID: UP00034

Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward

Position number: 4

Number of overlap: 18

Similarity score: 0.0443894

Reverse complement motif
Consensus sequence: BAGGYCABHBTGACCKHV

20

"1 A CA__ | ACQTI

ey -8

10
Wetiloga 3.4
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Alignment:
GTVBDAATTGTVTGHGDDHKVEB

—-——VHRGGTCABDBTGMCCTB-
Original motif Reverse complement motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB Consensus sequence: VVYDDDCHCAVACAATTDBVAC

2.0 20

bits
bits

a X cféA]:I%I s O ¥ ﬁ e c?$gAA5lIAEéQ

15 20 5 20
WabLogad 4 WablLogo 34

Motif ID: UP00538

Motif name: Glil_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 4

Number of overlap: 18

Similarity score: 0.049219

Alignment:

BDDHVDKGCCACCCVCGCTDBVH

———-VHRGGTCABDBTGMCCTB--

Original motif Reverse complement motif
Consensus sequence: HVYBDAGCGBGGGTGGCRDBDDDB Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0 20

e e e o e =

WesLaga 34 Webblaga 3.4

Motif ID: UP00050

Motif name: Bhlhb2_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 3

Number of overlap: 18

Similarity score: 0.0509182

Alignment:

DDHBHBSTCACGTGAHBBDHHM

--VHRGGTCABDBTGMCCTB--

Original motif Reverse complement motif
Consensus sequence: RDHDBVDTCACGTGASBHVHDH Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

2.0 20

a o
=10 =10

i} A

[ &
= == —— - w GT— === - 0.0 == _ P . Ay - c—___* . =
15 20 5 10 15

—]
==

{

¥

Motif ID: UP00540
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVTTVVCVYGGHGGYCHHDMYB
-BAGGYCABHBTGACCKHV---

Original motif

Gli3_v015681_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

2

18

0.0527075

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

%1.0 T
s O Elﬁ—-. Q_,_gl . 4 E_,fr_-lg 2= ,_J‘_‘:E___
5 10 15 20

WabLogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

E10 Q A
‘A.__.__ —— 12}. - A—E—I = -=A_-_
10 15

WabiLogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00034
Sox7_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

18

Page 468 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=034

Similarity score: 0.0541044

Alignment:

WBHHHHHMDATTGTTHDHDVHH

-BAGGYCABHBTGACCKHV—---

Original motif Reverse complement motif

Consensus sequence: HHBDHDDAACAATDRHHHHHBW Consensus sequence: WBHHHHHMDATTGTTHDHDVHH
o= == -’:-:-*:"-3“";*A s LN - I-\f\:-w B W = 06 X =~ : AQE I A== . =

Motif ID: UP00098

Motif name: Rfx3_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 3

Number of overlap: 18

Similarity score: 0.0541108

Alignment:

VCTBHBVCTTGGWTACVVVVVDB

--BAGGYCABHBTGACCKHV---

Original motif Reverse complement motif

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB
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2.0

it
P

20

L ST o C_I A;I\-T il ), SR ) e =Y A%T o _AQ
5 10 15 20 S 5 19 15 20 Weblagn 3.4
Motif ID: UP00527
Motif name: Foxn4_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2
Number of overlap: 18
Similarity score: 0.0543733
Alignment:
VDWDARRGACGCGGWHGGAKHV
—-——VHRGGTCABDBTGMCCTB-

Original motif

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

Reverse complement motif

2.0

bits

15

PESR Foa e

= QIEQ —_ ZEQ

B AT U

Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20
WabLogad 4

15
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
-BAGGYCABHBTGACCKHV-—-—-—

Original motif

UP00538

Glil_v016060_primary
Mus musculus

Reverse Complement
Original Motif
Backward

5

18

0.0548087

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

20

0.0

C

e

=

WesLogo 34

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

a
-510
e = "-*A A= e e
5

Weblaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00528
Foxm1_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

5
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Number of overlap: 18
Similarity score: 0.055453

Alignment:
DCATDBTGHGCATKMTTBRSWR
—-——--VHRGGTCABDBTGMCCTB

Original motif
Consensus sequence: MWSMBAARRATGCDCABHATGD

2.0

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

%] - 1]
Baog aba A UWoca axc 1 eax Ig .CA CQIQ P
o 5 5 5 T
Motif ID: UP00032
Motif name: Gata3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4
Number of overlap: 18
Similarity score: 0.0566426
Alignment:
HBHDVBWGATHBTATCRVBHHH
-VHRGGTCABDBTGMCCTB———

Original motif

Reverse complement motif
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Consensus sequence: HBHDVBWGATHBTATCRVBHHH Consensus sequence: HHHBBMGATAVHATCWVVDHVH

20 20

%1.0 AT ATC %10 AI ATC
=== . z%-:--:—s,: mEa—sax A . ol == —7-%‘5-‘": e ST I—A—— ;
10 15 20

Weblogad 4 Weblogo34

Dataset #: 3 Motif ID: 60 Motif name: NR1H2RXRA
Original motif Reverse complement motif
Consensus sequence: AAAGGTCAAAGGTCAAC Consensus sequence: GTTGACCTTTGACCTTT

20

w
£1.0 A
C —«
0.0 — =
5

Best Matches for Motif ID 60 (Highest to Lowest)

Webiiogo 3.4 Webiloga 3.4

Motif ID: UP00539

Motif name: Gli2_v015681_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 17

Similarity score: 0.0538452

Alignment:
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DVMHHDHKGACCCTCCTSVCBH
————— GTTGACCTTTGACCTTT

Original motif

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

=

WabLogad 4

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

bits
p=

10 15

e

5
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDHDDADAGATAAGADHBDHVD
————— AAAGGTCAAAGGTCAAC

Original motif

UP00032
Gata3_primary
Mus musculus
Original Motif
Original Motif
Backward

1

17

0.0545098

Consensus sequence: BDHDDADAGATAAGADHBDHVD

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV
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2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VDDAGATCAAAGGKDDD-
-AAAGGTCAAAGGTCAAC

Original motif

UP00067
Lefl_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2

16

0.521114

Consensus sequence: DDDYCCTTTGATCTDDV

2.0

) $?CITTVAICL’

0.0

5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

2.0

it
5

ool = WD A B —_——
5 10 15

WebiLags 3.4

Motif ID:

UP00083
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
—-DDDYCCTTTGATSTDDV
GTTGACCTTTGACCTTT-

Original motif

Tcf712_primary
Mus musculus

Reverse Complement

Original Motif
Backward

2

16

0.527825

Consensus sequence: DDDYCCTTTGATSTDDV

2.0

0.0

E¢QTTTTAICL )

Watiloga 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

2.0

15
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00054
Tcf7_primary
Mus musculus
Original Motif
Original Motif
Forward

2

16
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Similarity score: 0.531154

Alignment:
BHHASATCAAAGGAHHH-
—-AAAGGTCAAAGGTCAAC

Original motif
Consensus sequence: BHHASATCAAAGGAHHH

20

oy :ACQIQAAAA:':ﬁ@ p—

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHYV

20

;ST —-:Iggﬂ,‘ _‘I.L_:AICE,_

15

Webiloga 3.4

Motif ID: UP00058
Motif name: Tcf3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 16

Similarity score: 0.531876
Alignment:

—-HHHASATCAAAGVRHHH

AAAGGTCAAAGGTCAAC-

Original motif
Consensus sequence: HHHASATCAAAGVRHHH

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH
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2.0

2.0

T Tehrer

WebiLags 1.4

% 1.0 ATCAAA % 1.0
o —— z_—"-;écTA — N - é_—r‘vf:‘ﬂﬂ‘—
5 10 15 i
Motif ID: UP00030
Motif name: Sox11_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HBDDRAACAAAGRABHH-
-AAAGGTCAAAGGTCAAC

Original motif

Consensus sequence: HBDDRAACAAAGRABHH

2.0

Original Motif
Original Motif
Forward

2

16

0.544403

Reverse complement motif

2.0

it
5

Consensus sequence: HHBTMCTTTGTTMDDVH

== 0.0

aol=——

Webiiaga 3.4

Motif ID:

UP00062
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
-HHBBMCTTTGTTHDDBH
GTTGACCTTTGACCTTT-

Original motif

Sox4_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

16

0.544565

Consensus sequence: HBDDDAACAAAGRVBHH

2.0

bits

= ——— I‘_‘HA e AA&&

0.0 —
5

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

- {1 1)

0.0 ===
15

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00019
Zbtb12_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

16
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Similarity score: 0.550511

Alignment:
-BBGATCTAGAACBKHDB

GTTGACCTTTGACCTTT-

Original motif
Consensus sequence: BDHRBGTTCTAGATCVB

20

bits

a A;%F

iy

0.0-1= e e

o
=

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BBGATCTAGAACBKHDB

20

it
=

g; AAI A AA =&

Webiloga 3.4

Motif ID: UP00046
Motif name: Tcfe2a_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 16

Similarity score: 0.552064
Alignment:

—-HVDDVCAGATGKYHBBV

AAAGGTCAAAGGTCAAC-

Original motif
Consensus sequence: HVDDVCAGATGKYHBBV

Reverse complement motif
Consensus sequence: VBBDMYCATCTGVHHBH
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2.0

g =GAIAT L IE__

Watiloga 3.4

2.0

Ea gRCA CT

0.0 — ==

Wabiogs 3.4

Dataset #: 3 Motif ID: 61 Motif name: NR4A2

Original motif
Consensus sequence: AAGGTCAC

=0

Best Matches for Motif ID 61 (Highest to Lowest)

Motif ID: UP00048

Motif name: Rara

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 8

Similarity score: 0

Alignment:

Reverse complement motif
Consensus sequence: GTGACCTT

. = e I A‘—-—tﬁL_)l:

Wk Laga 34
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HHVGTGACCTTTDVDD
—-——-GTGACCTT-----

Original motif

Consensus sequence: DHBHAAAGGTCACVHD

2.0

bits
5

a.0 P

 AMAUGIVA.

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HHVGTGACCTTTDVDD

2.0

-t
E1.0
——a
—

—C= -
5 10 15
Wablogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHBHAAAGGTCAHVHB
————— AAGGTCAC---

Original motif

UuP00009

Nr2f2_primary
Mus musculus
Original Motif

Original Motif

Backward

4

8

0.0074527

Consensus sequence: DHBHAAAGGTCAHVHB

Reverse complement motif
Consensus sequence: BHVDTGACCTTTDVDD
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2.0

< amalfTC

0.0

20

bits

15
Weblogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDBCAAGGTCAHVBDH
————— AAGGTCAC----

Original motif

Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

“_ chAGUTCA,

0.0

UP00079

Esrra_primary
Mus musculus
Original Motif
Original Motif
Forward

6

8

0.01542

Reverse complement motif

2.0

bits

0.0

I

P = A —

SC
5

LN

Consensus sequence: HHBVHTGACCTTGVDHD

Webiiaga 3.4

10

Motif ID:

UP00009
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VBVBCSGGGTCAVBBH
————— AAGGTCAC---

Original motif

Consensus sequence: VBVBCSGGGTCAVBBH

2.0

Nr2f2_secondary
Mus musculus
Original Motif
Original Motif
Forward

6

8

0.0395644

Wabiogad 4

Reverse complement motif
Consensus sequence: HVBVTGACCCSGBVBV

20

bits

. PP

4
WabiLogo 34

0.0== —— M

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00082
Zfp187_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

1

8
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Similarity score: 0.0407874

Alignment:

DDGMCCTBGTCCHYHV

GTGACCTT---—-——-—-

Original motif Reverse complement motif

Consensus sequence: DDGMCCTBGTCCHYHV Consensus sequence: VHMDGGACVAGGRCDH

e . AQCCE = AT _crﬁz 0.0 l} -AAAQEA fw:‘:_hr% T

Motif ID: UP00053

Motif name: Rxra_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 5

Number of overlap: 8

Similarity score: 0.0422933

Alignment:

DBHBDTGACCCCDHVHB

-—-—-GTGACCTT—-—-—---

Original motif Reverse complement motif

Consensus sequence: DBHBDTGACCCCDHVHB Consensus sequence: VHBHDGGGGTCAHBHBD
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2.0

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VKBBAGGGGTCAHDBBH
————— AAGGTCAC----

Original motif

Consensus sequence: VKBBAGGGGTCAHDBBH

= 45-.4; Vil

2.0

bits

UP00079

Esrra_secondary
Mus musculus
Original Motif
Original Motif
Backward

5

8

0.0447444

Reverse complement motif
Consensus sequence: DBBHHTGACCCCTBBYYV

2.0

NQCI

=___
5

— P ——— —

1

5 10

Watiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBHHAAAGTCCAMTHH
————— AAGGTCAC---

Original motif
Consensus sequence: BBHHAAAGTCCAMTHH

20

“ AallyTCGA..

00—

UP00066

Hnf4a_secondary
Mus musculus
Original Motif
Original Motif
Forward

6

8

0.0481418

15
Weblogad 4

Reverse complement motif
Consensus sequence: HHAYTGGACTTTHDBV

2.0

o3
£21.0 ‘ |
A-_t W I _
— — EE 15

)

H

bLogods

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00197

Hoxc9

Mus musculus
Reverse Complement
Reverse Complement
Forward

8
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Number of overlap:
Similarity score:

Alignment:

VDHHTTAATGACCBHV
——————— GTGACCTT-

Original motif

Consensus sequence: VDVGGTCATTAAHHDB

2.0

bits

8
0.0497679

LTIl

0.0

Weblagad 4

Reverse complement motif
Consensus sequence: VDHHTTAATGACCBHV

20

“ TlakTeac.

0.0 =
15
Weblogod 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DBDDRTGCCCAWDHDV
-——-GTGACCTT----

Original motif

UP00035

Hicl_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

5

8

0.0500062

Reverse complement motif
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Consensus sequence: DBDDRTGCCCAWDHDV Consensus sequence: VHHDWTGGGCAMDHBH

20 2.0

- ATACCCé$ - -&r::.: AR L gA% =

0.0 T
15 15
Weblogad 4 Weblogodd

it
5

Dataset #: 3 Motif ID: 62 Motif name: RORA_1
Original motif Reverse complement motif
Consensus sequence: AWVDAGGTCA Consensus sequence: TGACCTDVWT

bits
5
bit

=0 2.0
o
| A = é
_— i I
= . .0 | = —_— =
5 5 10

0.0
10
WL g 3

Wl oo 3 4

Best Matches for Motif ID 62 (Highest to Lowest)

Motif ID: UP00009
Motif name: Nr2f2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 10

Similarity score: 0.0154749
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Alignment:
DHBHAAAGGTCAHVHB
-—AWVDAGGTCA-—---

Original motif
Consensus sequence: DHBHAAAGGTCAHVHB

2.0

< gAA _ICAT

15
WabiLogad 4

Reverse complement motif
Consensus sequence: BHVDTGACCTTTDVDD

2.0

- T

5 10 15
WablLogo 34

Motif ID: UP00079

Motif name: Esrra_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 6

Number of overlap: 10

Similarity score: 0.0176661

Alignment:

HHBVHTGACCTTGVDHD

————— TGACCTDVWT--

Original motif
Consensus sequence: DHDBCAAGGTCAHVBDH

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD
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2.0

“L_ CATCA,

0.0

Websiags 3.4

2.0

WebiLags 1.4

Motif ID: UP00048
Motif name: Rara

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 10

Similarity score: 0.0189599
Alignment:

DHBHAAAGGTCACVHD

--AWVDAGGTCA-—---

Original motif
Consensus sequence: DHBHAAAGGTCACVHD

2.0

1 AAAUGIWA,

0.0 = =
10 15
Weblagad 4

Reverse complement motif
Consensus sequence: HHVGTGACCTTTDVDD

2.

- Tohobrrr

0
15
Weblogod 4

Motif ID: UP00009
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VBVBCSGGGTCAVBBH
—-—AWVDAGGTCA----

Original motif

Consensus sequence: VBVBCSGGGTCAVBBH

2.0

Nr2f2_secondary
Mus musculus
Original Motif
Original Motif
Backward

5

10

0.0331999

15
Wabiogad 4

Reverse complement motif
Consensus sequence: HVBVTGACCCSGBVBV

20

bits

0.0== —— —— M Tg-:-.—- -

4
WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00066
Hnf4a_primary
Mus musculus
Original Motif
Original Motif
Forward

3

10
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Similarity score:
Alignment:
BDBVMGGGGTCAABHDV
-—-AWVDAGGTCA-—--—-

Original motif

0.0341771

Consensus sequence: BDBVMGGGGTCAABHDV

20

bits
a

0.0 ==

Reverse complement motif
Consensus sequence: BHHVTTGACCCCYVVDB

20

% i T CC
T .
= ——as 1 B ==
5 10

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DBHBDTGACCCCDHVHB
————— TGACCTDVWT--

Original motif

UP00053

Rxra_primary

Mus musculus
Reverse Complement
Original Motif
Forward

6

10

0.0363566

Consensus sequence: DBHBDTGACCCCDHVHB

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD
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2.0

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VKBBAGGGGTCAHDBBH
—-—AWVDAGGTCA-—-—-—-

Original motif

Consensus sequence: VKBBAGGGGTCAHDBBH

2.0

- AVG

bits

g 0.0

UP00079

Esrra_secondary
Mus musculus
Original Motif
Original Motif
Forward

3

10

0.0391284

Reverse complement motif
Consensus sequence: DBBHHTGACCCCTBBYYV

2.0

5 10

=
15

Wabiogs 3.4

Watiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBDDRTGCCCAWDHDV
————— TGACCTDVWT-

UP00035
Hicl_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

2

10

0.0444205

Original motif Reverse complement motif
Consensus sequence: DBDDRTGCCCAWDHDV Consensus sequence: VHHDWTGGGCAMDHBH

20 2.0

- == ATACCCé$ l::.: = - QA% =

0.0 T
15

Weblogad 4 Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00050

Bhlhb2_primary

Mus musculus
Original Motif
Reverse Complement
Forward

1

10
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Similarity score: 0.0461434

Alignment:

RDHDBVDTCACGTGASBHVHDH

AWVDAGGTCA-——————————~-

Original motif Reverse complement motif

Consensus sequence: RDHDBVDTCACGTGASBHVHDH Consensus sequence: DDHBHBSTCACGTGAHBBDHHM
2.0 2.0
0.0 == === - e T GE' === - 0.0 = .= 9_.._ - B - G——‘- - - = ==

5 10 15 20 o 5 10 15 20 R o

Motif ID: UP00538

Motif name: Glil_v016060_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Backward

Position number: 3

Number of overlap: 10

Similarity score: 0.0489571

Alignment:

BHCBCBCCGGGTGGTCYHVHDCH

——————————— TGACCTDVWT--

Original motif Reverse complement motif

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
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2.0

bits

c ‘-':-:—-9%% T l g:—!: =

C.

WesLaga 34

0. —==

5 10

4

20

Dataset #: 3 Motif ID: 63 Motif name: MIZF

Original motif
Consensus sequence: BAACGTCCGC

Best Matches for Motif ID 63 (Highest to Lowest)

Motif ID: UP00419

Motif name: Spic

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 10

Similarity score: 0

Alignment:

Reverse complement motif
Consensus sequence: GCGGACGTTV
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DWACTTCCRCTTTB
BAACGTCCGC—-—---

Original motif
Consensus sequence: VAAAGMGGAAGTWD

2.0

0.0 —A—ééé%g A AA_EII ==

Webiioga 3.4

bits

Reverse complement motif
Consensus sequence: DWACTTCCRCTTTB

2.0

Motif ID: UP00409
Motif name: EIf5

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1

Number of overlap: 10

Similarity score: 0.00379999
Alignment:

BWAHSMGGAAGTWD

BAACGTCCGC—----

Original motif
Consensus sequence: BWAHSMGGAAGTWD

Reverse complement motif
Consensus sequence: DWACTTCCRSDTWV
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20
Lo
1B a8\ AAAIT
% 10 Webilaga 3.4
Motif ID: UP00413
Motif name: Elf4
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif Original Motif
Direction: Backward
5
10
0.0124101

Position number:
Number of overlap:
Similarity score:

Alignment:
DBBHACTTCCGGKWTH

--BAACGTCCGC----

Original motif
Consensus sequence: DBBHACTTCCGGKWTH

2.0

© A

5

uP00404

Reverse complement motif
Consensus sequence: HAWYCCGGAAGTHBBD
2.0

| CQ A T
PN 3
—~ T = M AN =
5 10 \15 =

bits
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBBHACTTCCGGDWDB
--BAACGTCCGC—----

Original motif

Elf2

Mus musculus
Original Motif
Original Motif
Forward

3

10
0.0128348

Consensus sequence: DBBHACTTCCGGDWDB

2.0

-

éﬁﬂ |

0.0

15
Wabiogad 4

Reverse complement motif
Consensus sequence: BDWDCCGGAAGTHBBD

20

Al

0.0
15
WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00085

Sfpil_primary

Mus musculus
Original Motif
Reverse Complement
Forward

1

10

0.0141516
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Alignment:
BDAWGVGGAAGTDH
BAACGTCCGC——---

Original motif
Consensus sequence: BDAWGVGGAAGTDH

bits
B

0.0

Webiioga 3.4

Reverse complement motif
Consensus sequence: HDACTTCCBCWTDV

2.0

. ,AcITCCE?:

|
o

X

e é%%g‘a_ AAQL
Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVHACCGGAAGTHDDV
-—-—-GCGGACGTTV--

Original motif
Consensus sequence: VDHHACTTCCGGTHVH

UP00423

Gmb5454

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

10

0.0144665

Reverse complement motif
Consensus sequence: DVHACCGGAAGTHDDV
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2.0

L ACTIWW

0.0

bits

15
Weblogad 4

20

P

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHHACCGGAWGTTDDV
-——-GCGGACGTTV--

Original motif

uP00412

Etv5

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

10

0.0155825

Consensus sequence: VDHAACWTCCGGTHHH

2.0

S {1V

0.0———= =

15
Weblagad 4

Reverse complement motif
Consensus sequence: DHHACCGGAWGTTDDV

20

y ACQ A%AII_M

0.0

Motif ID:

UP00015
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VBDABCCGGAAGTDD
————— GCGGACGTTV

Original motif
Consensus sequence: VBDABCCGGAAGTDD

2.0

246 Le‘- EQ __ AAALH .

00— —

Ehf_primary

Mus musculus
Reverse Complement
Original Motif
Forward

6

10

0.0162018

15
WetiLoga 34

Reverse complement motif
Consensus sequence: DDACTTCCGGBTHBB

2.0

ET_-eQITCCT?I |

0

Wetiloago 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00418
Etve

Mus musculus
Original Motif
Original Motif
Forward

4

10
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Similarity score: 0.0171234

Alignment:
DVHBTACTTCCGGHTHB
—-—--BAACGTCCGC——-—--

Original motif
Consensus sequence: DVHBTACTTCCGGHTHB

20

.

t-—_C—_:_—li_ —
15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BHAHCCGGAAGTABDVD

20

" _a ChURACT.

0.0

Motif ID: UP00421
Motif name: Etvl

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 10

Similarity score: 0.0184147
Alignment:

MVHBACCGGAAGTVDVH

————— GCGGACGTTV--

Original motif
Consensus sequence: MVHBACCGGAAGTVDVH

Reverse complement motif
Consensus sequence: HBDBACTTCCGGTBHVY
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2.0 2.0

Dataset #: 3 Motif ID: 64 Motif name: PPARGRXRA

Original motif Reverse complement motif

Consensus sequence: BTRGGDCARAGGKCA Consensus sequence: TGRCCTKTGHCCKAB
e . Y- g_ L '_A Aj:lgr_— o A T &= o —

15
Webiloga 34 We.u_ag LETY

Best Matches for Motif ID 64 (Highest to Lowest)

Motif ID: UP00067

Motif name: Lefl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 15

Similarity score: 0.0304954

Alignment:
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VDDAGATCAAAGGKDDD
—-BTRGGDCARAGGKCA-

Original motif

Consensus sequence: DDDYCCTTTGATCTDDV

2.0

bits
a

0.0

V| M"_IC;_

Wabiloga 3.4

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

2.0

A

0.0 — _ N C — o e —
5 10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHASATCAAAGVRHHH
—BTRGGDCARAGGKCA-

Original motif

UP00058
Tcf3_primary
Mus musculus
Original Motif
Original Motif
Forward

2

15
0.0319475

Consensus sequence: HHHASATCAAAGVRHHH

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH

Page 506 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=058

2.0

2.0

bits
a

T Tehrer

WebiLags 1.4

o —— z_—"-;écTA — N - é_—r‘vf:‘ﬂﬂ‘—
5 10 15 i
Motif ID: UP00054
Motif name: Tcf7_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHHASATCAAAGGAHHH
-BTRGGDCARAGGKCA-

Original motif

Consensus sequence: BHHASATCAAAGGAHHH

2.0

0.0

ﬁmié?$IgAAA‘*§?"

Original Motif
Original Motif
Backward

2

15

0.032779

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHY

2.0

bits

s ST jf:!;§=§;,lﬂ‘ﬁ]fq;l!][(:igzﬁr ==

Webiiaga 3.4 WebiLags 3.4

Motif ID:

UP00082
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHMDGGACVAGGRCDH
BTRGGDCARAGGKCA-

Original motif

Zfp187_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

2

15

0.0334185

Consensus sequence: DDGMCCTBGTCCHYHV

Reverse complement motif
Consensus sequence: VHMDGGACVAGGRCDH

2.0 2.0
MAQCCLLAT . Ve
V 2 ilfu_ogu:]ﬁ

Motif ID: UP00062

Motif name: Sox4_primary

Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Original Motif
Original Motif
Backward

2

15
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Similarity score: 0.0352539

Alignment:
HBDDDAACAAAGRVBHH
-BTRGGDCARAGGKCA-

Original motif Reverse complement motif

Consensus sequence: HBDDDAACAAAGRVBHH Consensus sequence: HHBBMCTTTGTTHDDBH

20 20

) <1
- AAQ.& e — _'-T:TT | B -

= —— 0.0

e e —

5
Webiiogo 3.4

Motif ID: UP00030
Motif name: Sox11_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 15

Similarity score: 0.0358782
Alignment:

HBDDRAACAAAGRARBHH

-BTRGGDCARAGGKCA-

Original motif Reverse complement motif

Consensus sequence: HBDDRAACAAAGRABHH Consensus sequence: HHBTMCTTTGTTMDDVH
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2.0

)

)
=

o>

b
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2.0

LTI
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Watiloga 3.4 Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDTMCTTTGTSTVDBB
TGRCCTKTGHCCKAB-

Original motif

Consensus sequence: VVDBASACAAAGRADH

2.0

bits

0.0

_ BQAQAAA __A

o — o =

UP00101

Sox12_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

2

15

0.0374729

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB

2.0

10 I |
- _—n ;gcl AéIE; g
5 10

———— 0.0

i

Weblogod 4 Weblogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDDASATCAAAGGMDDD
-BTRGGDCARAGGKCA-

Original motif

UP00083
Tcf712_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2

15

0.0379757

Consensus sequence: DDDYCCTTTGATSTDDV

20

EqQITTTAICL_

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

20

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00093
KIf7_primary

Mus musculus
Original Motif
Reverse Complement
Backward

2
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Number of overlap: 15
Similarity score: 0.0382733

Alignment:
DHHDGGGCGRGGKHBH
BTRGGDCARAGGKCA-

Original motif
Consensus sequence: HBDRCCMCGCCCHHHD

2.0

. = AGQS - ¥ S

0.01==
[}

A

ia
H
4

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH

20

=10 c
_ e A B N TAII—_—

0.0 == —

5 10 15
Wil

Motif ID: UP00055

Motif name: Hbp1l_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 15

Similarity score: 0.0397168
Alignment:

DDDYCCCATTGTVHABH

BTRGGDCARAGGKCA--

Original motif
Consensus sequence: DDDYCCCATTGTVHABH

Reverse complement motif
Consensus sequence: HBTHVACAATGGGMDHD
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2.0 2.0

10

WebiLags 1.4

Dataset #: 3 Motif ID: 65 Motif name: Tcfcp2l1

Original motif Reverse complement motif

Consensus sequence: CCAGYYHVADCCRG Consensus sequence: CKGGDTBDMMCTGG
2.0 2.0

bits

i B ;
— — 0 ‘E%c::.:._:; e L e
10 : 5 10
Webilaga 3.4

00 g“f‘_ =E AACQ,&:

Best Matches for Motif ID 65 (Highest to Lowest)

Motif ID: UP00032

Motif name: Gata3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 14

Similarity score: 0.0527249
Alignment:
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HBHDVBWGATHBTATCRVBHHH
—-———-CCAGYYHVADCCRG----

Original motif

Consensus sequence: HBHDVBWGATHBTATCRVBHHH

2.0

240 AT ATC
2 I% =l =L aAa
: 10 s

[EE1]

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH

20

w
- AI ATC
—
e ro —— _"_I_"‘.‘—-—
10 15

5

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
———————— CCAGYYHVADCCRG

Original motif

UP00539
Gli2_v016060_secondary
Mus musculus

Original Motif

Original Motif

Backward

1

14

0.0551691

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK
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20

bits
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Weblogo 34

Motif ID: UP00005
Motif name: Tcfap2a_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 14

Similarity score: 0.0560983
Alignment:

HHRCCBBWGGDCDB

CCAGYYHVADCCRG

Original motif
Consensus sequence: HHRCCBBWGGDCDB

2.0
L

"
Q
ke

—_
P - -
10

Webslogo 3.4

Reverse complement motif
Consensus sequence: BDGHCCWBVGGKDH

2.0

Motif ID: UP00013
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
CYDBYWTCCSMHBVVH
CCAGYYHVADCCRG--

Original motif

Gabpa_secondary
Mus musculus
Original Motif
Original Motif
Backward

3

14

0.0566467

Consensus sequence: CYDBYWTCCSMHBVVH

2.0

o
-_E‘I.CI

e  =x1CCo
5 10

L1 X

15
Wabiogad 4

Reverse complement motif
Consensus sequence: DBVVDRSGGAWKVHKG

20

Aa

= — e e = W

a0 = —
5 10 15
WabLogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00075

Sox15_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

1

14

0.0577636
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Alignment:
BBVAATGDMATTHVA
—-CCAGYYHVADCCRG

Original motif
Consensus sequence: BBVAATGDMATTHVA

2.0

bits

Reverse complement motif
Consensus sequence: TVDAATYDCATTVVV

2.0

1.0

bits

——

15
Wetilogo 3.4

oo === = "—"“‘3_'—"‘"-:‘:-1——* 0.0 — == -——n—"‘ ==
Motif ID: UP00096
Motif name: Sox13_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 14
Similarity score: 0.0587893
Alignment:
DDDHTGGGTGGGHAHHD
—-——CKGGDTBDMMCTGG

Original motif
Consensus sequence: DDDHTGGGTGGGHAHHD

Reverse complement motif
Consensus sequence: DHHTHCCCACCCAHDDH
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2 10 Webiloga 3.4 Webioga 3.4
Motif ID: UP00034
Motif name: Sox7_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVYDDDCHCAVACAATTDRBVAC
-—-CCAGYYHVADCCRG-—-———-—

Original motif

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

1.0

bits

2.8 G:-;:éAlI%I xS = 1 1 = < C?QQA%lIFE QQ

Original Motif
Reverse Complement
Forward

3

14

0.0590238

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

10

bits

20 5 20
WebLogad 4 Weblogod4

Motif ID:

UP00540
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Motif name: Gli3_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 9

Number of overlap: 14

Similarity score: 0.0596904

Alignment:

VYWVVHCRCCACMCACGAHSBHH

———————— CCAGYYHVADCCRG-

Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

2.0 20

B Xy . QQQQéGEQAg*Q*?

bits

aol== N = =N D = ;EQ‘?‘IQ?CIT’FI& ,'..E“.\ £ ‘?i‘?
5 15 i 5 10 15 20 i
Motif ID: UP00538
Motif name: Glil_v015681_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 14
Similarity score: 0.0597695
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Alignment:
BBBDVVRGACCACCCAVGABBAB
————————— CCAGYYHVADCCRG

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

AWAWA oo o

0.0 == ===t i N =¥ e gt

5 10 15

el

WebiLogo 34

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

bits

20

-

1UAT=I~ZQ._.1§-,_\T .[ .c[ 9-@

10
Webloga 3.4

Motif ID: UP00539

Motif name: Gli2_v015681_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 2

Number of overlap: 14

Similarity score: 0.0598357

Alignment:

HVGVSAGGAGGGTCYHHHHYVH

——————— CKGGDTBDMMCTGG-

Original motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH
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Dataset #: 3 Motif ID: 66 Motif name: CTCF
Original motif Reverse complement motif
Consensus sequence: YDRCCASYAGRKGGCRSYV Consensus sequence: BMSMGCCYMCTKSTGGMHM

20 20

w1
1.0

- G C Q g T
g LA e~c Ag% = AT TCAE_-:;'_:_’: o -L’f‘&:TI = g 1 sC-a ) TEE_BO

U =
15

E |.F|

5
WebiLagad4 Logadd

Best Matches for Motif ID 66 (Highest to Lowest)

Motif ID: UP00400

Motif name: Zif268

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 1

Number of overlap: 19

Similarity score: 0.0409369

Alignment:
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BADHBDHCGCCCMCGCAHHDBBV
—-—-—-BMSMGCCYMCTKSTGGMHM

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

bits

A C ACA

s = = =" = VvV T T =X g
: 5 10 15 20

WebiLogo 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

f=-{

0.0 == — = ot

- _elﬂg XWvie2
5 10 15

Webloga 3.4

Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 19

Similarity score: 0.0409815
Alignment:

HVBDAGCGBGGGTGGCRDBDDDB
—YDRCCASYAGRKGGCRSYV—-——

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

WesLaga 34

20

=

Webblaga 3.4

Motif ID: UP00540

Motif name: Gli3_v015681_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 19

Similarity score: 0.0431951

Alignment:

VMYDHDGMCCHCCKBGVVAAVH

-—--BMSMGCCYMCTKSTGGMHM

Original motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

oh ﬁll_ Qﬁg:fx;:-:ﬂ@§§ A?%E-:_

WebLogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

A TAC A Garf An

e e e s = e —

5 10 15 20

Weblogod4

Motif ID: UP00539
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
———-BMSMGCCYMCTKSTGGMHM

Original motif

Gli2_v016060_secondary
Mus musculus

Reverse Complement
Original Motif

Forward

4

19

0.0469794

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Reverse complement motif

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

S _w_ _— e — el é.__‘g.;!._ = AT&I‘FI - AA-:-—-A‘?E
g ] 10 15 — & g 2 A 5 o n - 15 g
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Original Motif
Original Motif
Backward

5

19
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Similarity score: 0.0482204

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
YDRCCASYAGRKGGCRSYV—-——--

Original motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

20

cm??ggﬁa T lgx C

e

0.0

=

WesLogo 34

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

Weblaga 3.4

Motif ID: UP00540

Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 19

Similarity score: 0.0491604

Alignment:

HHBSHTCGTGRGTGGKGDBVWMV

-YDRCCASYAGRKGGCRSYV—---

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
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15
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBBDVVRGACCACCCAVGABBAB
——--BMSMGCCYMCTKSTGGMHM-

Original motif

UP00538
Glil_v015681_primary
Mus musculus

Reverse Complement
Original Motif

Forward

4

19

0.0511535

Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

\

A éA A‘:‘a

il
(

0.0 -
5 10

=AW ¥ o —

e —
15 20
WebiLog 34

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

a
:E‘IU

0.0 ﬂ:':'f:¥g._.l!}

T V=V ¥

TWhe.

10 20
Wabiloga 3.4
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Motif ID: UP00539

Motif name: Gli2_v015681_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 1

Number of overlap: 19

Similarity score: 0.0520741

Alignment:

HVGVSAGGAGGGTCYHHHHYVH

YDRCCASYAGRKGGCRSYV—-—--

Original motif Reverse complement motif

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH Consensus sequence: DVMHHDHKGACCCTCCTSVCBH
4 = ?éA‘EéA ¥ AIQQ% L= po e ‘ T.E_!T-_A—_- v QIQQIL =

Motif ID: UP00538

Motif name: Glil_v015681_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 5
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Number of overlap: 19
Similarity score: 0.0532334

Alignment:
DVVTTVGTGGGHGGYAMHWHHHY
YDRCCASYAGRKGGCRSYV—-—---

Original motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

Motif ID: UP00050

Motif name: Bhlhb2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 19

Similarity score: 0.0535675

Alignment:

ACHRBHDTCCACGTGYAHHBMHM

—--BMSMGCCYMCTKSTGGMHM--

Original motif

Reverse complement motif
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Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

20

S = —S- = I‘!A:AA I—.—IA B o
o : : .

10 15 20

Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20

L ;¢IQAA ITLA oo

e = b

5 10 20

Weblaga 3.4

Dataset #: 4 Motif ID: 67 Motif name: TgTGgTGTCACAGTGCTCC

Original motif
Consensus sequence: TGTGGTGTCACAGTGCTCC

20

“1.To JCTGACACToeTeg

Best Matches for Motif ID 67 (Highest to Lowest)

Motif ID: UP00098

Motif name: Rfx3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 19

Similarity score: 0.043204

Reverse complement motif
Consensus sequence: GGAGCACTGTGACACCACA

2.

" ehOACTTUACA Ao
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Alignment:
BDBBVBVGTAWCCAAGVBHBAGB
-——TGTGGTGTCACAGTGCTCC-

Original motif
Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

bits
=

CxT CTIA“ITH

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

Webloga 3.4

0.0 - == "“—-2;— = o~ 002 === = = =
Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6
Number of overlap: 18
Similarity score: 0.553914
Alignment:
HVBDAGCGBGGGTGGCRDBDDDB—-
————— TGTGGTGTCACAGTGCTCC

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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Motif ID: UP00192
Motif name: Six1
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3
Number of overlap: 17
Similarity score: 1.04528
Alignment:
AVHDHTGATACCCMDHH--
--GGAGCACTGTGACACCACA

Original motif
Consensus sequence: DHDRGGGTATCAHDHBT

2.0

m TA L)
E‘I.ﬂ
e Y V-C -V == = ===
5

10 15
Webriogo 3.4

Reverse complement motif
Consensus sequence: AVHDHTGATACCCMDHH

2.0

wl
£1.0 ‘ C
5 10 15

0.0

Webloga 3.4

Motif ID: UP00193
Motif name: Rhox11 2205.1
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

——AVDHCGCTGTWAWDVVW
TGTGGTGTCACAGTGCTCC

Original motif

Mus musculus
Original Motif
Reverse Complement
Backward

1

17

1.0459

Consensus sequence: AVDHCGCTGTWAWDVVW

2.0

0.0—=

& < 9 L @Aic-ﬁ%

Wabiloga 3.4

Reverse complement motif
Consensus sequence: WVVHWTWACAGCGHHVT

2.0

[}
=10

=]
I
== _._ A Tl i ¥ = =— K
5 10

0.0
15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00193
Rhox11_1765.2

Mus musculus
Original Motif
Reverse Complement
Backward

1

17

1.0462
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Alignment:
——WVVHWTWACAGCGBHBT
TGTGGTGTCACAGTGCTCC

Original motif
Consensus sequence: AVDVCGCTGTWAWDVVW

2.0

(%]
=10

ne\ %gaééli\ =

0.0 = —— B R e e

5

15
Wabiloga 3.4

Reverse complement motif
Consensus sequence: WVVHWTWACAGCGBHBT

2.0

[}
=10

- I"T—'_=____.III i C= VW ~ _= I
i 5 10

15
Webiloga 3.4

Motif ID: UP00068

Motif name: Eomes_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 17

Similarity score: 1.04631
Alignment:

——HHHTTTCACACCTDHBV

GGAGCACTGTGACACCACA--

Original motif
Consensus sequence: BVHDAGGTGTGAAAHHH

Reverse complement motif
Consensus sequence: HHHTTTCACACCTDHBY
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDDAGATCAAAGGKDDD--
-GGAGCACTGTGACACCACA

Original motif

Consensus sequence: DDDYCCTTTGATCTDDV

2.0

i g?CITTVAIC;”

UP00067
Lefl_primary

Mus musculus
Reverse Complement
Original Motif
Forward

2

17

1.04807

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

2.0

A

- a — L} C —_l e
& 5 10 15

Webriogo 3.4

Motif ID:
Motif name:

UP00540

Gli3_v015681_primary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

YBVDMGTGGGTGGTCKVVBVBBT --
—-—-GGAGCACTGTGACACCACA-—-—--

Original motif

Mus musculus

Reverse Complement

Original Motif
Forward

3

17

1.04831

Consensus sequence: ABBBBVVRGACCACCCACRDBBM

2.0

bits

G p——— - P C ] L=

Cxe &

5 10

WebiLogo 34

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

bits
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1| T; 1

oSz EFSE VTN —a
5

—_—— —_—

20
Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00053

Rxra_primary
Mus musculus
Original Motif
Original Motif
Backward

3

17

1.04867
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——-DBHBDTGACCCCDHVHB
TGTGGTGTCACAGTGCTCC--

Original motif

Consensus sequence: DBHBDTGACCCCDHVHB

2.0

bits

0.0 — e e

i CC
T
10

.

Wabiloga 3.4

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD

2.0

o ( :
N = A A
e . - _
5 10

0.0 — — —

15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
AHWDHTGATACCCKATD--
—-—-GGAGCACTGTGACACCACA

Original motif

UP00388

Six6_2267.4

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

17

1.0491

Consensus sequence: DATRGGGTATCAHDWHT

Reverse complement motif
Consensus sequence: AHWDHTGATACCCKATD
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WebiLags 1.4
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Dataset #: 4 Motif ID: 68 Motif name: sscCCCGCGcs

Original motif
Consensus sequence: BSCCCCGCGBS

2.0

1 cCCC Cﬁ?%

Watiiaga 34

Best Matches for Motif ID 68 (Highest to Lowest)

Motif ID: UP00000

Motif name: Smad3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5

Number of overlap: 11

Similarity score: 0.00934222
Alignment:

Reverse complement motif
Consensus sequence: SBCGCGGGGSB

Z.0
a.0 — ‘ :‘ :‘::: e ——
5 10

Weblaga 34

bits
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BHBHDTGGCGGGGBDHD
—-———-SBCGCGGGGSB--

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

: = = ‘E‘:QQC-,L:CC& e

bits

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

=
=1k

gl = e e

5 10 15

— = ===

Webiloga 3.4

Motif ID: UP00006
Motif name: Zic3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 11

Similarity score: 0.0105793
Alignment:

BMCCCCCGGGGGGGR

-BSCCCCGCGBS---

Original motif
Consensus sequence: BMCCCCCGGGGGGGB

Reverse complement motif
Consensus sequence: VCCCCCCCGGGGGRB
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VCCCCCCCGGGGGRB
-——-SBCGCGGGGSB-

Original motif

Consensus sequence: BMCCCCCGGGGGGGB

2.0

w
=10

1 —ec0CC

I‘::-_T_-_T":-‘_

UP00057

Zic2_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

11

0.0112489

10

15
Webilaga 34

Reverse complement motif
Consensus sequence: VCCCCCCCGGGGGRB

20

bits
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15
WetsLogo 34

Motif ID:

uP00400
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVVDHHTGCGYGGGCGDHVHHTRB

Original motif

Zif268

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

11

0.014467

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

a0 Qé

bits

- = -
e — = =

- i =

=

5 10

WebiLog 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

10

bits

R elAQ WG, 1

0.0 =t

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00526

Foxnl_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

11
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Similarity score: 0.0150561

Alignment:
HDWHMHGACGCGCGTRBVVBHW
———————— SBCGCGGGGSB-—--

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

20

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

" AC QT x

pol= 2 a2 IAV Tace <acxA

5 10 15 20
Webiaga 3.4

Motif ID: UP00065

Motif name: Zfpl161_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4

Number of overlap: 11

Similarity score: 0.0169049
Alignment:

DMMDGMGCGCGCGCHD

--BSCCCCGCGBS---

Original motif
Consensus sequence: DDGCGCGCGCRCHYRD

Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD
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2.0

20

Motif ID: UP00102
Motif name: Zicl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 11

Similarity score: 0.0186112
Alignment:

BHCCCCCGGGGGGG

-BSCCCCGCGBS--

Original motif
Consensus sequence: BHCCCCCGGGGGGG

2.0

1 _celCe C

—

o6 = - W

10

Webiioga 3.4

Reverse complement motif
Consensus sequence: CCCCCCCGGGGGHB

2.0

: QQQQQCE-,:ﬁTI a_

BT .

10

@
=51

0.

Wabioga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHYTCCDWCCGCGTCMMTHWHV
-—---BSCCCCGCGBS-————-—-

Original motif

UP00527

Foxn4_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

8

11

0.0192401

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

20

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

0.0 E%I = ﬁ——’:"-:-—'- — ‘?;!;2% =2 - 0.0 = =i e S LI
Motif ID: UP00022
Motif name: Zfp740_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Reverse Complement
Backward

4
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Number of overlap: 11
Similarity score: 0.0204596

Alignment:
BHHDYGGGGGGGGBVD
--SBCGCGGGGSB—--

Original motif
Consensus sequence: HVBCCCCCCCCMHHHB

2.0

o oelllle..

0.0 =
15
Weblagad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

20

Weblogod 4

Motif ID: UP00526

Motif name: Foxnl_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 11

Similarity score: 0.0232114
Alignment:

DDRMHBACGCGYGCGTDGBBDB

——————— SBCGCGGGGSB-—--

Original motif

Reverse complement motif
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Consensus sequence: DDRMHBACGCGYGCGTDGBBDB Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

20 20
%1.0 %10
A C g C Q
a2 € g_ﬁ _=_ X = A == - — = T oAt T ¥ __ Iz- e
5 10 15 5 10

15

20
Weblogad 4 WebLog

Dataset #: 4 Motif ID: 69 Motif name: atactttggc
Original motif Reverse complement motif
Consensus sequence: ATACTTTGGC Consensus sequence: GCCAAAGTAT

WL g 3 Wl oo 3 4

Best Matches for Motif ID 69 (Highest to Lowest)

Motif ID: UP00156

Motif name: Msx2

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 10

Similarity score: 0.0221581
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Alignment:
ADHKCTAATTKGTCDBV
-——-ATACTTTGGC---

Original motif
Consensus sequence: VVDGACYAATTAGYDHT

2.0

ACC

— ==
0.0 e~ e

I‘EI—_—: I

5 10 15
Wabiloga 3.4

Reverse complement motif
Consensus sequence: ADHKCTAATTKGTCDBY

2.0

bits

10

P e
15

Motif ID: UP00101
Motif name: Sox12_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif:

Direction: Backward
Position number: 6

Number of overlap: 10

Similarity score: 0.027519
Alignment:

HDTMCTTTGTSTVDBB

-ATACTTTGGC—————

Original motif
Consensus sequence: VVDBASACAAAGRADH

Reverse Complement

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB
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2.0

bits

0o ===

1 éqégAAAﬁé

= ==

- —— == -

20

5 10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBHHAAAGTCCAMTHH
-GCCAAAGTAT-----

Original motif

Consensus sequence: BBHHAAAGTCCAMTHH

2.0

UP00066

Hnf4a_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

6

10

0.0285786

Reverse complement motif
Consensus sequence: HHAYTGGACTTTHDBV

20

E”_I*BAA TCCAéIm* "1 a=lUVA IITﬁﬂ

Weblagad 4 Weblogod 4

Motif ID:

uP00418
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHAHCCGGAAGTABDVD
—-—-—--GCCAAAGTAT---

Original motif

Etve

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

10

0.030488

Consensus sequence: DVHBTACTTCCGGHTHB

2.0

ke

:-—_C —= IA-_ =

15

Watiloga 3.4

Reverse complement motif
Consensus sequence: BHAHCCGGAAGTABDVD

2.0

0.0 e

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00083
Tcf712_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

10
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Similarity score: 0.0314685

Alignment:
BDDASATCAAAGGMDDD
————— GCCAAAGTAT--

Original motif
Consensus sequence: DDDYCCTTTGATSTDDV

20

EqQITTTAICL_

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

20

bits

0.0
15
Webiloga 3.4

Motif ID: UP00030

Motif name: Sox11_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6

Number of overlap: 10

Similarity score: 0.0317293
Alignment:

HHBTMCTTTGTTMDDVH

--ATACTTTGGC————-

Original motif
Consensus sequence: HBDDRAACAAAGRABHH

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH
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2.0

)

)
=
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<D
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>

2.0

a1 1))
. o T —SE_ = =

Watiloga 3.4 Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBBMCTTTGTTHDDBH
--ATACTTTGGC—-—----

Original motif

Consensus sequence: HBDDDAACAAAGRVBHH

2.0

bits

UP00062

Sox4_primary

Mus musculus
Original Motif
Reverse Complement
Backward

6

10

0.031914

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

bits

0.0 =
5

10 A A
= ar_--'.'e‘l_p-'.'= ] Aé_f: .
10

15

R 111 1

— = ;
15
Watiloga 3.4 Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBBATGCCAACCHVHH
————— GCCAAAGTAT-

UP00035

Hicl_primary

Mus musculus
Reverse Complement
Original Motif
Forward

6

10

0.0323012

Reverse complement motif
Consensus sequence: DDBHGGTTGGCATVBD

Original motif
Consensus sequence: DBBATGCCAACCHVHH

A Aécg o Yvix I
20 - ] 5 = = 10 = = —1_5_ - 20 — r_‘i_é__ﬁ-_“_ T -. 15
Motif ID: UP00146
Motif name: Poubfl_3733.1

Species:
Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Mus musculus
Original Motif
Original Motif
Backward

4
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Number of overlap: 10
Similarity score: 0.032571

Alignment:
VHHVATAATGAGSTDDH
-———-ATACTTTGGC—---

Original motif
Consensus sequence: VHHVATAATGAGSTDDH

2.0

5 10 15

— N N f T o c:l'_-“ —_—

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DHDASCTCATTATVHHB

2.0

———

CAI AT
- @-A?, VAN I VN
5

10 15

Motif ID: UP00067
Motif name: Lefl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 10

Similarity score: 0.0330221
Alignment:

DDDYCCTTTGATCTDDV

-—-ATACTTTGGC————-

Original motif

Reverse complement motif
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Consensus sequence: DDDYCCTTTGATCTDDV Consensus sequence: VDDAGATCAAAGGKDDD

20 20

0.0 - s?gcﬂ“,—- = IC; —_— 0.0 — éC ] P — -

Webiiogo 3.4 Webiloga 3.4

Dataset #: 4 Motif ID: 70 Motif name: CagTGCTCCACTGTGgT
Original motif Reverse complement motif
Consensus sequence: CAGTGCTCCACTGTGBT Consensus sequence: ABCACAGTGGAGCACTG

en TOTGOAeTTE . OhoncT ik ghers

Webiiogo 3.4 Webiloga 3.4

Best Matches for Motif ID 70 (Highest to Lowest)

Motif ID: UP00539

Motif name: Gli2_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 17

Similarity score: 0.0419306
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Alignment:
CBDMCMGGGTGGTCCHVBVBAH

--ABCACAGTGGAGCACTG---
Original motif Reverse complement motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

2.0 20

T C D C e c A

= = A IV L o= -~ e =S § AP =__
% 10 8 2 WebLogad 4 % 10 8 WebLogod4
Motif ID: UP00034
Motif name: Sox7_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 17
Similarity score: 0.0501904
Alignment:
HHBDHDDAACAATDRHHHHHBW
————— ABCACAGTGGAGCACTG
Original motif Reverse complement motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW Consensus sequence: WBHHHHHMDATTGTTHDHDVHH
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2.0

20

== = ‘:‘:—‘:6":‘- L 2 —_I_—._ % 0 = S = 5 Anﬁfg = =S = ==
g 5 10 15 20 R g 5 10 15 20
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HGDHVHKGACCACCCGGBGBGDB
-—-CAGTGCTCCACTGTGBT----

Original motif

Original Motif
Reverse Complement
Forward

3

17

0.0504778

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

D Q__%-T—.Q%% _ I l gz;_

C.

1

g

WesLago 34

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

e —V V=

5 10 15 20

bits

WebbLaga 34

Motif ID:

UP00022
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDDTWCCCCCCGGDRVH
CAGTGCTCCACTGTGBT

Original motif
Consensus sequence: DDDTWCCCCCCGGDR

2.0

Zfp740_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

17

0.0513094

VH

P ——— = :IIQGCCCC?-F ‘f‘-‘i‘ e

15

Wabiloga 3.4

Reverse complement motif

Consensus sequence: HVYKDCCGGGGGGWADDD

2.0

_ EEEQ?Q: A4S 4 4%4é§£:}5

5 10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00540
Gli3_v015681_secondary
Mus musculus

Original Motif

Reverse Complement
Forward

2

17

0.0516506
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Alignment:
VMYDHDGMCCHCCKBGVVAAVH
-CAGTGCTCCACTGTGBT—---

Original motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

o = - =

5

Ell Q:«gf_.u;s:ﬂl_-.%g ok

WabLogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

E10 A
S — TA_.A . ‘?‘&QA_LI == -:A_._
10 15

P ————

WablLogo 34

Motif ID: UP00528

Motif name: Foxm1_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 17

Similarity score: 0.0523515

Alignment:

VHVRCAYGATGCATCDTVVADTH

--ABCACAGTGGAGCACTG----

Original motif
Consensus sequence: HADTBVADGATGCATCMTGMVHB

Reverse complement motif
Consensus sequence: VHVRCAYGATGCATCDTVVADTH
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2.0

WesLaga 34

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
CVHBSCGGGTGGTCMHVHHCDH
-—-ABCACAGTGGAGCACTG---

Original motif

UP00540

Gli3_v016060_primary
Mus musculus

Reverse Complement
Reverse Complement
Forward

3

17

0.053668

Consensus sequence: HDGHHBHRGACCACCCGSVDVG

2.0

it:
b=

SAWAC.

e

0.0 e ==
5

=

10 15

s+

WebLogad 4

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

Motif ID:

UP00050
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
YDYBDHTMCACGTGGADDBMDGT
————— ABCACAGTGGAGCACTG-

Original motif

Bhlhb2_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

6

17

0.0539016

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

W
E'\.CI T
A
o e —

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20

Tovavilv-A
15

&ga_—I-f*_? =J-9 &=1 B L=

e

20
Weblagn 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UuP00042

Gm397_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

17

0.0558205
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Alignment:

HHRTATGTGCACATHHD

ABCACAGTGGAGCACTG

Original motif Reverse complement motif

Consensus sequence: HHDATGTGCACATAMDH Consensus sequence: HHRTATGTGCACATHHD
2.0 2.0

| AQACAlég_ _s1a] AGACAI

£2 5 v E;;;;‘ £ — i — 10 . 5 S

Motif ID: UP00526

Motif name: Foxnl_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 2

Number of overlap: 17

Similarity score: 0.0558674

Alignment:

BDVBCDACGCKCGCGTBHRKHD

-—-——-CAGTGCTCCACTGTGBT-

Original motif Reverse complement motif

Consensus sequence: DDRMHBACGCGYGCGTDGBBDB Consensus sequence: BDVBCDACGCKCGCGTBHRKHD
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20
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o
e
Weblogo 34

Dataset #: 4 Motif ID: 71 Motif name: AMTGTGACACCACAGT

Original motif
Consensus sequence: AMTGTGACACCACAGT

. T6|GACAGCACA.T

Weblogad 4

Best Matches for Motif ID 71 (Highest to Lowest)

Motif ID: UP00020
Motif name: Atfl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 16

Similarity score: 0.0273934
Alignment:

DBDRTGACGTCAYHRD

AMTGTGACACCACAGT

Reverse complement motif
Consensus sequence: ACTGTGGTGTCACART

H gIalflTAIQ CAﬁI

Wablogo 3.4

bits
=
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Original motif

Consensus sequence: DBDRTGACGTCAYHRD

2.0

0.0

= o e

10
LN -
e =L M T . ‘L -
5 10 15

Weblagad 4

Reverse complement motif
Consensus sequence: DMDMTGACGTCAKHBD

+ToACETeA...

bits
s

15
Weblogod 4

e

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
AHWDGTGATACCCMRTD
-AMTGTGACACCACAGT

Original motif

UP00159

Six2

Mus musculus
Original Motif
Reverse Complement
Forward

2

16

0.0303245

Consensus sequence: DAKRGGGTATCACDWHT

2.0

m TA A
=10
" fﬁé__..::ﬂ_@_-_A L
: 10

5

Reverse complement motif
Consensus sequence: AHWDGTGATACCCMRTD

2.0

—

Wabiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBGATGACGTCAYCVH
AMTGTGACACCACAGT

Original motif

Consensus sequence: BBGATGACGTCAYCVH

2.

LiX

UP00103
Jundm2_primary
Mus musculus
Original Motif
Original Motif
Backward

1

16

0.0344928

" smﬁTTAﬁAIQAzc?

Weblagad 4

Reverse complement motif
Consensus sequence: HVGMTGACGTCATCBB

! ?LATTAQAIQAEQE

Weblogod 4

it
o

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00122

Tgifl

Mus musculus
Reverse Complement
Reverse Complement
Forward
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Position number: 1

Number of overlap: 16
Similarity score: 0.0348371
Alignment:

DBVVAGCTGTCAWWVTH

ACTGTGGTGTCACART-

Original motif
Consensus sequence: DABWWTGACAGCTVVBD

2.0

Reverse complement motif
Consensus sequence: DBVVAGCTGTCAWWVTH

2.0

1 a A | VNVNY CI R 1. Ag IVN2X =
c 10 1B Wetiiaga 1.4 2 10 2 Webiiaga 3.4
Motif ID: UP00195
Motif name: Six3
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2
Number of overlap: 16
Similarity score: 0.0349083
Alignment:
DATRGGGTATCAHHWHT
ACTGTGGTGTCACART-
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Original motif

Consensus sequence: DATRGGGTATCAHHWHT

2.0

Reverse complement motif
Consensus sequence: AHWHDTGATACCCKATH

2.0

E%é = ?I IAQQCEQI=

WebiLags 3.4

B TA -
0.0 A?' = ‘1-: == 0.0
Motif ID: UP00388
Motif name: Six6_2267.4
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:
Alignment:
DATRGGGTATCAHDWHT
ACTGTGGTGTCACART-

Original motif

Reverse Complement
Original Motif
Backward

2

16

0.0354092

Consensus sequence: DATRGGGTATCAHDWHT

2.0

bits

M

00—

ﬂe\j!:fsidntiu—lﬂll‘lju\

15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: AHWDHTGATACCCKATD

Thete..s

Wabiloga 3.4
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Motif ID: UP00192

Motif name: Six1

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 16

Similarity score: 0.0354313
Alignment:

AVHDHTGATACCCMDHH

ACTGTGGTGTCACART-

Original motif
Consensus sequence: DHDRGGGTATCAHDHBT

2.0

w

E‘I.CI A

- -—_—-ﬂﬂ_ﬂ@ﬁA ‘ . —— LN
: 5 10

Webriogo 3.4

Reverse complement motif
Consensus sequence: AVHDHTGATACCCMDHH

2.0

00— T ==
5

Webloga 3.4

Motif ID: UP00199
Motif name: Six4

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2
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Number of overlap: 16
Similarity score: 0.0355151

Alignment:
ADDHATGACACCBHBBV
-AMTGTGACACCACAGT

Original motif
Consensus sequence: ADDHATGACACCBHBBV

2.0

% m CA
= é—...— i ATan e——
: 5 10

15
Webiiaga 3.4

Reverse complement motif
Consensus sequence: BBVHVGGTGTCATHDDT

2.0

- CA
== A wE I e R 2
10 15

0.0 = - A,

WebiLags 3.4

Motif ID: UP00053
Motif name: Rxra_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 16

Similarity score: 0.0362492
Alignment:

DBHBDTGACCCCDHVHB

—-AMTGTGACACCACAGT

Original motif

Reverse complement motif
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Consensus sequence: DBHBDTGACCCCDHVHB

20

bits

e

0.0 = ———— ———

g~c.—.z... -

15
Webiiogo 3.4

Consensus sequence: VHBHDGGGGTCAHBHBD

20

w
£1.0 A
S AN Vi E =
5 10 15

0.0 — =

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDDRGGGTATCAWHWHT
—AMTGTGACACCACAGT

Original motif

UP00388
Six6_2267.5

Mus musculus
Original Motif
Reverse Complement
Backward

1

16

0.0374881

Consensus sequence: DDDRGGGTATCAWHWHT

2.0

0.0

w
£10 ‘ A ‘ A
— e A B w e N e
5 10 15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: AHWHWTGATACCCKDDD

2.0

& - X = LW IlIIT E v v - -
5 10 15

bits

0.0

Webiloga 3.4

Dataset #: 4 Motif ID: 72

Motif name: CACTGTGrYrtCACAGTGswsCACcT

Page 568 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=388

Original motif
Consensus sequence: CACTGTGRTRTCACAGTGSWSCACT

CACT T IAT VA _ch ?I

Best Matches for Motif ID 72 (Highest to Lowest)

Motif ID: UP00034
Motif name: Sox7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 21

Similarity score: 0.0558366
Alignment:

—-—-—-HHBDHDDAACAATDRHHHHHBW
CACTGTGRTRTCACAGTGSWSCACT -

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

Reverse complement motif
Consensus sequence: AGTGSWSCACTGTGAMAMCACAG

20

oo AcVHGL U] UG, GRACT

Qa--. A A~ i = PN o~ == X

10 15 20 25
WebLogad 4

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH
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2.0

'H
: I

H
&

20

= LN, | == - -

Motif ID: UP00540

Motif name: Gli3_v015681_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 20

Similarity score: 0.55477

Alignment:

VMYDHDGMCCHCCKBGVVAAVH-————
—-—AGTGSWSCACTGTGAMAMCACAGTG

Original motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

bits

Mnﬁllﬁ Qfg%xzﬂ@§§ ﬁfﬁxl

5

WebLogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

A ;AC A Qérf An

e e e s = e —

5 10 15 20

Weblogod4

Motif ID: UP00539
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DBCDWHCTGGGTGGTCMDHBBAH

—————— AGTGSWSCACTGTGAMAMCACAGTG

Original motif

Gli2_v016060_primary
Mus musculus

Reverse Complement
Original Motif

Forward

7

19

1.05722

Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

2.0

U UAVAWA,

!

b et

5 10 15

(LT

WebiLogo 34

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBALF

20

1 £ TUNTWTLe

e by i = =
5 10 15

bits

L e D=
20

Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UP00538

Glil_v016060_primary
Mus musculus

Reverse Complement
Reverse Complement
Forward

7

19

1.05946
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HGDHVHKGACCACCCGGBGBGDB————-—-
—————— AGTGSWSCACTGTGAMAMCACAGTG

Original motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

[iMle,

bits
=

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

06 c-—g‘r—'g%& | e = E= = e .
5 10 20 o 10 15 20
Motif ID: UP00539
Motif name: Gli2_v015681_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 8
Number of overlap: 18
Similarity score: 1.5496
Alignment:

HTBVVVDGGACCACCCRGRDBG-——-—-—-—--
——————— CACTGTGRTRTCACAGTGSWSCACT

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH
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2.0 20

Motif ID: UP00528

Motif name: Foxm1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 8

Number of overlap: 18

Similarity score: 1.55149

Alignment:

HADTBVADGATGCATCMTGMVHB-——————
——————— CACTGTGRTRTCACAGTGSWSCACT

Original motif
Consensus sequence: HADTBVADGATGCATCMTGMVHB

20

Buo AL AAAA ngl..-ra

Reverse complement motif
Consensus sequence: VHVRCAYGATGCATCDTVVADTH

20

0
§1U A A
= I'EE-I_A_ ¥
5

lg;l a.l

s B o e P 1: == o 'AT
Motif ID: UP00540
Motif name: Gli3_v016060_primary
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Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position nhumber: 8

Number of overlap: 18

Similarity score: 1.55607

Alignment:

——————— CVHBSCGGGTGGTCMHVHHCDH
AGTGSWSCACTGTGAMAMCACAGTG-=-==—---

Original motif
Consensus sequence: HDGHHBHRGACCACCCGSVDVG

2.0

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

o odlihe

&

WablLogo 34

Motif ID: UP00228

Motif name: Bapx1

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 8

Number of overlap: 17

Similarity score: 2.04247

Alignment:
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———————— DTBVITAAGTGGTTHHV
AGTGSWSCACTGTGAMAMCACAGTG-=-==—-—-

Original motif Reverse complement motif

Consensus sequence: VHHAACCACTTAAVVAH Consensus sequence: DTBVTTAAGTGGTTHHY

2.0 2.0

bits

0.0

Wabiloga 3.4

Motif ID: UP00031

Motif name: Zbtb3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 7

Number of overlap: 17

Similarity score: 2.04316
Alignment:

DDBBBCACTGCABTBBB-—-——————

—————— CACTGTGRTRTCACAGTGSWSCACT

Original motif Reverse complement motif

1.0 QAC A %1.0
e Ao .y ‘ I—.—A— - 00 B T;A Vi XCx L~
5 10 15

Consensus sequence: DDBBBCACTGCABTBBB Consensus sequence: BBBAVTGCAGTGBBVDD
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2.0

£
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5 10

0.0

2.0

WebiLags 1.4

Motif ID: UP00193
Motif name: Rhox11_1765.2
Species: Mus musculus

Matching format of first motif:

Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 17

Similarity score: 2.04346
Alignment:

WVVHWTWACAGCGBHBT-———————-

———AGTGSWSCACTGTGAMAMCACAGTG

Original motif
Consensus sequence: AVDVCGCTGTWAWDVVW

2.0

%]
=10

o < 9 _ %gg_-_— ==
T o 15

5

0.0 — =—

Webriogo 3.4

Reverse Complement

Reverse complement motif
Consensus sequence: WVVHWTWACAGCGBHBT

2.0

2]
=1.0

. xJIAVAG
: 5 10

_— = BN
15

Webloga 3.4

Dataset #: 4 Motif ID: 73 Motif name:

TGGAGCACTGTGACACCACAGTGg
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Original motif
Consensus sequence: TGGAGCACTGTGACAVCACAGTGG

20

Toccchel o[ AG.CAC

g T
5

e S w—]

20

——
15

Waslogo 34

Best Matches for Motif ID 73 (Highest to Lowest)

Motif ID: UP00098

Motif name: Rfx3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 21

Similarity score: 0.0391954

Alignment:

BDBBVBVGTAWCCAAGVBHBAGB---
-——CCACTGTGVTGTCACAGTGCTCCA

Original motif
Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

WL EX CTTA_IT

e i LAl S W = ==

20

5
WebiLog 34

Reverse complement motif
Consensus sequence: CCACTGTGVTGTCACAGTGCTCCA

20
jivea ]
il
i g c CQA
e =T & . =3 485 =3 C oy T=.C
5 15 20
WeLaga 24

T

X 2-N

10

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

bits
b=

— ==
20

Aheh
g _%:T v g = 1:_:9 s A

0.0

Weblagn 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
YBVDMGTGGGTGGTCKVVBVBBT ——-
——CCACTGTGVTGTCACAGTGCTCCA

Original motif

UP00540
Gli3_v015681_primary
Mus musculus

Reverse Complement
Reverse Complement
Forward

3

21

0.0400271

Consensus sequence: ABBBBVVRGACCACCCACRDBBM

20

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

~ e | TTI 1

.0-= ﬁ:"—_z‘; lI s w W ¥ e ——— —
5 10 20

Weblaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00539

Gli2_v016060_primary
Mus musculus

Reverse Complement
Reverse Complement
Backward

5

20
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Similarity score:

Alignment:

————-DBCDWHCTGGGTGGTCMDHBBAH
CCACTGTGVTGTCACAGTGCTCCA-——-

Original motif

0.535486

Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

2.0

o A A A
o Ve u_a

= A e

!

o

5 10 15

(LT

WebiLogo 34

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBALF

20

1 £ TUNTWTLe

e by i = =
5 10 15

bits

L e D=
20

Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
-———-BTBVTCVTGGGTGGTCMVVDVBB

CCACTGTGVTGTCACAGTGCTCCA-——-

Original motif

UP00538
Glil_v015681_primary
Mus musculus

Reverse Complement
Reverse Complement
Backward

5

20

0.536069

Consensus sequence: BBBDVVRGACCACCCAVGABBAB

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB
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2.0 20

" — - ===\ w =WV e e = e X =1 V=V ¥ =
3 10 L & WebsLago 3.4 3 10 12 2 Weblaga 3.4
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 20
Similarity score: 0.539704
Alignment:

————HGDHVHKGACCACCCGGBGBGDB
TGGAGCACTGTGACAVCACAGTGG---

Original motif Reverse complement motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
2.0 20
- (;_E;E-T—-g%%_ T ) I g:—!: e 9!_'- = _— = _ ’-"A W A A c-“}’F.m? =
é 5 10 15 20 i 5 10 15 20 i
Motif ID: UP00540
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Motif name: Gli3_v015681_secondary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 7

Number of overlap: 18

Similarity score: 1.53819

Alignment:

—————— DVTTVVCVYGGHGGYCHHDMYB
TGGAGCACTGTGACAVCACAGTGG—————-

Original motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

0.0-== = =

5

Ell Q:«gf_.u;s:ﬂl_-.%g ok

WabLogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

E10 A
S — TA_.A . ‘?‘&QA_LI == -:A_._
10 15

P ————

WablLogo 34

Motif ID: UP00122
Motif name: Tgifl

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 17

Similarity score: 2.02534
Alignment:
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——————— DABWWTGACAGCTVVBD
TGGAGCACTGTGACAVCACAGTGG--

Original motif
Consensus sequence: DABWWTGACAGCTVVBD

2.0

bits
a

Reverse complement motif
Consensus sequence: DBVVAGCTGTCAWWVTH

2.0

1 a Ax | VIOVNY CI o 1= AGVIVIVALX
5 10 15 Saaah 5 10 15 Sas
Motif ID: UP00159
Motif name: Six2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
Number of overlap: 17
Similarity score: 2.02571
Alignment:
AHWDGTGATACCCMRTD-—-————-

—-—-CCACTGTGVTGTCACAGTGCTCCA

Original motif
Consensus sequence: DAKRGGGTATCACDWHT

Reverse complement motif
Consensus sequence: AHWDGTGATACCCMRTD
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2.0

2.0
£10 £10 T
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Tl T S - e ——— i 0.0 ‘; — '? e ==

5 10 15 15
Websiags 3.4

|>-|

WebiLags 1.4

Motif ID: UP00192
Motif name: Six1

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 17

Similarity score: 2.02892
Alignment:

AVHDHTGATACCCMDHH--—-—-——-

—-—CCACTGTGVTGTCACAGTGCTCCA

Original motif Reverse complement motif
Consensus sequence: DHDRGGGTATCAHDHBT Consensus sequence: AVHDHTGATACCCMDHH
2.0 2.0
£L10 TA £10 TAQC
. MQIA@EA 12" . = 2 " F= N = ¥ =R - g$21$
5 10 15 T 5 10 15 S
Motif ID: UP00076
Motif name: Rfxdc2_secondary
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Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 17

Similarity score: 2.0292

Alignment:

HDDVSGTRTCMADGBVB———————

—-——-CCACTGTGVTGTCACAGTGCTCCA

Original motif Reverse complement motif
Consensus sequence: BBVCDTRGAKACSVDDH Consensus sequence: HDDVSGTRTCMADGBVB

2.0 2.0

¢ lAéTACE e - ‘_:éIch“":“

0.0 0.0
5 5 15
Webilaga 1.4

bits
bits

Wabiloga 3.4

Dataset #: 4 Motif ID: 74 Motif name: ssCCCCGCSssk
Original motif Reverse complement motif
Consensus sequence: SBCCCCGCCSBB Consensus sequence: BBSGGCGGGGBS
2.0 2.0—_
ool - G - ‘ﬁif_i,QCA ccé—;g
5 10 5 10

Watiloga 3.4 Webiloga 3.4
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Best Matches for Motif ID 74 (

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHHBCCCCGCCAHHRBHB
-—-SBCCCCGCCSBB-—--

Original motif

Highest to Lowest)

UP00000
Smad3_secondary
Mus musculus
Original Motif
Original Motif
Backward

4

12

0.0114847

Consensus sequence: DHHBCCCCGCCAHHBHB

20

bits
a

o — SH
15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

20

ccliCC,

Motif name:
Species:
Matching format of first motif:

UP00093
KIf7_primary
Mus musculus
Original Motif
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Matching format of second motif: Original Motif

Direction: Forward
Position number: 3

Number of overlap: 12
Similarity score: 0.0165262
Alignment:

HBDRCCMCGCCCHHHD

-—-SBCCCCGCCSBB--

Original motif
Consensus sequence: HBDRCCMCGCCCHHHD

2.0

. Aggg ¥ A . & =

0.01==
15

WabiLogad 4

Reverse complement motif

Consensus sequence: DHHDGGGCGRGGKHBH

2.0

C

00 — l}%e |

bits

TYME = _
10 15

WablLogo 34

Motif ID: UP00022

Motif name: Zfp740_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 12

Similarity score: 0.0276137
Alignment:
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HVBCCCCCCCCMHHHB
--SBCCCCGCCSBB--

Original motif
Consensus sequence: HVYBCCCCCCCCMHHHB

2.0

t%gggcccggé% _

0.
15
WabiLogad 4

bits

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

2.0

oA . - = —

10 15
WablLogo 34

Motif ID: UP00003
Motif name: E2F3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2

Number of overlap: 12

Similarity score: 0.0328578
Alignment:

WHSGCGCGCCHTDHB

-SBCCCCGCCSBB--

Original motif
Consensus sequence: VHDADGGCGCGCSHW

Reverse complement motif
Consensus sequence: WHSGCGCGCCHTDHB
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Webiloga 3.4

Motif ID: UP00033

Motif name: Zfp410_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 2

Number of overlap: 12

Similarity score: 0.0336734

Alignment:

BHHBHCCGCCCCDHHHH

-SBCCCCGCCSBB-—-—

Original motif Reverse complement motif
Consensus sequence: BHHBHCCGCCCCDHHHH Consensus sequence: HHHHDGGGGCGGDBHDV

2.0

0.0

. _ CceGCCC

===__ - fod= - -
5

2.0

= —_—

10

15
WebiLags 3.4

Motif ID:

UP00001
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHVGCGCGCCKTDHB
-SBCCCCGCCSBB--

Original motif

Consensus sequence: VHDARGGCGCGCVHH

2.0

E2F2_primary

Mus musculus
Original Motif
Reverse Complement
Backward

3

12

0.0345737

Reverse complement motif
Consensus sequence: HHVGCGCGCCKTDHB

2.0

29 — _5 B - 10 ‘::;;i e 5 — 10 - 15
Motif ID: UP00099
Motif name: Ascl2_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Reverse Complement
Backward

3

12

Page 589 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=099

Similarity score:
Alignment:
HVDVGGGHGGGGDBHB
-—-BBSGGCGGGGBS--

Original motif

Consensus sequence: BHVYDCCCCDCCCBDBH

20

bits

0.0

0.0347468

10

. .cCCc Ccc

15
Weblogad 4

Reverse complement motif
Consensus sequence: HVDVGGGHGGGGDBHB

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHHHWGGGGCGGBRBVH
--BBSGGCGGGGBS—--

Original motif

uP00043

Bcl6b_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

3

12

0.0358124

Consensus sequence: HBBBCCGCCCCWHHHV

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH
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2.0

0.0 ——

_C00C

E
e

P .
—_—

10

15
Wabiogad 4

20

5 10 15
WabLogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BADHBDHCGCCCMCGCAHHDBRBV
———————— SBCCCCGCCSBB——--

Original motif

UuP00400

Zif268

Mus musculus
Original Motif
Original Motif
Forward

9

12
0.0365354

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

it
P

A C A

. - =T WY FTCVav__
= 5 15

A

e
-_—

e

5 10

20

WebiLog 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

bits

- ?elAQmTA.W%%. I

- —

Weblagn 3.4
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Motif ID: UP00526

Motif name: Foxnl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 12

Similarity score: 0.0389727

Alignment:

HDWHMHGACGCGCGTRBVVBHW

————— BBSGGCGGGGBS———-——

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

20

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

Dataset #: 4 Motif ID: 75 Motif name: wwCCAMAGTCmt

Original motif
Consensus sequence: DDCCAMAGTCHB

Reverse complement motif
Consensus sequence: VDGACTRTGGDD
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bits

2.0

bits
5

0.0

GA

- (ChsaCTe

Wetiloga 34

Best Matches for Motif ID 75 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDBCAAGGTCAHVBDH
-DDCCAMAGTCHB-—-—--

Original motif

Consensus sequence: DHDBCAAGGTCAHVBDH

20

: 10 15

UP00079

Esrra_primary
Mus musculus
Original Motif
Original Motif
Backward

5

12
0.00927341

Y

Reverse complement motif

20

bits

ol

- » e B

Wetiloga 34

Consensus sequence: HHBVHTGACCTTGVDHD

i _l €= .

0.0

0.0
5

Webiiogo 3.4

5

10

15

Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBHHAAAGTCCAMTHH
DDCCAMAGTCHB—-—-—--

Original motif
Consensus sequence: BBHHAAAGTCCAMTHH

20

“ AallyTCGA..

00—

UP00066

Hnf4a_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

12

0.0157554

15
Weblogad 4

Reverse complement motif
Consensus sequence: HHAYTGGACTTTHDBV

2.0

o3
£21.0 ‘ |
A-_t W I _
— — EE 15

)

H

bLogods

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00023
Sox30_primary

Mus musculus
Reverse Complement
Original Motif
Forward

3
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12
0.0218941

Number of overlap:
Similarity score:

Alignment:
DHDBAACAATDRHHHH

—-—-VDGACTRTGGDD—--

Original motif
Consensus sequence: DHDBAACAATDRHHHH

20
gL
£10
e e | P = N L
5 10 15
Wabilogad 4

0.0

uP00028

Reverse complement motif
Consensus sequence: HHHHMHATTGTTBDHD

2.0
10 ‘ ‘
—_— o ; = . S
5 10 15
Wabloga 3 4

0.0

bits

Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
DTHGCCTSAGGCHHH

—--DDCCAMAGTCHB-

Original motif

Tcfap2e_primary
Mus musculus
Original Motif
Reverse Complement
Backward

2
12
0.023236

Reverse complement motif
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Consensus sequence: HHHGCCTSAGGCDAD

2.0

Ccccm c

0.0 = ——_—

bits

15
Webiloga 34

Consensus sequence: DTHGCCTSAGGCHHH

2.0

" -~ & CCTCA Cﬁ

.0 e

Motif ID: UP00034
Motif name: Sox7_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 12

Similarity score: 0.0235871
Alignment:

HHBDHDDAACAATDRHHHHHBW

————— VDGACTRTGGDD--—--—

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

2}
Bt H
= 2 £

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

X = AQ% | 1 Yl . .

e

5 10 15 21]
WeblLogod4
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Motif ID: UP00095

Motif name: Zfp691_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 12

Similarity score: 0.0240897
Alignment:

VHBDDAGGAGTCWBBTD

-—-DDCCAMAGTCHB---

Original motif
Consensus sequence: DABBWGACTCCTHDVHV

20

=
£1.0
o e W A o= i
5 10

-
0.0 = . =

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VHBDDAGGAGTCWBBTD

Motif ID: UP00004

Motif name: Sox14_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 2
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12

0.025783

Number of overlap:
Similarity score:

Alignment:
BKBASACAATRGHEB

—-—-VDGACTRTGGDD-

Original motif
Consensus sequence: BKBASACAATRGHBB

< MM

15
Webilaga 34

UP00081

Reverse complement motif
Consensus sequence: BBDCMATTGTSTBRB

2.0
E 1.0 A T
~ QET“=A?Ié
5 10 2 153

a.0

bits

Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
HDDDHAACCGTTAHHHD

—-—-VDGACTRTGGDD--

Original motif

Mybl1_primary
Mus musculus
Reverse Complement
Original Motif
Backward
3

12
0.026472

Reverse complement motif
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Consensus sequence: HDDDHAACCGTTAHHHD Consensus sequence: DHHHTAACGGTTHDHDH

- g —?AACC e _IA - :1'?% 0.0 = ;A C.‘.Gll:q_ e ==

Motif ID: UP00052

Motif name: Osr2_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 2

Number of overlap: 12

Similarity score: 0.027027

Alignment:

HHHHGCTACKGTHVHH

—-—-—-DDCCAMAGTCHB-

Original motif Reverse complement motif

Consensus sequence: HHVHACRGTAGCHHHD Consensus sequence: HHHHGCTACKGTHVHH
20 20

it
o
bit

- = e

0.0

Ml - (MG

15
Weblogad 4 Weblogod.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVHBVTGTCTGGDDHDD
—--VDGACTRTGGDD---

Original motif

UP00000

Smad3_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

12

0.0270662

Consensus sequence: HDHDDCCAGACABBHVH

20

5

" ooAHa.

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HVHBVTGTCTGGDDHDD

20

Dataset #: 4 Motif ID: 76

Original motif

Motif name: CAcCACAGTGGAGCAct

Consensus sequence: CAHCACAGTGGAGCACT

Reverse complement motif
Consensus sequence: AGTGCTCCACTGTGDTG
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e (oas

Websiags 3.4

Best Matches for Motif ID 76 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
CBDMCMGGGTGGTCCHVBVBAH
—-CAHCACAGTGGAGCACT----

Original motif

UP00539

Gli2_v015681_primary
Mus musculus

Original Motif

Reverse Complement
Forward

2

17

0.0381337

Consensus sequence: HTBVVVDGGACCACCCRGRDBG

20

A N oo

20
Weblogad 4

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

bits

| 9 Cc c A,

S L : ¥ f =— ==
10 15 20
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBBAVTGCAGTGBBVDD
AGTGCTCCACTGTGDTG

Original motif

UP00031

Zbtb3_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

17

0.0393208

Consensus sequence: DDBBBCACTGCABTBBB

20

bits

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BBBAVTGCAGTGBBVDD

20

e A= —

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00034
Sox7_primary
Mus musculus
Original Motif
Original Motif
Backward

2
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Number of overlap: 17
Similarity score: 0.0441166

Alignment:
HHBDHDDAACAATDRHHHHHBW
—-———-CAHCACAGTGGAGCACT-

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

H
&
2
g

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

X = AQ% | B 4 == =
: =

[1] 15 20
Weblogod4

Motif ID: UP00538

Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 17

Similarity score: 0.0477617

Alignment:

HGDHVHKGACCACCCGGBGBGDB

—-——-AGTGCTCCACTGTGDTG—---

Original motif

Reverse complement motif
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Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

20

Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

Weblaga 3.4

i G_E-'E-FQQ%_ T ! I g?_: = _-_9{- = A" A A c.a.e.u-F,_,-.;. =
Motif ID: UP00231
Motif name: Nkx2-2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 17
Similarity score: 0.0479423
Alignment:

HDVRCCACTTGARADBD
CAHCACAGTGGAGCACT

Original motif
Consensus sequence: HDVRCCACTTGARADBD

20

- —-—'—-—2‘?‘QGA, lé—-—ﬁé—:‘ =
5 10

0.0 —

15
Websiaga 3.4

Reverse complement motif
Consensus sequence: DVDTKTCAAGTGGKBDH

2.0

1.0 A
5 10

bits

0.0 —_——

15
WekiLags 3.4
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Motif ID: UP00528

Motif name: Foxm1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6

Number of overlap: 17

Similarity score: 0.0484681
Alignment:

VHVRCAYGATGCATCDTVVADTH
-CAHCACAGTGGAGCACT-----

Original motif
Consensus sequence: HADTBVADGATGCATCMTGMVHB

20

A aaialWATC.T

Reverse complement motif
Consensus sequence: VHVRCAYGATGCATCDTVVADTH

20

1.0 A A
XES IA
5

bits

lggl al

Weblaga 3.4

= Tl o= S e
Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1
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Number of overlap: 17
Similarity score: 0.0487437

Alignment:
HHBSHTCGTGRGTGGKGDBVWMV
AGTGCTCCACTGTGDTG-————--

Original motif

Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

e 6al0algac

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

bits

= AGE R s ol AEQ?IQ'ECIT?I«LAEQ . =8
% 13 a2 Webilog 3.4 3 19 13 2 Wabloge 1.4

Motif ID: UP00046

Motif name: Tcfe2a_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 1

Number of overlap: 17

Similarity score: 0.048891

Alignment:

DHDBHGCACCTGBDDVB

AGTGCTCCACTGTGDTG

Original motif

Reverse complement motif
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Consensus sequence: VBHHVCAGGTGCDVDHD

20

0.0 ———

Consensus sequence: DHDBHGCACCTGBDDVB

20

2
510
: == — =
10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
CVHBSCGGGTGGTCMHVHHCDH
—-CAHCACAGTGGAGCACT----

Original motif

UP00540

Gli3_v016060_primary
Mus musculus

Original Motif

Reverse Complement
Backward

5

17

0.0491352

Consensus sequence: HDGHHBHRGACCACCCGSVDVG

2.0

D

-
I
5
0

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

o odille.
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVTTVVCVYGGHGGYCHHDMYB
—-——-CAHCACAGTGGAGCACT--

Original motif

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

20

%1.0 T %10 C CQ A
o= ﬁ-ér‘z—-— Qfgl --LE.—??IQ = ok = F YV VXA = f_AJ
i 5 10 15 20 = 10 15

UP00540

Gli3_v015681_secondary
Mus musculus

Original Motif

Original Motif

Forward

4

17

0.0515016

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

5

5 20
Weblogad 4 Weblogo34

Dataset #: 4

Original motif

Consensus sequence: AGTGCTCCACTGTGGTGTCACAGT

Motif ID: 77

Motif name: AGgTGCTCCACTGTGgTGTCACAgT

Reverse complement motif
Consensus sequence: ACTGTGACACCACAGTGGAGCACT
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20
2
£10

0

ple==== - Y

L
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Wesloge 24

Best Matches for Motif ID 77 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBBDVVRGACCACCCAVGABBAB-
ACTGTGACACCACAGTGGAGCACT

Original motif

UP00538
Glil_v015681_primary
Mus musculus

Reverse Complement
Original Motif

Forward

1

23

0.0509731

Consensus sequence: BBBDVVRGACCACCCAVGABBAB

20

A/AWA

00 —— ===k e W = o=

A‘;-"

e

5 10 15

WesLogo 34

20

. i)

OAC | CACCher

Wesloga 34

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

-
ﬂ

)

!
0
=

WD,

5 10 20
Weblogn 34
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Motif ID: UP00539

Motif name: Gli2_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 21

Similarity score: 1.0488

Alignment:

DTVBDDRGACCACCCAGDWDGBH---
—-——-AGTGCTCCACTGTGGTGTCACAGT

Original motif
Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

2.0

IAWAWVA.

= =AVC A B RSt
5 10 15

=g i

WebiLogo 34

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBALF

20

1 £ TUNTWTLe

e by i = =
5 10 15

bits

L e D=
20

Webloga 3.4

Motif ID: UP00538

Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 21

Page 610 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=539
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538

Similarity score: 1.05087

Alignment:
HGDHVHKGACCACCCGGBGBGDB---
—-—ACTGTGACACCACAGTGGAGCACT

Original motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

20

D; ‘;“quiggé&_ Wl 1:_9{5 c:

e

=

5
WesLogo 34

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

Weblaga 3.4

Motif ID: UP00539

Motif name: Gli2_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 7

Number of overlap: 18

Similarity score: 2.54748

Alignment:

CBDMCMGGGTGGTCCHVBVBAH-————-
—————— ACTGTGACACCACAGTGGAGCACT

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH
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2.0

20
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5 10 15 20 G e 5 10 15 20
Motif ID: UP00045
Motif name: Mafb_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

——————— HAAWDTGCTGACDWARH
AGTGCTCCACTGTGGTGTCACAGT

Original motif

Original Motif
Original Motif
Backward

1

17

3.0367

Consensus sequence: HAAWDTGCTGACDWARH

2.0

-ﬁniu #ﬁélxl 4 GT- :

Reverse complement motif
Consensus sequence: DMTWDGTCAGCADWTTH

2.0

Webloga 3.4

Motif ID: UP00055
Motif name: Hbp1l_secondary
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Species: Mus musculus

Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position nhumber: 7

Number of overlap: 17

Similarity score: 3.04028
Alignment:

——————— DDDYCCCATTGTVHABH

AGTGCTCCACTGTGGTGTCACAGT——-—-——-

Original motif
Consensus sequence: DDDYCCCATTGTVHABH

2.0

w -EQQQATTIIh .

00 L =

bits

10 15
Wabiloga 3.4

Reverse complement motif
Consensus sequence: HBTHVACAATGGGMDHD

2.0

i —_ -_-égA_ATAagﬂ_g.
5 15

-,

10

Webiloga 3.4

Motif ID: UP00031

Motif name: Zbtb3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 8

Number of overlap: 17

Similarity score: 3.04347

Alignment:
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——————— DDBBBCACTGCABTBBB
AGTGCTCCACTGTGGTGTCACAGT——=—————

Original motif Reverse complement motif
Consensus sequence: DDBBBCACTGCABTBBB Consensus sequence: BBBAVTGCAGTGBBVDD
2.0 2.0
g ol=——— = GAC CA-'::'_ e oo== - W L L =
5 10 15 Saaah 5 10 15 Sas
Motif ID: UP00067
Motif name: Lefl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 4
Number of overlap: 17
Similarity score: 3.04662
Alignment:
VDDAGATCAAAGGKDDD—-=——————

—-——-ACTGTGACACCACAGTGGAGCACT

Original motif Reverse complement motif
Consensus sequence: DDDYCCTTTGATCTDDV Consensus sequence: VDDAGATCAAAGGKDDD

Page 614 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=067
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bits
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Websiags 3.4 WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DDBVHATAGGGGRBRMB-———-———
—AGTGCTCCACTGTGGTGTCACAGT

Original motif

Consensus sequence: DDBVHATAGGGGRBRMB

2.0

0.0l== = _-—— ——

e qut$ﬁ§ CQIAI i

UP00070

Gcm1l_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

2

17

3.04663

Reverse complement motif
Consensus sequence: BYMBKCCCCTATDVBHD

2.0

= 0.0-= —_——

5 10

15
Webriogo 3.4 Webloga 3.4

Motif ID:
Motif name:

uP00148

Hdx
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Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position nhumber: 8

Number of overlap: 17

Similarity score: 3.04907

Alignment:

——————— BDBDHTGATTTCDHYDD

ACTGTGACACCACAGTGGAGCACT-—-—-———--

Original motif
Consensus sequence: DDKDHGAAATCAHHBHV

2.0

%: I_SAAAAICAT =

15
Wabiloga 3.4

Reverse complement motif
Consensus sequence: BDBDHTGATTTCDHYDD

2.0

 ToATrre .

15
Webiloga 3.4

bits

Dataset #: 4 Motif ID: 78 Motif name: ssGCkTGCssk

Original motif
Consensus sequence: SSGCKTGCSSK

= ICC “ ‘ Ccc
0o 5 10 -[

Webilaga 34

Reverse complement motif
Consensus sequence: YSSGCAYGCSS

s Clalos
Jc JACVVC

Welilags 3.4

bits
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UP00003
E2F3_primary

Best Matches for Motif ID 78 (Highest to Lowest)
Mus musculus

Motif ID:
Motif name:

Species:

Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward

1
11
0.00463328

Position number:
Number of overlap:
Similarity score:

Alignment:
VHDADGGCGCGCSHW

--—--SSGCKTGCSSK
Original motif
Consensus sequence: VHDADGGCGCGCSHW

2.0

— N e W : : <= : —_—
—

5 10
Webiloga 34

-
- =1
15

bits
5

UuP00094

Reverse complement motif
Consensus sequence: WHSGCGCGCCHTDHB

2.0

Motif ID:
Motif name: Zfp128_primary
Mus musculus
Original Motif

Species:
Matching format of first motif:
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Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHDKGGCGTACCCBHD
—-——-SSGCKTGCSSK--

Original motif

Original Motif
Backward

3

11
0.00482124

Consensus sequence: BHHDKGGCGTACCCBHD

2.0

bits
a

Reverse complement motif
Consensus sequence: DHVGGGTACGCCRDHDV

2.0

IQ& -
10 15

Webiloga 3.4

06 =7~ — — = =
5 10 Saaah 5
Motif ID: UP00035
Motif name: Hicl_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHHDWTGGGCAMDHBH
————— YSSGCAYGCSS

Reverse Complement
Reverse Complement
Backward

1

11

0.00562779
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Original motif

Consensus sequence: DBDDRTGCCCAWDHDV

2.0

0.0

— 4&l‘inu(:(::(:4354#

15
Weblagad 4

Reverse complement motif
Consensus sequence: VHHDWTGGGCAMDHBH

LW\ QA% o

15
Weblogod 4

it
o

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDGCGCGCGCRCHYRD
-—-SSGCKTGCSSK---

Original motif

UP00065

Zfpl61_primary
Mus musculus
Original Motif
Original Motif
Forward

3

11

0.00595984

Consensus sequence: DDGCGCGCGCRCHYRD

2.0

Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD

20
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Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

UP00001

E2F2_primary
Mus musculus
Original Motif
Reverse Complement

Direction: Forward
Position number: 2

Number of overlap: 11
Similarity score: 0.00821725
Alignment:

HHVGCGCGCCKTDHB

-SSGCKTGCSSK—---

Original motif
Consensus sequence: VHDARGGCGCGCVHH

2.0
__!__‘_-E_,_C_ L : L e
5 10

bits
5

0.0

15
Webilaga 34

Reverse complement motif

Consensus sequence: HHVGCGCGCCKTDHB

20

Motif ID: UP00060

Motif name: Max_secondary
Species: Mus musculus
Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward
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1
11

Position number:
0.0109259

Number of overlap:
Similarity score:

Alignment:
HDGTCGCGTGDCVB

———SSGCKTGCSSK

Original motif
Consensus sequence: BBGHCACGCGACDD

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB

2.0
1.0 C
A D Q ——
10
Wabioga 3.4

s . IIQ_A._
- 3

bits

20
oleee"1_ CAgﬁgxﬂg S
& 10 Webtags 3.4
Motif ID: UP00527
Motif name: Foxn4_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
4
11
0.0150199

Position number:
Number of overlap:
Similarity score:

Alignment:
VDWDARRGACGCGGWHGGAKHV
-—-YSSGCAYGCSS—-———-——--
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Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

=X A UIWIVECS _Foas ) QTCQH_IEC | Vex A%
2 19 3 WabiLogad & 3 19 19 £ Weblogad
Motif ID: UP00002
Motif name: Sp4_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2
Number of overlap: 11
Similarity score: 0.0160778
Alignment:
HHDGBCACGCCTWDB
-YSSGCAYGCSS——-

Original motif
Consensus sequence: BDWAGGCGTGBCHHD

LLAWCVTG C_

00—
Wa.l_ogaa.tt

Reverse complement motif
Consensus sequence: HHDGBCACGCCTWDB

2.0

= 1.0

= A-;j::::: CA =

We.u_ag :3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDWHMHGACGCGCGTRBVVBHW
————————— SSGCKTGCSSK--

Original motif

UP00526
Foxnl_primary

Mus musculus
Original Motif
Reverse Complement
Backward

3

11

0.0171602

Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

2.0

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

UP00528
Foxm1_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward
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Position number: 6

Number of overlap: 11
Similarity score: 0.0172713
Alignment:

DCATDBTGHGCATKMTTBRSWR

—————— YSSGCAYGCSS——-—--

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR

2.0

Original motif
Consensus sequence: MWSMBAARRATGCDCABHATGD

2.0

[ A
cé g AA A = W ‘.’*QA__— = 2;9 0 QAI 1 L C CCIT I";II
Dataset #: 4 Motif ID: 79 Motif name: cCGCGGrCACG

Reverse complement motif
Consensus sequence: CGTGKCCGCGG

Original motif
Consensus sequence: CCGCGGRCACG

o CECACACA - CCICECC -

o
wWetiiaga 3.4

Best Matches for Motif ID 79 (Highest to Lowest)

Motif ID: UP00065
Motif name: Zfpl161_primary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDGCGCGCGCRCHYRD
—-——-CCGCGGRCACG-

Original motif

Mus musculus
Original Motif
Original Motif
Backward

2

11
0.0220206

Consensus sequence: DDGCGCGCGCRCHYRD

2.0

Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD

20

¥ oW — = oo = — X ¥ e e — N
5 10 \:.Eu_ogaa 10 \IEU
Motif ID: UP00527
Motif name: Foxn4_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Reverse Complement
Reverse Complement
Backward

9

11

0.024575
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Alignment:
VHYTCCDWCCGCGTCMMTHWHV
-—-—-CGTGKCCGCGG————————

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

it
p=

WablLogo 34

=k 2= llIVWIVESS ooy - - QIEQ%‘EEQ ViV x ASY.
: e P o 5 e "
Motif ID: UP00042
Motif name: Gm397_second
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
Number of overlap: 11
Similarity score: 0.0279366
Alignment:
DVMVGCACACACKCVH
--CCGCGGRCACG---

Original motif
Consensus sequence: DVMVGCACACACKCVH

Reverse complement motif
Consensus sequence: HBGYGTGTGTGCVRVD
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2.0

o

0.0

v«.uoga

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

UP00007
Egrl_primary

Mus musculus
Original Motif
Reverse Complement

Webitaga 3.4

Direction: Forward

Position number: 2

Number of overlap: 11

Similarity score: 0.0285381

Alignment:

VHTGCGGGGGCGGH

-CCGCGGRCACG--

Original motif Reverse complement motif

Consensus sequence: HCCGCCCCCGCAHB Consensus sequence: VHTGCGGGGGCGGH
2.0 2.0
i A—-—ACCCQCTgéé _— Py —-*_~h_.‘!_:__‘=_-=g T Wi Q%T

e 5 10
Motif ID: UP00050
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Motif name: Bhlhb2_secondary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 9

Number of overlap: 11

Similarity score: 0.0335378

Alignment:

ACHRBHDTCCACGTGYAHHBMHM

———————— CCGCGGRCACG----

Original motif
Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

TA A
= = . S5 T
5

=
L VEYT e =&KX
15 20

10
WebiLog 34

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20
TA
AL == £
15

%WAQ Tel

s
5 10

e —

20
Weblagn 3.4

Motif ID: uP00400

Motif name: Zif268

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 11

Page 628 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=400

Similarity score: 0.0340428
Alignment:

VVVDHHTGCGYGGGCGDHVHHTB

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

20

A C ACA

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

=

= . "}IAQ p-N gé x -
5 10 15

Weblaga 3.4

B M e e o
Motif ID: UP00065
Motif name: Zfp161_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2
Number of overlap: 11
Similarity score: 0.0345855
Alignment:
GYCGCGCARBGCVB
-CCGCGGRCACG--

Original motif
Consensus sequence: GYCGCGCARBGCVB

Reverse complement motif
Consensus sequence: VVGCVMTGCGCGKC
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~__QuClca

Webiioga 3.4

bits

1 G6 T

Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DBDHCGTGTGCAAMDH
-—-—-CCGCGGRCACG--

Original motif

UP00097
Mtfl_primary
Mus musculus
Original Motif
Original Motif
Backward

3

11
0.0350434

Consensus sequence: DBDHCGTGTGCAAMDH

2.0
]
=S 1.0

P ————-

~ClrilOh..

15
Wabiogad 4

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH

LTl

WabiLogo 34

it
5

0.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDDVSGTRTCMADGBVB
—-———CGTGKCCGCGG—--

Original motif

UP00076

Rfxdc2_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

3

11

0.0359928

Consensus sequence: BBVCDTRGAKACSVDDH

20

bits

) : _C . lAéTACE - .

0.0

5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HDDVSGTRTCMADGBVB

20

bits

—— e —— ——

o clilarlea o

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00526
Foxnl_primary

Mus musculus
Original Motif
Reverse Complement
Backward

3
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Number of overlap: 11
Similarity score: 0.0361963

Alignment:
HDWHMHGACGCGCGTRBVVBHW
————————— CCGCGGRCACG--

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

2.0

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

ACSS =5

Weblogod4

Dataset #: 4 Motif ID: 80 Motif name: taaacgatgcc

Original motif
Consensus sequence: TAAACGATGCC

2.0

10
Wetiiaga 34

Best Matches for Motif ID 80 (Highest to Lowest)

Motif ID: UP00114
Motif name: Homez
Species: Mus musculus

Reverse complement motif
Consensus sequence: GGCATCGTTTA

2.0

bits
5

0.0

Webiaga 34
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDTVAAAACGATRWWHT
-——-—-TAAACGATGCC--

Original motif

Original Motif
Reverse Complement
Backward

3

11

0.0207645

Consensus sequence: AHWWMATCGTTTTBADD

2.0

Reverse complement motif
Consensus sequence: HDTVAAAACGATRWWHT

2.0

5 10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00061
Foxl1_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

11

0.0294316
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Alignment:
VVVWITGTTTAMATTWD
GGCATCGTTTA-—-——-

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

2.0

1 2AATX|A Q &e_

5 10
Wabiloga 3.4

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD

2.0

it
=

;!:I A 5 'cl' A:‘!:II

5 10 15

0.0 —

Webiloga 3.4

Motif ID: UP00039
Motif name: Foxj3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 11

Similarity score: 0.030091
Alignment:

HDHADGTAAACAAAVVH

—————— TAAACGATGCC

Original motif
Consensus sequence: HDHADGTAAACAAAVVH

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH
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2.0

0.0

2.0

%:_ Il ~ IIAQ“T:

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBVTTTGTTTACATTDD
GGCATCGTTTA-—-—-—-——

Original motif

UP00025

Foxkl_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

11

0.0306614

Consensus sequence: DDAATGTAAACAAAVVB

2.0

I

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

it
5

0.0

1139

WebiLags 3.4

Motif ID:

UP00527
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBBVDDDRTRGCGTCBBYTHGA
————————— GGCATCGTTTA--

Original motif

Foxn4_primary

Mus musculus
Reverse Complement
Original Motif
Forward

10

11

0.0342477

Consensus sequence: DBBVDDDRTRGCGTCBBYTHGA

2.0

240 T
A
RES=JEE S A

Reverse complement motif
Consensus sequence: TCDAMVBGACGCMAKDDDVBBD

20

it
P

0.0 ;:g _-_A{\:-':-_f_ Ll _ v QAET_—_f = —

——

20

WabiLogod4

. -~ =T - - y W = EI‘E&‘? e
5 10 20 e 5 10
Motif ID: uP00040
Motif name: Irf5_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Reverse Complement
Reverse Complement
Forward

3

11
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Similarity score: 0.0345017

Alignment:
BDKGTTTCGKTWDDD
—-—-GGCATCGTTTA--
Original motif Reverse complement motif
Consensus sequence: DDDWAYCGAAACYDV Consensus sequence: BDKGTTTCGKTWDDD
. = ‘Q‘A%C AA—ACQA—_ . IA,TITC ,_-_&l;!—:-__ .
Motif ID: UP00528
Motif name: Foxm1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3
Number of overlap: 11
Similarity score: 0.0351616
Alignment:
VHVRCAYGATGCATCDTVVADTH
--TAAACGATGCC—====—————
Original motif Reverse complement motif
Consensus sequence: HADTBVADGATGCATCMTGMVHB Consensus sequence: VHVRCAYGATGCATCDTVVADTH
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2.0

WebiLog 34

20

00l == M — o A —

Weblagn 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DAWKGGGTATCTAWHWH
————— GGCATCGTTTA-

Original motif

UP00232

Dobox4

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

11

0.0371486

Consensus sequence: HWHWTAGATACCCYWTD

2.0

=

10

- _TAGRTAG

CQ$+l*

Watiloga 3.4

Reverse complement motif
Consensus sequence: DAWKGGGTATCTAWHWH

.. GUTAICTa, .

it
5

0.0 == - =

5 10

Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDVTTTKTTTACWTWHH
GGCATCGTTTA-—-———-

Original motif

UP00073

Foxa2_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

11

0.0384798

Consensus sequence: HHWAWGTAAAYAAAVDB

20

- AA?AIAA n g é—‘?—‘ .

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00011
Irf6_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6
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Number of overlap: 11
Similarity score: 0.0388532

Alignment:
DHDBTKGTTTCGHTHDD
————— GGCATCGTTTA-

Original motif Reverse complement motif

Consensus sequence: HDDAHCGAAACYAVDDD Consensus sequence: DHDBTKGTTTCGHTHDD

2.0

a UURARVS. 1 L6\

5 15
Webiiaga 3.4 WebiLags 3.4

2.0

10

bits

D]
i

~

!r

pol=——===

Dataset #: 4 Motif ID: 81 Motif name: ctatacggacg

Reverse complement motif
Consensus sequence: CGTCCGTATAG

Original motif
Consensus sequence: CTATACGGACG
2.0

2.0
£
=10 = :
0.0 o.0
5 10 5 10

Webiaga 34

bits
5

Wetiiaga 34

Best Matches for Motif ID 81 (Highest to Lowest)

Motif ID: UP00038
Motif name: Spdef_primary
Species: Mus musculus
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Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVHHATCCGGATGKHV
-—-CTATACGGACG—---

Original motif

Original Motif
Reverse Complement
Forward

3

11

0.027939

Consensus sequence: VHRCATCCGGATHHBB

2.0

bits

Reverse complement motif
Consensus sequence: VVHHATCCGGATGKHV,

2.

jAAH%QGQ WAIQE

=
21

0

A_A T
. QT;; T-lF"?‘_—_ e — o
| ‘ w i |
Motif ID: UP00527
Motif name: Foxn4_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

Original Motif
Original Motif
Forward

1

11
0.0308121
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VDWDARRGACGCGGWHGGAKHV
CTATACGGACG——=——=———————

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

it
p=

WablLogo 34

=k 2= llIVWIVESS ooy - - QIEQ%‘EEQ ViV x ASY.
: e P o 5 e "
Motif ID: uP00413
Motif name: Elf4
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1
Number of overlap: 11
Similarity score: 0.0328673
Alignment:
HAWYCCGGAAGTHBEBD
CTATACGGACG-—----

Original motif
Consensus sequence: DBBHACTTCCGGKWTH

Reverse complement motif
Consensus sequence: HAWYCCGGAAGTHBBD
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2.0

N
T AKX -

20

Wablogo 3.4

P = ao-== — _A_ S = - AE":"'—-——_-..: =
5 10 Eﬂ_%aaq 5 10 15
Motif ID: uP00418
Motif name: Etv6
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BHAHCCGGAAGTABDVD
—————— CGTCCGTATAG

Original motif

Reverse Complement
Original Motif
Backward

1

11

0.0334005

Consensus sequence: DVHBTACTTCCGGHTHB

2.0

Reverse complement motif
Consensus sequence: BHAHCCGGAAGTABDVD

2.0

jnéﬁcc 1ALA

bits

Webloga 3.4

Motif ID:
Motif name:

UuP00409
EIf5
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Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BWAHSMGGAAGTWD
CTATACGGACG—---

Original motif

Consensus sequence: BWAHSMGGAAGTWD

2.0

0.0

Mus musculus
Original Motif
Original Motif
Forward

1

11

0.0336391

ST

Welsloge 34

Reverse complement motif
Consensus sequence: DWACTTCCRSDTWV

ﬁ”?AQETCCT?II

0.0

Webilaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00097
Mtfl_primary

Mus musculus
Reverse Complement
Original Motif
Backward

2

11

0.0346533
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Alignment:
DBDHCGTGTGCAAMDH
—-——-CGTCCGTATAG-

Original motif
Consensus sequence: DBDHCGTGTGCAAMDH

2.

Sl o

LI X

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH

2.0

m ITECACAC**‘X%

bits

0.0

WablLogo 34

Motif ID: UP00135
Motif name: Hoxc12
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3

Number of overlap: 11

Similarity score: 0.0360998
Alignment:

DDVHWTTTACGACCKHH

--—-—-CTATACGGACG--

Original motif
Consensus sequence: HHRGGTCGTAAAWHBDH

Reverse complement motif
Consensus sequence: DDVHWTTTACGACCKHH
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2.0

2.0

0.0 Ti.‘."-‘"‘:ﬁ - -.-N - _2;-!: E— S =——-— =,
5 10 15 S
Motif ID: UP00084
Motif name: Gmeb1_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BVVDVRYACGTRYVBHB
-——-CGTCCGTATAG--

Original motif

Consensus sequence: BHBBKKACGTMMVDBVB

2.0

7AW

la.
C=

Reverse Complement
Reverse Complement
Backward

3

11

0.0365466

Reverse complement motif
Consensus sequence: BVVDVRYACGTRYVBHB

TAWIa,.

.-

bits

5

—_

0.0

1

0.0
5

5 10
Webiiaga 3.4 WebiLags 3.4

Motif ID:

UP00015
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VBDABCCGGAAGTDD
-CTATACGGACG—---

Original motif
Consensus sequence: VBDABCCGGAAGTDD

2.0

246 Le‘- EQ __ AAALH .

00— —

Ehf_primary
Mus musculus
Original Motif
Original Motif
Forward

2

11
0.0367131

15
WetiLoga 34

Reverse complement motif
Consensus sequence: DDACTTCCGGBTHBB

2.0

g:_-eQITCCT?I |

10 15
Wetiloago 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00421

Etvl

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

11
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Similarity score: 0.0373

Alignment:
HBDBACTTCCGGTBHVY
————— CGTCCGTATAG-

Original motif
Consensus sequence: MVHBACCGGAAGTVDVH

20

i = SR Cg TélA =

: 10 15
Weliloga A4

Reverse complement motif
Consensus sequence: HBDBACTTCCGGTBHVY

20

i ACT e

0.0 b

Webiloga 3.4

Dataset #: 4 Motif ID: 82 Motif name: gCGCGCsCgsG

Original motif
Consensus sequence: GCGCGCSCGCG

_C Cccégg

0.0 -

bits

Best Matches for Motif ID 82 (Highest to Lowest)

Motif ID: UP00065
Motif name: Zfp161_primary
Species: Mus musculus

Matching format of first motif: Reverse Complement

Reverse complement motif
Consensus sequence: CGCGSGCGCGC

2.0

=2 4
=1

g_g , =

Webioga 3.4
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Matching format of second motif: Original Motif

Direction: Forward
Position number: 2
Number of overlap: 11
Similarity score: 0
Alignment:

DDGCGCGCGCRCHYRD

-CGCGSGCGCGC——-~

Original motif
Consensus sequence: DDGCGCGCGCRCHYRD

2.0

Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD

2.0

® ‘° Webtoga3 & w o
Motif ID: UP00003
Motif name: E2F3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 5
Number of overlap: 11
Similarity score: 0.0102009

Alignment:
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WHSGCGCGCCHTDHB
CGCGSGCGCGC——--

Original motif
Consensus sequence: VHDADGGCGCGCSHW

2.0

e e W L~ WY W e
5 10 15

bits

0.0 —

Webiloga 34

Reverse complement motif
Consensus sequence: WHSGCGCGCCHTDHB

Motif ID: UP00001
Motif name: E2F2_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:

Direction: Forward
Position number: 1

Number of overlap: 11
Similarity score: 0.0124455
Alignment:

HHVGCGCGCCKTDHB

CGCGSGCGCGC——--

Original motif
Consensus sequence: VHDARGGCGCGCVHH

Reverse Complement
Reverse Complement

Reverse complement motif
Consensus sequence: HHVGCGCGCCKTDHB
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A_

L] _— L g e =

e — | —

0.0 - - —

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
WHVBVVMACGCGCGTCDYHWDH
-—-—-CGCGSGCGCGC———————

Original motif

UP00526
Foxnl_primary

Mus musculus
Reverse Complement
Original Motif
Backward

8

11

0.0192204

Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

2.0

o ACOyUCEre

5 10

Reverse complement motif

Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

-
15 20
Weblogod4

510
s = sl Ac T =
; = A ETAY T ACS o . N0
5 10

Motif ID:

UP00526
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDRMHBACGCGYGCGTDGBBDB
——————— CGCGSGCGCGC——--

Original motif

Foxnl_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

8

11

0.0231982

Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

2.0

0.0 e _A‘a- =

A

5 10

20
WabLogad 4

Reverse complement motif
Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

20
I 2 —rl__.x
20

J . AQ@QACAcz o 5
f ] .m. N 1

5

bi

5

WabiLogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UuP00007

Egrl_primary
Mus musculus
Original Motif
Original Motif
Backward

3

11
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Similarity score: 0.0289369

Alignment:
HCCGCCCCCGCAHB
-GCGCGCSCGCG--
Original motif Reverse complement motif
Consensus sequence: HCCGCCCCCGCAHB Consensus sequence: VHTGCGGGGGCGGH
0.0 QTC#CCCQCTQQ-—- == onl=——=— g_{:‘-—_g N B LA Qe-:':
Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7
Number of overlap: 11
Similarity score: 0.0297254
Alignment:
BADHBDHCGCCCMCGCAHHDBBV
—————— GCGCGCSCGCG———-——-
Original motif Reverse complement motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBY Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB
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2.0

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHDGGGGSSCCCCBVV
-CGCGSGCGCGC——--

Original motif

Consensus sequence: BHDGGGGSSCCCCBVV

2.0

uP00088

Plagll_primary

Mus musculus
Reverse Complement
Original Motif
Forward

2

11

0.0316913

Reverse complement motif
Consensus sequence: VBVGGGGSSCCCCHHV

2.0

. CCQ
q-:.-::A i C,m S

e 0.0 "

bits

15
Wabiogad 4 WabiLogo 34
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVVHAGGGGGCGRDHHB
—-——-—-CGCGSGCGCGC—--

Original motif

UP00002

Sp4_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

11

0.0323627

Consensus sequence: BDHHMCGCCCCCTHVBB

20

Reverse complement motif
Consensus sequence: BVWWHAGGGGGCGRDHHB

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00527
Foxn4_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

6
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Number of overlap: 11
Similarity score: 0.039112

Alignment:
VHYTCCDWCCGCGTCMMTHWHV

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

1‘;,;;‘%“_'_-——@1 —

= o
e - o L —- =T

-
5 10 15 20

WebLogad 4

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

it
=

QIEQ,ﬁLEQ ViVe..x Ag

0.0

Dataset #: 4 Motif ID: 83 Motif name: srACyCCGAyr

Original motif
Consensus sequence: SRACYCCGAYR

E%CAA“C““ ACA

Wetiiaga 34

Best Matches for Motif ID 83 (Highest to Lowest)

Motif ID: UP00024
Motif name: Glis2_primary
Species: Mus musculus

Reverse complement motif
Consensus sequence: KKTCGGKGTKS

2.0

SICA Alllcc

Webiaga 34
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HKBBGGGGGGTCVHHH
—-—KKTCGGKGTKS---

Original motif

Reverse Complement
Reverse Complement
Forward

3

11

0.0129914

Consensus sequence: HHHVGACCCCCCVBRD

2.0

0.0

< onlllee

ogads

Reverse complement motif

Consensus sequence: HKBBGGGGGGTCVHHH

2.0

e

NIg

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00527
Foxn4_secondary
Mus musculus
Original Motif
Original Motif
Forward

7

11

0.013032
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Alignment:
VDWDARRGACGCGGWHGGAKHV

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

it
p=

WablLogo 34

=k 2= llIVWIVESS ooy - - QIEQ%‘EEQ ViV x ASY.
5 e 5 o ; ™ e
Motif ID: UP00070
Motif name: Gcm1l_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 5
Number of overlap: 11
Similarity score: 0.0132459
Alignment:
BYMBKCCCCTATDVBHD
—-—SRACYCCGAYR-—-—-

Original motif
Consensus sequence: DDBVHATAGGGGRBRMB

Reverse complement motif
Consensus sequence: BYMBKCCCCTATDVBHD
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2.0
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15

Websiags 3.4

2.0

T WCTAT

= = b
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bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVVHACCCGCATVDHD
-—-SRACYCCGAYR---

Original motif

UP00070

Gcm1_primary
Mus musculus
Original Motif

Original Motif

Forward

3

11

0.0135374

Consensus sequence: HVVHACCCGCATVDHD

2.0

bits

0.0 — e e = e

el

5

Weblagad 4

Reverse complement motif
Consensus sequence: DHDVATGCGGGTHVVH

20

bits

0.0 =

1 QTACfm I

Motif ID:

UP00021
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DKKWDACCCCCAHTDDV
—-—--SRACYCCGAYR---

Original motif

Zfp281_secondary
Mus musculus
Original Motif
Original Motif
Forward

4

11

0.0136908

Consensus sequence: DKKWDACCCCCAHTDDV

2.0

%1.0 CC C
. J‘Er‘-f-"___!___el— - A{,_ v

Ax .

5 10

Watiloga 3.4

Reverse complement motif
Consensus sequence: VDDAHTGGGGGTHWYYD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00047
Zbtb7b_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

11
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Similarity score:
Alignment:
VHWTTHGGGGGGVDD
-—-KKTCGGKGTKS--

Original motif

Consensus sequence: DDVCCCCCCHAAWHB

e .

AA__
15

2.0

bits
5

0.0146089

0.0

Webiloga 34

Reverse complement motif
Consensus sequence: VHWTTHGGGGGGVDD

2.0

= AL M

pple——== . —— =

Weblogo a4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDKGTTTCGKTWDDD
—-———-KKTCGGKGTKS

Original motif

Consensus sequence: DDDWAYCGAAACYDV

UP00040
Irf5_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

11

0.0148195

Reverse complement motif
Consensus sequence: BDKGTTTCGKTWDDD
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WetiLoga 34
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Wetiloga A4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
ABBBBVVRGACCACCCACRDBBM
———————— SRACYCCGAYR-—--

Original motif

UuP00540

Gli3_v015681_primary
Mus musculus

Original Motif

Original Motif

Forward

9

11

0.014859

Consensus sequence: ABBBBVVRGACCACCCACRDBBM

2.0

bits

= =M AV W W y
0.0 T =

== — -_-_'_—_é

5 10

WebiLog 34

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

—
—
—
0
-
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0= E:“—_g—!"ﬁ
5
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
GKRGGGGGGGGGGBD
KKTCGGKGTKS——-—

Original motif

Consensus sequence: DBCCCCCCCCCCMYC

2.0

UP00021
Zfp281_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

11

0.0153296

“oLe0000C..c

Webiloga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00539
Gli2_v016060_primary
Mus musculus

Reverse Complement
Reverse Complement
Backward

10
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Number of overlap: 11
Similarity score: 0.0155548

Alignment:
DBCDWHCTGGGTGGTCMDHBBAH
-——KKTCGGKGTKS—-——==————-

Original motif
Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

2.0

@
E10 A A
I A = A_, - e _'-:_.-g-%f-*-‘;“—:“-_?

5 10 15 20

WesLago 34

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBALF

20

1 oz JUNIWTe

e

bits

st
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5 10 15

20
WebbLaga 34

Dataset #: 5 Motif ID: 84 Motif name: TFW3

Original motif
Consensus sequence: GCACTG

-_CaCT

s L cmey e TH

Best Matches for Motif ID 84 (Highest to Lowest)

Motif ID: UP00031
Motif name: Zbtb3_primary
Species: Mus musculus

Reverse complement motif
Consensus sequence: CAGTGC

=_r

>
-
)

[ = =
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BBBAVTGCAGTGBBVDD
——————— CAGTGC----

Original motif

Reverse Complement
Reverse Complement
Forward

8

6

0

Consensus sequence: DDBBBCACTGCABTBBB

2.0

0.0

42
S0
—— -
= == = = =" e
5 10

Webriogo 3.4

Reverse complement motif

Consensus sequence: BBBAVTGCAGTGBBVDD

2.0

10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00Q95
Zfp691_primary

Mus musculus
Original Motif
Reverse Complement
Forward

8

6

0.020963
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Alignment:
DDHBYGAGCACTGBHHB
——————— GCACTG—---

Original motif

Consensus sequence: BDHVCAGTGCTCMBHDD

2.0

Reverse complement motif

Consensus sequence: DDHBYGAGCACTGBHHB

2.0

Webiloga 3.4

C A T
o= —— A J C— _ P P e . & — —
5 10 15 Saaah 5 10 15
Motif ID: UP00031
Motif name: Zbtb3_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DDHHTBCCAGTGABHG
——————— CAGTGC---

Original motif

Reverse Complement
Reverse Complement
Forward

8

6

0.0248871

Consensus sequence: CHVTCACTGGBADHDD

Reverse complement motif
Consensus sequence: DDHHTBCCAGTGABHG
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2.0

20

S

)

th

1
b

H

oaa 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
GYCGCGCARBGCVB
—————— CAGTGC--

Original motif

Consensus sequence: GYCGCGCARBGCVB

2.0

UP00065

Zfpl161_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

7

6

0.0303167

Reverse complement motif

Consensus sequence: VVGCVYMTGCGCGKC

2.0

——

0.0

- = g . EIACT.:C_._Q%‘

Webitaga 3.4

Motif ID:

UP00006
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVHCYTGCTGTGHDH
——————— CAGTGC--

Original motif

Zic3_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

6

0.0420592

Consensus sequence: DDDCACAGCAKGHVD

2.0

“ 0 LAUCAcl

00 e S -

5

Reverse complement motif
Consensus sequence: DVHCYTGCTGTGHDH

2.0

TcglACI — v o

00— T

15
Wetiloago 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00102
Zicl_secondary
Mus musculus
Original Motif
Original Motif
Forward

3

6
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Similarity score:
Alignment:
BHDCVCAGCAGGHVD
--GCACTG-———-——-

Original motif

Consensus sequence: BHDCVCAGCAGGHVD

2.0

L. (Ao

0.0499082

15
Webiloga 34

Reverse complement motif
Consensus sequence: DVHCCTGCTGBGDDB

CerelTu 6,

2.0

=

S1.0
o=

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVDTKTCAAGTGGKBDH
——————— CAGTGC-—---

Original motif

UP00231

Nkx2-2

Mus musculus
Reverse Complement
Reverse Complement
Forward

8

6

0.0507672

Consensus sequence: HDVRCCACTTGARADBD

Reverse complement motif
Consensus sequence: DVDTKTCAAGTGGKBDH
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2.0

2.0

o =y — %

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
AAWYTMAAGTGGVTDH
—————— CAGTGC----

Original motif

Consensus sequence: HDAVCCACTTRAMWTT

2.0

0.0

uP00107

Nkx2-4

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

6

0.0519322

Reverse complement motif
Consensus sequence: AAWYTMAAGTGGVTDH

Weblogod 4

I;IQA

) MAESS___ S E

10
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WVVHWTWACAGCGHHVT
———————— CAGTGC---

Original motif

UP00193

Rhox11_2205.1

Mus musculus
Reverse Complement
Reverse Complement
Forward

9

6

0.0530479

Consensus sequence: AVDHCGCTGTWAWDVVW

20

n.ufﬂ"-k % 9 Aééi—;-_l —_—

5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: WVVHWTWACAGCGHHVT

20

«
240

- I
gl I Tl IS T = = K
28 5 10 :

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00057
Zic2_secondary
Mus musculus
Original Motif
Original Motif
Backward

8
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Number of overlap: 6

Similarity score: 0.0539075

Alignment:
HHDCVCAGCAKGVVD
--GCACTG-—————-

Original motif
Consensus sequence: HHDCVCAGCAKGVVD

2.0

o0 (AGGagh

15

Webilaga 34

Reverse complement motif
Consensus sequence: DVBCYTGCTGBGDDD

2.0

m I : | -
oo lmm—== _ N g_-%A — e W =
: 5 10

bits

15
WetsLogo 34

Dataset #: 5 Motif ID: 85 Motif name: TFW1

Original motif
Consensus sequence: TTGCGCAA

=0
£
T = Q
o0 '-!-_5 - -

Wkl aga @A

Best Matches for Motif ID 85 (Highest to Lowest)

Motif ID: UP00045
Motif name: Mafb_secondary
Species: Mus musculus

Reverse complement motif
Consensus sequence: TTGCGCAA

2.0

wJ

Em% I I —_ e QA_
0.0 e = =

Wk L age 3
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Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 5

Number of overlap: 8

Similarity score: 0.00957029

Alignment:

HDWWTTTTGCAADBD

-—-—-TTGCGCAA---

Original motif Reverse complement motif

Consensus sequence: HVDTTGCAAAAWWDH Consensus sequence: HDWWTTTTGCAADBD
20 20

8
=1

ﬁ S b o (<Y

Webilogo 34 Weblogo a4

0.0

Motif ID: UP00097
Motif name: Mtfl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position nhumber: 4

Number of overlap: 8

Similarity score: 0.0184619
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Alignment:
DBDHCGTGTGCAAMDH
————— TTGCGCAA-—-

Original motif

Consensus sequence: DBDHCGTGTGCAAMDH

2.

LI X

Sl o

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH

2.0

m ITECACAC**‘X%

bits

0.0

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WWTDBGTAATTACVDB
-TTGCGCAA-——————

Original motif

UP00259

Hoxb6

Mus musculus
Original Motif
Original Motif
Backward

8

8

0.0226004

Consensus sequence: WWTDBGTAATTACVDB

Reverse complement motif
Consensus sequence: VDVGTAATTACBDAWW

Page 674 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=259

2.0

0.0 —

EWIQITEEIAAIIAQ

15
Weblogad 4

20

2 IléATI&Q&éIé

8.0 —
15
Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DCATDBTGHGCATKMTTBRSWR

Original motif

UP00528

Foxm1_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

6

8

0.0239956

Consensus sequence: MWSMBAARRATGCDCABHATGD

2.0

a
510

ga-g A A W.ca

8%

10

—
20
WabLagad 4

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

CAT IEEQA CEexr S IF
10 15

20

Weblogod4

Motif ID:

UP00035
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VHHDWTGGGCAMDHBH
—-—-——-TTGCGCAA--—--

Original motif

Hicl_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

8

0.0261465

Consensus sequence: DBDDRTGCCCAWDHDV

2.0

bits
5

0.0

- A Acccé$

15
Wabiogad 4

Reverse complement motif
Consensus sequence: VHHDWTGGGCAMDHBH

20

bits

0.0

X QAQ ——

WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00004
Sox14_secondary
Mus musculus
Original Motif
Original Motif
Forward

2

8
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0.0272314

Similarity score:
Alignment:
BKBASACAATRGHBB
-TTGCGCAA-—-—-——-
Original motif Reverse complement motif
Consensus sequence: BKBASACAATRGHBB Consensus sequence: BBDCMATTGTSTBRB
’ -ﬁ%ACAAm%ﬂ . ol Q%T“=I?Iém
Motif ID: UP00055
Motif name: Hbp1l_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 9
Number of overlap: 8
Similarity score: 0.0278778
Alignment:
HBTHVACAATGGGMDHD
-TTGCGCAA---—————
Reverse complement motif
Consensus sequence: HBTHVACAATGGGMDHD
Page 677 of 752
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2.0

2.0

. _Egggﬂllxlﬁ

= TQQAAI¢4¢2?

Wabiogs 3.4

= 8 __
°° 12 W_dz_a a4 °
Motif ID: UP00138
Motif name: Bsx
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVRDYAATTRBYRBVAD
——————— TTGCGCAA-

Original motif

Consensus sequence: VVRDYAATTRBYBVAD

2.0

Original Motif
Original Motif
Forward

8

8

0.0281625

Reverse complement motif
Consensus sequence: HTVVKBKAATTMHMBV

2.0

1.0

bits

A

0.0

0.0

.l
-,:Eé&t_,_(;_:c__ ENCHE == = 5

15
Weblogod 4

Trl__.f:g. -CI-AATTA-;%—-— =

Weblogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVDRTAATTABHHHAB
——————— TTGCGCAA-

Original motif

Consensus sequence: VVDRTAATTABHHHAB

20

bits

T

UP00126

DIx2

Mus musculus
Original Motif
Original Motif
Forward

8

8

0.030109

Reverse complement motif
Consensus sequence: BTDHHBTAATTAKDVV

2.0

o TMTa.

bits

— 5 10 — '; - e _5 -:
Motif ID: UP00182
Motif name: Hoxa6
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Original Motif
Original Motif
Backward

2
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Number of overlap: 8
Similarity score: 0.0308523

Alignment:
AMGKTAATTACCHHAD
——————— TTGCGCAA-

Reverse complement motif
Consensus sequence: DTHHGGTAATTAYCYT

20

M, WM.,

Weblagad 4

Original motif
Consensus sequence: AMGKTAATTACCHHAD

bits
s

Lognd4

Dataset #: 5 Motif ID: 86 Motif name: TFW2

Reverse complement motif
Consensus sequence: CGTAAGTCCK

2.0

TAcg

o0
5 10
L e ek e a3 4

Original motif
Consensus sequence: YGGACTTACG

2.0

bits
&

Best Matches for Motif ID 86 (Highest to Lowest)

Motif ID: UP00066
Motif name: Hnf4a_secondary
Species: Mus musculus
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHAYTGGACTTTHDBV
—-———YGGACTTACG--

Original motif

Consensus sequence: BBHHAAAGTCCAMTHH

2.0

Original Motif
Reverse Complement
Forward

5

10

0

“ AdTCRA.

Reverse complement motif
Consensus sequence: HHAYTGGACTTTHDBV

20
AT ol B III R —
10 15

bLogods

it
5

)

0.0

H

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00259

Hoxb6

Mus musculus
Original Motif
Reverse Complement
Backward

5

10

0.0133265
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Alignment:
VDVGTAATTACBDAWW
-—-YGGACTTACG——---

Original motif
Consensus sequence: WWTDBGTAATTACVDB

2.0

er. <IMAITAC

bits

0.0 —

15
WabiLogad 4

Reverse complement motif
Consensus sequence: VDVGTAATTACBDAWW

2.0

T aMITAe s

bits

0.0 —

15
WablLogo 34

Motif ID: UP00228

Motif name: Bapx1

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 10

Similarity score: 0.0145352

Alignment:

DTBVTTAAGTGGTTHHV

---CGTAAGTCCK----

Original motif
Consensus sequence: VHHAACCACTTAAVVAH

Reverse complement motif
Consensus sequence: DTBVTTAAGTGGTTHHY
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2.0

v ﬂﬁxéégcACHAé

2.0

bits

= w
0.0 e 0.0 S
Motif ID: UP00190
Motif name: Nkx2-3
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHTTAAGTACTTAAMK
-CGTAAGTCCK--—---

Original motif

Consensus sequence: YYTTAAGTACTTAAHD

2.0

EI%EILBAMIAclléé

Reverse Complement
Reverse Complement
Backward

6

10

0.0167419

15
Weblagad 4

Reverse complement motif
Consensus sequence: HHTTAAGTACTTAAMK

20

g:“;;AA“lACIIﬁéAA

Weblogod 4

Motif ID:

UP00389
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDTTTAAGTACTTDDDD
-—-CGTAAGTCCK————--

Original motif

Nkx3-1

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

10

0.0201669

Consensus sequence: DDHDAAGTACTTAAADB

2.0

1

2 A@AEIACllééﬁx

Watiloga 3.4

Reverse complement motif
Consensus sequence: BDTTTAAGTACTTDDDD

2.0

- 41;;AA=IACIT35*“

0.0

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00418

Etve

Mus musculus
Original Motif
Reverse Complement
Forward

6

10
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Similarity score: 0.0206612

Alignment:
BHAHCCGGAAGTABDVD
————— YGGACTTACG—--

Original motif
Consensus sequence: DVHBTACTTCCGGHTHB

20

.

t-—_C—_:_—li_ —
15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BHAHCCGGAAGTABDVD

20

0.0

Motif ID: UP00112
Motif name: Gsc

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4

Number of overlap: 10

Similarity score: 0.0208429
Alignment:

BHDMSGGATTAMMDWRBH

-——-YGGACTTACG—---

Original motif
Consensus sequence: HVWHRYTAATCCSYDHV

Reverse complement motif
Consensus sequence: BHDMSGGATTAMMDWBH
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2.0

2.0

<= B ‘:‘:_,._% = _ =

e . S .
==

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDTHGGGCGTATBHBBE
—-———YGGACTTACG—---

Original motif

Consensus sequence: VVDBATACGCCCHAHHD

2.0

%]
1

i

UP00093

KIf7_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

4

10

0.0217998

Reverse complement motif

2.0

it
5

Consensus sequence: DHDTHGGGCGTATBHBB

L .aTAWA

= e

15

Watiloga 3.4

TAr.

Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDWDCCGGAAGTHRBBD
————— CGTAAGTCCK-

Original motif

uP00404

EIf2

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

10

0.0220676

Consensus sequence: DBBHACTTCCGGDWDB

20

< el T

0.0

Reverse complement motif
Consensus sequence: BDWDCCGGAAGTHBBD

2.0

E”ﬂﬁA$GQ AAAIH

0.0
15
Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00413

Elf4

Mus musculus
Reverse Complement
Reverse Complement
Forward

6
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Number of overlap: 10
0.0221416

Similarity score:

Alignment:
HAWYCCGGAAGTHBED

————— CGTAAGTCCK-

Original motif Reverse complement motif

Consensus sequence: DBBHACTTCCGGKWTH Consensus sequence: HAWYCCGGAAGTHBBD

2.0 2.0
.::C = A.Al*:* e
10

| i ‘ ‘ 1
=10
‘ \C | | A
" T 2 8 T AKX PR =
o & Wort o34

10
Weblagad 4

0.0 =
5

Motif ID: 87 Motif name: TFF1

Reverse complement motif

Dataset #: 5
Consensus sequence: VWTCTTTGTCCT

Original motif
Consensus sequence: AGGACAAAGAVV
2.0

bits
5

2.0

Wetiloga 34

bits
5

e
10

Wekiloga A4

0.0

Best Matches for Motif ID 87 (Highest to Lowest)

Motif ID: UP00062
Motif name: Sox4_primary
Mus musculus

Species:
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Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HBDDDAACAAAGRVBHH
—-——-AGGACAAAGAVV--

Original motif

Original Motif
Original Motif
Backward

3

12
0.0258536

Consensus sequence: HBDDDAACAAAGRVBHH

2.0

0o === —-:“-._-\A o AA&:Z
10 1

5

Webriogo 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

- )

0 =T - -

15
Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position nhumber:

Number of overlap:

Similarity score:

UP00072
IRC900814_primary
Mus musculus
Original Motif
Original Motif
Backward

1

12

0.0258585
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Alignment:
DDHTACGACAAAWDDB
—-———-AGGACAAAGAVV

Original motif
Consensus sequence: DDHTACGACAAAWDDB

2.0

L AAchs,

bits

0.0

15
WabiLogad 4

Reverse complement motif
Consensus sequence: BHDWTTTGTCGTAHDD

R

5

it
5

0.0-=

15
WablLogo 34

Motif ID: UP00030
Motif name: Sox11_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 12

Similarity score: 0.0284165
Alignment:

HBDDRAACAAAGRABHH

—-——-AGGACAAAGAVV--

Original motif
Consensus sequence: HBDDRAACAAAGRABHH

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH
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2.0

0.0

- - : el e R 5 10 13
Motif ID: UP00101

Motif name: Sox12_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 12

Similarity score: 0.0317868
Alignment:

VVDBASACAAAGRADH

-—--AGGACAAAGAVV-

Original motif
Consensus sequence: VVDBASACAAAGRADH

2.0

m i ?QAQAAA A

oo l== = W T — =

10 15
Weblagad 4

bits

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB

20

Em&,;gQIIIéIEL .

0.0 —_—

15
Weblogod 4

Motif ID: UP00067
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VDDAGATCAAAGGKDDD
-——-AGGACAAAGAVV--

Original motif

Lefl_primary

Mus musculus
Original Motif
Reverse Complement
Backward

3

12

0.0318041

Consensus sequence: DDDYCCTTTGATCTDDV

2.0

0.0

V| MU_IC;_

Watiloga 3.4

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

i @ vy ——

5 10 15
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00058
Tcf3_primary
Mus musculus
Original Motif
Original Motif
Backward

3

12
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Similarity score: 0.0329392

Alignment:
HHHASATCAAAGVRHHH
—-——-AGGACAAAGAVV--

Original motif
Consensus sequence: HHHASATCAAAGVRHHH

20

“ Tk

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH

20

= i 3 =
Motif ID: UP00054
Motif name: Tcf7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 12
Similarity score: 0.0344802
Alignment:
BHHASATCAAAGGAHHH
—-—--AGGACAAAGAVV--

Original motif
Consensus sequence: BHHASATCAAAGGAHHH

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHYV
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2.0 2.0

m— J$G$IQAAA3=‘E§@ L . D :-:Eggﬂ‘ ,‘.I*?-AICEJP =

0.0
15

Watiloga 3.4 Wabiogs 3.4

Motif ID: UP00026

Motif name: Zscan4_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 4

Number of overlap: 12

Similarity score: 0.0344812

Alignment:

BHHHTTGTGTGCKHVD

-VVTCTTTGTCCT—--

Original motif Reverse complement motif

Consensus sequence: HVHRGCACACAAHHHV Consensus sequence: BHHHTTGTGTGCKHVD
20 20

it

EWQ%AACAGA?QQ . ﬁ: . IIAT_TTCEI?_

5 15
Weblogod 4 Weblogod4

[=]
=3
II
I
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDDYCCTTTGATSTDDV
--VVTCTTTGTCCT---

Original motif

UP00083
Tcf712_primary

Mus musculus
Reverse Complement
Original Motif
Backward

4

12

0.0344876

Consensus sequence: DDDYCCTTTGATSTDDV

20

0.0

EqQITTTAICL_

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

20

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00020
Atfl_secondary
Mus musculus
Original Motif
Original Motif
Backward

1

12
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Similarity score: 0.0352035
Alignment:

VDATGACGADYADH
—-—-AGGACAAAGAVV

Original motif
Consensus sequence: VDATGACGADYADH

bits
B

—— ——

0.0 ———
5
Wabilopa 3.4

Reverse complement motif
Consensus sequence: DDTMDTCGTCATDV

2.0

% 1.0 T
I&‘:g ggegécfr__
5 10

0.0 e T

Wabioga 3.4

Dataset #: 5 Motif ID: 88 Motif name: TFF11

Original motif
Consensus sequence: CTGCTGBDBBDGBD

2.0
1.0 C

91 o e =
a.0 — = -

bits

10
Webiioga 3.4

Best Matches for Motif ID 88 (Highest to Lowest)

Motif ID: UP00193

Motif name: Rhox11_1765.2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement

Reverse complement motif
Consensus sequence: HVCDBBDBCAGCAG

2.0

bits

I =

Wabioga 3.4
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Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

WVVHWTWACAGCGBHBT
HVCDBBDBCAGCAG---

Original motif

Forward
1

14
0.054015

Consensus sequence: AVDVCGCTGTWAWDVVW

2.0

w
=10

——

N c c %
P — i Wex] W
10

5

Wabiloga 3.4

Reverse complement motif
Consensus sequence: WVVHWTWACAGCGBHBT

2.0

w
=1.0

- I"T—'_=____.III i C= VW ~ _= I
i 5 10

15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WVVHWTWACAGCGHHVT
HVCDBBDBCAGCAG—--

UP00193

Rhox11_2205.1

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

14

0.0543852
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Original motif

Consensus sequence: AVDHCGCTGTWAWDVVW

2.0

10

bits

0.0—=

o . S

C|\U|AAL
=1 ¥ X ==

Webiiaga 3.4

Reverse complement motif

Consensus sequence: WVVHWTWACAGCGHHVT

=

2.0

1.0

0.0

11
== . wi is ¥ — —

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHDHACRGTAGCHVHD
—-—CTGCTGBDBBDGRD

Original motif

UP00027

Osrl_primary

Mus musculus
Original Motif
Reverse Complement
Backward

1

14

0.0554469

Consensus sequence: HHDHACRGTAGCHVHD

20

0.0

)

T

Weblogad 4

Reverse complement motif

Consensus sequence: DHBHGCTACKGTHDHH

2.0

IT
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VDWRKAKGTAGCHHDT
HVCDBBDBCAGCAG--

Original motif

UP00052
Osr2_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

14

0.0576412

Consensus sequence: AHHHGCTACYTRMWHV

20

)
il
<D
e
fy
T
-0

15
Weblogad 4

Reverse complement motif
Consensus sequence: VDWRKAKGTAGCHHDT

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00099
Ascl2_primary

Mus musculus
Reverse Complement
Original Motif
Forward

1

14
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Similarity score: 0.0581121

Alignment:
HHDVVGCAGCTGVBKVB
HVCDBBDBCAGCAG——--

Original motif
Consensus sequence: BBYVVCAGCTGCBVHHD

2.0

E”_gﬂACAQQTQAQ__

0.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHDVVGCAGCTGVBKVB

2.0

o
:E‘I.CI C

=t M=
5 10

i
15

Webiloga 3.4

Motif ID: UP00027

Motif name: Osrl_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.0586391

Alignment:

VHDHKWKGTAGCHHDK

HVCDBBDBCAGCAG—-

Original motif
Consensus sequence: RHHHGCTACYWRHDHYV

Reverse complement motif
Consensus sequence: VHDHKWKGTAGCHHDK
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2.0

20

15
Weblogad 4

z%éATlA¢g_ -

15
Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DBVVAGCTGTCAWWVTH
HVCDBBDBCAGCAG—-—--

Original motif

UP00122

Tgifl

Mus musculus
Reverse Complement
Original Motif
Forward

1

14

0.0592876

Reverse complement motif

Consensus sequence: DABWWTGACAGCTVVBD Consensus sequence: DBVVAGCTGTCAWWVTH

2.0 2.0

a eiéﬂx i A CI_ e ——— a - — %Iﬂb;

= 5 10 15 _— i 10 15 _—
Motif ID: UP00052
Motif name: Osr2_primary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHHGCTACKGTHVHH
-—-CTGCTGBDBBDGBD

Mus musculus
Original Motif
Reverse Complement
Forward

3

14

0.0610328

Original motif Reverse complement motif
Consensus sequence: HHVHACRGTAGCHHHD Consensus sequence: HHHHGCTACKGTHVHH

2.0 20

TA 1

a.0 . o — ——— = e e 0.0 ——— =

¥
f

)
—

Weblogad 4 Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00098
Rfx3_primary

Mus musculus
Original Motif
Reverse Complement
Forward

9

14

0.0628447
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Alignment:
HHHHDVVGTTGCTAHGGDHBAHH
———————— CTGCTGBDBBDGBD-

Original motif

Consensus sequence: HDTBHHCCHTAGCAACVVDHHHH

2.0

it
=

0.0

o

5 10

. W A A .
. v_1 1V

WebiLogo 34

Reverse complement motif
Consensus sequence: HHHHDVVGTTGCTAHGGDHBAHH

20

=== — _— —o 2 { a . —_——

Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBDVHGGTGGTCBKDDB
—-——-CTGCTGBDBBDGBD

Original motif

upP00047

Zbtb7b_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

1

14

0.0632938

Consensus sequence: BDDRVGACCACCHBDVB

Reverse complement motif
Consensus sequence: BBDVHGGTGGTCBKDDB
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2.0

m A C
=10 C
’i‘é = . A N
15

0.0
5 10

Websiags 3.4

2.0

Dataset #: 5 Motif ID: 89 Motif name: TFM1

Original motif
Consensus sequence: CACACACACACWCACACA

" oacHCAcCac. Caghe

WebLaga 3.4

Best Matches for Motif ID 89 (Highest to Lowest)

Motif ID: UP00540

Motif name: Gli3_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 6

Number of overlap: 18

Similarity score: 0.0442064

Alignment:

Reverse complement motif
Consensus sequence: TGTGTGWGTGTGTGTGTG
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VYWVVHCRCCACMCACGAHSBHH
————— CACACACACACWCACACA

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

—

E:Ezg QQQQQGEQAQ*Q*C

15 20
WebiLogo 34

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

bits

e ‘EQ?IQ?CIT‘FI«L- X

0.0 =
5 10 15 20

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 1

Number of overlap: 18

Similarity score: 0.0448118

Alignment:

HVBDAGCGBGGGTGGCRDBDDDB

TGTGTGWGTGTGTGTGTG---—-~

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

WesLaga 34

20

7]
o CC c
=X ——H%IQIE_,--._&AA-'Q &= LA
5 10

Webblaga 3.4

Motif ID: UP00034

Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 1

Number of overlap: 18

Similarity score: 0.0469936
Alignment:

VVYDDDCHCAVACAATTDBVAC
TGTGTGWGTGTGTGTGTG—--~

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

4]
=1.0

E TI
ol ?Iéée:-__ -é_I__ e & 1 o
- 5 K B

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

2.0

10

bits

5 20
Weblogod4

Motif ID: UP00538

Motif name: Glil_v015681_secondary
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Species:

Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 3

Number of overlap: 18

Similarity score: 0.0474757

Alignment:

MHHHWHYTMCCHCCCACVAABVH

—-—CACACACACACWCACACA-—--

Original motif Reverse complement motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

2.0

0 e . = I}‘E;é v sz-:_ _éA

20

WesLaga 34 Webblaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00539
Gli2_v016060_secondary
Mus musculus

Original Motif

Original Motif

Backward

2

18

0.0483565
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Alignment:
RTHBSYCGCCMCMYVCGBTVDH
—-——CACACACACACWCACACA-

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

G = _— i ———a __ é.“ ¥ AT =C—= %“.“-:-—-A‘?‘g
’ % 10 8 WebLogad 4 ‘ % 10 8 WebLogod4
Motif ID: UuP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6
Number of overlap: 18
Similarity score: 0.0502008
Alignment:
BADHBDHCGCCCMCGCAHHDBBV
————— CACACACACACWCACACA

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB
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2.0 20

Motif ID: UP00526

Motif name: Foxn1_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 4

Number of overlap: 18

Similarity score: 0.0557575

Alignment:

BDVBCDACGCKCGCGTBHRKHD

—-——TGTGTGWGTGTGTGTGTG-

Original motif Reverse complement motif

Consensus sequence: DDRMHBACGCGYGCGTDGBBDB Consensus sequence: BDVBCDACGCKCGCGTBHRKHD
2.0 2.0
" e___Agn AQﬂGégqgél = B —— = = AQ%QAQ.&C==_5__T~ = '.'l.‘l_,.;':
z 5 10 15 20 o 5 10 15 20 T

Motif ID: UP00096
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Motif name: Sox13_secondary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 17

Similarity score: 0.549115

Alignment:

-DDDHTGGGTGGGHAHHD

CACACACACACWCACACA

Original motif
Consensus sequence: DDDHTGGGTGGGHAHHD

2.0

Reverse complement motif
Consensus sequence: DHHTHCCCACCCAHDDH

2.0

Wabiloga 3.4 Webiloga 3.4

Motif ID: UP00538

Motif name: Glil_v015681_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward

Position number: 7

Number of overlap: 17

Similarity score: 0.550082

Page 710 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538

Alignment:
BBBDVVRGACCACCCAVGABBAB-
—————— CACACACACACWCACACA

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

20

Webloga 3.4

ol === :c-ﬁAIé-- A ,Héﬁééé?é“? - ::I'f_.’:lg._.lz_xT I _1 9"-_:-:
5 10 15 20 o 5 10 15
Motif ID: UP00228
Motif name: Bapx1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2
Number of overlap: 17
Similarity score: 0.553591
Alignment:
—-VHHAACCACTTAAVVAH
CACACACACACWCACACA-

Original motif
Consensus sequence: VHHAACCACTTAAVVAH

Reverse complement motif

Consensus sequence: DTBVTTAAGTGGTTHHY
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2.0 2.0

1.0 A A %‘I.U
o e Aad ) TQ‘—.- = e X
5 10

bits

ACKL o
12 Wabslaga 3.4 B Wabilags 3.4
Dataset #: 5 Motif ID: 90 Motif name: TFM2
Original motif Reverse complement motif
Consensus sequence: CHHCHBTCCTSCYTCTGC Consensus sequence: GCAGAKGSAGGABDGHDG

20 2.0

. TCGGTCQT CCTCI G

T —— e %—-—&—.—

bits
bits
=

WebLaga 3.4

Best Matches for Motif ID 90 (Highest to Lowest)

Motif ID: UP00539

Motif name: Gli2_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 1

Number of overlap: 18

Similarity score: 0.0498793

Alignment:
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RTHBSYCGCCMCMYVCGBTVDH
CHHCHBTCCTSCYTCTGC——--

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

S o = —— — —— A YE ATXTXY %“.“-:-—-A‘?‘g
’ % 10 8 WebLogad 4 * % 10 8 WebLogod4
Motif ID: UP00528
Motif name: Foxm1_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 18
Similarity score: 0.0564418
Alignment:
HADTBVADGATGCATCMTGMVHB
————— GCAGAKGSAGGABDGHDG

Original motif
Consensus sequence: HADTBVADGATGCATCMTGMVHB

Reverse complement motif
Consensus sequence: VHVRCAYGATGCATCDTVVADTH
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2.0

20

P = = A nY == = _ == FEceAT 1Y =
5 10 15 20 Vs 5 10 15
Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVMHHDHKGACCCTCCTSVCBH
CHHCHBTCCTSCYTCTGC———--

Original motif

Original Motif
Reverse Complement
Backward

5

18

0.0565957

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

= 1£é»11;£k[55$ir=_ <
10 15

20

Weblogod4

Motif ID:

UP00538
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Motif name: Glil_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 6

Number of overlap: 18

Similarity score: 0.0573354

Alignment:

BDDHVDKGCCACCCVCGCTDBVH

CHHCHBTCCTSCYTCTGC-----

Original motif Reverse complement motif

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
20
ol = SR ?I@?géxm P : AEEGCAAQCPE “ LR @

: s " » 5 o ® P

WebiLog 34 Weblagn 3.4

Motif ID: UP00540

Motif name: Gli3_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 6

Number of overlap: 18
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Similarity score: 0.0598613

Alignment:
VYWVVHCRCCACMCACGAHSBHH
CHHCHBTCCTSCYTCTGC—-——---

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

20

ﬁf B QggcégggAQAQ*c

- = e

15 20
WesLogo 34

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

bits

—Lagan;cgafcxx1:?];h'
5 10

00

Motif ID: UP00538
Motif name: Glil_v015681_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 18

Similarity score: 0.0598775
Alignment:

MHHHWHYTMCCHCCCACVAABVH
——CHHCHBTCCTSCYTCTGC—---

Original motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

Reverse complement motif
Consensus sequence: DVWTTVGTGGGHGGYAMHWHHHY
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2.0

Ag¢=

WebiLog 34

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
GTVBDAATTGTVTGHGDDHKVE
—-—-GCAGAKGSAGGABDGHDG--

Original motif

UP00034

Sox7_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

3

18

0.0606451

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

1.0

bits

=28 cxéAlI%I Lo =

15

WabLogad 4

Reverse complement motif

Consensus sequence: VVYDDDCHCAVACAATTDBVAC

2.0

10

bits

X < CA$QAA11AEQQ

5 10 15 20
WabiLogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VMYDHDGMCCHCCKBGVVAAVH
—CHHCHBTCCTSCYTCTGC---

Original motif

UP00540
Gli3_v015681_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

4

18

0.0626287

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

20

o= EIIE Q:«%:;; .-L:;_,?r.-%g ;-;,:?E___

Weblogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

| C C
N Q A
- A lﬂA-fa A+ T=A¢
i 10 15

20
Weblogo34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00527
Foxn4_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

4
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Number of overlap: 18
Similarity score: 0.0626567

Alignment:
VHYTCCDWCCGCGTCMMTHWHV
—-CHHCHBTCCTSCYTCTGC---

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

=R AV IVVIVESL Foad - QTCQH_IEQ | VYex_ A%
2 19 3 a8 WabiLogad & 3 19 19 £ Weblogad
Motif ID: UP00032
Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 18
Similarity score: 0.064761
Alignment:
HBHDVHDTCTTATCTHTDDHDV
—CHHCHBTCCTSCYTCTGC—--

Original motif

Reverse complement motif
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Consensus sequence: BDHDDADAGATAAGADHBDHVD Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

20

Tl A TG IRV

= e e = = o= | R ! A=—=—=_ -

5 10 15 20 5 10 15 20

PR, i, o =P
Weblogad 4 Weblogo34

- 0.0t o

Dataset #: 5 Motif ID: 91 Motif name: TFM3
Original motif Reverse complement motif
Consensus sequence: KTTTTTTKTTTTTTDAAB Consensus sequence: BTTHAAAAAAYAAAAAAR

I T A, L TT. bbb,

Webilogo 3.4 Wetiloga 3.4

Best Matches for Motif ID 91 (Highest to Lowest)

Motif ID: UP00032

Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 1

Number of overlap: 18

Similarity score: 0.0426153
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Alignment:
BDHDDADAGATAAGADHBDHVD

BTTHAAAAAAYAAAAAAR-——-
Original motif Reverse complement motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD Consensus sequence: HBHDVHDTCTTATCTHTDDHDV
2.0
00 - = _-;Ie___A_ ) S QA‘_‘ e R e P e _-_-_!—:IC__,_n ! I:T:;;'—‘:——_;— —
5 10 15 20 o 5 10 15 20 R o
Motif ID: UP00034
Motif name: Sox7_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3
Number of overlap: 18
Similarity score: 0.0478771
Alignment:
HHBDHDDAACAATDRHHHHHBW
--BTTHAAAAAAYAAAAAAR--
Original motif Reverse complement motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW Consensus sequence: WBHHHHHMDATTGTTHDHDVHH
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2.0

'H
i

20

ol e T AW - = " = . 1Ml ==x .
5 10 15 20 G e 5 10 15 20

Motif ID: UP00034

Motif name: Sox7_secondary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVYDDDCHCAVACAATTDBVAC
BTTHAAAAAAYAAAAAAR-———

Original motif

Reverse Complement
Reverse Complement
Forward

1

18

0.0564691

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

4]
=1.0

E TI
=2 . *:—‘IéAe_-_. -é_I__ e £
- 5 K B

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

2.0

10

bits

20
Weblogod4

i 68 0.0

2 ‘WabLogad ¥
Motif ID: UP00077
Motif name: Srf_secondary
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Species:
Matching format of first motif:

Matching format of second motif:

Mus musculus
Original Motif
Reverse Complement

Direction: Backward

Position number: 1

Number of overlap: 17

Similarity score: 0.52452

Alignment:

-VBDDAAAAAAAAMVBHH

KTTTTTTKTTTTTTDAAB

Original motif Reverse complement motif

Consensus sequence: VBDDAAAAAAAAMVBHH Consensus sequence: HHVBYTTTTTTTTDDVV

2.0 2.0

-

s ===

~AAaAAAAL

E== Ll

15 i 5 10 15
Webiloga 3.4

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00090
EIf3_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

1

17

0.531868
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Alignment:
-DDHBTTTTTTTTHDAVH
KTTTTTTKTTTTTTDAAB

Original motif
Consensus sequence: DBTHHAAAAAAAAVHDH

2.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: DDHBTTTTTTTTHDAVH

2.0

bits

-

0.0== e
15
Webloga 3.4

= - _._?IIIIFI B— -

Motif ID: UP00121
Motif name: Hoxd10
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1

Number of overlap: 17

Similarity score: 0.539211
Alignment:

—-HDDDATTTTATTKVRDB

KTTTTTTKTTTTTTDAAB

Original motif
Consensus sequence: VDKVYAATAAAATDDDH

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB
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2.0

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HHWAWGTAAAYAAAVDB-
—KTTTTTTKTTTTTTDAAB

Original motif

Consensus sequence: HHWAWGTAAAYAAAVDB

2.0

0.0

UP00073
Foxa2_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2

17

0.539687

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

2.0

—— {«‘E‘“A‘?AIAA . g é‘%‘ .

5
Webriogo 3.4

Motif ID:
Motif name:

UP00039
Foxj3_primary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
-DVVTTTGTTTACDTHDH
BTTHAAAAAAYAAAAAAR-

Original motif

Mus musculus
Reverse Complement
Original Motif
Backward

2

17

0.542507

Consensus sequence: HDHADGTAAACAAAVVH

2.0

bits

0.0

©_ clAMAGAa,

Wabiloga 3.4

Reverse complement motif

Consensus sequence: DVVTTTGTTTACDTHDH

bits

2.0

1.0

0.0

al6lThe

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00061

Foxl1_primary

Mus musculus
Reverse Complement
Original Motif
Backward

2

17

0.547029
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-VVVWTTGTTTAMATTWD
BTTHAAAAAAYAAAAAAR-

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

2.0

0.0—== = —

5 10

~AATX A Q éé_

Wabiloga 3.4

Reverse complement motif
Consensus sequence: VWWWTTGTTTAMATTWD

2.0

g ;!?.I A # 'CI‘A_III

0.0 Sl
5 10 15

Webiloga 3.4

Motif ID: UP00051

Motif name: Sox8_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 17

Similarity score: 0.547298

Alignment:

—-DDDHDAACAATWBATDD

BTTHAAAAAAYAAAAAAR-

Original motif
Consensus sequence: DDATBWATTGTTHHDDD

Reverse complement motif
Consensus sequence: DDDHDAACAATWBATDD
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2.0

bits

AT

4'—'0..

0.0 = e —

5

Websiags 3.4

2.0

Dataset #: 5

Original motif

Motif ID: 92

Motif name: TFM11

Consensus sequence: CAMACACACACAYDCACACA

Best Matches for Motif ID 92 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UP00538

Glil_v016060_secondary
Mus musculus

Reverse Complement
Original Motif

Backward

4

20

0.0426758

Reverse complement motif
Consensus sequence: TGTGTGDKTGTGTGTGIRTG
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HVBDAGCGBGGGTGGCRDBDDDB
TGTGTGDKTGTGTGTGTRTG—-—--

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

o B e e E e
5 0 18 2 WebiLogn 34

Motif ID: UP00034
Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3
Number of overlap: 20
Similarity score: 0.0439623
Alignment:
GTVBDAATTGTVTGHGDDHKVB
TGTGTGDKTGTGTGTGTRTG—-

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC
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2.0 20

4]
1.0

Motif ID: UP00540

Motif name: Gli3_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 1

Number of overlap: 20

Similarity score: 0.0449001

Alignment:

VYWVVHCRCCACMCACGAHSBHH
-—--CAMACACACACAYDCACACA

Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

2.0 20

Lx gAQQﬂgggAcugé? .

A== L= =— "

it:
P

T
; --'A‘E-_:—‘:-".‘IQ‘ECIT"FI-#};G@ — e
5 10 15 20

WesLago 34

Motif ID: UP00538
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Motif name: Glil_v015681_secondary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 20

Similarity score: 0.0492241
Alignment:

MHHHWHYTMCCHCCCACVAABVH
CAMACACACACAYDCACACA-——-

Original motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

s = s :.!-:}:.:E;é 'V -~ Gég__é—g—r = 00 l= f‘rl_.':-_ I_’-Ie—.—___—_-:__ g T"}ﬂeﬁ = I
5 0 18 2 Webiagn 34 3 10 L A Wabloga 34
Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2
Number of overlap: 20
Similarity score: 0.0524009
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Alignment:
RTHBSYCGCCMCMYVCGBTVDH
-CAMACACACACAYDCACACA-

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

X = ":Eggggécggﬁ c2

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

S o = e S A YE ATXTXY ﬁ.\“_‘*-:-—-A‘?‘g
0 - 2 00 . - : —=
Motif ID: UuP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 20
Similarity score: 0.0527926
Alignment:
BADHBDHCGCCCMCGCAHHDBBV
—-——-CAMACACACACAYDCACACA

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB
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2.0 20

Motif ID: UP00050

Motif name: Bhlhb2_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 2

Number of overlap: 20

Similarity score: 0.0547661

Alignment:

ACHRBHDTCCACGTGYAHHBMHM
—-CAMACACACACAYDCACACA--

Original motif Reverse complement motif
Consensus sequence: YDYBDHTMCACGTGGADDBMDGT Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

2.0 20

w 0
E10 T E10
A A C TC TA
= = o= IPWLWFTS - X T =AM — e -
5 15 20

XL

WebbLaga 34

Motif ID: UP00526
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDRMHBACGCGYGCGTDGBBDB
—CAMACACACACAYDCACACA-

Original motif

Foxnl_secondary
Mus musculus
Original Motif
Original Motif
Forward

2

20

0.0575159

Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

2.0

o A_Eﬂ. A¢$Gég‘-‘-gél _—— =

0.0 .

5 10 15

20
WabLogad 4

Reverse complement motif

Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

20

%T o AQ¢9AQAC?I -T§‘T

e
5

WabiLogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00538
Glil_v015681_primary
Mus musculus

Original Motif

Original Motif

Forward

5

19
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Similarity score: 0.551038

Alignment:
BBBDVVRGACCACCCAVGABBAB-
—-——-—-CAMACACACACAYDCACACA

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

20

= "-_AIA A A éA é‘F

0.0 === === = <= ¥ = = -

5 10 15

bits

e

WesLogo 34

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

10

bits

T=I_~£g._.]q-l_~T I 1 9*—‘—

0= ==

20

Weblaga 3.4

Motif ID: UP00527

Motif name: Foxn4_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward

Position number: 4

Number of overlap: 19

Similarity score: 0.551577
Alignment:

VDWDARRGACGCGGWHGGAKHV-
-—-—-CAMACACACACAYDCACACA

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV
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2.0

e B v ‘?qiéﬁg-:—fé:'j-_-

5 10 15 20
WabLogad 4

20

bits

H
>
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A§I9Q4£EQ S

Dataset #: 5 Motif ID: 93 Motif name: TFM12

Original motif
Consensus sequence: RAGKGMAGVRRGSRCASAGV

20

: ‘?BAI;—QA”-E ﬁégﬁﬂgégéc

5 10 15

Webtlaga 3.4

Best Matches for Motif ID 93 (Highest to Lowest)

Motif ID: UP00528

Motif name: Foxm1_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward

Position number: 1

Number of overlap: 20

Similarity score: 0.0465838
Alignment:

Reverse complement motif
Consensus sequence: VCTSTGKSCMKBCTRCYCTK

20

bits

1.0

0.0

(TeTg.co8. Crocsel.

10
WebtLaga 3.4
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MWSMBAARRATGCDCABHATGD
RAGKGMAGVRRGSRCASAGV--

Original motif

Consensus sequence: MWSMBAARRATGCDCABHATGD

2.0

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

WablLogo 34

[ A
za=g B AflWVoea axc | ecaxr Ige c ccT:I; FoXF
3 15 5 10
Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVMHHDHKGACCCTCCTSVCBH
——-VCTSTGKSCMKBCTRCYCTK

Original motif

Reverse Complement
Reverse Complement
Forward

3

20

0.0472219

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH
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2.0

20

i MWCTee,
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B

Motif ID: UP00539

Motif name: Gli2_v016060_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif

Direction: Forward

Position number: 1

Number of overlap: 20

Similarity score: 0.0477526

Alignment:

RTHBSYCGCCMCMYVCGBTVDH
VCTSTGKSCMKBCTRCYCTK--

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

=4 = ?E%ﬁggécggﬁge?lﬁ

WebLogad 4

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

Motif ID: UP00034
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVYDDDCHCAVACAATTDBVAC
VCTSTGKSCMKBCTRCYCTK--

Original motif

Sox7_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

20

0.0479772

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

=10

bits

5 10 15

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

£10

bits

= S Cf:&gAAslIAE 3 ,QQ

WabiLogod4

0 == o 0.0
& WabiLagod 4 3
Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Reverse Complement
Forward

1

20
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Similarity score: 0.0487318

Alignment:
BDDHVDKGCCACCCVCGCTDBVH
VCTSTGKSCMKBCTRCYCTK—-——

Original motif

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

20

A CA

bits

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

| CC C
£40
= = Acg A AQAE:‘:ET

20
Weblaga 3.4

pl e _&I:xncb%f ZE= o o=
Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4
Number of overlap: 20
Similarity score: 0.0495675
Alignment:

VYWVVHCRCCACMCACGAHSBHH
VCTSTGKSCMKBCTRCYCTK—-—--

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
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15

20
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5 10 15 20

Motif ID: UP00540

Motif name: Gli3_v015681_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 20

Similarity score: 0.0506701

Alignment:

VMYDHDGMCCHCCKBGVVAAVH

VCTSTGKSCMKBCTRCYCTK-—

Original motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

bits

hﬁﬁllﬂ Qfgflgﬁ@§§ Afﬁgl

5

WabLogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

2.0

D Ay ;rA(:-A (la%?f—JQQLD*

o= ==s -,-,"‘-"" g <~ 2

5 10 15 20
WabiLogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVVDHHTGCGYGGGCGDHVHHTR
RAGKGMAGVRRGSRCASAGV—-—--

Original motif

UuP00400

Zif268

Mus musculus
Original Motif
Reverse Complement
Forward

1

20

0.0532516

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

20

A C A CA

= VT T

5 10

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

10

bits

=L "%lﬁg TA _gél -I:

0.0 =

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00526

Foxnl_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

2
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Number of overlap: 20
Similarity score: 0.0536082

Alignment:
HDWHMHGACGCGCGTRBVVBHW
-VCTSTGKSCMKBCTRCYCTK-

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

2.0

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

AR SR A =X = = AcK TACS <o
5 e 5 B s ; e e P
Motif ID: UP00098
Motif name: Rfx3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 4
Number of overlap: 20
Similarity score: 0.0554568
Alignment:
BDBBVBVGTAWCCAAGVBHBAGBE
—-——RAGKGMAGVRRGSRCASAGV

Original motif

Reverse complement motif
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Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

20

WL EX CITA

Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

bits

aaled 6

Weblaga 3.4

- ===l == S B e = ===—=-=1=
Dataset #: 5 Motif ID: 94 Motif name: TFM13
Original motif Reverse complement motif
Consensus sequence: TTTTTTTKTTKTTTAATTHW Consensus sequence: WHAATTAAARAARAAAAAAA

Best Matches for Motif ID 94 (Highest to Lowest)

Motif ID: UP00032

Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 2

Number of overlap: 20

Similarity score: 0.0558709

20

i AééleA é TéAwAé Aé

Weblog 3.4
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Alignment:
BDHDDADAGATAAGADHBDHVD
-WHAATTAAARAARAAAAAAA-

Original motif

Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

)
E10
0.0 _-__,!__—;Ie___A_ ! f._.QA‘_“A:_ =

5 10

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

101 [AIV] &

e N SRR = ]

pol—== —— N

5 10 15 20
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

WBHHHHHMDATTGTTHDHDVHH
WHAATTAAARAARAAAAAAA--

Original motif

UP00034

Sox7_primary

Mus musculus
Reverse Complement
Original Motif
Forward

1

20

0.0604961

Consensus sequence: HHBDHDDAACAATDRHHHHHBW

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH
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2.0

b
i

20

= LN, 1t =X .- -

Motif ID: UP00032

Motif name: Gata3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 20

Similarity score: 0.0784238
Alignment:

HBHDVBWGATHBTATCRVBHHH
-TTTTTTTKTTKTTTAATTHW-

Original motif
Consensus sequence: HBHDVBWGATHBTATCRVBHHH

2.0

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH

20

N AI ATC
[ =]
I B =L .._..;_mﬂ_I_’“r__
10 15

5

)

Motif ID: UP00034
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

GTVBDAATTGTVTGHGDDHKVB
——TTTTTTTKTTKTTTAATTHW

Original motif

Sox7_secondary
Mus musculus
Original Motif
Original Motif
Backward

1

20

0.0790353

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

=10

bits

5 10 15

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

£10

bits

= S Cf:&gAAslIAE 3 ,QQ

WabiLogod4

0 == o 0.0
& WabiLagod 4 3
Motif ID: UP00528
Motif name: Foxm1_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Original Motif
Backward

4

19
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Similarity score:

Alignment:
-MWSMBAARRATGCDCABHATGD
WHAATTAAARAARAAAAAAA-——

Original motif

0.574613

Consensus sequence: MWSMBAARRATGCDCABHATGD

20

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

I A
00 cé?g : éAé e ".:“QA__— — 2;9 00 (-:AI - ll‘}?: = Q = ‘C_C.I;ll :.-__QIII
Motif ID: UP00077
Motif name: Srf_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHVBYTTTTTTTTDDVV-—--
-——-WHAATTAAARAARAAAAAAA

Original motif

Reverse Complement
Original Motif
Forward

4

17

1.5444

Consensus sequence: VBDDAAAAAAAAMVBHH

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV
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2.0

2.0

= £ = e pple—e = == === =S =
10 15 Sitiah 5 10 15
Motif ID: UP00262
Motif name: Lhx1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1
Number of overlap: 17
Similarity score: 1.54972

Alignment:
-——-VVDATTAATTAAWWAHB
TTTTTTTKTTKTTTAATTHW

Original motif

Consensus sequence: VVDATTAATTAAWWAHB

2.0

bits

o= ==

3T = T

e

10

— “5-:;.::: 3
5

A .o

Webriogo 3.4

Reverse complement motif
Consensus sequence: BHTWWTTAATTAATDVV

2.0

T T,

bits

0.0==

Webloga 3.4

Motif ID:
Motif name:

UP00188
Lmx1la
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

———-BDWWWTTAATTAAHHVG
TTTTTTTKTTKTTTAATTHW

Original motif

Mus musculus
Original Motif
Reverse Complement
Backward

1

17

1.55162

Consensus sequence: CVHHTTAATTAAWWWHB

2.0

ﬁ:fqh$;lAATIAA%é%

Websiags 3.4

Reverse complement motif
Consensus sequence: BDWWWTTAATTAAHHVG

2.0

5
WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00244

TIx2

Mus musculus
Original Motif
Reverse Complement
Backward

2

17

1.55254
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Alignment:
-—-—-BAATHAATTAATAAHWW
TTTTTTTKTTKTTTAATTHW-

Original motif
Consensus sequence: BAATHAATTAATAAHWW

2.0

" e M TAALa.

— - _———

Wabiloga 3.4

Reverse complement motif
Consensus sequence: WWDTTATTAATTHATTV

2.0

“ Al

Webiloga 3.4

Motif ID: UP00169

Motif name: Lmx1b

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 17

Similarity score: 1.55258

Alignment:

BHDATTAATTAAWWWHB-—--

WHAATTAAARAARAAAAAAA

Original motif
Consensus sequence: VDWWWTTAATTAATDHB

Reverse complement motif
Consensus sequence: BHDATTAATTAAWWWHB
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2.0 2.0

) T AA - TTA TTAA
= AXS MW ‘ ‘ =S ool — =2 LA M AR RA K e e e
10 15 : 5 10 15

0.0 —_—
5

bits
bit

Websiags 3.4 WebiLags 1.4

Results created by MOTIFSIM on 11-20-2016 22:58:31
Runtime: 1057.23 seconds

MOTIFSIM is written by Ngoc Tam L. Tran
Motif logo generated by weblogo
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