MOTIFSIM - MOTIF SIMilarity Detection Tool

Version 2.1

INPUT

Input Parameters
Number of files:

Number of top significant motifs:

Number of best matches:
Similarity cutoff >=
Matching motif database:
Phylogenetic tree:
Combined similar motifs:
Output file type:

Output file format:

Input files and motif counts
File name

DREME_DM230.txt
MEME_DM230.txt
PScanChIP_DM230.txt
RSAT_peak-motifs_DM230.txt
W-ChIPMotifs_DM230.txt

5

10

10

0.75

UniProbe Mus Musculus
Yes

Yes

All

All

Count of motifs
1

20

14

10

11

Dataset number
1
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RESULTS

Best Matches in Database for Each Motif (Highest to Lowest)

Dataset #: 1 Motif ID: 1 Motif name: Motif 1

Original motif
Consensus sequence: GGCGGGGC

=20
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o

WelLaogo 3

Best Matches for Motif ID 1 (Highest to Lowest)

Motif ID: UP00093
Motif name: KIf7_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position humber: 6

Number of overlap: 8

Similarity score: 0

Alignment:

HBDRCCMCGCCCHHHD

---GCCCCGCC-=--=

Reverse complement motif
Consensus sequence: GCCCCGCC

WeLago 3
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=093

Original motif

Consensus sequence: HBDRCCMCGCCCHHHD

2.0

0.0

_ AGQQA

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH

20
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Weblogod 4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHBHDTGGCGGGGBDHD
—————— GGCGGGGC—---

Original motif

UP00000

Smad3_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

7

8

0.00617043

Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

Lo - EQQCﬁCCé Py S

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

1-0 . I C s —
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5 10 15

bits

Wabiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDWAGGCGTGBCHHD
-——-GGCGGGGC—---

Original motif

Consensus sequence: BDWAGGCGTGBCHHD

2.0

AWCYIG C_

00__

UP00002

Sp4_secondary
Mus musculus
Original Motif
Original Motif
Forward

5

8

0.0145996

wau-_‘ga a4

Reverse complement motif
Consensus sequence: HHDGBCACGCCTWDB

20

=10

ol Aﬁj:c: = W CAT

Wm;_.g :u

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

UP00002
Sp4_primary

Mus musculus
Reverse Complement
Original Motif
Forward
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Position number: 2

Number of overlap: 8
Similarity score: 0.0233506
Alignment:

BDHHMCGCCCCCTHVBB

-GCCCCGCC———————~

Original motif
Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

gg v Q :

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB

2.0

Wabioga 3.4

Motif ID: UP00024
Motif name: Glis2_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 8

Similarity score: 0.0291232
Alignment:

HHHVGACCCCCCVBRD

-—-—-GCCCCGCC——--
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Original motif

Consensus sequence: HHHVGACCCCCCVBRD

2.0

0.0

Reverse complement motif
Consensus sequence: HKBBGGGGGGTCVHHH

20
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

UP00022

Zfp740_primary

Mus musculus
Original Motif
Reverse Complement

Direction: Forward

Position number: 6

Number of overlap: 8

Similarity score: 0.0338469

Alignment:

BHHDYGGGGGGGGBVD

————— GGCGGGGC—---

Original motif Reverse complement motif

Consensus sequence: HVYBCCCCCCCCMHHHB Consensus sequence: BHHDYGGGGGGGGBVD

2.0

bits

20

t%gggcccg§é$

LI X

15 5
WabiLogad 4 WablLogo 34
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Motif ID: UP00007

Motif name: Egrl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4

Number of overlap: 8

Similarity score: 0.0361147
Alignment:

VHTGCGGGGGCGGH

-—--GGCGGGGC---

Original motif
Consensus sequence: HCCGCCCCCGCAHB

2.0

%m QQEQCCQC{QQA

0.0

Webslogo 3.4

Reverse complement motif
Consensus sequence: VHTGCGGGGGCGGH

2.0

bits

=t ——_—-—A____A—_g T Wi Q%T

0.0
5 10

Webitaga 3.4

Motif ID: UP00539

Motif name: Gli2_v016060_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
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Position number: 8

Number of overlap: 8
Similarity score: 0.0374146
Alignment:

DTVBDDRGACCACCCAGDWDGBH

——————— GCCCCGCC——==———~

Original motif
Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

2.0

£ A
A .
= = b e b

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBALF

20
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bits
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Motif ID: UP00540
Motif name: Gli3_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 9
Number of overlap: 8
Similarity score: 0.0376381
Alignment:
ABBBBVVRGACCACCCACRDBBM
———————— GCCCCGCC—==————
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Original motif
Consensus sequence: ABBBBVVRGACCACCCACRDBBM

2.0

bits

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

o = cUUVYYSYYVic2. & 1Sue XFT P T Yo v s
5 % I B 5 e % P
Motif ID: UP00021
Motif name: Zfp281_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 4
Number of overlap: 8
Similarity score: 0.0392043
Alignment:
GKRGGGGGGGGGGBD
—-——-GGCGGGGC———-

Original motif
Consensus sequence: DBCCCCCCCCCCMYC

2.0

“ L0000

15
Webioga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

2.0
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Motif name: Motif 2

Reverse complement motif
Consensus sequence: MTMMTCMMTCTKCK

Dataset #: 2 Motif ID: 2

Original motif
Consensus sequence: RGRAGARRGARRAR

2.0

1.0

bits

A%A?AAAE?QAAA

Best Matches for Motif ID 2 (Highest to Lowest)

UP00013
Gabpa_secondary

Mus musculus

Motif ID:
Motif name:
Species:
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
3
14
0.0378622

Position number:
Number of overlap:
Similarity score:

Alignment:
DBVVDRSGGAWKVHKG
RGRAGARRGARRAR--

Original motif
Consensus sequence: CYDBYWTCCSMHBVVH

gj%;?ng ¢Ic]Cr

Reverse complement motif
Consensus sequence: DBVVDRSGGAWKVHKG
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Motif ID: UP00101
Motif name: Sox12_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVDBASACAAAGRADH
—-RGRAGARRGARRAR-

Original motif

Consensus sequence: VVDBASACAAAGRADH

2.0

bits

0.0

= W T — =

m ) ?¢AQAAA A

Original Motif
Original Motif
Forward

2

14

0.038148

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB

20
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blogad 4 Weblogod 4

mll

1

£

Motif ID:

UP00058
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVBSBDAHAHAHAHH
RGRAGARRGARRAR-

Original motif

Consensus sequence: DVBSBDAHAHAHAHH

2.0

Tcf3_secondary
Mus musculus
Original Motif
Original Motif
Backward

2

14

0.039618

Reverse complement motif
Consensus sequence: HHTHTHTHTDBSBVD

2.0

E‘I.CI

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00528
Foxm1_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

9

14
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Similarity score: 0.0407385

Alignment:
MWSMBAARRATGCDCABHATGD
MTMMTCMMTCTKCK—-—-=--————

Original motif
Consensus sequence: MWSMBAARRATGCDCABHATGD

20

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20
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Motif ID: UP00002

Motif name: Sp4_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 3

Number of overlap: 14

Similarity score: 0.0409403

Alignment:

BVVHAGGGGGCGRDHHB

-RGRAGARRGARRAR--

Original motif
Consensus sequence: BDHHMCGCCCCCTHVBB

Reverse complement motif
Consensus sequence: BVWWHAGGGGGCGRDHHB
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Motif ID: UP00099
Motif name: Ascl2_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVDVGGGHGGGGDRBHB
RGRAGARRGARRAR--

Original motif

Consensus sequence: BHVYDCCCCDCCCBDBH

2.0

Original Motif
Reverse Complement
Forward

1

14

0.0411988

Reverse complement motif
Consensus sequence: HVDVGGGHGGGGDBHB

2.0

——

E 15

_cCCc Ccc

15 5 10
WebiLogad 4

WabiLogo 34

Motif ID:

UP00059
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDYDVAATACGADDBVV
-——RGRAGARRGARRAR

Original motif

Arid5a_secondary
Mus musculus
Original Motif
Original Motif
Backward

1

14

0.0412606

Consensus sequence: BDYDVAATACGADDBVV

2.0

"l AATACc.

0.0 —
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Wabiloga 3.4

Reverse complement motif

Consensus sequence: BBVDDTCGTATTVDMHB

2.0

bits
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00539
Gli2_v016060_secondary
Mus musculus

Original Motif

Reverse Complement
Forward

3

14

0.0419643
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Alignment:
HDBABCGBKRGYGGCGMSBHAK
--RGRAGARRGARRAR-—-———--

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

WabLogad 4

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20
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Motif ID: UP00077
Motif name: Srf_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 14

Similarity score: 0.0420085
Alignment:

VBDDAAAAAAAAMVBHH

—-——RGRAGARRGARRAR

Original motif
Consensus sequence: VBDDAAAAAAAAMVBHH

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV
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2.0
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10

15
Websiags 3.4

2.0

Motif ID: UP00021

Motif name: Zfp281_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1

Number of overlap: 14

Similarity score: 0.0430662
Alignment:

DBCCCCCCCCCCMYC

RGRAGARRGARRAR-

Original motif
Consensus sequence: DBCCCCCCCCCCMYC

2.0

| oeol0C...c

Webilogo 34

bits

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

2.0

Dataset #: 2 Motif ID: 3 Motif name: Motif 3
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Original motif Reverse complement motif
Consensus sequence: AWAAAWTWAAASWA Consensus sequence: TWSTTTWAWTTTWT

?;Aééélééééﬁxé gjlii sTléleléT

Webslogo 3.4 Webitaga 3.4

Best Matches for Motif ID 3 (Highest to Lowest)

Motif ID: UP00121

Motif name: Hoxd10

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 2

Number of overlap: 14

Similarity score: 0.0232094

Alignment:

HDDDATTTTATTKVRDB

——TWSTTTWAWTTTWT -

Original motif Reverse complement motif
Consensus sequence: VDKVYAATAAAATDDDH Consensus sequence: HDDDATTTTATTKVRDB
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WebiLags 1.4

5 10 12 Welsiaga 3.4
Motif ID: UP00077
Motif name: Srf_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
Number of overlap: 14
Similarity score: 0.024404
Alignment:
VBDDAAAAAAAAMVBHH
-—-AWAAAWTWAAASWA-

Original motif
Consensus sequence: VBDDAAAAAAAAMVBHH

2.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

2.0

0.0

Motif ID: UP00255

Page 19 of 449

WebiLags 3.4


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=077
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HARTHAATTAWTAVDHD
——AWAAAWTWAAASWA-

Original motif

Dbx1

Mus musculus
Original Motif
Original Motif
Forward

3

14
0.0273798

Consensus sequence: HARTHAATTAWTAVDHD

2.0

Reverse complement motif
Consensus sequence: DHDBTAWTAATTHAKTH

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00090
EIf3_secondary
Mus musculus
Original Motif
Original Motif
Backward

2

14
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Similarity score: 0.0293574

Alignment:
DBTHHAAAAAAAAVHDH
——AWAAAWTWAAASWA-

Original motif
Consensus sequence: DBTHHAAAAAAAAVHDH

20

Reverse complement motif
Consensus sequence: DDHBTTTTTTTTHDAVH

20

1.0

bits

= o _._?IIIIF[I - é .

15
Webiloga 3.4

0.0

Motif ID: UP00037
Motif name: Zfp105_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 14

Similarity score: 0.0316804
Alignment:

HDYAAAHAAMAADHD

AWAAAWTWAAASWA-

Original motif
Consensus sequence: HDYAAAHAAMAADHD

Reverse complement motif
Consensus sequence: HHHTTRTTDTTTKDH
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Motif ID: UP00134

Motif name: Hoxb13

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 2

Number of overlap: 14

Similarity score: 0.031986

Alignment:

VDHWTTTTATTGGDKB

-~ TWSTTTWAWTTTWT -

Original motif Reverse complement motif

Consensus sequence: VRHCCAATAAAAWHHV Consensus sequence: VDHWTTTTATTGGDKB
20 20

g”_ﬂcgéAIAAAAEL? gfﬂ+¢lTIIATIA$ -

0.0—= = LK
15 15
Weblogod 4 Weblogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VBBHTTAATTAAAMHHH
———AWAAAWTWAAASWA

Original motif

UP00078
Arid3a_primary
Mus musculus
Original Motif
Original Motif
Backward

1

14

0.0323368

Consensus sequence: VBBHTTAATTAAAMHHH

20

o TIAATIAA ba

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DHHYTTTAATTAAHBBV

20

" % AATIAA

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00004
Sox14_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3
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Number of overlap: 14
Similarity score: 0.0327495

Alignment:
DDDWATTATAATTHDH
——TWSTTTWAWTTTWT

Original motif
Consensus sequence: DHHAATTATAATWDDH

2.0

| GATTATAAT.

polm=—=—=_— =g
15
Wl

bits

Reverse complement motif
Consensus sequence: DDDWATTATAATTHDH

TTATAAL,

2.
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10
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Motif ID: UP00180
Motif name: Hoxd13
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:

Direction: Backward
Position number: 2

Number of overlap: 14
Similarity score: 0.0332268
Alignment:

HDHHTTTTATTKKHDD

—TWSTTTWAWTTTWT -

Original motif

Reverse Complement
Reverse Complement

Reverse complement motif
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Consensus sequence: HDHYYAATAAAAHHHH

20

0.0

. “QQQATAAAA%*

Weblogad 4

Consensus sequence: HDHHTTTTATTKKHDD

2.0

¥ A?ITTIAIIAQ

15
Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDATAHDAAAHADV
AWAAAWTWAAASWA

Original motif
Consensus sequence: HDATAHDAAAHADV

2.0

= - .

UP00097

Mtfl_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

14

0.034592

a0 = - T T e
5

AAA -~

Reverse complement motif
Consensus sequence: VDTHTTTHHTATDH

2.0

Dataset #: 2 Motif ID: 4

Motif name: Motif 4
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Original motif Reverse complement motif

Consensus sequence: AAAAWTTRCWT Consensus sequence: AWGKAAWTTTT
2.0 2.0
A |TA9 'AAAT|“‘

wmjguaa Webiaga 34

Best Matches for Motif ID 4 (Highest to Lowest)

Motif ID: UP00044

Motif name: Mafk_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 3

Number of overlap: 11

Similarity score: 0.022187

Alignment:

VHAAAAADTGCAHBR

-—AAAAWTTRCWT--

Original motif Reverse complement motif
Consensus sequence: VHAAAAADTGCAHBR Consensus sequence: MBHTGCADTTTTTHV
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHVKMWATTGTTHDHDH
AWGKAAWTTTT---—-—-

Original motif

UP00075

Sox15_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

11

0.0318877

Consensus sequence: HDDDDAACAATWRRBHD

2.0

M.

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DHVKMWATTGTTHDHDH

2.0

——

TATT II
Z=A 1 A

15

Motif ID:

UP00091
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDDWATTGTTCDDHD
AWGKAAWTTTT-—----

Original motif

Sox5_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

6

11

0.0333897

Consensus sequence: DHDDGAACAATWDDHD

2.0

E:A‘ATAACAAIé*

i e W —

15
Wabiogad 4

Reverse complement motif
Consensus sequence: DHDDWATTGTTCDDHD

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00014
Sox17_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

11
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Similarity score:
Alignment:
DDWTBAATTGTTDDB
-AWGKAAWTTTT---

Original motif

Consensus sequence: VDDAACAATTVAWHD

2.0

bits

0.0352391

O A

15
Webiloga 34

Reverse complement motif
Consensus sequence: DDWTBAATTGTTDDB

2.0

15

Weblogo a4

- %I-:_-é AEES ?Ill .

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HBDTAATTGTTABBV
AWGKAAWTTTT----

Original motif
Consensus sequence: HBDTAATTGTTABBV

UP00069

Sox1_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

1

11

0.0357052

Reverse complement motif
Consensus sequence: VBVTAACAATTADVD
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2.0

«
£10

1.0

bits

oo l=—=——

PI%ACAA%IBLHm

WebiLogo 34

Webhlogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

WHDWWATTGTTCKDHD
AWGKAAWTTTT-----

Original motif

Consensus sequence: DHDRGAACAATWWDHW

FIMIA T = . = =
10 15

2.0

w)
£1.0 HA
T -, - D
5

UP00096
Sox13_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

11

0.0361647

Reverse complement motif

20

1.0

bits

Consensus sequence: WHDWWATTGTTCKDHD

Weblogad 4

T
- ‘}&EIA
5

ATTGIT..,

Wablogo 3.4

Motif ID:
Motif name:

UP00126
DIx2
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Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
VVDRTAATTABHHHAB

—-—AAAAWTTRCWT---

Mus musculus
Original Motif
Original Motif
Backward
4

11
0.0370352

Original motif
Consensus sequence: VVDRTAATTABHHHAB

= ‘?IAATTA‘? == E?eT

—

Reverse complement motif
Consensus sequence: BTDHHBTAATTAKDVV

i AlTs....

‘Tf;_—_-f:""“'— —
5

bits
i

0.0

0.0
Motif ID: UP00074
Motif name: Isgf3g_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif Original Motif
Direction: Forward
4
11
0.0371842

Position number:

Number of overlap:
Similarity score:
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Reverse complement motif
Consensus sequence: DHGTDVTGTITTVB

Alignment:
BVAAAACABDACHD
—-——AAAAWTTRCWT
Original motif
Consensus sequence: BVAAAACABDACHD
20 20
. -—-éeAégé - I&E___ — P I_a?_— - ]é:-?-ll-lf_‘::':_c
% 10 Webiioga 3.4 % 10 Wehiopa 3.4
Motif ID: UP00170
Motif name: Isl2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
5
11
0.0377846

Position number:
Number of overlap:
Similarity score:
Alignment:
HWDTTAATYKMTTHHR
-AWGKAAWTTTT—-—-—--—-

Original motif
Consensus sequence: MHHAAYYMATTAADWH

Reverse complement motif
Consensus sequence: HWDTTAATYKMTTHHR
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2.0 2

N g?&ééggééﬂ-é—-—x;— | ;:n A%&;IAATTA‘_A-II- s

bits

0.0 — — — -
5 15
Wablogo 3.4

o

Motif ID: UP00062
Motif name: Sox4_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1
Number of overlap: 11
Similarity score: 0.0386497
Alignment:
HHBBMCTTTGTTHDDBH
AWGKAAWTTTT---—-—--—
Original motif Reverse complement motif
Consensus sequence: HBDDDAACAAAGRVBHH Consensus sequence: HHBBMCTTTGTTHDDBH
2.0 2.0
ool ,__--,_hA ] AAA:E: = iy . =% TI N lﬁ?:.— —
5 10 15 S 5 10 15 T
Dataset #: 2 Motif ID: 5 Motif name: Motif 5
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Original motif
Consensus sequence: AWTAAATAYAATTT

2.0

w
i C

0.0

Webslogo 3.4

Best Matches for Motif ID 5 (Highest to Lowest)

Motif ID: UP00121

Motif name: Hoxd10

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 14

Similarity score: 0.0258732

Alignment:

HDDDATTTTATTKVRDB

-—-AAATTKTATTTAWT -

Original motif
Consensus sequence: VDKVYAATAAAATDDDH

Reverse complement motif
Consensus sequence: AAATTKTATTTAWT

Webitaga 3.4

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB
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2.0

. ca TAAA

0.0 Ea——
15

Websiags 3.4

2.0

Tk

WebiLags 1.4

bits

Motif ID: UP00169
Motif name: Lmx1b
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 14

Similarity score: 0.0275967
Alignment:

VDWWWTTAATTAATDHB

AAATTKTATTTAWT ———

Original motif
Consensus sequence: VDWWWTTAATTAATDHB

2.0

II—A'_C RN RN =P8
10 1

ool=—

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BHDATTAATTAAWWWHB

2.0

< TIMTA

0.

it
5

WebiLags 3.4

Motif ID: UP00212
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDHWTTTAATTAATHHV
AAATTKTATTTAWT —-—-

Original motif

Lhx5

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

14

0.0276125

Consensus sequence: VDHATTAATTAAAWHHB

2.0

. ﬂ@II AA%Xﬁé

Watiloga 3.4

Reverse complement motif
Consensus sequence: VDHWTTTAATTAATHHY

2.0

S éxI_ ; HAAE .

00— =

5

bits

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00016

Sry_primary
Mus musculus
Original Motif
Original Motif
Forward

1

14

0.027741
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Alignment:
BHDHATTATAATDDDV
AWTAAATAYAATTT--

Original motif
Consensus sequence: BHDHATTATAATDDDV

2.

AT

15
WabiLogad 4

Reverse complement motif
Consensus sequence: VDDDATTATAATHDHV

2.0

< ATTATMT.

WablLogo 34

Motif ID: UP00180

Motif name: Hoxd13

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 2

Number of overlap: 14

Similarity score: 0.0290926

Alignment:

HDHHTTTTATTKKHDD

—AAATTKTATTTAWT -

Original motif
Consensus sequence: HDHYYAATAAAAHHHH

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD
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2.0

sl

15
Weblogad 4

20

1.

bits
(-3

A?ITTIAIIA&

0.0
15
Wablogo 3.4

Motif ID: UP00004
Motif name: Sox14_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 14

Similarity score: 0.029483
Alignment:

DHHAATTATAATWDDH

AWTAAATAYAATTT--

Original motif
Consensus sequence: DHHAATTATAATWDDH

2.0

“ LATTATAAT.

0.0

Weblagad 4

Reverse complement motif
Consensus sequence: DDDWATTATAATTHDH

20
0

“1_ATTATAAT,

0.0 === AT

Motif ID: UP00130
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHHWWTTAATTAATTDV
AAATTKTATTTAWT —-—-

Original motif

Lhx3

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

14

0.029893

Consensus sequence: VDAATTAATTAAWWHHB

2.0

o= éAlI ; IAA’-\I:_:‘-,-

Watiloga 3.4

Reverse complement motif
Consensus sequence: VHHWWTTAATTAATTDV

2.0

T,

0.0

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00134

Hoxb13

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

14

Page 39 of 449


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=134

Similarity score: 0.030701

Alignment:
VDHWTTTTATTGGDKB
-AAATTKTATTTAWT -

Original motif
Consensus sequence: VRHCCAATAAAAWHHV

20

“_ coalTaa

00—

Weblogad 4

Reverse complement motif
Consensus sequence: VDHWTTTTATTGGDKB

2.0

TN

LK
15
Weblogodd

bits

Motif ID: UP00266

Motif name: Prrx1

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 14

Similarity score: 0.0314917

Alignment:

AVDAKKTAATTAGTTVV

AAATTKTATTTAWT ——-—

Original motif
Consensus sequence: VBAACTAATTARYTDVT

Reverse complement motif
Consensus sequence: AVDAKKTAATTAGTTVV
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2.0 2.0

-éégI 11 fﬁ%lﬁ__,l k é;crI HAAITﬁ

0.0 ——

Motif ID: UP00262

Motif name: Lhx1

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 14

Similarity score: 0.0319088

Alignment:

BHTWWTTAATTAATDVV

AAATTKTATTTAWT ———

Original motif Reverse complement motif

Consensus sequence: VVDATTAATTAAWWAHB Consensus sequence: BHTWWTTAATTAATDVV

2.0

210

a——— = -
© T

2.0

bit

e
15

Watiloga 3.4 Wabiogs 3.4
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Dataset #: 2 Motif ID: 6 Motif name: Motif 6

Original motif Reverse complement motif
Consensus sequence: AATTYDGAARTAWW Consensus sequence: WWTAKTTCDKAATT

;i $§TTQ£?AAII

Webiogo 34

it
B

Best Matches for Motif ID 6 (Highest to Lowest)

Motif ID: UP00015

Motif name: Ehf_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 2

Number of overlap: 14

Similarity score: 0.0435331

Alignment:

WDSHTYGGAAVTDVDW

-AATTYDGAARTAWW-

Original motif Reverse complement motif
Consensus sequence: WDVDABTTCCKAHSDW Consensus sequence: WDSHTYGGAAVTDVDW
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2.0 20

Iq__fh___;_, H QI I‘Ehg _-- ﬁcAAQ._‘AAA lriman%

0.0
5

it

wsoga.a \Nqugad

Motif ID: UP00044

Motif name: Mafk_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 2

Number of overlap: 14

Similarity score: 0.0443465

Alignment:

HAGTCAGCAWTTTWD

AATTYDGAARTAWW-

Original motif Reverse complement motif

Consensus sequence: DWAAAWTGCTGACTH Consensus sequence: HAGTCAGCAWTTTWD
2.0
gl %A&é#l‘__glx- gl._.i. IQA CA IA&I

5 10 15
Motif ID: UP00061
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDTYTTGTTWTKDDDT
——WWTAKTTCDKAATT

Original motif

Foxl1_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

1

14

0.0477209

Consensus sequence: ADDDYAWAACAAMAHH

2.0

bits

:é$3%ééAA%AA$A

15
Wabiogad 4

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00255

Dbx1

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

14
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Similarity score: 0.0481558

Alignment:
DHDBTAWTAATTHAKTH
——WWTAKTTCDKAATT-

Original motif
Consensus sequence: HARTHAATTAWTAVDHD

20

%)
1.0

MJé?IééAlléélé%T -
5

10 15

Reverse complement motif
Consensus sequence: DHDBTAWTAATTHAKTH

20

Motif ID: UP00097

Motif name: Mtfl_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 14

Similarity score: 0.0495241

Alignment:

VDTHTTTHHTATDH

WWTAKTTCDKAATT

Original motif
Consensus sequence: HDATAHDAAAHADV

Reverse complement motif
Consensus sequence: VDTHTTTHHTATDH
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a0 = :er;!.____:_érﬂ___ ééé___é = s = 1,—;--III§-;—;-IAI' —
5 10 5 10
Motif ID: UP00262
Motif name: Lhx1
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2
Number of overlap: 14
Similarity score: 0.0497972
Alignment:
BHTWWTTAATTAATDVV
-WWTAKTTCDKAATT--
Original motif Reverse complement motif
Consensus sequence: VVDATTAATTAAWWAHB Consensus sequence: BHTWWTTAATTAATDVV
2.0 2.0
210 TT A £10 T I ‘ AA
- _—u ‘ﬁ_-t;:: AN 8= ._-_._;E-:___é,._., - P IITA;G 3 : E [ o _; - -
5 10 15 5 10 15

Watiloga 3.4 Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WBHHHHHMDATTGTTHDHDVHH
———————— WWTAKTTCDKAATT

Original motif

UP00034

Sox7_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

9

14

0.0511395

Consensus sequence: HHBDHDDAACAATDRHHHHHBW

20

bits

A

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

-
== == -’:-:7*:"-:“'_\"-' - 1:] i = T ._g]__ % 0.0 Ly - : Ag‘f__i ¥ 1 AA?fEJ—A—-‘; =

Motif ID: UuP00045

Motif name: Mafb_primary

Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Original Motif
Reverse Complement
Forward

4
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Number of overlap: 14
Similarity score: 0.0517233

Alignment:
DMTWDGTCAGCADWTTH
—-——-AATTYDGAARTAWW

Original motif
Consensus sequence: HAAWDTGCTGACDWARH

2.0

0.0 )‘&TIII - GT- - Q~:—‘ke‘}
: 5 10

Reverse complement motif

Consensus sequence

2.0

=10

st

=

: DMTWDGTCAGCADWTTH

Ul||

CA_-éﬁl;_

WebiLags 3.4

Motif ID: UP00130
Motif name: Lhx3
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:

Direction: Forward
Position number: 2

Number of overlap: 14
Similarity score: 0.0519872
Alignment:

VHHWWTTAATTAATTDV

-WWTAKTTCDKAATT--

Original motif

Reverse Complement
Reverse Complement

Reverse complement motif
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Consensus sequence: VDAATTAATTAAWWHHB

20

AAA

E=2F =

“WTTATTAA.

Webiiogo 3.4

Consensus sequence: VHHWWTTAATTAATTDV

20

o

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DWAATRTAAACAAWVVB
AATTYDGAARTAWW-—--

Original motif

UP00061
Foxl1_primary
Mus musculus
Original Motif
Original Motif
Forward

1

14
0.0521736

Consensus sequence: DWAATRTAAACAAWVVB

2.0

Y-Y5

GHA.

Wabiloga 3.4

Reverse complement motif

Consensus sequence: VVWWWTTGTTTAMATTWD

|3

bits

2.0

1CarT

0.0

Dataset #: 2

Motif ID: 7

Motif name: Motif 7
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Original motif
Consensus sequence: CSKCCCCGCCCCSsY

2.0

Best Matches for Motif ID 7 (Highest to Lowest)

Motif ID: UP00093

Motif name: KIf7_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 14

Similarity score: 0.000548354
Alignment:

DHHDGGGCGRGGKHBH

-MSGGGGCGGGGYSG-

Original motif
Consensus sequence: HBDRCCMCGCCCHHHD

Reverse complement motif
Consensus sequence: MSGGGGCGGGGYSG

2.0

=

| — E- a — g - T .
Ac: g
0.0 - —_— >

! Webitaga 3.4

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH
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2.0

i AQQEAW

0.0—1==

bits

| N

20

_ e

O

TYME

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHHBCCCCGCCAHHBHB
-CSKCCCCGCCCCSY—--

Original motif

UP00000
Smad3_secondary
Mus musculus
Original Motif
Original Motif
Forward

2

14

0.00741351

Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

15
Wablogo 3.4

Motif ID:

UP00022
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVBCCCCCCCCMHHHB
CSKCCCCGCCCCSY—--

Original motif

Zfp740_primary
Mus musculus
Original Motif
Original Motif
Forward

1

14

0.0114155

Consensus sequence: HVBCCCCCCCCMHHHB

2.0

bits

s,

15
Wabiogad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00021
Zfp281_primary
Mus musculus
Original Motif
Original Motif
Forward

2

14
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Similarity score:
Alignment:
DBCCCCCCCCCCMYC
—-CSKCCCCGCCCCsY

Original motif

Consensus sequence: DBCCCCCCCCCCMYC

2.0

0.0133301

“oLe0000C..c

Webiloga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHHDGGGGCGGDBHDV
—-—-MSGGGGCGGGGYSG

Original motif

UP00033
Zfp410_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

4

14

0.0158143

Consensus sequence: BHHBHCCGCCCCDHHHH

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV
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2.0

"1 . _ ceeClee

Watiloga 3.4

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHDTCCCACTCBDBV
-CSKCCCCGCCCCSsY -

Original motif

UuP00007

Egrl_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

2

14

0.0242521

Consensus sequence: BBHBGAGTGGGAHHDB

2.0

bits

AUl

0.0
10

— o= LECP- P in e
5

15
Wabiogad 4

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV

2.0

WabiLogo 34
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHVDCCCCDCCCBDBH
—CSKCCCCGCCCCSsY-

UP00099
Ascl2_secondary
Mus musculus
Original Motif
Original Motif
Backward

2

14

0.0244083

Original motif Reverse complement motif
Consensus sequence: BHVDCCCCDCCCBDBH Consensus sequence: HVDVGGGHGGGGDBHB

20 2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00540
Gli3_v015681_primary
Mus musculus

Reverse Complement
Reverse Complement
Forward

5
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Number of overlap: 14
Similarity score: 0.0264047

Alignment:
YBVDMGTGGGTGGTCKVVBVBBT
-——-MSGGGGCGGGGYSG———-—-

Original motif
Consensus sequence: ABBBBVVRGACCACCCACRDBBM

2.0

bits

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

we = cUUVYYCSYYVic2. & o 1Sme XFT P T Yl /
5 % " B 5 e % P
Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 7
Number of overlap: 14
Similarity score: 0.0276053
Alignment:
HHBSHTCGTGRGTGGKGDBVWMV
—————— MSGGGGCGGGGYSG———

Original motif

Reverse complement motif
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Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

20

i QQCQéQECA°~2*“

el sl e

20
WesLogo 34

Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

it
b=

-xa;@?ejiifca{F?];5A3%5 . G

5 10 15 20

00

Motif ID: UP00538

Motif name: Glil_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 14

Similarity score: 0.0290826

Alignment:

BTBVTCVTGGGTGGTCMVVDVEB

————— MSGGGGCGGGGYSG——---

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

20

== f=AIA A A éA A‘F

0.0 —_—— ====43 e W = o=

5 10 15 20

e

Weslaga 3.4

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

Tff:;g__-lﬁ-a_»T T T ?:.:__.

L ——
15

20

Webblaga 3.4
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Dataset #: 2 Motif ID: 8 Motif name: Motif 8

Original motif
Consensus sequence: AAATRWTAAAATCA

2.0

bits

AA

5

Webilogo 3.4

Best Matches for Motif ID 8 (Highest to Lowest)

Motif ID: UP00173

Motif name: Hoxc13

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 14

Similarity score: 0.0325737

Alignment:

DHWTTTTAMGAGBDHH

TGATTTTAWKATTT--

Original motif
Consensus sequence: HHDBCTCRTAAAAWHD

Reverse complement motif
Consensus sequence: TGATTTTAWKATTT

2.0

AC
1T

5 10

Webiogo 34

Reverse complement motif
Consensus sequence: DHWTTTTAMGAGBDHH
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2.0

ﬁmv¢HGIQAIA _ég?ﬂ

Weblogad 4

2

" TIIAQ?AcﬂE-

0 = =0
15
Wablogo 3.4

Motif ID: UP00235

Motif name: Hoxcl1

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 14

Similarity score: 0.036026

Alignment:

HDHTTTTACGACDTTH

TGATTTTAWKATTT--

Original motif
Consensus sequence: HAADGTCGTAAAAHDD

2.0

%1,0 \ AA
s -~ 1WA A =
5 10

15
Weblagad 4

Reverse complement motif
Consensus sequence: HDHTTTTACGACDTTH

20
0

] Tkelde

0.0 ==

Weblogod 4

Motif ID: UP00183
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVWTTTTACGAGBHDH
TGATTTTAWKATTT--

Original motif

Hoxal3

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

14

0.0380573

Consensus sequence: HDHBCTCGTAAAAWBD

2.0

0.0

o CToTM,.

Wabiogad 4

Reverse complement motif
Consensus sequence: DVWTTTTACGAGBHDH

20
0

TR

a

WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00246

Hoxall

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

14

0.039136
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Alignment:
DDDTTTTACGACDTDH
TGATTTTAWKATTT--

Original motif

Consensus sequence: HDADGTCGTAAAAHDD

2.0

bits

e X | WA AAA4=

WabiLogad 4

Reverse complement motif
Consensus sequence: DDDTTTTACGACDTDH

2

] TlThele .

0.
15
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDHYYAATAAAAHHHH
—-AAATRWTAAAATCA-

Original motif

Consensus sequence: HDHYYAATAAAAHHHH

UuP00180

Hoxd13

Mus musculus
Original Motif
Original Motif
Forward

2

14
0.0391372

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD
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2.0

©sahA

15

Weblogad 4

20

| A?ITTIAIIAA

0.

bits

15
Wablogo 3.4

Motif ID: UP00117

Motif name: Hoxd11

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 2

Number of overlap: 14

Similarity score: 0.039319

Alignment:

DDDHTTTTACGACVDHH

-TGATTTTAWKATTT--

Original motif
Consensus sequence: HHDVGTCGTAAAAHHHD

2.0

0.0 _ = N A Ha RN RN . .

Reverse complement motif
Consensus sequence: DDDHTTTTACGACVDHH

2.0

—1
>
'

e~ .

X

0.0

Motif ID: UP00207
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VRRGCMATAAAAHHHD
—-AAATRWTAAAATCA-

Original motif

Hoxb9

Mus musculus
Original Motif
Original Motif
Backward

2

14
0.0397774

Consensus sequence: VRRGCMATAAAAHHHD

2.0

bits

0.0—=

WAHA$%2AT$AAA

- .

15
Wabiogad 4

Reverse complement motif
Consensus sequence: HDHHTTTTATRGCKMV

20

jaf¢1IIIAEIAQE$$

o
10 15
WabiLogo 34

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00121
Hoxd10

Mus musculus
Original Motif
Original Motif
Forward

2

14
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Similarity score: 0.0397808

Alignment:
VDKVYAATAAAATDDDH

—-AAATRWTAAAATCA--

Original motif
Consensus sequence: VDKVYAATAAAATDDDH

20

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB

20

£1o AIHIAITA e

—_— e T

0.0 =
5

Webiloga 3.4

Motif ID: UP00177

Motif name: Hoxd12

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 14

Similarity score: 0.0400538

Alignment:

DHDHTTTTACGACVDHD

- TGATTTTAWKATTT--

Original motif
Consensus sequence: HHDVGTCGTAAAAHHHD

Reverse complement motif
Consensus sequence: DHDHTTTTACGACVDHD
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2.0

—

10

2.0

— — . e = = —

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BHDHATTATAATDDDV
AAATRWTAAAATCA--

Original motif

UP00016

Sry_primary

Mus musculus
Original Motif
Reverse Complement
Forward

1

14

0.0409601

Consensus sequence: BHDHATTATAATDDDV

2.

=

o
£ 40
o

ATTATMAT_

Weblogad 4

Reverse complement motif
Consensus sequence: VDDDATTATAATHDHV

bits

2.

1

Wabiogs 3.4

+ hTTATMAT.

Dataset #: 2 Motif ID: 9

Motif name: Motif 9
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Original motif
Consensus sequence: AATHATATWTHAAA

2.0

. ATA@IAIIT AéA

0.0

Webslogo 3.4

Best Matches for Motif ID 9 (Highest to Lowest)

Motif ID: UP00090

Motif name: EIf3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 14

Similarity score: 0.0521335
Alignment:

DBTHHAAAAAAAAVHDH

-—-TTTDAWATATHATT-

Original motif
Consensus sequence: DBTHHAAAAAAAAVHDH

Reverse complement motif
Consensus sequence: TTTDAWATATHATT

2.0

DLQHIT A@QIA%LéL

Webitaga 3.4

itg
=]

Reverse complement motif
Consensus sequence: DDHBTTTTTTTTHDAVH
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2.0

2.0

= - UEIIIIFI - _;J_‘__%: =

5

WebiLags 1.4

Motif ID: UP00255

Motif name: Dbx1

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 14

Similarity score: 0.0522843

Alignment:

DHDBTAWTAATTHAKTH

-—-TTTDAWATATHATT-

Original motif
Consensus sequence: HARTHAATTAWTAVDHD

2.0

w0
10

0.0 ==

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DHDBTAWTAATTHAKTH

2.0

it
5

WebiLags 3.4

Motif ID: UP00091
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Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DHDCATMATTDASDD
AATHATATWTHAAA-

Original motif

Consensus sequence: DHDCATMATTDASDD

2.0

Sox5_secondary
Mus musculus
Original Motif
Original Motif
Backward

2

14

0.0548459

15
WetiLoga 34

Reverse complement motif
Consensus sequence: DHSTDAATYATGDHD

2.0

E‘I.CI

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00121

Hoxd10
Mus musculus

Original Motif

Reverse Complement
Backward

1

14
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Similarity score: 0.0549685

Alignment:
HDDDATTTTATTKVRDB
-—-AATHATATWTHAAA

Original motif
Consensus sequence: VDKVYAATAAAATDDDH

20

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB

20

—_— e T

0.0 =
5

Motif ID: UP00078
Motif name: Arid3a_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 14

Similarity score: 0.0553164
Alignment:

VBBHTTAATTAAAMHHH

AATHATATWTHAAA-—--

Original motif
Consensus sequence: VBBHTTAATTAAAMHHH

Reverse complement motif
Consensus sequence: DHHYTTTAATTAAHBBV

Page 69 of 449

B AIHIAIT A =

Webiloga 3.4


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=078

2.0

0.0-==

Watiloga 3.4

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VDWWWTTAATTAATDHB
-—-TTTDAWATATHATT

Original motif

UP00169

Lmx1b

Mus musculus
Reverse Complement
Original Motif
Backward

1

14

0.0554285

Consensus sequence: VDWWWTTAATTAATDHB

2.0

< T,

0.0—= =T

Watiloga 3.4

Reverse complement motif
Consensus sequence: BHDATTAATTAAWWWHB

2.0

| TIMTTAw...

0.

Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VHTDHTTAATTAAMHVG
AATHATATWTHAAA-——

Original motif

upP00141

Vsx1

Mus musculus
Original Motif
Reverse Complement
Backward

4

14

0.0554615

Consensus sequence: CVHRTTAATTAAHDAHB

20

bits

0.0

T -%A;(Z:A L AAI

AN

- e

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VHTDHTTAATTAAMHVG

20

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00024

Glis2_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

14
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Similarity score: 0.0558193

Alignment:
BVITTAHTAATADH
TTTDAWATATHATT

Original motif
Consensus sequence: HDTATTAHTAAAVV

2.0

Reverse complement motif
Consensus sequence: BVTTTAHTAATADH

2.0

bits

Illes___léé_lé B

Wabioga 3.4

B S oo ==
Motif ID: UP00032
Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2
Number of overlap: 14
Similarity score: 0.0563339
Alignment:
HBHDVHDTCTTATCTHTDDHDV
——————— TTTDAWATATHATT-

Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV
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2.0

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DBTWTWACATGTWDHDW
——TTTDAWATATHATT-

Original motif

UP00194

Irx4

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

14

0.0570128

Consensus sequence: WDHDWACATGTWAWABD

2.0

T N

ul ;ACAT I$é¢?

10

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DBTWTWACATGTWDHDW

2.0

: XEIIT-TAHAQ B
5 10 15

WebiLags 3.4

Dataset #: 2 Motif ID: 10

Motif name: Motif 10
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Original motif
Consensus sequence: TTTCATAAWT

Best Matches for Motif ID 10 (Highest to Lowest)

Motif ID: UP00118
Motif name: Pou4f3
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 5

Number of overlap: 10

Similarity score: 0.017789
Alignment:

GHYHTYATTAATAAVH

-—-TTTCATAAWT———-

Original motif
Consensus sequence: HVTTATTAATKADKHC

Reverse complement motif
Consensus sequence: AWTTATGAAA

bits

0.0

Reverse complement motif
Consensus sequence: GHYHTYATTAATAAVH

Page 74 of 449


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=118

20
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bits
bits

0.

Wablogo 3.4

Motif ID: UP00211
Motif name: Pou3f3
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 10

Similarity score: 0.0192304
Alignment:

HADDTATGCATAATDDA

————— TTTCATAAWT—-

Reverse complement motif
Consensus sequence: TDDATTATGCATADDTH

2.0

Original motif
Consensus sequence: HADDTATGCATAATDDA

2.0

a Tlél-g IAéx,e mﬂ“_AIIA CATA I

0
5 10 15
WebiLags 3.4

Webiiaga 3.4

b|t

Motif ID: UP00179
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHDTATGCAAATBHDV
AWTTATGAAA-—-———-

Original motif

Pou2f3

Mus musculus
Reverse Complement
Original Motif
Forward

1

10

0.0193076

Consensus sequence: BHDTATGCAAATBHDV

2.0

bits

0.0

 ATGMAT

Wabiogad 4

Reverse complement motif
Consensus sequence: BHHVATTTGCATAHHV

20

ATl

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00191

Pou2f2

Mus musculus
Original Motif
Reverse Complement
Backward

1

10

0.0200501
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Alignment:
BHDTATGCAAATDHDV
—————— TTTCATAAWT

Original motif
Consensus sequence: BHDTATGCAAATDHDV

2.0

bits

© THICAMT

0.0
15

WabiLogad 4

Reverse complement motif
Consensus sequence: BHHDATTTGCATAHHV

i_gxﬁATIIAQATAVH

WablLogo 34

m
=1

0.0

Motif ID: UP00130
Motif name: Lhx3

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4

Number of overlap: 10

Similarity score: 0.020314
Alignment:

VHHWWTTAATTAATTDV

-———-TTTCATAAWT---

Original motif
Consensus sequence: VDAATTAATTAAWWHHB

Reverse complement motif
Consensus sequence: VHHWWTTAATTAATTDV
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2.0
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3 12 Welsiaga 3.4 3 10 B WsLaga 3.4
Motif ID: UP00212
Motif name: Lhx5
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 10
Similarity score: 0.0203295
Alignment:
VDHWTTTAATTAATHHV
-———-TTTCATAAWT---

Original motif
Consensus sequence: VDHATTAATTAAAWHHB

2.0

L _ATTRAIAn,,

- - R —

15
Webiiaga 3.4

Reverse complement motif
Consensus sequence: VDHWTTTAATTAATHHYV

2.0

TTAT M,

0.0-===

WebiLags 3.4

Motif ID: UP00169
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VDWWWTTAATTAATDHB
————TTTCATAAWT---

Original motif

Lmx1b

Mus musculus
Original Motif
Original Motif
Forward

5

10
0.0232405

Consensus sequence: VDWWWTTAATTAATDHB

2.0

0

w
" T ‘ ‘AA
i IIXG___ A =P N
10 1

Watiloga 3.4

Reverse complement motif
Consensus sequence: BHDATTAATTAAWWWHB

2.0

117

0.0

bits

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00045
Mafb_secondary
Mus musculus
Original Motif
Original Motif
Forward

4

10
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Similarity score:
Alignment:
HVDTTGCAAAAWWDH
-——TTTCATAAWT--

Original motif

Consensus sequence: HVDTTGCAAAAWWDH

2.0

0.0250697

0.0

15
Webiloga 34

Reverse complement motif
Consensus sequence: HDWWTTTTGCAADBD

2.0

2
a1

- %I]?_..Illx_\géé )

15
Weblogo a4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

ADDHATGACACCBHBBV
——————— TTTCATAAWT

Original motif

UP00199

Six4

Mus musculus
Original Motif
Reverse Complement
Backward

1

10

0.0256033

Consensus sequence: ADDHATGACACCBHBBV

Reverse complement motif
Consensus sequence: BBVHVGGTGTCATHDDT
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Motif ID: UP00173
Motif name: Hoxcl3
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4
Number of overlap: 10
Similarity score: 0.0262559
Alignment:
HHDBCTCRTAAAAWHD
-——-TTTCATAAWT---
Original motif Reverse complement motif
Consensus sequence: HHDBCTCRTAAAAWHD Consensus sequence: DHWTTTTAMGAGBDHH
2.0 2.0
U A— CIQA__TAAAQI—:—;__ 0 g = TIIATAAGﬁ}; = o
? 10 orkoarsa ? 1o o
Dataset #: 2 Motif ID: 11 Motif name: Motif 11
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Original motif
Consensus sequence: ATTTWATGAAA

2.0

bitg

0.0

5 10
Weksiaga 3.4

Best Matches for Motif ID 11 (Highest to Lowest)

Motif ID: UP00130

Motif name: Lhx3

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5

Number of overlap: 11

Similarity score: 0.0235917

Alignment:

VHHWWTTAATTAATTDV

-———-TTTCATWAAAT--

Original motif
Consensus sequence: VDAATTAATTAAWWHHB

Reverse complement motif
Consensus sequence: TTTCATWAAAT

2.0

bits
5

A

0.0

Webiaga 34

Reverse complement motif
Consensus sequence: VHHWWTTAATTAATTDV
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2.0

IAA¢1A ) _-éxlIA TTAAII _

= e —— L
= B — 0.0 — = |

3 12 Welsiaga 3.4 3 10 B WsLaga 3.4
Motif ID: UP00212
Motif name: Lhx5
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 11
Similarity score: 0.0238582
Alignment:
VDHWTTTAATTAATHHV
-——ATTTWATGAAA-—-

Original motif
Consensus sequence: VDHATTAATTAAAWHHB

2.0

L _ATTRAIAn,,

- - R —

15
Webiiaga 3.4

Reverse complement motif
Consensus sequence: VDHWTTTAATTAATHHYV

2.0

TTAT M,

0.0-===

WebiLags 3.4

Motif ID: UP00173
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHDBCTCRTAAAAWHD
—-——-TTTCATWAAAT--

Original motif

Hoxc13

Mus musculus
Reverse Complement
Original Motif
Forward

4

11

0.024458

Consensus sequence: HHDBCTCRTAAAAWHD

2.0

0.0

ﬁ”ﬁGIQATAAAéx?-

Wabiogad 4

Reverse complement motif
Consensus sequence: DHWTTTTAMGAGBDHH

20

=

o] [Theike

1.
00 e

15
WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00169

Lmx1b

Mus musculus
Reverse Complement
Original Motif
Forward

5

11
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Similarity score: 0.0247146

Alignment:
VDWWWTTAATTAATDHB
—-———-TTTCATWAAAT--

Original motif
Consensus sequence: VDWWWTTAATTAATDHB

20

“ IIXIT TTAAAA

0.0 e
5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BHDATTAATTAAWWWHB

20

L TIAATA..._

Webiloga 3.4

Motif ID: UP00188
Motif name: Lmx1la
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 11

Similarity score: 0.0250542
Alignment:

CVHHTTAATTAAWWWHB

-—-ATTTWATGAAA-——-

Original motif
Consensus sequence: CVHHTTAATTAAWWWHB

Reverse complement motif
Consensus sequence: BDWWWTTAATTAAHHVG
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2.0 2.0

Motif ID: UP00197

Motif name: Hoxc9

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 3

Number of overlap: 11

Similarity score: 0.0275369

Alignment:

VDHHTTAATGACCBHV

-—-ATTTWATGAAA-—-—

Original motif Reverse complement motif
Consensus sequence: VDVGGTCATTAAHHDB Consensus sequence: VDHHTTAATGACCBHV

2.0 2.0

S ) | o TTalTgne..

0.0 0.0 =

wsuog o34 'thug LEP
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Motif ID: UP00117

Motif name: Hoxd11
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4

Number of overlap: 11

Similarity score: 0.028378
Alignment:

DDDHTTTTACGACVDHH

-——ATTTWATGAAA-—-

Original motif
Consensus sequence: HHDVGTCGTAAAAHHHD

20

ARA.

Reverse complement motif
Consensus sequence: DDDHTTTTACGACVDHH

20

e s e i Rl s ey
Motif ID: UP00213
Motif name: Hoxa9
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
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Number of overlap: 11
Similarity score: 0.0286621

Alignment:
DCGGYCATWAAAWTADW
-—-TTTCATWAAAT-—-—-

Original motif
Consensus sequence: DCGGYCATWAAAWTADW

2.0

ﬁ:ﬂg$¢%gAI$AAAzIﬁTI

Webiiaga 3.4

Reverse complement motif
Consensus sequence: WDTAWTTTWATGKCCGD

2.0

%JIQ%IITIAIIQQ%éé

WebiLags 3.4

Motif ID: UP00121
Motif name: Hoxd10
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 11

Similarity score: 0.0288394
Alignment:

VDKVYAATAAAATDDDH

—-—TTTCATWAAAT-—-—--

Original motif

Reverse complement motif

Page 88 of 449


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=121

Consensus sequence: VDKVYAATAAAATDDDH Consensus sequence: HDDDATTTTATTKVRDB

20 20

. caAMA, S L)

bits
bit

Webiiogo 3.4 Webiloga 3.4

Motif ID: UP00183

Motif name: Hoxal3

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Backward

Position number: 3

Number of overlap: 11

Similarity score: 0.028941

Alignment:

HDHBCTCGTAAAAWRBD

-——-TTTCATWAAAT--

Original motif Reverse complement motif
Consensus sequence: HDHBCTCGTAAAAWBD Consensus sequence: DVWTTTTACGAGBHDH

2.0 2,

1 CTCAIAAAQIW- ginﬁlTTI Q?Ac n

0.0
Weblogad 4 Weblogod.4
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Dataset #: 2 Motif ID: 12 Motif name: Motif 12

Original motif Reverse complement motif
Consensus sequence: AAAACAAA Consensus sequence: TTTGTTTT

.0 .0
=2
= =L
0.0 0.0 -
5

WelLaogo 3 WeLago 3

bits
:

Best Matches for Motif ID 12 (Highest to Lowest)

Motif ID: UP00062

Motif name: Sox4_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 7

Number of overlap: 8

Similarity score: 0

Alignment:

HBDDDAACAAAGRVBHH

———AAAACAAA-——-———

Original motif Reverse complement motif
Consensus sequence: HBDDDAACAAAGRVBHH Consensus sequence: HHBBMCTTTGTTHDDBH
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2.0 2.0

Motif ID: UP00030
Motif name: Sox11_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 7

Number of overlap: 8

Similarity score: 0.000282957
Alignment:

HBDDRAACAAAGRABHH

---AAAACAAA--———-

Original motif
Consensus sequence: HBDDRAACAAAGRABHH

2.0

P - -

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

2.0

y

-0
=“CD
P>—i
;5)

0.0

Motif ID: UP00025
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBVTTTGTTTACATTDD
-—-TTTGTTTT--———-

Original motif

Foxkl1_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

8

0.00309128

Consensus sequence: DDAATGTAAACAAAVVB

2.0

0.0 =

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

2.0

Zuo 1I v TT_Q@IIL

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00061
FoxI1_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

8
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Similarity score: 0.00620509

Alignment:
VVVWTTGTTTAMATTWD

~——TTTGTTTT--—-—-

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

20

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD

20

R I ASaxTx

5 10 15
Webloga 3.4

Motif ID: UP00039

Motif name: Foxj3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 8

Similarity score: 0.00680733
Alignment:

DVVTTTGTTTACDTHDH

-—-TTTGTTTT-————-

Original motif
Consensus sequence: HDHADGTAAACAAAVVH

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH
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2.0

Il; A TTAQIT _

15
Watiloga 3.4

uP00041

Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
HDHRTAAACAAAHDDD

———-AAAACAAA-—--

Foxjl_primary
Mus musculus
Original Motif
Original Motif
Forward
5

8
0.0130585

Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH

ITIATITAQﬁL

bits
>

Original motif
Consensus sequence: HDHRTAAACAAAHDDD
2.0
0.0 . —_AS'T"_:C"& —— = éA T = A T
& 10 ;\I.Eb_oga:].d B
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDTYTTGTTWTKDDDT
-—-TTTGTTTT-——--

Original motif

UP00061

Foxl1_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

4

8

0.0137227

Consensus sequence: ADDDYAWAACAAMAHH

20

bits

:é$3?§éAA%AA$A

15
Weblogad 4

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT

2.0

AAE:—S — X

—

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00073
Foxa2_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4
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Number of overlap:
Similarity score:

Alignment:
BDVTTTKTTTACWTWHH
-—-TTTGTTTT--———-

Original motif

8
0.0160723

Consensus sequence: HHWAWGTAAAYAAAVDB

2.0

;oe-‘a‘-'i‘AIAA g é%

0.0-1=

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

2.0

_ I]; A TIAG£I—: .

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DWTHAVAACAATHA
-—-——-AAAACAAA--

Original motif

UP00101

Sox12_primary

Mus musculus
Original Motif
Reverse Complement
Forward

5

8

0.0161675

Reverse complement motif
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Consensus sequence: THATTGTTVTHAWH

2.0

£10 ‘ I
— _ B e W —_——
E 10

Consensus sequence: DWTHAVAACAATHA

2.0

. » MCAT..

Webitoga 3.4

bits

AN =
0.0 1]
Motif ID: UP00039
Motif name: Foxj3_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVHWDTGTTWTGDTRBDH
-—-TTTGTTTT-—-—-—-——

Original motif

Reverse Complement
Reverse Complement
Backward

7

8

0.0164735

Consensus sequence: HDBAHCAWAACADWDVD

20

0.0

Reverse complement motif
Consensus sequence: DVHWDTGTTWTGDTBDH

bits
a

2.0
5 10

15
WekiLags 3.4
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Dataset #: 2 Motif ID: 13 Motif name: Motif 13

Original motif
Consensus sequence: AAAGATTT

=20

bits
:

0.0

WelLaogo 3

Best Matches for Motif ID 13 (Highest to Lowest)

Motif ID: uP00114
Motif name: Homez
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 8

Similarity score: 0.00327586
Alignment:

AHWWMATCGTTTTBADD

———AAATCTTT------

Original motif
Consensus sequence: AHWWMATCGTTTTBADD

Reverse complement motif
Consensus sequence: AAATCTTT

=0
=2
=10
0.0
5

WeLago 3

Reverse complement motif
Consensus sequence: HDTVAAAACGATRWWHT
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2.0

2.0

£10 A T
%IA___AAATC A—-—XI—,-,_;
5 10

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DDKDHGAAATCAHHBHV
—————— AAATCTTT---

Original motif

uP00148

Hdx

Mus musculus
Reverse Complement
Original Motif
Forward

7

8

0.0107572

Consensus sequence: DDKDHGAAATCAHHBHV

2.0

- I_EAgAAICAT

15

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BDBDHTGATTTCDHYDD

2.0

0.0 - AI%AILT___G: ﬁ_—g

WebiLags 3.4

Motif ID:

UP00080
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVBHRAGATATCWDHBBE
—-——-AAAGATTT--—-—-—--

Original motif

Gatab5_secondary
Mus musculus
Original Motif
Original Motif
Backward

7

8

0.0119733

Consensus sequence: VVBHRAGATATCWDHBB

2.0

Reverse complement motif
Consensus sequence: VVHHWGATATCTMHBBV

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00059
Arid5a_primary

Mus musculus
Original Motif
Reverse Complement
Backward

2

8
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Similarity score:
Alignment:
HDTDVCAATATTMV
————— AAAGATTT-

Original motif

Consensus sequence: VYAATATTGVDADH

0.0140725

LML

Welilogo 3.4

Reverse complement motif

Consensus sequence: HDTDVCAATATTMV

2.0

. ANTATT

0.0 = —

Webitoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDDAGATCAAAGGKDDD
———————— AAAGATTT-

Original motif

UP00067
Lefl_primary

Mus musculus
Original Motif
Reverse Complement
Forward

9

8

0.0151544

Consensus sequence: DDDYCCTTTGATCTDDV

Reverse complement motif

Consensus sequence: VDDAGATCAAAGGKDDD
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2.0

bits
a

STIToMe,

0.0
15

Watiloga 3.4

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VRVAGGGATTAAHTVWV
—-——-AAAGATTT--—-——-

Original motif

UuP00208

Obox5_3963.2
Mus musculus
Original Motif

Original Motif

Backward

7

8

0.015824

Consensus sequence: VRVAGGGATTAAHTVWYV

2.0

bits

B2 =AY

1.0
I Al——-—:“‘:—
0. — = == =
10 15

Watiloga 3.4

Reverse complement motif
Consensus sequence: VWBAHTTAATCCCTVKB

2.0

B ‘E\_LA%I 19 GQI .o

0.0
15
Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VHRKTAATTAGTTVVV
————— AAATCTTT---

Original motif
Consensus sequence: VVVAACTAATTARKDV

20

bits
&

géglA | A

UP00167

Enl

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

8

0.0159173

Reverse complement motif
Consensus sequence: VHRKTAATTAGTTVVV

2

g:_é“IA IA¢11 _

15
Weblogodd

0.0—= — 1.5 == 00—
Motif ID: UP00145
Motif name: Barhl2
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Reverse Complement
Reverse Complement
Backward

4
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Number of overlap: 8
Similarity score: 0.0164085

Alignment:
HHBTTAATTGDTTYTH
————— AAATCTTT---

Original motif
Consensus sequence: HAMAAHCAATTAABHH

¢éeAA:AAm A

M e
15
Weblagad 4

2,
£

0
0.0

Reverse complement motif
Consensus sequence: HHBTTAATTGDTTYTH

20

0.0

11l IIA_III;I

5 10

Motif ID: UP00125
Motif name: Pitx2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 8

Similarity score: 0.0166506
Alignment:

DDDVRGGATTAATHDDH

-——AAAGATTT--——--

Original motif

Reverse complement motif
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Consensus sequence: DDDVRGGATTAATHDDH

20

1.0
00 - —F———:d—'f-‘..?_\.A = 5 e
10

Consensus sequence: DDDDATTAATCCMBDHD

20

£1.0

Webiloga 3.4

— — 0.0
Motif ID: UP00032
Motif name: Gata3_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HBHDVHDTCTTATCTHTDDHDV

Original motif

Reverse Complement
Reverse Complement
Backward

6

8

0.0204535

Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

210 A
e '_-::“:é - | LW o= -

e

Weblogad 4

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

. TCIAIVL .«

t
Py

pplm== i B R

=
20
WeblLogod4

5 10
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Dataset #: 2 Motif ID: 14 Motif name: Motif 14

Original motif
Consensus sequence: AWAAATAA

=20

bits
:

A

0.0

WelLaogo 3

Best Matches for Motif ID 14 (Highest to Lowest)

Motif ID: UP00032

Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 8

Similarity score: 0.00506466
Alignment:

HBHDVHDTCTTATCTHTDDHDV

————————— TTATTTWT--——-

Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

Reverse complement motif
Consensus sequence: TTATTTWT

% | EMTAI
| 1T

WeLago 3

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV
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2.0

Motif ID: UP00061
Motif name: Foxl1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 8

Similarity score: 0.00546278
Alignment:

DWAATRTAAACAAWVVB

————— AWAAATAA--—-

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

2.0

2AATH N Q Ae-

0.0 ———
10

Webiiaga 3.4

Reverse complement motif
Consensus sequence: VWWWTTGTTTAMATTWD

2.0

bits
5

_II A _géllx?

0.0

Motif ID: UP00118
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

GHYHTYATTAATAAVH
-————-TTATTTWT-—---

Original motif

Consensus sequence: HVTTATTAATKADKHC

2,

T

L1 X

Pou4f3

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

8

0.00832205

b
)

15
Wabiogad 4

Reverse complement motif
Consensus sequence: GHYHTYATTAATAAVH

2.

o TTTAAT..

WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00037

Zfp105_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

8
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Similarity score:

Alignment:
HHHTTRTTDTTTKDH
-—-TTATTTWT--—-

Original motif
Consensus sequence: HDYAAAHAAMAADHD

2.0

S
o
I
|II
i

0.00912866

15

Webiloga 34

Reverse complement motif
Consensus sequence: HHHTTRTTDTTTKDH

2.0

IT I ‘ 1T
o= A= = S e
5 10

: 15
Weiloga 34

its

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HDHADGTAAACAAAVVH
————— AWAAATAA-———

Original motif

UP00039

Foxj3_primary
Mus musculus
Original Motif
Original Motif
Backward

5

8

0.0105685

Consensus sequence: HDHADGTAAACAAAVVH

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH
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2.0

“_ qlAMAGAa,

15
Watiloga 3.4

bits

2.0

+lalTThe

Wabiogs 3.4

Motif ID: UP00025
Motif name: Foxk1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6

Number of overlap: 8

Similarity score: 0.0141517
Alignment:

DDAATGTAAACAAAVVB

————— AWAAATAA-———

Original motif
Consensus sequence: DDAATGTAAACAAAVVB

2.0

i n&QgATAAm As

5
Watiloga 3.4

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

-l

Wabiogs 3.4

it
5

0.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDHHTTTTATTKKHDD
—————— TTATTTWT-—

Original motif
Consensus sequence: HDHYYAATAAAAHHHH

20

" cahlAMA_

0.0

UP00180

Hoxd13

Mus musculus
Reverse Complement
Reverse Complement
Forward

7

8

0.0142824

15
Weblogad 4

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00073

Foxa2_primary
Mus musculus

Original Motif

Original Motif

Backward

5
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Number of overlap: 8
Similarity score: 0.0155566

Alignment:
HHWAWGTAAAYAAAVDB
————— AWAAATAA-———

Original motif
Consensus sequence: HHWAWGTAAAYAAAVDB

2.0

;oe-‘a‘-'i‘AIAA g é%

0.0-1=

15
Webiiaga 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

2.0

_ I]; A TIAG£I—: .

WebiLags 3.4

Motif ID: UP00200
Motif name: Nkx6-1_2825.1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 8

Similarity score: 0.0158439
Alignment:

DVHAATTAATTAMYBBG

—~AWAAATAA-——————~-

Original motif

Reverse complement motif
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Consensus sequence: DVHAATTAATTAMYBBG

20

e
15

Webiiogo 3.4

Consensus sequence: CBVMRTAATTAATTHBH

20

c N IA _FAAIIL =

— "=
15

PP = =
Webiloga 3.4

bi

Motif ID: UP00105
Motif name: Pou3f4
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 8

Similarity score: 0.0159057
Alignment:

DVHTAATTAATTADDDB

--AWAAATAA--——————

Original motif
Consensus sequence: DVHTAATTAATTADDDB

20

MM

Websiaga 3.4

Reverse complement motif
Consensus sequence: BDDDTAATTAATTAHBD

2.0

" TMTTATT,

WekiLags 3.4
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Dataset #: 2 Motif ID: 15 Motif name: Motif 15

Original motif
Consensus sequence: ATMACAATAAAA

2.0

bits
=

£

0.0
10
Wehilogo 34

Best Matches for Motif ID 15 (Highest to Lowest)

Motif ID: UP00180

Motif name: Hoxd13

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 12

Similarity score: 0.00878905
Alignment:

HDHHTTTTATTKKHDD

———-TTTTATTGTYAT

Original motif
Consensus sequence: HDHYYAATAAAAHHHH

Reverse complement motif
Consensus sequence: TTTTATTGTYAT

2.0

bits
5

0.0

Webilogo 3.4

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD
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2.0

20

A?ITTIAIIA&

el MM :

Weblogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VRHCCAATAAAAWHHV
ATMACAATAAAA-—-—-

Original motif

Consensus sequence: VRHCCAATAAAAWHHYV

2.0

“ cqah b, "1

UP00134

Hoxb13

Mus musculus
Original Motif
Original Motif
Forward

1

12
0.0162131

Reverse complement motif

2.0

it

Consensus sequence: VDHWTTTTATTGGDKB

N | IIAEIAg

— T e

15
Wablogo 3.4

——

go= &

Weblogod 4

——
5

Motif ID:
Motif name:

UP00121
Hoxd10

o —_—
15

Weblogod 4
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Species: Mus musculus

Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 12

Similarity score: 0.0246749
Alignment:

VDKVYAATAAAATDDDH

ATMACAATAAAA-————

Original motif
Consensus sequence: VDKVYAATAAAATDDDH

2.0

24 - %éA_TAAAA%A e

0.0

Websiags 3.4

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB

A?QAIIIIAIT o

0.0 — ——

it
=

WebiLags 1.4

Motif ID: UP00091

Motif name: Sox5_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 12

Similarity score: 0.0247927
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Alignment:
DHDDWATTGTTCDDHD
-TTTTATTGTYAT---

Original motif

Consensus sequence: DHDDGAACAATWDDHD

2.0

=

0.0

e

mm#meAACAgléﬁa

15
WabiLogad 4

Reverse complement motif

Consensus sequence: DHDDWATTGTTCDDHD

2.0

0.0

%1.0
T
P —y -,V N | I =_ 0 cg%_r
5 10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VRRGCMATAAAAHHHD
ATMACAATAAAA-—-—-

Original motif

UP00207
Hoxb9

Mus musculus
Original Motif
Original Motif
Backward

5

12
0.0248315

Consensus sequence: VRRGCMATAAAAHHHD

Reverse complement motif
Consensus sequence: HDHHTTTTATRGCKMV
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2.0

0.0

1A QQATQAATAx%

wsuog a3.4

20

00— AH“ATTIA TAQI$$

Wablogo 3.4

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHBDHDDAACAATDRHHHHHBW

Original motif

UP00034
Sox7_primary
Mus musculus
Original Motif
Original Motif
Backward

6

12
0.0268436

Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

D

H
&
2
g

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

5 10 15 20

Weblogod4

Motif ID:

UP00051
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Motif name: Sox8_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 12

Similarity score: 0.02954
Alignment:

DDATBWATTGTTHHDDD

-—-TTTTATTGTYAT---

Reverse complement motif
Consensus sequence: DDDHDAACAATWBATDD

Original motif
Consensus sequence: DDATBWATTGTTHHDDD

20 20
i = »*E*-I;A.\_AITAILE_-_ e o e AAA‘QAAI% éI___
2 10 18 WatiLaga 3.4 2 10 8 WebiLaga 3.4
Motif ID: UP00064
Motif name: Sox18_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1
Number of overlap: 12
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Similarity score:
Alignment:
BWBHATTGTTBTHDHH
TTTTATTGTYAT--—-

Original motif

Consensus sequence: BWBHATTGTTBTHDHH

20
£
510

0.0

0.0314917

16

Reverse complement motif
Consensus sequence: HHDHABAACAATHBWYV

2.0

" . AAQAAII¢

15

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDRGAACAATWWDHW
-——-ATMACAATAAAA-

Original motif

UP00096

Sox13_primary
Mus musculus
Original Motif
Original Motif
Forward

4

12

0.0318712

Consensus sequence: DHDRGAACAATWWDHW

Reverse complement motif
Consensus sequence: WHDWWATTGTTCKDHD
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2.0 20

£i0 £4,
AACAAIA TA“ TTQ
= _ Al I MAIAT s - - = o _—— - EAILILL L =K . =
5 10 15 5 10 15

0.0 =

it
5

Weblogod 4 Weblogod4

Motif ID: UP00014

Motif name: Sox17_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 3

Number of overlap: 12

Similarity score: 0.0332895

Alignment:

DDWTBAATTGTTDDB

—-—-TTTTATTGTYAT-

Original motif Reverse complement motif

Consensus sequence: VDDAACAATTVAWHD Consensus sequence: DDWTBAATTGTTDDB
20 20

- AE@QAAIEAQX¢ g:ééI?éATTe

l |
15 10 15

—— g _— -
0.0
WebiLogo 34 Webhlogo 34
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Dataset #: 2 Motif ID: 16 Motif name: Motif 16

Original motif
Consensus sequence: ACAAWTRATTTTGA

2.0

bits

AlA

5 10

Webilogo 3.4

Best Matches for Motif ID 16 (Highest to Lowest)

Motif ID: UP00034
Motif name: Sox7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 14

Similarity score: 0.0530035
Alignment:

HHBDHDDAACAATDRHHHHHBW

———————— ACAAWTRATTTTGA

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

Reverse complement motif
Consensus sequence: TCAAAATKAWTTGT

2.0

CHA

10

Webiogo 34

Reverse complement motif

Consensus sequence: WBHHHHHMDATTGTTHDHDVHH
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2.0

20

e A s X 2 " = S 1 T l=ex_ -
5 I B D 5 o T P
Motif ID: UP00158
Motif name: Poulfl
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3
Number of overlap: 14
Similarity score: 0.059328
Alignment:
BDHDTAATTAATTADBH
-TCAAAATKAWTTGT--

Original motif
Consensus sequence: DVDTAATTAATTADDDB

2.0

" oAATMTTa.

0.0 =

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BDHDTAATTAATTADBH

2.0

%:ﬂﬁ IIAAITAAIIéE'

WebiLags 3.4

Motif ID: UuP00128
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HHDVMTAATTAATTDDV
—-—-TCAAAATKAWTTGT-

Original motif

Pou3f2

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

14

0.0618019

Consensus sequence: VDDAATTAATTARBDHD

2.0

bits
a

'“ Aéél¢_TTAAT

0.0

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHDVMTAATTAATTDDYV

2.0

_-é¥ = ) 10 - = AE:?S—: e

=

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00105

Pou3f4

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

14
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Similarity score:
Alignment:
BDDDTAATTAATTAHBD
-TCAAAATKAWTTGT--

Original motif

0.0620147

Consensus sequence: DVHTAATTAATTADDDB

20

bits

©MTTMTTA.

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BDDDTAATTAATTAHBD

A

i TIAATIAAIIé§

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

CBVMRTAATTAATTHBH
-—-TCAAAATKAWTTGT-

Original motif

UP00200
Nkx6-1_2825.1

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

14

0.0623004

Consensus sequence: DVHAATTAATTAMYBBG

Reverse complement motif
Consensus sequence: CBVMRTAATTAATTHBH
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2.0

w0
5

=]
-]
I
|

[ .

10 15

Watiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVVAACTAATTARKDV
—ACAAWTRATTTTGA-

Original motif
Consensus sequence: VVVAACTAATTARKDV

2.0

"1 AQEIA ITAAT

UP00167

Enl

Mus musculus
Original Motif
Original Motif
Forward

2

14
0.0634894

=

15
Weblogod 4

Reverse complement motif
Consensus sequence: VHRKTAATTAGTTVVV

2

W

0.0 =
5

Weblogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHHVATAATGAGSTDDH
—-—TCAAAATKAWTTGT-

Original motif

UP00146

Pou6fl_3733.1

Mus musculus
Reverse Complement
Original Motif
Forward

3

14

0.0650456

Consensus sequence: VHHVATAATGAGSTDDH

20

Reverse complement motif
Consensus sequence: DHDASCTCATTATVHHB

20

" aV|CGA| AT

10 15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00145
Barhl2

Mus musculus
Original Motif
Original Motif
Backward

2
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Number of overlap: 14

Similarity score: 0.0651148

Alignment:

HAMAAHCAATTAABHH

—-ACAAWTRATTTTGA-

Original motif Reverse complement motif

Consensus sequence: HAMAAHCAATTAABHH Consensus sequence: HHBTTAATTGDTTYTH
2.0 2.0

,._ééAA: AAH A X TT ILTT

e R

Motif ID: UP00168

Motif name: Hoxd8

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 3

Number of overlap: 14

Similarity score: 0.0654698

Alignment:

HADCMATTAATTADTTA

—-—ACAAWTRATTTTGA-

Original motif Reverse complement motif
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Consensus sequence: TAADTAATTAATRGHTH

20

bits

:ﬂéeAIéAIIAélA*%I

Webiiogo 3.4

Consensus sequence: HADCMATTAATTADTTA

20

Webiloga 3.4

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVBTAATTAATTAABTH
—-—ACAAWTRATTTTGA-

Original motif

UP00129

Pou3fl

Mus musculus
Original Motif
Original Motif
Backward

2

14
0.0654983

Consensus sequence: DVBTAATTAATTAABTH

20

LI

Websiaga 3.4

Reverse complement motif
Consensus sequence: DAVTTAATTAATTAVBD

2.0

i gﬂlIQAITAATIéw

WekiLags 3.4
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Dataset #: 2 Motif ID: 17 Motif name: Motif 17

Original motif Reverse complement motif
Consensus sequence: AAAAATGAAT Consensus sequence: ATTCATTTTI

0.0

Best Matches for Motif ID 17 (Highest to Lowest)

Motif ID: UP00055

Motif name: Hbpl_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 4

Number of overlap: 10

Similarity score: 0.00216896

Alignment:

HHDWTSAATGAATDDB

-—-—-AAAAATGAAT-—--

Original motif Reverse complement motif
Consensus sequence: HHDWTSAATGAATDDB Consensus sequence: VDHATTCATTSAWDDH
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2.0

20

bits
a

0.0 e S

™

TICATTeA.

15
Weblogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HAMAAHCAATTAABHH
AAAAATGAAT-—-———-

Original motif

Consensus sequence: HAMAAHCAATTAABHH

2.0

UP00145

Barhl2

Mus musculus
Original Motif
Original Motif
Forward

1

10

0.010273

Reverse complement motif
Consensus sequence: HHBTTAATTGDTTYTH

2.0

15
Wablogo 3.4

% ) TT I
- —-l s = A A== ITII
10 15

B S wa— 0.0 =

0.

o CUT

15
Weblogod 4

Motif ID:
Motif name:

UP00171
Msx3
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Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHVTTAATTKGTTHTV
-—-ATTCATTTTT----

Original motif
Consensus sequence: VAHAACYAATTAABHH

2.0

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

10

0.0106868

=
blogad 4

Eall

Reverse complement motif
Consensus sequence: HHVTTAATTKGTTHTV

. lTA laell <

0.

Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00044
Mafk_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

10

0.0131738
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Alignment:
MBHTGCADTTTTTHV
-—-ATTCATTTTT---

Original motif

Consensus sequence: VHAAAAADTGCAHBR

2.0

bits

0.0—=

. éAéAéxligéé?ﬂ

15
Webiloga 34

Reverse complement motif
Consensus sequence: MBHTGCADTTTTTHYV

2.0

GEII:_EQA%IIﬁlI e
2 5 10 15

) L)

Wetilogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVHTAATTAATTADDDB
—-AAAAATGAAT-————-

Original motif

UP00105
Pou3f4

Mus musculus
Original Motif
Original Motif
Forward

2

10
0.0157045

Consensus sequence: DVHTAATTAATTADDDB

Reverse complement motif
Consensus sequence: BDDDTAATTAATTAHBD
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2.0

W e

L AMTTAATTA.

Websiags 3.4

2.0

bits
a

_TAATTAATT,

g l=—===

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HADCMATTAATTADTTA
————— ATTCATTTTT--

Original motif

UP00168

Hoxd8

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

10

0.0158473

Consensus sequence: TAADTAATTAATRGHTH

2.0

bits

j ééATéATIAAIAAxA

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HADCMATTAATTADTTA

2.0

S || pry.

WebiLags 3.4

Motif ID:

UP00158
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVDTAATTAATTADDDB
-AAAAATGAAT—————-

Original motif

Poulfl

Mus musculus
Original Motif
Original Motif
Backward

7

10
0.0161731

Consensus sequence: DVDTAATTAATTADDDB

2.0

" AT

Watiloga 3.4

Reverse complement motif
Consensus sequence: BDHDTAATTAATTADBH

2.0

L TAATIATTS

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00030
Sox11_primary
Mus musculus
Original Motif
Original Motif
Backward

3

10
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Similarity score: 0.0163433

Alignment:
HBDDRAACAAAGRABHH
————— AAAAATGAAT--

Original motif
Consensus sequence: HBDDRAACAAAGRABHH

20

eu.—-.A i QA&Q . -
10 1

0.0—= T
5

5
Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

20

- (1 1))
& hLEy N == _

bits

0.0
5 10 15
Webloga 3.4

Motif ID: UP00129
Motif name: Pou3fl
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 7

Number of overlap: 10

Similarity score: 0.0163434
Alignment:

DVBTAATTAATTAABTH

-AAAAATGAAT—-————-

Original motif
Consensus sequence: DVBTAATTAATTAABTH

Reverse complement motif
Consensus sequence: DAVTTAATTAATTAVBD
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2.0

- IQAITAAIIéér

2.0

bits
5

gﬁIIQAITAAIIéH,

Wabiogs 3.4

5_ WataLo, a4 !
Motif ID: UP00200
Motif name: Nkx6-1_2825.1
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
CBVMRTAATTAATTHBH
—-—-AAAAATGAAT----

Original motif

Consensus sequence: DVHAATTAATTAMYBBG

2.0

LTl

Original Motif
Reverse Complement
Forward

4

10

0.0167348

Reverse complement motif

2.0

p— e
roen 0.0

15

Watiloga 3.4

<=

Consensus sequence: CBVMRTAATTAATTHBH

5 15
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Dataset #: 2 Motif ID: 18 Motif name: Motif 18

Original motif
Consensus sequence: TTAGWTWATAA

2.0

bits

AlA

0.0
5 10
Webiioga 34

Best Matches for Motif ID 18 (Highest to Lowest)

Motif ID: UP00262
Motif name: Lhx1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 11

Similarity score: 0.0358953
Alignment:

VVDATTAATTAAWWAHB

-———TTAGWTWATAA--

Original motif
Consensus sequence: VVDATTAATTAAWWAHB

Reverse complement motif
Consensus sequence: TTATWAWCTAA

2.0

= ARA

Wabhiaga 34

Reverse complement motif
Consensus sequence: BHTWWTTAATTAATDVV
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2.0

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DAVTTAATTAATTAVBD
-——TTAGWTWATAA-—-

Original motif

UP00129

Pou3fl

Mus musculus
Original Motif
Reverse Complement
Backward

4

11

0.038042

Consensus sequence: DVBTAATTAATTAABTH

2.0

AT

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DAVTTAATTAATTAVBD

2.0

: QEIIAAITAAIIéﬁf

WebiLags 3.4

Motif ID:

UP00082
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BTATGTACTAATWH
-——TTAGWTWATAA

Zfp187_primary

Mus musculus
Original Motif
Reverse Complement
Backward

1

11

0.0384021

Original motif
Consensus sequence: BTATGTACTAATWH

Reverse complement motif
Consensus sequence: HWATTAGTACATAV

- ATCTACAAAT . NTTACTACAT.

bits

0.0—=

Webiioga 3.4 Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00146
Pou6fl_1731.2

Mus musculus
Reverse Complement
Reverse Complement
Forward

7

11

0.0387939

Page 140 of 449


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=146

Alignment:
DHDASCTCATTAWVVHV
—————— TTATWAWCTAA

Original motif
Consensus sequence: VHVVWTAATGAGSTDDH

2.0

Reverse complement motif
Consensus sequence: DHDASCTCATTAWVVHV

2.0

Webiloga 3.4

Py ——— a?% _ TINY=a 5 s ._a_—\éf?m Q I B I':‘- =
: 10 . : 10 s
Motif ID: UP00169
Motif name: Lmx1b
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5
Number of overlap: 11
Similarity score: 0.0395035
Alignment:
VDWWWTTAATTAATDHB
-—-TTATWAWCTAA-—-—--

Original motif
Consensus sequence: VDWWWTTAATTAATDHB

Reverse complement motif
Consensus sequence: BHDATTAATTAAWWWHB
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2.0

II—A'_C Al S
10 15

Websiags 3.4

2.0

o T

0.0

WebiLags 1.4

Motif ID: UP00196
Motif name: Hoxa4
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 11

Similarity score: 0.0396152
Alignment:

DDTHATTAATTAACKBG

—-—TTATWAWCTAA-—-—-

Original motif
Consensus sequence: DDTHATTAATTAACKBG

2.0

bits

5

0.0

Reverse complement motif
Consensus sequence: CVRGTTAATTAATHADH

2.0

0.0 g:“f éﬂ;IA TAAI‘E‘* é=‘_= e

WebiLags 3.4

Motif ID: uP00142
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDHDATTAATTAABVVG
——TTATWAWCTAA-—-—-

Original motif

Uncx4.1

Mus musculus
Reverse Complement
Original Motif
Forward

3

11

0.03971

Consensus sequence: VDHDATTAATTAABVVG

2.0

0.0

o
=10
— —_— _a_
5 10

Reverse complement motif
Consensus sequence: CVVBTTAATTAATDHDV

2.0

= .. II TAAIi¢

0.0

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00264

Hoxal

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

11
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Similarity score:

Alignment:
MBDRTAATTAGCTHAD
—-———-TTATWAWCTAA-

Original motif
Consensus sequence: HTDAGCTAATTAMHBY

0.0401139

Reverse complement motif
Consensus sequence: MBDRTAATTAGCTHAD

o _—;,}eﬂ‘?_ | 10 o ﬁ*cr;-_-:-:é .
Motif ID: UP00023
Motif name: Sox30_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVVYATTATAATBDHA
————— TTATWAWCTAA

Original motif

Consensus sequence: THDBATTATAATMVVV

Reverse Complement
Reverse Complement
Backward

1

11

0.0405076

Reverse complement motif
Consensus sequence: VVVYATTATAATBDHA
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2.0

"l ATTATAAT,

15
Weblogod 4

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VDAATTAATTAAWWHHB
—-———TTAGWTWATAA--

Original motif

UP00130

Lhx3

Mus musculus
Original Motif
Original Motif
Backward

3

11
0.0405397

Consensus sequence: VDAATTAATTAAWWHHB

2.0

sy = éAlI : TAA@*IQ.-,-

Watiloga 3.4

Reverse complement motif
Consensus sequence: VHHWWTTAATTAATTDV

bits

2.0

,gxlIATAAII

Weblogod4
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Dataset #: 2 Motif ID: 19 Motif name: Motif 19

Original motif
Consensus sequence: TTCWTAGATTAWA

TCTACATTAGA

Wablogod s

Best Matches for Motif ID 19 (Highest to Lowest)

Motif ID: UP00208

Motif name: Obox5_2284.1
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 13

Similarity score: 0.0233931

Alignment:

DHHAHTTAATCCCKVDH

—-———-TWTAATCTAWGAA

Original motif
Consensus sequence: HDVRGGGATTAAHTHHH

Reverse complement motif
Consensus sequence: TWTAATCTAWGAA

2.0

=11 A A

5 10
Wablogod s

Reverse complement motif
Consensus sequence: DHHAHTTAATCCCKVDH
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2.0

)
-
—

2.0

oo l==5= ﬁéA . e e = = P -
5 10 15 S 5 10 15
Motif ID: UP00032
Motif name: Gata3_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HBHDVHDTCTTATCTHTDDHDV
——————— TWTAATCTAWGAA-—

Original motif

Reverse Complement
Reverse Complement
Backward

3

13

0.0251817

Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

1.0
Y= '_—::“:6 - 108 K QA‘_“ i

bits

S e

5 10 15

20
WebLogad 4

Reverse complement motif

Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

20

o= LN —
20

bits

Weblogod4

Motif ID:

UP00208
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VWBAHTTAATCCCTVKB
-———-TWTAATCTAWGAA

Original motif

Obox5_3963.2

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

13

0.026815

Consensus sequence: VRVAGGGATTAAHTVWYV

2.0

Reverse complement motif
Consensus sequence: VWBAHTTAATCCCTVKB

2.0

E: - AAI WQQIET

== _

Webiloga 3.4

IR =T-N e
5 L Wehilopa 3.4
Motif ID: UP00188
Motif name: Lmx1la
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Original Motif
Reverse Complement
Forward

2

13

0.02879
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Alignment:
BDWWWTTAATTAAHHVG
-TTCWTAGATTAWA-—-

Original motif
Consensus sequence: CVHHTTAATTAAWWWHB

Reverse complement motif

Consensus sequence: BDWWWTTAATTAAHHVG

2.0

N 10 B _.-.1-': Webitoga 3.4 - )
Motif ID: UP00109
Motif name: Obox6
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2
Number of overlap: 13
Similarity score: 0.028848
Alignment:
AHAADCGGATTAWHB
-TTCWTAGATTAWA-

Original motif
Consensus sequence: AHAADCGGATTAWHB

Reverse complement motif
Consensus sequence: BHWTAATCCGDTTHT
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2.0

Fl
Websloge 34

. &éfgﬁ il | . Ii%_—_:_
2 10 Wabtsat ik

Motif ID: UP00262
Motif name: Lhx1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 13
Similarity score: 0.0301327

Alignment:
BHTWWTTAATTAATDVV
-TTCWTAGATTAWA-—-

Original motif

Consensus sequence: VVDATTAATTAAWWAHB

2.0

|
'5

0.0

“LTIAAL [Aa..s

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BHTWWTTAATTAATDVV

2.0

1 11 TTAA

bits

0.0

WebiLags 3.4

Motif ID:

UP00112
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHDMSGGATTAMMDWBH
TTCWTAGATTAWA----

Original motif

Gsc

Mus musculus
Original Motif
Reverse Complement
Backward

5

13

0.0301882

Consensus sequence: HVYWHRYTAATCCSYDHV

2.0

= 1.0

. xo=dl

Watiloga 3.4

Reverse complement motif
Consensus sequence: BHDMSGGATTAMMDWBH

2.0

A

L= N1I1LIGSE-—% -
15

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00169

Lmx1b

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

13
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Similarity score: 0.0307426

Alignment:
BHDATTAATTAAWWWHB
—-——TWTAATCTAWGAA-

Original motif
Consensus sequence: VDWWWTTAATTAATDHB

20

B IIXIT TTAAAA

0.0-1= e
5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BHDATTAATTAAWWWHB

20

L TIAATA..._

Webiloga 3.4

Motif ID: UP00129
Motif name: Pou3fl
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 13

Similarity score: 0.0308362
Alignment:

DVBTAATTAATTAABTH

-TWTAATCTAWGAA—-—-

Original motif
Consensus sequence: DVBTAATTAATTAABTH

Reverse complement motif
Consensus sequence: DAVTTAATTAATTAVBD
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2.0

IQAITAAIIAéf

2.0

bits
5

gﬁIIAAITAAIIéH,

. e 5
°° } 5_ WataLo, a4 !
Motif ID: UP00267
Motif name: Otx2
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DDHHATTAATCCCKDHD
————TWTAATCTAWGAA

Original motif

Consensus sequence: DDDRGGGATTAATHDDH

2.0

bits
a

N

0.0 e céA By —— — -

Reverse Complement
Reverse Complement
Forward

5

13

0.031113

Reverse complement motif

2.0

b A

Wabiogs 3.4

Consensus sequence: DDHHATTAATCCCKDHD

—_—
e —

5 10

5 10 15
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Dataset #: 2 Motif ID: 20 Motif name: Motif 20

Original motif
Consensus sequence: TTMAAAGATTT

2.0

bits

0.0

10
Wehiiogo 34

Best Matches for Motif ID 20 (Highest to Lowest)

Motif ID: UP00145
Motif name: Barhl2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 11

Similarity score: 0.0251004
Alignment:

HAMAAHCAATTAABHH

--AAATCTTTYAA-——

Original motif
Consensus sequence: HAMAAHCAATTAABHH

Reverse complement motif
Consensus sequence: AAATCTTTYAA

2.0

bits

Wabhiaga 34

Reverse complement motif
Consensus sequence: HHBTTAATTGDTTYTH
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2.0

LiX

ok CUT

- e e

15
Weblogad 4

20

L1 IIT_IIIII

bits

0.0
15
Wablogo 3.4

5 1

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
AABBAGCTGTCAAWVV
-—AAATCTTTYAA---

Original motif

UP00258

Tgif2

Mus musculus
Reverse Complement
Original Motif
Forward

3

11

0.0274736

Consensus sequence: AABBAGCTGTCAAWVV

2.0

A,

=

15
Weblagad 4

Reverse complement motif
Consensus sequence: VBWTTGACAGCTVBTT

= :'._@IT : ¥ 4 th lI

10

24
=

0.0

Weblogod 4

Motif ID:

UP00067
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VDDAGATCAAAGGKDDD
————— TTMAAAGATTT-

Original motif

Lefl_primary

Mus musculus
Original Motif
Reverse Complement
Forward

6

11

0.0280825

Consensus sequence: DDDYCCTTTGATCTDDV

2.0

bits
a

0.0

V| MU_IC;_

Watiloga 3.4

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

A

i ©- vy ——
5

10 15
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00203

Pknox1

Mus musculus
Reverse Complement
Original Motif
Backward

4

11
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Similarity score: 0.0285392

Alignment:
DRVSASCTGTCAAWVV
—-—AAATCTTTYAA-—-

Original motif
Consensus sequence: DRVSASCTGTCAAWVV

2

0.

Weblogad 4

Reverse complement motif
Consensus sequence: VVWTTGACAGSTSBKD

2.0

1.0

bits

__-:‘$I| i NCls =

10 15
Weblogodd

Motif ID: UP00186
Motif name: Meis1
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 11

Similarity score: 0.0294621
Alignment:

WAVBASCTGTCAAWVH

-—-AAATCTTTYAA-—-

Original motif
Consensus sequence: WAVBASCTGTCAAWVH

Reverse complement motif
Consensus sequence: DBWTTGACAGSTBVTW
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2,

bits

_E_A:"‘t__.

20

L1 X

|

15
Weblogod 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
WAVBASCTGTCAAWHB
—-—AAATCTTTYAA---

Original motif

Consensus sequence: WAVBASCTGTCAAWHB

2.0
=1.0

UP00226

Mrgl

Mus musculus
Reverse Complement
Original Motif
Backward

4

11

0.0296127

Reverse complement motif

2.

1

it

0.0

Weblogod 4

Consensus sequence: BHWTTGACAGSTBBTW

Weblogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VDHATTCATTSAWDDH
-—-AAATCTTTYAA---

Original motif

UP00055

Hbp1l_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

11

0.030034

Consensus sequence: HHDWTSAATGAATDDB

2

0.

EE 4ICAAT;AA;_

15
Weblogad 4

Reverse complement motif
Consensus sequence: VDHATTCATTSAWDDH

bits

2.0

?AIICAIICAI

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00148

Hdx

Mus musculus
Reverse Complement
Original Motif
Backward

1
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Number of overlap: 11
Similarity score: 0.0308277

Alignment:
DDKDHGAAATCAHHBHV
—————— AAATCTTTYAA

Original motif
Consensus sequence: DDKDHGAAATCAHHBHV

2.0

15
Webiiaga 3.4

bits

5

Reverse complement motif
Consensus sequence: BDBDHTGATTTCDHYDD

2.0

L TeATTre

Motif ID: UP00059

Motif name: Arid5a_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2

Number of overlap: 11

Similarity score: 0.0312649
Alignment:

HDTDVCAATATTMV

-—-TTMAAAGATTT-

Original motif

Reverse complement motif
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Consensus sequence: VYAATATTGVDADH

ML

Welilogo 3.4

Consensus sequence: HDTDVCAATATTMV

2.0

bits

0.0 = —

Webitoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HWBTTCAWTGAADTH
-——-TTMAAAGATTT-

Original motif

Consensus sequence: HADTTCAWTGAABWD

20

UP00012
Bbx_primary

Mus musculus
Original Motif
Reverse Complement
Forward

4

11

0.0314419

E:IéallgééI%Aé*xﬁ

Webiloga 3.4

Reverse complement motif
Consensus sequence: HWBTTCAWTGAADTH

20

Tk Toh.

10

Weslage a4
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Dataset #: 2 Motif ID: 21 Motif name: Motif 21

Original motif
Consensus sequence: ATAAAA

= i

bis
:

[ = =

E=3
R P =

Best Matches for Motif ID 21 (Highest to Lowest)

Motif ID: UP00180
Motif name: Hoxd13
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7

Number of overlap: 6

Similarity score: 0

Alignment:

HDHYYAATAAAAHHHH

—————— ATAAAA-——-

Original motif
Consensus sequence: HDHYYAATAAAAHHHH

Reverse complement motif
Consensus sequence: TTTTAT

= i

=
= 1o

[ = =

" e Ry o

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD
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2.0

sl

15
Weblogad 4

20

1.

bits
(-3

A?ITTIAIIA&

0.0
15
Wablogo 3.4

Motif ID: UP00134
Motif name: Hoxb13
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 6

Similarity score: 0.00902808
Alignment:

VRHCCAATAAAAWHHV

—————— ATAAAA--—-—

Original motif
Consensus sequence: VRHCCAATAAAAWHHV

2.0

Weblagad 4

Reverse complement motif
Consensus sequence: VDHWTTTTATTGGDKB

20

. ,hdp#]i:;_.TIIATIAg = B

15
Weblogod 4

bits

Motif ID: UP00207

Page 163 of 449


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=134
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=207

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VRRGCMATAAAAHHHD
—————— ATAAAA-—--

Original motif

Hoxb9

Mus musculus
Original Motif
Original Motif
Backward

5

6
0.00908997

Consensus sequence: VRRGCMATAAAAHHHD

2.0

bits

0.0—=

WAHA$%2AT$AAA

- .

15
Wabiogad 4

Reverse complement motif
Consensus sequence: HDHHTTTTATRGCKMV

20

ma?¢1IIIAlIAgl?$

0.0

bits

WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00121
Hoxd10

Mus musculus
Original Motif
Original Motif
Forward

7

6
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Similarity score: 0.0141617

Alignment:
VDKVYAATAAAATDDDH

Original motif
Consensus sequence: VDKVYAATAAAATDDDH

20

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB

20

—_— e T

B ‘A:[1[1[][‘\][1[ S

0.0 =
5

Motif ID: UP00133
Motif name: Cdx2
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:

Direction: Backward
Position number: 8

Number of overlap: 6
Similarity score: 0.0156625
Alignment:

HRHTTTTATYMCCVBD

———TTTTAT-------—

Original motif
Consensus sequence: DVVGGYMATAAAAHKH

Reverse Complement
Reverse Complement

Reverse complement motif
Consensus sequence: HRHTTTTATYMCCVBD
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20
w
21,0

ozl TN,

0.0

L -

15
Weblogod 4

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
WDTAWTTTWATGKCCGD

Original motif

UuP00213

Hoxa9

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

6

0.0225404

Consensus sequence: DCGGYCATWAAAWTADW

2.0

ﬁ:ng+¢ggAT$AAAEI?ﬂx

Watiloga 3.4

Reverse complement motif
Consensus sequence: WDTAWTTTWATGKCCGD

2.0

: T A
10 15

Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WDDATTTTATTMCBHD
-———-TTTTAT---—---

Original motif

UP00217

Hoxal0

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

6

0.0259142

Consensus sequence: DHBGYAATAAAATDHW

20

bi

———
0o

. ﬂé%gAIéAAé

15
Weblogad 4

Reverse complement motif
Consensus sequence: WDDATTTTATTMCBHD,

2.0

”IkéagIIIAlTAgg;ﬁ

LN s

bits

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00240
Cdx1

Mus musculus
Original Motif
Original Motif
Backward

4
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Number of overlap: 6
Similarity score: 0.026022

Alignment:
DDVGGTMATAAAABKH
——————— ATAAAA-——

Original motif
Consensus sequence: DDVGGTMATAAAABKH

2.0

| R e %I‘C\AT%AAé- - ‘T';‘ =

bits

0.0 ==
Logad 4

Reverse complement motif
Consensus sequence: HRVTTTTATYACCBDD

24
=

col===% —=

G_QAIIII ITAQQ-_

Eal

b

Motif ID: UP00173
Motif name: Hoxc13
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 6

Similarity score: 0.033825
Alignment:

HHDBCTCRTAAAAWHD

——————— ATAAAA-—-

Original motif

Reverse complement motif
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Consensus sequence: HHDBCTCRTAAAAWHD Consensus sequence: DHWTTTTAMGAGBDHH

20

it
5

0.0

2

bits

1

cleaIaMh,. o TThethe

15

Weblogad 4 Weblogodd

Motif ID: UP00067

Motif name: Lefl_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Backward

Position number: 6

Number of overlap: 6

Similarity score: 0.0353549

Alignment:

DDDYCCTTTGATCTDDV

—————— TTTTAT---—-

Original motif Reverse complement motif
Consensus sequence: DDDYCCTTTGATCTDDV Consensus sequence: VDDAGATCAAAGGKDDD

20

0.0

2.0

it
a

AN

) Q?QITTVAIC;”

== o _ = vy —_——a
A T T i
5 10 15

Websiaga 3.4 WekiLags 3.4
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Dataset #: 3 Motif ID: 22 Motif name: Zfx

Original motif
Consensus sequence: BBVGCCBVGGCCTV

b CCT“

0.0

Webilogo 3.4

Best Matches for Motif ID 22 (Highest to Lowest)

Motif ID: UP00005
Motif name: Tcfap2a_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 14

Similarity score: 0.0596136
Alignment:

HHRCCBBWGGDCDB

BBVGCCBVGGCCTV

Original motif
Consensus sequence: HHRCCBBWGGDCDB

Reverse complement motif
Consensus sequence: VAGGCCBBGGCVBB

2.0

% 1.0
- v = — Ag§?=-_::
5 10

0.0

Webiogo 34

Reverse complement motif
Consensus sequence: BDGHCCWBVGGKDH
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2.0

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
ABBBBVVRGACCACCCACRDBBM
BBVGCCBVGGCCTV-—====———

Original motif

Consensus sequence: ABBBBVVRGACCACCCACRDBBM

2.0

bits

=

0.0

A A AVWA-.. e

UP00540

Gli3_v015681_primary
Mus musculus

Original Motif

Original Motif

Forward

1

14

0.0603516

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

bits

<=
0.0-== ﬁ:—_g_r-_!;
5

5 10 15 20

WesLago 34 WebbLaga 34

Motif ID:

UP00002
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDHHMCGCCCCCTHVEB
-—--VAGGCCBBGGCVBB

Original motif

Sp4_primary

Mus musculus
Reverse Complement
Original Motif
Forward

4

14

0.0604694

Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB

2.0

bits

0.0—l==

-_-6AT,_. = T..". i

5 10
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00Q093
KIf7_primary
Mus musculus
Original Motif
Original Motif
Backward

3

14
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Similarity score: 0.0606067

Alignment:
HBDRCCMCGCCCHHHD
BBVGCCBVGGCCTV--

Original motif
Consensus sequence: HBDRCCMCGCCCHHHD

20

1.0

bits

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH

2.0

Weblogodd

- A ¥ ,}g VAV Y= ool = DF X g I_._Il.? L
Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 9
Number of overlap: 14
Similarity score: 0.0606878
Alignment:
HVGVSAGGAGGGTCYHHHHYVH
———————— VAGGCCBBGGCVEB

Original motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH
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2.0

20

A CTec.

z1i()

WabiLogod4

00 —— =r=ap g3 B — —— EE‘—_—’ 0 = C_=‘? IéT-%— TV H A
5 10 15 20 e 10 15
Motif ID: UP00087
Motif name: Tcfap2c_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HWGCCCTDGGGCDB
VAGGCCBBGGCVBB

Original motif

Consensus sequence: BHGCCCDAGGGCWD

2.0

0.0 =

Reverse Complement
Reverse Complement
Forward

1

14

0.0608063

Reverse complement motif
Consensus sequence: HWGCCCTDGGGCDB

2.0

bits
&

-
S e DN

C

o0 ==

g = F Ef A K w
5 10

Webilaga 3.4

Motif ID:
Motif name:

UP00540
Gli3_v015681_secondary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVTTVVCVYGGHGGYCHHDMYB
—-—-—-BBVGCCBVGGCCTV-—---

Original motif

Mus musculus
Original Motif
Original Motif
Forward

5

14
0.0615001

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

bits

:_Ellf c_GYV. VVIG

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

m C c
E‘IU g A
P - . —.—A_.A V-9 ;_\_1_:.: __:_:A___
10 15

Weblogo 34

Y _—. laxr . ¥8
5 10 20 e 5
Motif ID: UP00010
Motif name: Tcfap2b_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Original Motif
Reverse Complement
Forward

2

14

0.0624288
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Alignment:
HHKGCCYSRGGCWAD
-BBVGCCBVGGCCTV

Original motif

Consensus sequence: DTWGCCKSMGGCRHH

2.0

15
Webiloga 34

Reverse complement motif
Consensus sequence: HHKGCCYSRGGCWAD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDGMCCTBGTCCHYHV
VAGGCCBBGGCVBB--

Original motif

uP00082

Zfp187_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

1

14

0.0627664

Consensus sequence: DDGMCCTBGTCCHYHV

Reverse complement motif
Consensus sequence: VHMDGGACVAGGRCDH
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2.0

bits

r

AKY

20
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2 10 Soskcanas 2 ! Moo
Motif ID: UP00009
Motif name: Nr2f2_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVBVTGACCCSGBVBV
-—-VAGGCCBBGGCVBB

Original motif
Consensus sequence: VBVBCSGGGTCAVBBH

2.0

Reverse Complement
Reverse Complement
Forward

3

14

0.0636529

Reverse complement motif
Consensus sequence: HVBVTGACCCSGBVBV

bits

-_—

20
— | C—-—Qé p—
5 10

0.01=—

15
Weblogod 4

Dataset #: 3 Motif ID: 23

Motif name: Egrl
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Original motif
Consensus sequence: HGCGTGGGCGK

2.0

g

=10
o

K1 —

10
Wetiiaga 34

Best Matches for Motif ID 23 (Highest to Lowest)

Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 7

Number of overlap: 11

Similarity score: 0

Alignment:

VVVDHHTGCGYGGGCGDHVHHTB

—————— HGCGTGGGCGK-—--—-—~

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

Reverse complement motif
Consensus sequence: YCGCCCACGCH

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB
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2.0

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HCCGCCCCCGCAHB
-YCGCCCACGCH--

Original motif

Consensus sequence: HCCGCCCCCGCAHB

2.0

- oel0elic.

UP00007
Egrl_primary

Mus musculus
Reverse Complement
Original Motif
Forward

2

11

0.00727533

Reverse complement motif
Consensus sequence: VHTGCGGGGGCGGH

2.0

—:—-—_é_":—kg T_____ Q%T

5 10

— 0.0

5

Webslogo 3.4 Webitaga 3.4

Motif ID:

UP00538
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
MHHHWHYTMCCHCCCACVAABVH
————————— YCGCCCACGCH---

Original motif

Glil_v015681_secondary
Mus musculus

Reverse Complement
Original Motif

Backward

4

11

0.0262579

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

A, -

WebiLog 34

Reverse complement motif

Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UuP00540

Gli3_v015681_primary
Mus musculus

Original Motif

Reverse Complement
Forward

3

11
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Similarity score: 0.0297053

Alignment:
YBVDMGTGGGTGGTCKVVBVBBT
--HGCGTGGGCGK-———==————

Original motif
Consensus sequence: ABBBBVVRGACCACCCACRDBBM

20

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

bits
b=

~ e | TTI 1

-E:“—_z‘; .. ==y ¥ = S S= = —

00 R T
5 10 20

Weblaga 3.4

Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 11

Similarity score: 0.0318144
Alignment:

HVBDAGCGBGGGTGGCRDBDDDB
--—--HGCGTGGGCGK--————-—~

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

e

WebiLog 34

CCA o

Weblagn 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BVVHAGGGGGCGRDHHB
--HGCGTGGGCGK----

Original motif

UP00002

Sp4_primary

Mus musculus
Original Motif
Reverse Complement
Forward

3

11

0.0345009

Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

0.0

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB

2.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BTBVTCVTGGGTGGTCMVVDVEBB
-—--HGCGTGGGCGK-————————

Original motif

UP00538

Glil_v015681_primary
Mus musculus

Original Motif

Reverse Complement
Forward

4

11

0.0353502

Consensus sequence: BBBDVVRGACCACCCAVGABBAB

20

bits

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

10

bits

20

Tff_:;g._.]q-f_»T I 1 ¥¢—

Weblaga 3.4

0.0 == ===l W=V = =2 -T—--—_——éq: ==
Motif ID: UP00007
Motif name: Egrl_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Reverse Complement
Forward

3
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Number of overlap:
Similarity score:

Alignment:
BHHDTCCCACTCBDBV
-—-YCGCCCACGCH---

Original motif

11
0.0360229

Consensus sequence: BBHBGAGTGGGAHHDB

2.0

bits

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV

20

bits

0.0 == ———B & o, — W Sem 0.0
3 10 fmkoarsa
Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VYWVVHCRCCACMCACGAHSBHH
———————— YCGCCCACGCH----

Original motif

Reverse Complement
Original Motif
Backward

5

11

0.0362743

Reverse complement motif
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Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

20

Lx gAQQﬂQECACRQé?

=N —
e = N

WesLogo 34

Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

it
b=

—ﬁagk??jiaicﬂfr?];sAE%% . G

5 10 15 20

00

Motif ID: UP00097

Motif name: Mtfl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 11

Similarity score: 0.0386944

Alignment:

HDYTTGCACACGDHBH

---YCGCCCACGCH--

Original motif
Consensus sequence: DBDHCGTGTGCAAMDH

2.

o CoTirlCA..

L1 X
15
Weblogad 4

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH

" ITE-CACAC“*“Xv

Weblogod.4

it
5

0.0
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Dataset #: 3 Motif ID: 24 Motif name: SP1

Original motif
Consensus sequence: CCCCKCCCCC

-0cle._cCoce

WL ogo 3 S

ts

b

Best Matches for Motif ID 24 (Highest to Lowest)

Motif ID: UP00021
Motif name: Zfp281_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 10

Similarity score: 0.0231018
Alignment:

DBCCCCCCCCcCcCMYC

--CCCCKCcCccee---

Original motif
Consensus sequence: DBCCCCCCCCCCMYC

Reverse complement motif
Consensus sequence: GGGGGYGGGG

2.0
s
510

- |‘#'=:_—_ LW . — Ay

5 10
WL ogo 3 @

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD
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2.0

bits

- obelllllecs

Webiloga 3.4

ool W o W o o A N — -

5 10 15
Websloge 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBDRCCMCGCCCHHHD
—-—-—-CCCCKCCCCC--

Original motif

UP00093

KIf7_primary
Mus musculus
Original Motif
Original Motif
Backward

3

10
0.0303207

Consensus sequence: HBDRCCMCGCCCHHHD

2.0

1 AGQRA

LiX

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH

20

bits

= "}%—4_':_; g T_.p,_—_-_:l—_— ——

0.0
5 140 15
Weblogod 4

Motif ID:

UP00033
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHHDGGGGCGGDBHDV
-——-GGGGGYGGGG---

Original motif

Zfp410_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

5

10

0.0323007

Consensus sequence: BHHBHCCGCCCCDHHHH

2.0

0.0

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

2.0

15
Wabiogs 3.4

= “‘?EEIQ% 2
10

=)
)
|
|
|
|
ul-l]l

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00099
Ascl2_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

10
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Similarity score:
Alignment:
HVDVGGGHGGGGDBHB
--GGGGGYGGGG——-—-

Original motif

Consensus sequence: BHVYDCCCCDCCCBDBH

20

bits

0.0

0.0340973

10

. .cCCc Ccc

15
Weblogad 4

Reverse complement motif
Consensus sequence: HVDVGGGHGGGGDBHB

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHHHWGGGGCGGBRBVH
-——-—-GGGGGYGGGG--

Original motif

uP00043

Bcl6b_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

5

10

0.0351051

Consensus sequence: HBBBCCGCCCCWHHHV

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH
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2.0 20

I 2]
ELCI Cgc E'l.ﬂ
5

° 77 N o - ‘1;";‘ T R Rerisoni
Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 7
Number of overlap: 10
Similarity score: 0.0390437
Alignment:
HDBABCGBKRGYGGCGMSBHAK
—————— GGGGGYGGGG———--~
Original motif Reverse complement motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH Consensus sequence: HDBABCGBKRGYGGCGMSBHAK
20 20
I cégﬁggécggng—:ulﬂ = i - . .;..é_—_AI%l*FI?@‘?‘:;-—_-?‘?‘E
§ 19 18 2 WabLogad & g 10 8 = WebLogod4
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Motif ID: UP00540

Motif name: Gli3_v016060_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 7

Number of overlap: 10

Similarity score: 0.0393358

Alignment:

HHBSHTCGTGRGTGGKGDBVWMV

——————— GGGGGYGGGG————-—~

Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20 20

bits

E:Ezg QQQQéQEQAQAQ%G

&8 =L ol a‘EE‘?‘Ig‘%cIT?Ié.FEe . 28
Motif ID: UP00000
Motif name: Smad3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward

Position number: 4
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Number of overlap: 10
Similarity score: 0.0413863

Alignment:
DHHBCCCCGCCAHHBHB
—-—-—-CCCCKCCCCC---

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

: = EQQCﬁCCé e~ — S

bits

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

Motif ID: UP00022
Motif name: Zfp740_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 10

Similarity score: 0.0418947
Alignment:

HVBCCCCCCCCMHHHR

-—-—-CCCCKCCcCCC-=--

Original motif

Reverse complement motif
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Consensus sequence: HVBCCCCCCCCMHHHB

20

%j%uggQCCCQQé% :

LI X
15
Weblogad 4

Consensus sequence: BHHDYGGGGGGGGBVD

2.0

Motif ID: UP00002
Motif name: Sp4_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 10

Similarity score: 0.0420708
Alignment:

BDHHMCGCCCCCTHVEB

--CCCCKCCCCC-—---

Original motif
Consensus sequence: BDHHMCGCCCCCTHVBB

20

0.0

Websiaga 3.4

Reverse complement motif
Consensus sequence: BWWHAGGGGGCGRDHHB

2.0

=== - B = T.—'-. EE—

WekiLags 3.4
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Dataset #: 3 Motif ID: 25
Original motif
Consensus sequence: GCCBBVRGS

Z2.0

bits

0.0 —
5

Motif name: TFAP2A

Best Matches for Motif ID 25 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHKGCCYSRGGCWAD
-—-—-GCCBBVRGS—---

Original motif

Consensus sequence: DTWGCCKSMGGCRHH

UP00010
Tcfap2b_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

4

9

0.0115546

Reverse complement motif
Consensus sequence: SCMVBBGGC

2.0

e e

Wty Lo 3o

Reverse complement motif
Consensus sequence: HHKGCCYSRGGCWAD
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2.0

bits

0.0
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5

e

10 15 5 10 15

Webiloga 3.4 Websloge 34

Motif ID: UP00010

Motif name: Tcfap2b_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 3

Number of overlap: 9

Similarity score: 0.0150447

Alignment:

DYGCCYBARGGCAH

--GCCBBVRGS——--

Original motif Reverse complement motif
Consensus sequence: DYGCCYBARGGCAH Consensus sequence: HTGCCMTVKGGCMD

2

bits

0.0

2.0
1.0

its

_?.::gccs_-crzép;ﬁﬁgé ) o ;ch__crlgﬁ.?-:.c‘?f

0.0

10
Webslogo 3.4 Webitaga 3.4

Motif ID:

UP00005
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
WDHSCCYSRGGSRAD
-—-—-GCCBBVRGS---

Original motif

Consensus sequence: WDHSCCYSRGGSRAD

2.0

0.0

% 1.0
5 10

Tcfap2a_primary
Mus musculus
Original Motif
Original Motif
Forward

4

9

0.0151527

15
WetiLoga 34

Reverse complement motif

Consensus sequence: DTMSCCKSMGGSHDW

2.0

E‘I.CI

<.

PN
== -N C’} ==

—
.

10

18

Wetiloago 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00087
Tcfap2c_primary
Mus musculus
Original Motif
Original Motif
Backward

4

9
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Similarity score: 0.016909

Alignment:
WHHSCCYSRGGSDAD
—-—-—-GCCBBVRGS—-—--

Original motif
Consensus sequence: WHHSCCYSRGGSDAD

2.0

Reverse complement motif
Consensus sequence: DTHSCCKSMGGSHHW

2.0

o —oVWYZ=AVE o o xcVWYIealVE, o
Motif ID: UP00087
Motif name: Tcfap2c_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
Number of overlap: 9
Similarity score: 0.0170259
Alignment:
BHGCCCDAGGGCWD
-—-GCCBBVRGS—--

Original motif
Consensus sequence: BHGCCCDAGGGCWD

Reverse complement motif
Consensus sequence: HWGCCCTDGGGCDB
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wr
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0.0

Webiioga 3.4

h . Q = m
10

Wabioga 3.4

Motif ID: UP00028
Motif name: Tcfap2e_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 9

Similarity score: 0.0198854
Alignment:

HHHGCCTSAGGCDAD

---GCCBBVRGS---

Original motif
Consensus sequence: HHHGCCTSAGGCDAD

2.0

"1 dlxsallic .

0.0

15
WetiLoga 34

Reverse complement motif
Consensus sequence: DTHGCCTSAGGCHHH

2.0

A= CCTCA C__

0.0 e —

Wetiloago 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHBHDTGGCGGGGBDHD
SCMVBBGGC—-—-—————-

Original motif

UP00000

Smad3_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

9

9

0.0203681

Consensus sequence: DHHBCCCCGCCAHHBHB

20

bits

mi ) %QQCﬁQCg

.
15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00003
E2F3_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

1
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Number of overlap:
Similarity score:

Alignment:
BBBDYTGGCGCCKWDRBD
SCMVBBGGC———-=-——-——

Original motif

9
0.0217064

Consensus sequence: HBHWYGGCGCCAMDVBB

2.0

?I%Acc

(Ca.

Reverse complement motif
Consensus sequence: BBBDYTGGCGCCKWDBD

2.0

%170 C CC
’ ,Ilean_ YA
5 10 15

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHRCCBBWGGDCDB
-—-GCCBBVRGS—---

Original motif

UP00005
Tcfap2a_secondary
Mus musculus
Original Motif
Original Motif
Forward

3

9

0.0234775

Reverse complement motif
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Consensus sequence: HHRCCBBWGGDCDB

2.0

Consensus sequence: BDGHCCWBVGGKDH

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VVDBATACGCCCHAHHD
———————— GCCBBVRGS

Original motif

UP00093
KIf7_secondary
Mus musculus
Original Motif
Original Motif
Backward

1

9

0.026642

Consensus sequence: VVDBATACGCCCHAHHD

2.0

bits

s ==== e

_aTAWY

15
Wabiloga 3.4

Reverse complement motif
Consensus sequence: DHDTHGGGCGTATBHBB

Gl TAr.

5
Webiloga 3.4

it
P

0.0l== = — - - M A

5 10

Dataset #: 3 Motif ID: 26

Motif name: MIZF
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Original motif
Consensus sequence: BAACGTCCGC

- aACGTCCE,

L e

bits

Best Matches for Motif ID 26 (Highest to Lowest)

Motif ID: UP00419
Motif name: Spic

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1

Number of overlap: 10

Similarity score: 0

Alignment:

DWACTTCCRCTTTB

BAACGTCCGC—----

Original motif
Consensus sequence: VAAAGMGGAAGTWD

Reverse complement motif
Consensus sequence: GCGGACGTTV

Reverse complement motif
Consensus sequence: DWACTTCCRCTTTB
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2.0

Welsloge 34

D0

gmiACITCCE?IlI_

Webilaga 3.4

Motif ID: UP00409
Motif name: EIf5

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1

Number of overlap: 10

Similarity score: 0.00379999
Alignment:

BWAHSMGGAAGTWD

BAACGTCCGC—-—---

Original motif
Consensus sequence: BWAHSMGGAAGTWD

2.0

“a ST

Wehilogo 3.4

Reverse complement motif
Consensus sequence: DWACTTCCRSDTWV

Webiogo 3.4

Motif ID: UP00413
Motif name: Elf4
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Mus musculus

Species:

Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward

5
10
0.0124101

Position number:
Number of overlap:
Similarity score:

Alignment:
DBBHACTTCCGGKWTH

--BAACGTCCGC----
Original motif
Consensus sequence: DBBHACTTCCGGKWTH

2.0

g AC‘ ‘
T
e T A T AKX -
10 15
Webilogad 4

Reverse complement motif
Consensus sequence: HAWYCCGGAAGTHBBD

20

! CQ AA T
N
N = L N
5 10 \1;5 =

bits

0.0

e :
Motif ID: UP00404
Motif name: EIf2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif Original Motif
Direction: Forward
3
10
0.0128348

Position number:
Number of overlap:
Similarity score:

Page 204 of 449


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=404

Alignment:
DBBHACTTCCGGDWDB
--BAACGTCCGC——---

Original motif

Consensus sequence: DBBHACTTCCGGDWDB

2.0

bits
5

L T el

eIl

15
WabiLogad 4

Reverse complement motif
Consensus sequence: BDWDCCGGAAGTHBBD

2.0

OO

WablLogo 34

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BDAWGVGGAAGTDH
BAACGTCCGC——-—--

Original motif

Consensus sequence: BDAWGVGGAAGTDH

UP00085

Sfpil_primary

Mus musculus
Original Motif
Reverse Complement
Forward

1

10

0.0141516

Reverse complement motif
Consensus sequence: HDACTTCCBCWTDV
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2.0 210
Bl AAQ;I.: i : AC =Cx L
0.0 ——— = 0.0 = == == ==
5 10 e 5 10 e
Motif ID: UP00423
Motif name: Gmb5454
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif Reverse Complement
Direction: Backward
Position number: 3
Number of overlap: 10
Similarity score: 0.0144665
Alignment:
DVHACCGGAAGTHDDV
--—-GCGGACGTTV--
Original motif Reverse complement motif
Consensus sequence: VDHHACTTCCGGTHVH Consensus sequence: DVHACCGGAAGTHDDV
2.0 2.0
ﬁAQI ywvil L 4CG . AA;[
? 10 orkoarsa ? 1o o
UP00412
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHHACCGGAWGTTDDV
-——-GCGGACGTTV--

Original motif

Etv5

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

10

0.0155825

Consensus sequence: VDHAACWTCCGGTHHH

2.0

L JACT

—
00—

5 10

15
Wabiogad 4

Reverse complement motif
Consensus sequence: DHHACCGGAWGTTDDV

20

. ACC A%AIT_SH

0.0
4

WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00015
Ehf_primary

Mus musculus
Reverse Complement
Original Motif
Forward

6

10
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Similarity score: 0.0162018

Alignment:
VBDABCCGGAAGTDD
————— GCGGACGTTV

Original motif
Consensus sequence: VBDABCCGGAAGTDD

2.0

Reverse complement motif
Consensus sequence: DDACTTCCGGBTHBB

2.0

Weblogo a4

1 a WAA;ﬂ; h_-AQITCCT?I %
Motif ID: UP00418
Motif name: Etv6
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 10
Similarity score: 0.0171234
Alignment:

DVHBTACTTCCGGHTHB
---BAACGTCCGC----

Original motif
Consensus sequence: DVHBTACTTCCGGHTHB

Reverse complement motif
Consensus sequence: BHAHCCGGAAGTABDVD
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2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
MVHBACCGGAAGTVDVH
————— GCGGACGTTV--

Original motif

UP00421

Etvl

Mus musculus
Reverse Complement
Original Motif
Backward

3

10

0.0184147

Consensus sequence: MVHBACCGGAAGTVDVH

2.0

0.0 ==

7 — -__?Cg . Aél‘“‘ -

Watiloga 3.4

Reverse complement motif
Consensus sequence: HBDBACTTCCGGTBHVY

2.0

1
=

P

»—1

.
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=

:a
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1

0.0 —= =
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Dataset #: 3 Motif ID: 27 Motif name: Kif4

Original motif
Consensus sequence: DGGGYGKGGC

2.0

LW EVTYVC

WL ogo 3 S

Best Matches for Motif ID 27 (Highest to Lowest)

Motif ID: UP00093
Motif name: KIf7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 4

Number of overlap: 10

Similarity score: 0

Alignment:

DHHDGGGCGRGGKHBH

---DGGGYGKGGC---

Original motif
Consensus sequence: HBDRCCMCGCCCHHHD

Reverse complement motif
Consensus sequence: GCCYCMCCCD

EzﬂQCgCACCC$

WL ogo 3 @

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH
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bits

20
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBCCCCCCCCCCMYC
-—-—-GCCYCMCCCD--

Original motif

Consensus sequence: DBCCCCCCCCCCMYC

2.0

o -¢§Qgggccgccg%g E=S S A A LDS ois s SN

UP00021

Zfp281_primary

Mus musculus
Reverse Complement
Original Motif
Forward

4

10

0.0153308

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

20

Webilaga 34 WetsLogo 34

Motif ID:

UP00002
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Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDWAGGCGTGBCHHD
--DGGGYGKGGC—---

Original motif

Consensus sequence: BDWAGGCGTGBCHHD

2.0

Sp4_secondary
Mus musculus
Original Motif
Original Motif
Forward

3

10

0.0186791

-AQclTe ¢

15
WetiLoga 34

Reverse complement motif

Consensus sequence: HHDGBCACGCCTWDB

2.0

)
= 1.0

0.0

A-,—:I(:

= CA_':

ws.u_ag ::4

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00022
Zfp740_primary

Mus musculus
Reverse Complement
Original Motif
Forward

3

10
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Similarity score:
Alignment:
HVBCCCCCCCCMHHHB
--GCCYCMCCCD—----

Original motif

Consensus sequence: HVBCCCCCCCCMHHHB

20

0.0

0.0218399

Reverse complement motif

2.0

lllle..

Consensus sequence: BHHDYGGGGGGGGBVD

e

15 5
WebLogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HCCGCCCCCGCAHB
GCCYCMCCCD----

Original motif
Consensus sequence: HCCGCCCCCGCAHB

UuP00007

Egrl_primary

Mus musculus
Reverse Complement
Original Motif
Forward

1

10

0.0249586

Reverse complement motif

Consensus sequence: VHTGCGGGGGCGGH
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0.0

5

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVVHAGGGGGCGRDHHB
—————— DGGGYGKGGC-

Original motif

UP00002
Sp4_primary

Mus musculus
Original Motif
Reverse Complement
Forward

7

10

0.0299159

Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

0.0

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB

2.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHBHDTGGCGGGGBDHD
—-——-—-DGGGYGKGGC—---

Original motif

UP00000
Smad3_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

5

10

0.0308595

Consensus sequence: DHHBCCCCGCCAHHBHB

20

mi ) %QQCﬁQCg

bits

iy

.
15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00047
Zbtb7b_primary

Mus musculus
Reverse Complement
Original Motif
Forward

1

10
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Similarity score: 0.0345891

Alignment:
VHWTTHGGGGGGVDD
GCCYCMCCCD—=—--

Original motif
Consensus sequence: DDVCCCCCCHAAWHB

2.0

£10 _Cgcc . g_:éé%ég_—;

0.0

Webiloga 34

Reverse complement motif
Consensus sequence: VHWTTHGGGGGGVDD

2.0

bits

T .

P N =t W @ €=

Motif ID: UP00043

Motif name: Bcl6b_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 3

Number of overlap: 10

Similarity score: 0.0346735
Alignment:

HBBBCCGCCCCWHHHV

--GCCYCMCCCD----

Original motif
Consensus sequence: HBBBCCGCCCCWHHHV

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH
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2.0

. ¢c.CCCe,

0.0

-
—_—— —

15
Weblogad 4

20

1] 15
Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
MHHHWHYTMCCHCCCACVAABVH

Original motif

UP00538
Glil_v015681_secondary
Mus musculus

Reverse Complement
Original Motif

Backward

8

10

0.0351496

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

e

20

A e

5 10

WesLago 34

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

Dataset #: 3

Motif ID: 28

Motif name: E2F1
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Original motif Reverse complement motif
Consensus sequence: TTTSGCGC Consensus sequence: GCGCSAAA

Z.0 Z.0
=
| = C
0.0 oo 1= =

Wkl aga @A Wk L age 3

bifs
:

Best Matches for Motif ID 28 (Highest to Lowest)

Motif ID: UP00001

Motif name: E2F2_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 7

Number of overlap: 8

Similarity score: 0

Alignment:

BBBDTTGGCGCCKWVVD

-—--TTTSGCGC--—-—---

Original motif Reverse complement motif
Consensus sequence: HVBWYGGCGCCAADVBB Consensus sequence: BBBDTTGGCGCCKWVVD
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2.0

m x%ecc_cgﬂé

Websiags 3.4

2.0

e Ileczc 4 Cgl_\ﬁ g

WebiLags 1.4

Motif ID: UP00003

Motif name: E2F3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 8

Similarity score: 0.00182028
Alignment:

HBHWYGGCGCCAMDVEBB

—————— GCGCSAAA---

Original motif
Consensus sequence: HBHWYGGCGCCAMDVBB

2.0

e,

0.0 —

bits

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BBBDYTGGCGCCKWDBD

e,

bits
=

0.0 —
WebiLags 3.4

Motif ID: UP00072
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDHTACGACAAAWDDB
-—-—--GCGCSAAA-—---

Original motif

IRC900814_primary
Mus musculus
Reverse Complement
Original Motif
Forward

5

8

0.0237639

Consensus sequence: DDHTACGACAAAWDDB

2.0

o AUUAcha,

15
Wabiogad 4

Reverse complement motif
Consensus sequence: BHDWTTTGTCGTAHDD

20

0.0

bits

15
WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00003
E2F3_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

8
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Similarity score:
Alignment:
WHSGCGCGCCHTDHB
————— GCGCSAAA--

Original motif

Consensus sequence: VHDADGGCGCGCSHW

2.0

bits

0.0 —

0.0275636

e == W =t WY W o i =
5 10 15

Webiloga 34

Reverse complement motif
Consensus sequence: WHSGCGCGCCHTDHB

2.0

:é-GAC3009f115

Weblogo a4

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DMMDGMGCGCGCGCHD
———————— GCGCSAAA

Original motif

UP00065
Zfpl161_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

9

8

0.028109

Consensus sequence: DDGCGCGCGCRCHYRD

Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHDARGGCGCGCVHH
--TTTSGCGC—-—-—---

Original motif

Consensus sequence: VHDARGGCGCGCVHH

2.0

UP00001

E2F2_primary
Mus musculus
Original Motif
Original Motif
Backward

6

8

0.0296302

oty
H10
. A M. L e
5

15
WetiLoga 34

Reverse complement motif
Consensus sequence: HHVGCGCGCCKTDHB

G H}I:‘:-CC:CCEEI— -
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVHDAGGTGTGAAAHHH
—————— GCGCSAAA-—-

Original motif

UP00068

Eomes_primary

Mus musculus
Reverse Complement
Original Motif
Forward

7

8

0.0348969

Consensus sequence: BVHDAGGTGTGAAAHHH

20

bits

) @641 II ééﬁé_

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHHTTTCACACCTDHBY

20

%)
=

0.0

- ey | QA jvI.

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00011
Irf6_primary

Mus musculus
Original Motif
Reverse Complement
Forward

8
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Number of overlap:
Similarity score:

Alignment:

DHDBTKGTTTCGHTHDD
——————— TTTSGCGC--

Original motif

8
0.0368278

Consensus sequence: HDDAHCGAAACYAVDDD

2.0

bits

o0 l=— ===

a_VWRARVS..

5

Webiiaga 3.4

Reverse complement motif

Consensus sequence: DHDBTKGTTTCGHTHDD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DWTTTCCGHHWAWD
————— GCGCSAAA-

Original motif

UP00049

Spl100_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

8

0.0383813

Reverse complement motif
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Consensus sequence: DWTWHHCGGAAAWD

2.0

J.ARa.

Welilogo 3.4

Consensus sequence: DWTTTCCGHHWAWD

2.0

o
1.0

E AAIIIQC NV

0.0 s

Webitoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
TCDAMVBGACGCMAKDDDVBBD

Original motif

UP00527
Foxn4_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

9

8

0.0406002

Consensus sequence: DBBVDDDRTRGCGTCBBYTHGA

2.0

p]
;51.0
FAN
P = --J:‘—ﬂ—— --cé ¥y v =

Reverse complement motif
Consensus sequence: TCDAMVBGACGCMAKDDDVBBD

20

o 19;__&{\:__? LA $A£ o

e
20
WeblLogod4
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Dataset #: 3 Motif ID: 29 Motif name: HIF1AARNT

Original motif
Consensus sequence: VBACGTGV

=20

i
= 1.0 u
- - —
[a i a’ e .5 ——

WelLaogo 3

Best Matches for Motif ID 29 (Highest to Lowest)

Motif ID: UP00097

Motif name: Mtfl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 8

Similarity score: 0

Alignment:

HDYTTGCACACGDHBH

——————— VCACGTBV-

Original motif
Consensus sequence: DBDHCGTGTGCAAMDH

Reverse complement motif
Consensus sequence: VCACGTBV

2.0

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH
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20

Wablogo 3.4

2.0
PR ————— 'Fc - I I ¥ cAéé 8.0 ITT = c CAC-—-“:‘ ————=
5 10 Eﬂ_qaaq 5 10 15
Motif ID: UP00060
Motif name: Max_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHVBABCACGTGSTHD
————— VCACGTBV-—--

Original motif

Reverse Complement
Reverse Complement
Backward

4

8

0.000574345

Consensus sequence: DDASCACGTGBTBVYDD

2.

- é-PCAQAT_ .

LiX

15
Weblagad 4

Reverse complement motif
Consensus sequence: HHVBABCACGTGSTHD

20

0.0

bits

Weblogod 4

Motif ID:

UP00050
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
YDYBDHTMCACGTGGADDBMDGT

Original motif

Bhlhb2_secondary
Mus musculus
Original Motif
Original Motif
Backward

9

8

0.00642455

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

@
10 T
A
=y - =3 &=
5

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20
TA
AL == £
15

%WAQ Tel

e

20
Weblagn 3.4

.- | A8 s i =X X =F_ VL
10 15 i 5 10
Motif ID: UP00084
Motif name: Gmeb1l_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Original Motif
Reverse Complement
Backward

5

8
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Similarity score: 0.0131171

Alignment:
BVVDVRYACGTRYVBHB
————— VBACGTGV—-——--

Original motif
Consensus sequence: BHBBKKACGTMMVDBVB

20

L TAWa,

=W .

0.0 —————

5
Webiiogo 3.4

Reverse complement motif
Consensus sequence: BVVDVRYACGTRYVBHB

20

g0 TA

.
5 10 15

Motif ID: UP00050

Motif name: Bhlhb2_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 8

Number of overlap: 8

Similarity score: 0.014006
Alignment:

RDHDBVDTCACGTGASBHVHDH

——————— VCACGTBV--—-—---

Original motif
Consensus sequence: RDHDBVDTCACGTGASBHVHDH

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM
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2.0 20

Motif ID: UP00046

Motif name: Tcfe2a_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 5

Number of overlap: 8

Similarity score: 0.0184296

Alignment:

VBHHVCAGGTGCDVDHD

-——-VBACGTGV-----

Original motif Reverse complement motif

Consensus sequence: VBHHVCAGGTGCDVDHD Consensus sequence: DHDBHGCACCTGBDDVB
20 20
e WG G TR e Cm e

Watiloga 3.4 Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVBVCKACACCTHVBV
—————— VCACGTBV--

Original motif

UP00068
Eomes_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

3

8

0.0188154

Consensus sequence: VBVDAGGTGTYGVBBV

20

m—
|
pre=ri]

0.0 = = —_—

Reverse complement motif
Consensus sequence: VVBVCKACACCTHVBV

2.0

caabhCer

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00026
Zscan4_primary
Mus musculus
Original Motif
Original Motif
Backward

9
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Number of overlap: 8
Similarity score: 0.0189568

Alignment:
DHVDTGTGCACAYAHDH
-VBACGTGV—-——=—————

Original motif
Consensus sequence: DHVDTGTGCACAYAHDH

2.0

S L0V

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HDHTMTGTGCACADVHD

2.0

1 Tal TGACQIw

WebiLags 3.4

Motif ID: UP00042

Motif name: Gm397_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 8

Number of overlap: 8

Similarity score: 0.0198987
Alignment:

HHRTATGTGCACATHHD

--VBACGTGV-—————~-

Original motif

Reverse complement motif
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Consensus sequence: HHDATGTGCACATAMDH

20

1l CAGa

0.0

élégA,

15
Webiiogo 3.4

UP00060
Max_secondary

Consensus sequence: HHRTATGTGCACATHHD

20

>
| n|'H

Webiloga 3.4

0.0

Motif ID:
Motif name:

Species:
Matching format of first motif:
Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
BBGHCACGCGACDD

-—-VCACGTBV---

Mus musculus

Reverse Complement
Original Motif
Backward

4

8
0.021967

Original motif
Consensus sequence: BBGHCACGCGACDD

2.0
£
s10

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB
2.0

) X c
== IQ# AL T Q:~;=
5 10

00—

bits
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Dataset #: 3 Motif ID: 30 Motif name: PLAG1

Original motif
Consensus sequence: GGGGCCCAAGGGGG

1CC_AaG

10

bits
B

. -

Webilogo 3.4

0.0

Best Matches for Motif ID 30 (Highest to Lowest)

Motif ID: UP00102

Motif name: Zicl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.0499525

Alignment:

CCCCCCCGGGGGHB

CCCCCTTGGGCCCC

Original motif
Consensus sequence: BHCCCCCGGGGGGG

Reverse complement motif
Consensus sequence: CCCCCTTGGGCCCC

E jlgmg:rlx e?gcgc

Webiogo 34

Reverse complement motif
Consensus sequence: CCCCCCCGGGGGHB
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2.0

bits
B

QQQCE$$

— —

0.0 = .

10

Welsloge 34

1.c0c0C--G0GG

10
Webilaga 3.4

Motif ID: UP00538

Motif name: Glil_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 1

Number of overlap: 14

Similarity score: 0.0540613

Alignment:

BTBVTCVTGGGTGGTCMVVDVERB

————————— CCCCCTTGGGCCCC

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

20

AA A

00 —_— ====4 AN =W i -T=-_=‘:‘;=
: 5 10 15 20

bits

Wetlogo 34

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

2

E:_ﬁ-'ff_-:;g.lz_cr .[ .c[ %:.:-_.

Webhlogo 3.4

Motif ID: UP00057
Motif name: Zic2_primary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VCCCCCCCGGGGGRB
—-CCCCCTTGGGCCCC

Original motif

Mus musculus
Reverse Complement
Original Motif
Backward

1

14

0.0548411

Consensus sequence: BMCCCCCGGGGGGGB

2.0

@
=1

o EQQQCC

0.0

 — —
L Ny —

15
Webiloga 34

Reverse complement motif
Consensus sequence: VCCCCCCCGGGGGRB

2.0

bits

GQQQQCQ¢

polm— == = = =

10 15
Wetilogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UP00005
Tcfap2a_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

1

14

0.0556785
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HHRCCBBWGGDCDB
GGGGCCCAAGGGGG

Original motif
Consensus sequence: HHRCCBBWGGDCDB

2.0

bits
B

e

-

10
Webiioga 3.4

Reverse complement motif
Consensus sequence: BDGHCCWBVGGKDH

2.0

'E-—:'_—:-EA':AAT%_ :':-—A=_—£ ——
5 10

0.0 N = —

Wabioga 3.4

Motif ID: UP00006
Motif name: Zic3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 14

Similarity score: 0.056976
Alignment:

BMCCCCCGGGGGGGR

-CCCCCTTGGGCCCC

Original motif
Consensus sequence: BMCCCCCGGGGGGGB

Reverse complement motif
Consensus sequence: VCCCCCCCGGGGGRB
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2.0

- ccCCC

0.0

T =" "W II

10

15
Webiloga 3.4

2
=10

cCCQCC

o= = -

AC;E L N e

15
Websloge 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDGHHBHRGACCACCCGSVDVG
CCCCCTTGGGCCCC—====———

Original motif

UP00540

Gli3_v016060_primary
Mus musculus

Reverse Complement
Original Motif
Backward

9

14

0.0573495

Consensus sequence: HDGHHBHRGACCACCCGSVDVG

2.0

it:
b=

T
5

WAL,

=

10

=4

WebLogad 4

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

Motif ID:

UP00540
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VMYDHDGMCCHCCKBGVVAAVH
———————— CCCCCTTGGGCCCC

Original motif

Gli3_v015681_secondary
Mus musculus

Reverse Complement
Reverse Complement
Forward

9

14

0.0579022

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

%1.0 T
s O Elﬁ—-. Q_,_gl . 4 E_,fr_-lg 2= ,_J‘_‘:E___
5 10 15 20

WabLogad 4

Reverse complement motif

Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

E10 Q A
‘A.__.__ —— 12}. - A—E—I = -=A_-_
10 15

WabiLogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00539

Gli2_v015681_secondary
Mus musculus

Reverse Complement
Reverse Complement
Backward

9

14
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Similarity score: 0.0580662

Alignment:
DVMHHDHKGACCCTCCTSVCBH

CCCCCTTGGGCCCC—===————

Original motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

20

«
- TC
=A== A eu‘:Ag% gﬁ‘_:’
10 15

0.0 — e

o

Weblogad 4

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

bits
b=

: 10 15 y

—

Py e
20
Weblogo34

5

Motif ID: UP00538

Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 14

Similarity score: 0.0597453

Alignment:

HGDHVHKGACCACCCGGBGBGDB

————————— CCCCCTTGGGCCCC

Original motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
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20
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5 10 20 i 5 10 15 20
Motif ID: UP00021
Motif name: Zfp281_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DBCCCCCCCCCCMYC
-CCCCCTTGGGCCCC

Original motif

Reverse Complement
Original Motif
Backward

1

14

0.0598088

Consensus sequence: DBCCCCCCCCCCMYC

2.0

" lecU00C..

WetiLoga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

2.0

i
:E‘I.CI

= = ¥ - - e -

5 10 15
Wetiloga A4

0.0
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Dataset #: 3 Motif ID: 31 Motif name: Pax5

Original motif
Consensus sequence: DGVBCABTGDWGCGKRRCSR

20

2
S0

0.0

A ca 1G.4 QATAAQSA

Weblag 34

Best Matches for Motif ID 31 (Highest to Lowest)

Motif ID: UP00526
Motif name: Foxnl_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 20

Similarity score: 0.0499537
Alignment:

DDRMHBACGCGYGCGTDGRBEBDB
—DGVBCABTGDWGCGKRRCSR-

Original motif
Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

Reverse complement motif
Consensus sequence: MSGKKRCGCWDCABTGBBCD

2.0

bits

m %ICC TCA L= g?

0.0 T_._ "-— ———

Weblog 3.4

Reverse complement motif
Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

Page 242 of 449


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=526
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20

T heleedl
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1

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDWHMHGACGCGCGTRBVVBHW
DGVBCABTGDWGCGKRRCSR-—

Original motif

UP00526
Foxnl_primary

Mus musculus
Original Motif
Reverse Complement
Forward

1

20

0.0520196

Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

2.0

o ACOyUCEre

5 10

Reverse complement motif

Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

-
15 20
Weblogod4

E10
s = Ac T T
n =S S 1AV T ACT == LA
5 10

Motif ID:

UP00539

Page 243 of 449


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=526
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=539

Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDBABCGBKRGYGGCGMSBHAK
—-DGVBCABTGDWGCGKRRCSR-

Original motif

Gli2_v016060_secondary
Mus musculus

Original Motif

Reverse Complement
Backward

2

20

0.0542764

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

WabLogad 4

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

0.0 = =

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00528
Foxm1_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

3

20
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Similarity score:

Alignment:
DCATDBTGHGCATKMTTBRSWR
--MSGKKRCGCWDCABTGRBBCD

Original motif

0.0560636

Consensus sequence: MWSMBAARRATGCDCABHATGD

20

" c-é-f:g 6 = e

AAMMIW.ca o

Reverse complement motif

Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

CAT ITGGAIIQI; S ISF

0.0 — -

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBSHTCGTGRGTGGKGDBVWMV
DGVBCABTGDWGCGKRRCSR-—--

Original motif

UP00540
Gli3_v016060_secondary
Mus musculus

Original Motif

Reverse Complement
Forward

1

20

0.0595671

Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
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2.0

e QgggégggAg*ié?

5

15

20

bits
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5 10 15 20

00

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HADTBVADGATGCATCMTGMVHB
DGVBCABTGDWGCGKRRCSR---

Original motif

UP00528
Foxm1_primary
Mus musculus
Original Motif
Original Motif
Backward

4

20

0.0602559

Consensus sequence: HADTBVADGATGCATCMTGMVHB

2.0

,& =X é"}AA Igél-».—% =

0 — == == = — _i#

.

15 20
WebiLog 34

Reverse complement motif
Consensus sequence: VHVRCAYGATGCATCDTVVADTH

20

| cATAA | ¥ l—c.—gl -‘%-::-_-:r

—-
Q== Bt

5 10

bits

Weblagn 3.4

Page 246 of 449


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=528

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVBDAGCGBGGGTGGCRDBDDDB
DGVBCABTGDWGCGKRRCSR——--

Original motif

UP00538

Glil_v016060_secondary
Mus musculus

Original Motif

Original Motif

Backward

4

20

0.0607506

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

20

bits

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

| CC
£10
= Acg A AAA

E‘l:

Weblaga 3.4

vl - DS ’~‘=-~L o ol cx
Motif ID: UP00098
Motif name: Rfx3_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Reverse Complement
Backward

4
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Number of overlap: 20
Similarity score: 0.0611227

Alignment:
BDBBVBVGTAWCCAAGVBHBAGB
MSGKKRCGCWDCABTGBBCD——--

Original motif
Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

10

L EE . o C_ITAIT ii | S

20

WesLago 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

bits
P

lalgh 6,

=8 e - ===

0.0
5 10 15 20

WebbLaga 34

Motif ID: UP00050

Motif name: Bhlhb2_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 20

Similarity score: 0.0611361
Alignment:

RDHDBVDTCACGTGASBHVHDH
—-—-MSGKKRCGCWDCABTGBBCD

Original motif

Reverse complement motif
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Consensus sequence: RDHDBVDTCACGTGASBHVHDH Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20 20

@a w
=1.0 510

—]
§ —
0

ik A

iR T '?—-— = ool = =C Ay =t -r-?-___- - == =
Motif ID: UP00034
Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1
Number of overlap: 20
Similarity score: 0.061403
Alignment:
GTVBDAATTGTVTGHGDDHKVB
DGVBCABTGDWGCGKRRCSR--
Original motif Reverse complement motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB Consensus sequence: VVYDDDCHCAVACAATTDBVAC

2.0 20

1.0 2o

R 8 cxéélléllﬁﬁ s I 1 & qﬁ_ﬁgA%lIf,ﬁ_l_gQ

20 5 20
Weblogad 4 WeblLogod4

bits
bits
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Dataset #: 3 Motif ID: 32 Motif name: ArntAhr

Original motif
Consensus sequence: YGCGTG

= i

bis
:

P e —_— —— r— = —

5
R P =

Best Matches for Motif ID 32 (Highest to Lowest)

Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 7

Number of overlap: 6

Similarity score: 0

Alignment:

VVVDHHTGCGYGGGCGDHVHHTB

—————— YGCGTG-—-=———————~

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

Reverse complement motif
Consensus sequence: CACGCM

=0
==
e
et e,
o T ==
=

" e Ry o

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB
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2.0 20

Motif ID: UP00002
Motif name: Sp4_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward
Position number: 6

Number of overlap: 6

Similarity score: 0.00183587
Alignment:

HHDGBCACGCCTWDB

————— CACGCM----

Original motif
Consensus sequence: BDWAGGCGTGBCHHD

2.0

%m A Q T
ail= _e»% — W _e.___g_-r:—-
; 5 10

15
Webilaga 34

Reverse complement motif
Consensus sequence: HHDGBCACGCCTWDB

20

A_\-__EQA:Cé b 4 Clxl
5 10 15

PR ———

WetsLogo 34

Motif ID:

UP00060
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDGTCGCGTGDCVB
-——-YGCGTG----

Original motif

Consensus sequence: BBGHCACGCGACDD

2.0

0.0

Max_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

5

6

0.00348048

EW_TCAQAQT“Q

Webiioga 3.4

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB

2.0

JIQéCAI v E&

Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00527
Foxn4_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

8

6
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Similarity score: 0.00526158

Alignment:
TCDAMVBGACGCMAKDDDVBBD

Original motif
Consensus sequence: DBBVDDDRTRGCGTCBBYTHGA

20

Reverse complement motif
Consensus sequence: TCDAMVBGACGCMAKDDDVBBD

20

20

—
Weblogo34

IS — S ‘?lé i Lx_ A o %g_-_e‘f\:ff_ iR AN QAE?-,L-
Motif ID: UP00042
Motif name: Gm397_second
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 8
Number of overlap: 6
Similarity score: 0.00558171
Alignment:
HBGYGTGTGTGCVRVD
---YGCGTG---—----

Original motif
Consensus sequence: DVMVGCACACACKCVH

Reverse complement motif
Consensus sequence: HBGYGTGTGTGCVRVD
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2.0

.

0.0

wsn ogad 4

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDYTTGCACACGDHBH
———————— CACGCM--

Original motif

UP00097

Mtfl_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

9

6

0.00702416

Consensus sequence: DBDHCGTGTGCAAMDH

20

i ———

“ Orrlh

15
Wabiogad 4

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH

LTl

WabiLogo 34

it
5

0.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDRMHBACGCGYGCGTDGBBDB

Original motif

UP00526

Foxnl_secondary
Mus musculus
Original Motif
Original Motif
Forward

8

6

0.0123233

Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

20

= ACA:‘.. A‘;p cégqc

= . B

0.0 St

5 10

20
Weblogad 4

Reverse complement motif
Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

20

P = .~ AQ#:QAQAC==I == i

.

20

|

WebiLago

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00007
Egrl_primary

Mus musculus
Reverse Complement
Original Motif
Backward

3
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Number of overlap: 6
Similarity score: 0.0141579

Alignment:
HCCGCCCCCGCAHB
—————— CACGCM--

Original motif
Consensus sequence: HCCGCCCCCGCAHB

M QQACCCQCTTTA

Webslogo 3.4

blts

0.0

Reverse complement motif

Consensus sequence: VHTGCGGGGGCGGH

2.0

1.0

bits

oo tm—=

Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 11

Number of overlap: 6

Similarity score: 0.0144485
Alignment:

BHCBCBCCGGGTGGTCYHVHDCH

——————— YGCGTG—————————~

Original motif

Reverse complement motif
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Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

20

i C _chg% T l gy_!;. ;

Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

- ?_aA_A A cequ?

it
b=

0 — e N — e s =
Motif ID: UP00527
Motif name: Foxn4_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHYTCCDWCCGCGTCMMTHWHV

Original motif

Original Motif
Reverse Complement
Backward

8

6

0.0172109

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

e ] A A '!‘F-—-!;ZQ'?E—:—QI —

Weblogad 4

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20
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Dataset #: 3 Motif ID: 33 Motif name: Mycn

Original motif
Consensus sequence: HSCACGTGGC

2.0

Best Matches for Motif ID 33 (Highest to Lowest)

Motif ID: UP00060
Motif name: Max_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 10

Similarity score: 0

Alignment:

DDASCACGTGBTBVDD

--HSCACGTGGC----

Original motif
Consensus sequence: DDASCACGTGBTBVDD

Reverse complement motif
Consensus sequence: GCCACGTGSD

2.0

0.0 e i P = —

WL ogo 3 @

Reverse complement motif
Consensus sequence: HHVBABCACGTGSTHD
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bits
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15
Weblogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
ACHRBHDTCCACGTGYAHHBMHM

Original motif

UP00050

Bhlhb2_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

7

10

0.00783793

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

@
-_E'H] T A
. ESGe N e Ve o A%
5

pe_ O S
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Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20
VE VS —t
15 20

N

WebbLaga 34

Motif ID:

UP00050

Page 259 of 449


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=050
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=050

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDHBHBSTCACGTGAHBBDHHM

Original motif

Bhlhb2_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

10

0.0132858

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

bits
=

T

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

i A

=

WabiLogod4

P = = = — 0 —w G—.—, = 0.0 P = =i = — 8 - c——.- =
5 10 15 o 5 10 15
Motif ID: UP00046
Motif name: Tcfe2a_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Original Motif
Backward

5

10
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Similarity score: 0.0227933

Alignment:
VBHHVCAGGTGCDVDHD

~--GCCACGTGSD----

Original motif
Consensus sequence: VBHHVCAGGTGCDVDHD

20

0.0 ———

Webiiogo 3.4

Reverse complement motif
: DHDBHGCACCTGBDDVB

Consensus sequence

20

C : L]
T e =
10 15

Motif ID: UP00060
Motif name: Max_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 10

Similarity score: 0.0257011
Alignment:

BBGHCACGCGACDD

--HSCACGTGGC--

Original motif
Consensus sequence: BBGHCACGCGACDD

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB

Webiloga 3.4
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Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVABCCACTTGAMHTT
-—-—-GCCACGTGSD---

Original motif

Consensus sequence: BVABCCACTTGAMHTT

2.0

it
5

_— e ==

UP00165

Titf1l

Mus musculus
Reverse Complement
Original Motif
Backward

4

10

0.0344833

Reverse complement motif
Consensus sequence: AAHYTCAAGTGGBTBV

00—

HAMQQATléA

11

Wabiogad 4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDVRCCACTTGARADBD
—-—-—-GCCACGTGSD-—---

Original motif

UP00231

Nkx2-2

Mus musculus
Reverse Complement
Original Motif
Backward

5

10

0.035228

Consensus sequence: HDVRCCACTTGARADBD

20

Agﬁggﬂ, Ig
5 10

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DVDTKTCAAGTGGKBDH

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00084
Gmeb1_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

4
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Number of overlap:
Similarity score:

Alignment:
BVVDVRYACGTRYVBHB
-——-GCCACGTGSD---

Original motif

10
0.0358581

Consensus sequence: BHBBKKACGTMMVDBVB

2.0

L TAWa,

—_—— W %W

0.0 e

5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BVVDVRYACGTRYVBHB

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHMACKACGTMGBVCD
-—-—-HSCACGTGGC—---

Original motif

uP00084

Gmeb1_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

4

10

0.03725

Reverse complement motif
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Consensus sequence: DGVBCRACGTYGTYHH

20

it
&

0.0 g C?‘"‘* - III —

15
Weblogad 4

Consensus sequence: HHMACKACGTMGBVCD

2.0

Motif ID: UP00526
Motif name: Foxnl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7

Number of overlap: 10

Similarity score: 0.0383187
Alignment:

WHVBVVMACGCGCGTCDYHWDH

—————— HSCACGTGGC—-—----

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

2.0
4]
1.0

=

0.0

1A‘_e_-:-__—-_—_._ E TA_ Q g E-X—-—
20

5

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

N ACSE <O LA

2&AC_QT T

15
WeblLogod4
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Dataset #: 3 Motif ID: 34 Motif name: Myc

Original motif
Consensus sequence: VGCACGTGGH

_CACGx(e_

10
WL ogo 3 S

bits
5
- | ) -

Best Matches for Motif ID 34 (Highest to Lowest)

Motif ID: UP00060
Motif name: Max_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 10

Similarity score: 0

Alignment:

DDASCACGTGBTBVDD

--VGCACGTGGH----

Original motif
Consensus sequence: DDASCACGTGBTBVDD

Reverse complement motif
Consensus sequence: DCCACGTGCV

-—m——gc QA—I- 9_

WL ogo 3 @

Reverse complement motif
Consensus sequence: HHVBABCACGTGSTHD
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2.

bits

_ é?CAQAT_ i L

LiX

15
Weblogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
ACHRBHDTCCACGTGYAHHBMHM

Original motif

UP00050

Bhlhb2_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

8

10

0.00631885

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

@
-_E'H] T A
. ESGe N e Ve o A%
5

pe_ O S

0. = =

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20
VE VS —t
15 20

N

WebbLaga 34

Motif ID:

UP00050
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDHBHBSTCACGTGAHBBDHHM

Original motif

Bhlhb2_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

10

0.00821668

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

bits
=

T

00

- === =] e B, | G—.—,
15

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

i A

oole == = St ¢ 1. C_ ~ = =
15

WabiLogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00046
Tcfe2a_primary

Mus musculus
Original Motif
Reverse Complement
Backward

4

10
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Similarity score:
Alignment:
DHDBHGCACCTGBDDVB
—-——-—-VGCACGTGGH---

Original motif

Consensus sequence: VBHHVCAGGTGCDVDHD

20

0.0140005

Reverse complement motif

20

Consensus sequence

: DHDBHGCACCTGBDDV

C : L]
T e =
10 15

B

0.0 ———

Webiiogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBGHCACGCGACDD
--VGCACGTGGH--

Original motif
Consensus sequence: BBGHCACGCGACDD

UP00060

Max_secondary
Mus musculus
Original Motif
Original Motif
Backward

3

10

0.0308912

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB
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1.0

bits
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_ISAQﬂg¥ﬂQ

: ATIQécak C__

Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVABCCACTTGAMHTT
-—--DCCACGTGCV---

Original motif

Consensus sequence: BVABCCACTTGAMHTT

2.0

it
5

_— e ==

UP00165

Titf1l

Mus musculus
Reverse Complement
Original Motif
Forward

4

10

0.0311723

Reverse complement motif
Consensus sequence: AAHYTCAAGTGGBTBV

00—

HAMQQATléA

11

Wabiogad 4
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Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
HDADCCACTTRAAWTT

~--DCCACGTGCV---

Original motif

UuP00249

Nkx2-5
Mus musculus
Reverse Complement
Original Motif
Backward

4

10
0.031308

Consensus sequence: HDADCCACTTRAAWTT

20

bits

Reverse complement motif
Consensus sequence: AAWTTMAAGTGGHTDH

PO

—— e
15

Weblogodd

bits

0.0
Motif ID: UP00231
Motif name: Nkx2-2

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif Original Motif
Forward
4

Direction:

Position number:
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Number of overlap: 10
Similarity score: 0.0334845

Alignment:
HDVRCCACTTGARADBD
-—-—-DCCACGTGCV—-—-—-

Original motif

Consensus sequence: HDVRCCACTTGARADBD

2.0

bits
a

P

AAQGA, léTﬁé

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DVDTKTCAAGTGGKBDH

2.0

) _;EAQA

—

s
e A AST e

0.0 -
5 10 15
Webiiaga 3.4

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDADCCACTTAAVHTT
—-——-DCCACGTGCV---

Original motif

uP00147

Nkx2-6

Mus musculus
Reverse Complement
Original Motif
Backward

4

10

0.0345548

Reverse complement motif

Page 272 of 449


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=147

Consensus sequence: DDADCCACTTAAVHTT

20

0.0

" AC

1T o

Weblogad 4

Consensus sequence: AAHVTTAAGTGGHTDD

2.0

0.0 o= e

bits

5 10 15
WebLoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDWDARRGACGCGGWHGGAKHV

Original motif

UP00527
Foxn4_secondary
Mus musculus
Original Motif
Original Motif
Forward

6

10

0.0363818

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

y i9x99¢329_ ViVe x ax

5 10 15 20
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Dataset #: 3 Motif ID: 35 Motif name: GABPA

Original motif
Consensus sequence: CCGGAAGTGVV

2.0
=
" C
a.0 e Ny ——
5 10

Wehiiogo 34

Best Matches for Motif ID 35 (Highest to Lowest)

Motif ID: UP00013

Motif name: Gabpa_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 11

Similarity score: 0

Alignment:

BHHHACTTCCGGTHHBD

-VVCACTTCCGG-—----

Original motif
Consensus sequence: HVHHACCGGAAGTDHHV

Reverse complement motif
Consensus sequence: VVCACTTCCGG

M ?QﬁgT CGTQ

Wabhiaga 34

bits
@

Reverse complement motif
Consensus sequence: BHHHACTTCCGGTHHBD
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2.0

.| AC

2.0

ao == e e e e

5 10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VVHBACCGGAAGTDBHD
————— CCGGAAGTGVV-

Original motif

Consensus sequence: VVHBACCGGAAGTDBHD

2.0

A_acc AQIA ~ 1 Ac
5 10 15 5

uUuP00410

Elk1l

Mus musculus
Original Motif
Original Motif
Forward

6

11
0.000136484

Reverse complement motif
Consensus sequence: DHBDACTTCCGGTVHVB

2.0

m A

bit

T —— l—ﬂ— .
10 15

0.0 ===

Webiiaga 3.4

Motif ID:

uP00420
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVBBACCGGAAGYDVVV
————— CCGGAAGTGVV-

Original motif

Elk3

Mus musculus
Original Motif
Original Motif
Forward

6

11
0.000219706

Consensus sequence: DVBBACCGGAAGYDVVV

2.0

bits

A a il

Reverse complement motif
Consensus sequence: VBVDMCTTCCGGTVBVD

2.0

ACT I

= L e e N W == = —— = _——

0.0 —

5 10 15
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00421
Etvl

Mus musculus
Original Motif
Original Motif
Backward

2

11
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Similarity score: 0.000932023

Alignment:
MVHBACCGGAAGTVDVH
————— CCGGAAGTGVV-

Original motif
Consensus sequence: MVHBACCGGAAGTVDVH

20

) = = ?Cg - —éélzﬂ- =

5

Webiiogo 3.4

0.0

Reverse complement motif
Consensus sequence: HBDBACTTCCGGTBHVY

20

B ACT Wiz

0.0 T = = et
a 15

Webiloga 3.4

Motif ID: UP00404
Motif name: EIf2

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 11

Similarity score: 0.00527483
Alignment:

DBBHACTTCCGGDWDB

-VVCACTTCCGG----

Original motif
Consensus sequence: DBBHACTTCCGGDWDB

Reverse complement motif
Consensus sequence: BDWDCCGGAAGTHBBD
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2.0

1-0 Ag l ‘
e~ - a L S i el
5 10

0.0
15

Wabiogad 4

bits

20

! AAAI

0.0
15
WabiLogo 34

Motif ID: uP00414
Motif name: Etsl

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7

Number of overlap: 11

Similarity score: 0.00805613
Alignment:

BDDDHACCGGAARTVDD

—————— CCGGAAGTGVV

Original motif
Consensus sequence: BDDDHACCGGAARTVDD

2.0

B ,ﬁ,ACQ AA;,

0.0

Watiloga 3.4

Reverse complement motif
Consensus sequence: DDBAMTTCCGGTDHDHB

SSIIWWI

15
Wabiogs 3.4

1.0

bits

0.0
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Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

UP00423

Gmb5454
Mus musculus
Reverse Complement

Original Motif
Forward
2

11
0.00933976

Reverse complement motif
Consensus sequence: DVHACCGGAAGTHDDV

20
1.0
A
g, o e 4 TAac - i
5 10 15
Weblogo 34

bits

Alignment:
VDHHACTTCCGGTHVH
-VVCACTTCCGG——---
Original motif
Consensus sequence: VDHHACTTCCGGTHVH
Ac T
0= - - TI AR AF-N =
Motif ID: UP00413
Motif name: Elf4
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif Original Motif
Backward
5

Direction:

Position number:
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Number of overlap: 11
Similarity score: 0.00992792

Alignment:
DBBHACTTCCGGKWTH
-VVCACTTCCGG——---

Original motif
Consensus sequence: DBBHACTTCCGGKWTH

2.0

Weblagad 4

Reverse complement motif

Consensus sequence: HAWYCCGGAAGTHBBD

20

T

Motif ID: UP00418
Motif name: Etve

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 11

Similarity score: 0.0114183
Alignment:

DVHBTACTTCCGGHTHB

--VVCACTTCCGG———~

Original motif

Reverse complement motif

Page 280 of 449
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Consensus sequence: DVHBTACTTCCGGHTHB

Consensus sequence: BHAHCCGGAAGTABDVD

20

&
- é C
e = T ) 1A -= N
5 10 15
Webloga 3.4

0.0

Py %Ag v :.—_C.‘-_____%i_-_ 5
Motif ID: UP00411
Motif name: Erg
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
2
11
0.0122484

Position number:
Number of overlap:
Similarity score:

Alignment:
BDDACCGGAAKTVRBVB
-—-—-—-CCGGAAGTGVV-

Original motif
Consensus sequence: VBBVAYTTCCGGTDDB

2.0

1.0 n
= A E =N | = -
10 15
Weblogad 4

5

bits

0.0

Reverse complement motif
Consensus sequence: BDDACCGGAAKTVBVB
2.0
ACG IVABAS
2 1o oo
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Dataset #: 4 Motif ID: 36 Motif name: csGCCCCGCCCCsc

Original motif Reverse complement motif
Consensus sequence: HVGCCCCGCCCCBB Consensus sequence: BBGGGGCGGGGCVD
2.0 2.0
o ¢*“TCG§CACGGQ_- S . =N = = = = W AC:Q—_—- =
5 10 Hiin s 5 10 WiiaS
Best Matches for Motif ID 36 (Highest to Lowest)
Motif ID: UP00093
Motif name: KIf7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2
Number of overlap: 14
Similarity score: 0
Alignment:
HBDRCCMCGCCCHHHD
-HVGCCCCGCCCCBB-
Original motif Reverse complement motif
Consensus sequence: HBDRCCMCGCCCHHHD Consensus sequence: DHHDGGGCGRGGKHBH
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bits

| N

20

_ e

O

TYME

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHHBCCCCGCCAHHBHB
-HVGCCCCGCCCCBB--

Original motif

UP00000
Smad3_secondary
Mus musculus
Original Motif
Original Motif
Backward

3

14

0.0106621

Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

15
Wablogo 3.4

Motif ID:

UP00021
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
GKRGGGGGGGGGGBD
BBGGGGCGGGGCVD-

Original motif
Consensus sequence: DBCCCCCCCCCCMYC

2.0

Zfp281_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

14

0.017761

“ L0000

15
WetiLoga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UuP00022

Zfp740_primary
Mus musculus
Original Motif
Original Motif
Forward

1

14
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Similarity score: 0.0181905

Alignment:
HVBCCCCCCCCMHHHB
HVGCCCCGCCCCBB--

Original motif
Consensus sequence: HVBCCCCCCCCMHHHB

20

lllle..

0.0

15
Weblogad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

2.0

Motif ID: UP00033
Motif name: Zfp410_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 14

Similarity score: 0.0225788
Alignment:

BHHBHCCGCCCCDHHHH

HVGCCCCGCCCCBB---

Original motif
Consensus sequence: BHHBHCCGCCCCDHHHH

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV
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2.0

%]
= 1.0

2.0

0.0

. _ CceCCCC

Watiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDWAGGCGTGBCHHD
BBGGGGCGGGGCVD-

Original motif

Consensus sequence: BDWAGGCGTGBCHHD

2.0

0=

%1.0 A Q T
‘E’*% EA AR L B A _A._g_-%
5 10

UP00002
Sp4_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

2

14

0.0277585

Reverse complement motif

2.0

1.0

bits

Consensus sequence: HHDGBCACGCCTWDB

15
WetiLoga 34

o cAC(0r,.

15
Wetiloago 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHDTCCCACTCBDBV
—-HVGCCCCGCCCCBB-

Original motif

UP00007
Egrl_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

2

14

0.0318885

Consensus sequence: BBHBGAGTGGGAHHDB

20

>
—_

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV

2.0

bits

+ 1cleaCio

15
Weblogodd

0.0 == AE\.._—_- === A T : -
Motif ID: UP00024
Motif name: Glis2_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Reverse Complement
Forward

1

14
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Similarity score:
Alignment:

HKBBGGGGGGTCVHHH
BBGGGGCGGGGCVD--

Original motif

Consensus sequence: HHHVGACCCCCCVBRD

2.0

0.0

< oplliee

0.0330753

Reverse complement motif
Consensus sequence: HKBBGGGGGGTCVHHH

2.0

. -

— 0.0

WIc

-

15
WabiLogad 4

15
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
CVHBSCGGGTGGTCMHVHHCDH
-—--BBGGGGCGGGGCVD-——-—-

UP00540
Gli3_v016060_primary
Mus musculus

Reverse Complement
Reverse Complement
Backward

6

14

0.0334003

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

Original motif
Consensus sequence: HDGHHBHRGACCACCCGSVDVG
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2.0

20

00 A ¥ics = - — == 0.0 Q — 9?% L . = L | L —e— =
5 10 15 20 G s 5 10 15
Motif ID: UP00539
Motif name: Gli2_v015681_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

CBDMCMGGGTGGTCCHVBVBAH
-—--BBGGGGCGGGGCVD-——---

Original motif

Consensus sequence: HTBVVVDGGACCACCCRGRDBG

2.0

WA AW e

Reverse Complement
Reverse Complement
Forward

4

14

0.0351614

Reverse complement motif

20

Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

yi_s_ ==

5 10 15

20 5
WebLogad 4

.

10 15
Weblogod4

Dataset #: 4 Motif ID: 37

Motif name: tkAAATAATAtw
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Original motif
Consensus sequence: HDAAATAATAHW

2.0

- ahATAAA .

bits

a.

Wekiloga A4

Best Matches for Motif ID 37 (Highest to Lowest)

Motif ID: UP00121

Motif name: Hoxd10

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 12

Similarity score: 0.00353196
Alignment:

HDDDATTTTATTKVRDB

-——-WHTATTATTTDH--

Original motif
Consensus sequence: VDKVYAATAAAATDDDH

Reverse complement motif
Consensus sequence: WHTATTATTTDH

2.0

q
-
-
—
=
i
—t
-

e

0.0

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB
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2.0

. ca TAAA

0.0 —_——

Websiags 3.4

2.0

1. TITTATTA o

WebiLags 1.4

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WWDTTATTAATTHATTV
--WHTATTATTTDH---

Original motif

UP00244

TIx2

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

12

0.00646023

Consensus sequence: BAATHAATTAATAAHWW

2.0

D -ééIgééllAAI‘&eme

Webiiaga 3.4

Reverse complement motif
Consensus sequence: WWDTTATTAATTHATTV

2.0

} QAGAAIIAAIL

WebiLags 3.4

Motif ID:

UP00051
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Sox8_primary
Mus musculus
Original Motif
Reverse Complement

Direction: Backward
Position number: 4

Number of overlap: 12
Similarity score: 0.0120674
Alignment:

DDDHDAACAATWBATDD

-—-HDAAATAATAHW---

Original motif Reverse complement motif
Consensus sequence: DDATBWATTGTTHHDDD Consensus sequence: DDDHDAACAATWBATDD

2.0 2.0

&I;A_ATTAILE___ o e e et AAA‘QAAI% é:!:_ =

- —— f

15

0.0 —

Watiloga 3.4 Wabiogs 3.4

Motif ID: UP00180
Motif name: Hoxd13
Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward
Position number: 3
Number of overlap: 12
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Similarity score:

Alignment:
HDHHTTTTATTKKHDD
--WHTATTATTTDH--

Original motif
Consensus sequence: HDHYYAATAAAAHHHH

20

%j \ggéATAAAA%a

0.0123772

0.

15
Weblogad 4

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD

2.0

. A?ITTIAIIA&

0.0
5 10

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHHTTRTTDTTTKDH
—--WHTATTATTTDH-

Original motif
Consensus sequence: HDYAAAHAAMAADHD

UP00037
Zfp105_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

12

0.0129559

Reverse complement motif
Consensus sequence: HHHTTRTTDTTTKDH
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18
WebiLogo 34 Webhlogo 34

Motif ID: UP00064

Motif name: Sox18_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 4

Number of overlap: 12

Similarity score: 0.0130138

Alignment:

HHDHABAACAATHBWV

-——-HDAAATAATAHW-

Original motif Reverse complement motif

Consensus sequence: BWBHATTGTTBTHDHH Consensus sequence: HHDHABAACAATHBWYV
20 20

bits
bits

L) |14

0.0
15
Weblogod 4 Weblogod4

. ahoMT.

0.
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HARTHAATTAWTAVDHD
-—--HDAAATAATAHW--

Original motif

UP00255

Dbx1

Mus musculus
Original Motif
Original Motif
Forward

4

12
0.0131034

Consensus sequence: HARTHAATTAWTAVDHD

20

£
=10

h¢§?xééAllA§1éeT
5

10

Reverse complement motif
Consensus sequence: DHDBTAWTAATTHAKTH

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00024
Glis2_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

1
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Number of overlap: 12
Similarity score: 0.0140433

Alignment:
HDTATTAHTAAAVV
WHTATTATTTDH--

Original motif
Consensus sequence: HDTATTAHTAAAVV

Webslogo 3.4

Reverse complement motif
Consensus sequence: BVTTTAHTAATADH

2.0

wl
1.0

"1 _TIT. TaaTA

- _ .

10
Webitaga 3.4

Motif ID: UP00075

Motif name: Sox15_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 12

Similarity score: 0.0143532

Alignment:

DHVKMWATTGTTHDHDH

—-——-WHTATTATTTDH--

Original motif

Reverse complement motif
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Consensus sequence: HDDDDAACAATWRRBHD

20
w |
- - ‘ kACAAﬂ
0012 e A 0 W = = -
: 5 10 15
Webitago 3.4

UP00096

Consensus sequence: DHVKMWATTGTTHDHDH

20

.

l?é—r o 8 o~ ﬂgf‘-“:-.‘
5 10 15 e

Motif ID:
Sox13_primary
Mus musculus
Reverse Complement

Motif name:
Species:

Matching format of first motif:

Matching format of second motif: Reverse Complement

Direction: Backward
3
12
0.014607

Position number:
Number of overlap:
Similarity score:

Alignment:
WHDWWATTGTTCKDHD

-——WHTATTATTTDH--

Original motif

2.0
1.0
A &
= -—_me_-!_ e B o e = s Tﬁ!‘.-x:gx
3 10 fooania

Consensus sequence: DHDRGAACAATWWDHW

£
=

Reverse complement motif
Consensus sequence: WHDWWATTGTTCKDHD
2.0
210 A TT
-
=oAL _‘_T MIAGCx -
5 10 15
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Dataset #: 4 Motif ID: 38 Motif name: cccGCCCCGCCCCsb

Original motif
Consensus sequence: BCCGCCCCGCCCCBB

2,

«_efbococe.

WebiLogo 34

Best Matches for Motif ID 38 (Highest to Lowest)

Motif ID: UP00093
Motif name: KIf7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position humber: 2

Number of overlap: 15

Similarity score: 0.00481788
Alignment:

HBDRCCMCGCCCHHHD

BCCGCCCCGCCCCBB-

Original motif
Consensus sequence: HBDRCCMCGCCCHHHD

Reverse complement motif
Consensus sequence: BBGGGGCGGGGCGGB

2.0

bits
5

o =" & W ey = o —

Weblogo 34

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH
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2.0

£ Aggﬁa

LiX

bits

20

O

TYME

10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHHBCCCCGCCAHHBHB
BCCGCCCCGCCCCBB--

Original motif

UP00000
Smad3_secondary
Mus musculus
Original Motif
Original Motif
Backward

3

15

0.0108117

Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

15
Wablogo 3.4

Motif ID:

UP00021
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
GKRGGGGGGGGGGBD
BBGGGGCGGGGCGGB

Original motif
Consensus sequence: DBCCCCCCCCCCMYC

2.0

Zfp281_primary
Mus musculus

Reverse Complement
Reverse Complement

Backward
1

15
0.0154152

| oleol00C...c

15
Webiloga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UP00022

Zfp740_primary
Mus musculus
Original Motif
Original Motif
Forward

1

15

0.018287
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HVBCCCCCCCCMHHHB
BCCGCCCCGCCCCBB-

Original motif
Consensus sequence: HVYBCCCCCCCCMHHHB

2.0

t%gggcccggé$

bits

LI X

15
WabiLogad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

2.0

T Ve oy e =— -

10 15
WablLogo 34

Motif ID: UP00002

Motif name: Sp4_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 15

Similarity score: 0.0247447
Alignment:

HHDGBCACGCCTWDB

BBGGGGCGGGGCGGR

Original motif
Consensus sequence: BDWAGGCGTGBCHHD

Reverse complement motif
Consensus sequence: HHDGBCACGCCTWDB
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15
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHHDTCCCACTCBDBV
BCCGCCCCGCCCCBB-

Original motif

UP00007

Egrl_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

1

15

0.0279869

Consensus sequence: BBHBGAGTGGGAHHDB

2.0

bits

aul

6 —- o= B LGP e e e w
’ 5

10

15
Weblagad 4

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV

20

0.0

&%gQCQéCLQ .

Motif ID:

UP00540
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
CVHBSCGGGTGGTCMHVHHCDH
-—--BBGGGGCGGGGCGGB——---

Original motif

Gli3_v016060_primary
Mus musculus

Reverse Complement
Reverse Complement
Backward

5

15

0.0312526

Consensus sequence: HDGHHBHRGACCACCCGSVDVG

2.0

bits

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

<

WabiLogod4

= B _JE. 00 = — — Pl = — -
2 19 & Wablogad 4 ‘
Motif ID: UP00099
Motif name: Ascl2_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Original Motif
Original Motif
Forward

1

15
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Similarity score: 0.0318321

Alignment:

BHVDCCCCDCCCBDBH

BCCGCCCCGCCCCBB-

Original motif Reverse complement motif

Consensus sequence: BHVDCCCCDCCCBDBH Consensus sequence: HVDVGGGHGGGGDBHB
ac———_—= _chgf}ggg — 0 . — e e e o =

Motif ID: UP00527

Motif name: Foxn4_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 4

Number of overlap: 15

Similarity score: 0.0340857

Alignment:

VHYTCCDWCCGCGTCMMTHWHV

--—-—-BCCGCCCCGCCCCBB---

Original motif Reverse complement motif

Consensus sequence: VDWDARRGACGCGGWHGGAKHV Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV
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% 19 8 & WabLogad & : 10 8 WebLogod4
Motif ID: UP00539
Motif name: Gli2_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 4
Number of overlap: 15
Similarity score: 0.0345185
Alignment:
CBDMCMGGGTGGTCCHVBVBAH
---BBGGGGCGGGGCGGB----
Original motif Reverse complement motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

2.0 2.0

“u
EN0 E10 C
o= —_— F-N an v - D " B 5 =% =wu < U ¥ AR == L
! : W = 0 ‘ ; ;

== —
5 10 15 20
WabLogad 4 WabiLogod4
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Dataset #: 4 Motif ID: 39 Motif name: kCAGCCAATmMr

Original motif
Consensus sequence: DCAGCCAATVR

2.0

It
5

0.0 T

10
Wehiiogo 34

Best Matches for Motif ID 39 (Highest to Lowest)

Motif ID: UP00033

Motif name: Zfp410_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3

Number of overlap: 11

Similarity score: 0.000708728
Alignment:

BDDYYCATCCCATDDBD

—-——-DCAGCCAATVR--

Original motif
Consensus sequence: DVDDATGGGATGKMDDV

Reverse complement motif
Consensus sequence: MBATTGGCTGH

Wabhiaga 34

Reverse complement motif
Consensus sequence: BDDYYCATCCCATDDBD
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15
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Motif ID: UP00004
Motif name: Sox14_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4
Number of overlap: 11
Similarity score: 0.00658734
Alignment:
BKBASACAATRGHBB
-DCAGCCAATVR---
Original motif Reverse complement motif
Consensus sequence: BKBASACAATRGHBB Consensus sequence: BBDCMATTGTSTBRB
20 20
- . éEACAATeﬁ == . QE‘AI‘“$I-§=I =
5 o e B 5 To s
Motif ID: UP00249
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

AAWTTMAAGTGGHTDH
————— MBATTGGCTGH

Original motif

Nkx2-5
Mus musculus

Reverse Complement
Reverse Complement

Backward

1

11
0.00805715

Consensus sequence: HDADCCACTTRAAWTT

2.0

=1

a.0 . —

) AA,GCAC lﬁAgxég

WabiLogad 4

Reverse complement motif
Consensus sequence: AAWTTMAAGTGGHTDH

2.0

m
:E‘I.I:I

- - S
10 15
WablLogo 34

0.0

6+1l$

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

upP00147
Nkx2-6

Mus musculus
Original Motif
Original Motif
Backward

6

11
0.0128272
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Alignment:
DDADCCACTTAAVHTT
DCAGCCAATVR-—-—-—-—

Original motif

Consensus sequence: DDADCCACTTAAVHTT

2.0

bi

0.0

- AGCA IAAEﬂ%;

WabiLogad 4

Reverse complement motif
Consensus sequence: AAHVTTAAGTGGHTDD

2.0

w
= 1.0

fiﬂr:c][(3 n —_—= ][

0.0 —

5 10 15
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

AAHYTCAAGTGGBTBV
————— MBATTGGCTGH

Original motif

Consensus sequence: BVABCCACTTGAMHTT

UP00165

Titf1

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

11

0.0131729

Reverse complement motif
Consensus sequence: AAHYTCAAGTGGBTBV
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Motif ID: UP00034
Motif name: Sox7_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HHBDHDDAACAATDRHHHHHBW
~—--DCAGCCAATVR---—-——-~

Original motif

Original Motif
Original Motif
Backward

8

11
0.0131873

Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

o
i

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

JE = L= 1Vl .
1

[1] 15 20
Weblogod4

Motif ID:

UP00258
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
AABBAGCTGTCAAWVV
————— DCAGCCAATVR

Original motif

Tgif2

Mus musculus
Original Motif
Original Motif
Backward

1

11
0.0132199

Consensus sequence: AABBAGCTGTCAAWVV

2.

0.0 _e’.“% —AECI I

Reverse complement motif
Consensus sequence: VBWTTGACAGCTVBTT

2.0

P - . g yi— 8
hl\fu_oguaa 2 19 :
Motif ID: UP00205
Motif name: Pknox2
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Reverse Complement
Reverse Complement

Forward

1

11
0.0138143
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Alignment:
VHATTGACAGSKSVTH
MBATTGGCTGH-——---

Original motif
Consensus sequence: HAVSRSCTGTCAATHB

2.0

qéﬂ?ACCI T eL

0.0
15

WabiLogad 4

bits

Reverse complement motif
Consensus sequence: VHATTGACAGSKSVTH

2.0

6lI 5 e s CIS-_E-F;-_-_.-

15
WablLogo 34

Motif ID: UP00023

Motif name: Sox30_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5

Number of overlap: 11

Similarity score: 0.0141895

Alignment:

HHHHMHATTGTTBDHD

-——-MBATTGGCTGH-

Original motif
Consensus sequence: DHDBAACAATDRHHHH

Reverse complement motif
Consensus sequence: HHHHMHATTGTTBDHD
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15
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Weblogad 4

20

bits
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116
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Motif ID: UP00227
Motif name: Duxl|

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 11

Similarity score: 0.0154208
Alignment:

YRACCCAATCAACVVHV

DCAGCCAATVR-=-=———-

Original motif
Consensus sequence: YRACCCAATCAACVVHV

2.0

Webriogo 3.4

Reverse complement motif

Consensus sequence: VHVVGTTGATTGGGTMK

2.0

" T
3 === i AééIIA

Webloga 3.4

Dataset #: 4 Motif ID: 40 Motif name:

kcACCTGCAgc
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Original motif
Consensus sequence: BCACCTGCABC

2.0

5 10
Weksiaga 3.4

Best Matches for Motif ID 40 (Highest to Lowest)

Motif ID: UP00070

Motif name: Gcm1_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 11

Similarity score: 0

Alignment:

DHDVATGCGGGTHVVH

---GBTGCAGGTGB--

Original motif
Consensus sequence: HVVHACCCGCATVDHD

Reverse complement motif
Consensus sequence: GBTGCAGGTGB

2.0

bits
5

] ===

0.0

Reverse complement motif
Consensus sequence: DHDVATGCGGGTHVVH
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20
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15
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBBAVTGCAGTGBBVDD
-—-—-GBTGCAGGTGB---

Original motif

Consensus sequence: DDBBBCACTGCABTBBB

2.0

UP00031

Zbtb3_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

11

0.000503863

Reverse complement motif

2.0

- . e -

Consensus sequence: BBBAVTGCAGTGBBVDD

Motif ID:

UP00046
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDBHGCACCTGRBDDVB
————— BCACCTGCABC-

Original motif

Tcfe2a_primary

Mus musculus
Original Motif
Reverse Complement
Forward

6

11

0.000557448

Consensus sequence: VBHHVCAGGTGCDVDHD

2.0

bits

- —— é C‘:_‘_

0.0 —=

Reverse complement motif
Consensus sequence: DHDBHGCACCTGBDDVB

2.0
CC -
T - =
10 15

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00099
Ascl2_primary
Mus musculus
Original Motif
Original Motif
Backward

3

11
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Similarity score: 0.00842747

Alignment:
BBYVVCAGCTGCBVHHD
—-—-—-—-BCACCTGCABC--

Original motif Reverse complement motif

Consensus sequence: BBYVVCAGCTGCBVHHD Consensus sequence: HHDVVGCAGCTGVBKVB
s _—_g&? . AC}QI ; g_-_'ﬁT _ opl=—— A 2 -::_:QI A ==

Motif ID: UP00420

Motif name: Elk3

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 5

Number of overlap: 11

Similarity score: 0.0111732

Alignment:

DVBBACCGGAAGYDVVV

--BCACCTGCABC----

Original motif Reverse complement motif

Consensus sequence: DVBBACCGGAAGYDVVV Consensus sequence: VBVDMCTTCCGGTVBVD
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2.0

2.0

P = == = —— - = — == A= B e — —_— -
5 1 15 ek 5 10 15 ras
Motif ID: UP00050
Motif name: Bhlhb2_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

ACHRBHDTCCACGTGYAHHBMHM
———————— BCACCTGCABC-—--

Original motif

Original Motif
Reverse Complement
Forward

9

11

0.0122671

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

w
10 T
= o - A = = __ ===

Reverse complement motif

Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20

[ A
1'5

s

20
Weblagn 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDACCAACTGCCRBBH
—-—-—-BCACCTGCABC--

Original motif

Consensus sequence: BDACCAACTGCCRBBH

20

0.0

UP00092

Myb_secondary
Mus musculus
Original Motif
Original Motif
Forward

4

11

0.015733

15
Weblogad 4

Reverse complement motif
Consensus sequence: DBVKGGCAGTTGGTHB

2.0

. E!:/.:»CA lla=x

LK T
10 15
Weblogodd

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00236

Irx2

Mus musculus
Reverse Complement
Reverse Complement
Backward

4
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Number of overlap: 11
Similarity score: 0.0163141

Alignment:
WVWDDTACATGTADDDW
-—-—-GBTGCAGGTGB---

Original motif Reverse complement motif

Consensus sequence: WDDDTACATGTADDWBW Consensus sequence: WWWDDTACATGTADDDW
20 20
o THAITa L TAATTa .
3 19 12 Watsiaga 3.4 2 19 e WabsLaga 3.4
Motif ID: UP00223
Motif name: Irx3_0920.1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5
Number of overlap: 11
Similarity score: 0.0165255
Alignment:
DDWWBTACATGTADDDD
--—--BCACCTGCABC--

Original motif Reverse complement motif
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Consensus sequence: DDDDTACATGTAVWWHD

20

bits

A .

Webiiogo 3.4

Consensus sequence: DDWWBTACATGTADDDD

o INATUT

Webiloga 3.4

bits
=

—— =

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVBCYTGCTGBGDDD
BCACCTGCABC—---—

Original motif

Consensus sequence: HHDCVCAGCAKGVVD

20

N

UP00057

Zic2_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

5

11

0.0169178

¢ CAGEa

15
Webiloga 3.4

Reverse complement motif
Consensus sequence: DVBCYTGCTGBGDDD

20
m C C‘-—-
. I | =
ol N g_ﬁA A A -
: 5 10

Weslage a4
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Dataset #: 4 Motif ID: 41 Motif name: wwAAATAATAtw

Original motif
Consensus sequence: HDAAATAATADD

2.0

“_aaAlAaTA

10

o
&
|
|

Wehilogo 34

Best Matches for Motif ID 41 (Highest to Lowest)

Motif ID: UP00244

Motif name: TIx2

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 12

Similarity score: 0.00576686
Alignment:

WWDTTATTAATTHATTV

—--DDTATTATTTDH---

Original motif
Consensus sequence: BAATHAATTAATAAHWW

Reverse complement motif
Consensus sequence: DDTATTATTTDH

| TarthTar

Webilogo 3.4

Reverse complement motif
Consensus sequence: WWDTTATTAATTHATTV
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2.0

2.0

£L4p

I

== __é_ e

E:-éergééllAéléég

B oy o
5

Websiags 3.4

0
Mﬁﬁn%lé
5

IIABIL

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDDDATTTTATTKVRDB
-—--DDTATTATTTDH--

Original motif

Consensus sequence: VDKVYAATAAAATDDDH

2.0

bits

- . —

oo = %éAIAAAAI -~ o —

UP00121

Hoxd10

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

12

0.00673636

Reverse complement motif

2.0

bit

Consensus sequence: HDDDATTTTATTKVRDB

Webiiaga 3.4

WebiLags 3.4

Motif ID:

UP00180
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDHHTTTTATTKKHDD
—-—-DDTATTATTTDH--

Original motif

Consensus sequence: HDHYYAATAAAAHHHH

2.0

0.0

Hoxd13

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

12

0.00685179

)

Wabiogad 4

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD

20

¥ A?ITTIAIIAA

0.0

15
WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00073

Foxa2_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

12

0.0108327
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Alignment:
VVDAATAACAAAVVB
HDAAATAATADD---

Original motif
Consensus sequence: VVDAATAACAAAVVB

2.0

1.0

bits

0.0

,}%é;éégééﬁ

15
Webiloga 34

Reverse complement motif
Consensus sequence: BVVTTTGTTATTDBB

2.0

w
=1.0

- ITT = TATT

15
Wetilogo 3.4

Motif ID: UP00134

Motif name: Hoxb13

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 12

Similarity score: 0.0121723

Alignment:

VDHWTTTTATTGGDKB

—--DDTATTATTTDH--

Original motif
Consensus sequence: VRHCCAATAAAAWHHV

Reverse complement motif
Consensus sequence: VDHWTTTTATTGGDKB
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2.0

|[

“_conhTala

0.0

15
Weblogad 4

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HARTHAATTAWTAVDHD
---HDAAATAATADD--

Original motif

UP00255

Dbx1

Mus musculus
Original Motif
Original Motif
Forward

4

12
0.0133808

Consensus sequence: HARTHAATTAWTAVDHD

2.0

QATTAALIAéxAAI

aol=

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DHDBTAWTAATTHAKTH

2.0

IA II-&EI

15
WebiLags 3.4

Motif ID:

UP00034
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HHBDHDDAACAATDRHHHHHBW
-—--—-HDAAATAATADD-—-———-—

Original motif

Sox7_primary
Mus musculus
Original Motif
Original Motif
Backward

7

12
0.0144702

Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

R - *9% 1 VN = _ - .

WabiLogod4

= e A v = - £ =
:k - _5_ = 10 --2‘5_““__“: f 5 10 15
Motif ID: UP00051
Motif name: Sox8_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Reverse Complement

Original Motif
Forward

4

12
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Similarity score: 0.0145614

Alignment:

DDATBWATTGTTHHDDD

-——-DDTATTATTTDH--

Original motif Reverse complement motif

Consensus sequence: DDATBWATTGTTHHDDD Consensus sequence: DDDHDAACAATWBATDD

o0 = ‘E‘I;}\_AITAIIE.—. == oo e AAA‘QAAI@ é:!:_

Motif ID: UP00024

Motif name: Glis2_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 1

Number of overlap: 12

Similarity score: 0.0148858

Alignment:

BVTTTAHTAATADH

-—-HDAAATAATADD

Original motif Reverse complement motif

Consensus sequence: HDTATTAHTAAAVV Consensus sequence: BVTTTAHTAATADH
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UP00096

Sox13_primary
Mus musculus

Motif ID:
Motif name:
Species:
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
3
12
0.014968

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDRGAACAATWWDHW

Reverse complement motif
Consensus sequence: WHDWWATTGTTCKDHD

2.0
%1.0 A TT
2 AL A eﬁgg;ﬁ -
5 10 15

-—-HDAAATAATADD—--
Original motif
Consensus sequence: DHDRGAACAATWWDHW
2.0
£i0
A x
o o=l I AT - = e
o . I5 16 \1‘5}:_ CEES h
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Dataset #: 4 Motif ID: 42 Motif name: sSGTCACGTGACSs

Original motif Reverse complement motif
Consensus sequence: SGGTCACGTGACCS Consensus sequence: SGGTCACGTGACCS
2.0 2.0
o ‘?CGICAC.:TGAC = o0 "H:C‘:‘-I : AC-—-_——-_TGAC =
5 10 Hin s 5 10 WiiaiS
Best Matches for Motif ID 42 (Highest to Lowest)
Motif ID: UP00050
Motif name: Bhlhb2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5
Number of overlap: 14
Similarity score: 0
Alignment:
RDHDBVDTCACGTGASBHVHDH
--—-SGGTCACGTGACCS—----
Original motif Reverse complement motif
Consensus sequence: RDHDBVDTCACGTGASBHVHDH Consensus sequence: DDHBHBSTCACGTGAHBBDHHM
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2.0

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DDASCACGTGBTBVDD
——-SGGTCACGTGACCS

Original motif

UP00060

Max_primary

Mus musculus
Original Motif
Reverse Complement
Backward

1

14

0.0226905

Consensus sequence: DDASCACGTGBTBVDD

2,

o e - - 0 W <

0.

e

15
Weblogod 4

Reverse complement motif
Consensus sequence: HHVBABCACGTGSTHD

2.0

m — A T = —
E‘I.CI
== A—- -C QA = I___ -
10 15
‘WabiLaga

Logo 3.4

Motif ID:
Motif name:

UP00060
Max_secondary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBGHCACGCGACDD
SGGTCACGTGACCS

Original motif

Consensus sequence: BBGHCACGCGACDD

_1CAQﬁg?ﬁQ

2.0

bits
B

00—

Mus musculus
Reverse Complement
Original Motif
Backward

1

14

0.0240371

Welsloge 34

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB

2.0

oo lmmm = TlQ—A.—GAI 4 Q:—:E?

Webilaga 3.4

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00103
Jundm2_primary
Mus musculus
Original Motif
Original Motif
Backward

2

14

0.0253986
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Alignment:
BBGATGACGTCAYCVH
-SGGTCACGTGACCS-

Original motif

Consensus sequence: BBGATGACGTCAYCVH

2.

=

LI X

“E G_gTTACAIQALC

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HVGMTGACGTCATCBB

2.

? =LATTAQAIQAEQH

bits

0.

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBDRTGACGTCAYHRD
-SGGTCACGTGACCS-

Original motif

Consensus sequence: DBDRTGACGTCAYHRD

UP00020
Atfl_primary
Mus musculus
Original Motif
Original Motif
Forward

2

14
0.0259163

Reverse complement motif
Consensus sequence: DMDMTGACGTCAKHBD
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2
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5 10 15

20

bits
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_JoAGCTeA. .

15
Weblogad 4 Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

UP00050

Bhlhb2_secondary
Mus musculus
Reverse Complement
Reverse Complement

Direction: Forward

Position number: 6

Number of overlap: 14

Similarity score: 0.0403911

Alignment:

ACHRBHDTCCACGTGYAHHBMHM

————— SGGTCACGTGACCS—-—-—--

Original motif Reverse complement motif

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

2.0

“
E10 T
A
— _aﬂ-.cA
5

pe_ O S

0.0 — =

20

0
EH] T
C A
K= _ =AYIIWVE Vo -
15 20

N

WesLago 34 WebbLaga 34

Motif ID:

UP00036
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVDBAACAGBTGBYHB
--SGGTCACGTGACCS

Original motif

Myf6_primary
Mus musculus
Original Motif
Original Motif
Backward

1

14
0.0440464

Consensus sequence: VVDBAACAGBTGBYHB

2.0

it
5

AA

Reverse complement motif
Consensus sequence: BDKVCABCTGTTBDBV

| s -&ﬁCAEQT IT___ e

15
WabiLogo 34

=1

sol=m——— &% A = == g-'_———:{_ o
V 2 19 ;\I.Eu_oguaa

Motif ID: UP00046

Motif name: Tcfe2a_secondary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Reverse Complement
Forward

3

14
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Similarity score:
Alignment:
VBBDMYCATCTGVHHBH
-—-SGGTCACGTGACCS-

Original motif

0.0471124

Consensus sequence: HVDDVCAGATGKYHBBV

20

T
o :‘:—~~—_~_-I=AI‘—AT —"I—_c_—". e

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VBBDMYCATCTGVHHBH

20

AC ATCT
od=—_  GAVIIE =1V __

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVABCCACTTGAMHTT
-SGGTCACGTGACCS-

Original motif

UP00165

Titf1

Mus musculus
Reverse Complement
Original Motif
Forward

2

14

0.0471926

Consensus sequence: BVABCCACTTGAMHTT

Reverse complement motif
Consensus sequence: AAHYTCAAGTGGBTBV
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2.0

EW¢HA”QQA lé

a XX
Motif ID: UP00046
Motif name: Tcfe2a_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDBHGCACCTGRBDDVB
--SGGTCACGTGACCS-

Original motif

Original Motif
Reverse Complement
Backward

2

14

0.0506329

Consensus sequence: VBHHVCAGGTGCDVDHD

2.0

0.0 ———

Reverse complement motif

WabiLogo 34

Consensus sequence: DHDBHGCACCTGBDDVB

2.0

¥ — =
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Dataset #: 4 Motif ID: 43 Motif name: wsTACwWGTAsw

Original motif
Consensus sequence: HVTACWGTABD

2.0

10
Wehiiogo 34

Best Matches for Motif ID 43 (Highest to Lowest)

Motif ID: UP00052

Motif name: Osr2_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5

Number of overlap: 11

Similarity score: 0

Alignment:

HHHHGCTACKGTHVHH

—-———-DBTACWGTAVH-

Original motif
Consensus sequence: HHVHACRGTAGCHHHD

Reverse complement motif
Consensus sequence: DBTACWGTAVH

Wabhiaga 34

Reverse complement motif
Consensus sequence: HHHHGCTACKGTHVHH
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2.0 20

)
4

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHBHGCTACKGTHDHH
-——-DBTACWGTAVH-

UP00027

Osrl_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

11

0.00480574

Reverse complement motif
Consensus sequence: DHBHGCTACKGTHDHH

Original motif
Consensus sequence: HHDHACRGTAGCHVHD

2.0 20
it —éc IA Q_‘.ﬂ-‘-n - = = SN TA C_._I___
5 10 L 5 10
Motif ID: UP00031
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BBBAVTGCAGTGBBVDD
—-——-HVTACWGTABD---

Original motif

Zbtb3_primary

Mus musculus
Original Motif
Reverse Complement
Forward

4

11

0.0165381

Consensus sequence: DDBBBCACTGCABTBBB

2.0

bits

0.0

Watiloga 3.4

Reverse complement motif
Consensus sequence: BBBAVTGCAGTGBBVDD

2.0

oy = - - < Nt == =

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00034
Sox7_primary

Mus musculus
Reverse Complement
Original Motif
Backward

7

11
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Similarity score: 0.0248017

Alignment:
HHBDHDDAACAATDRHHHHHBW

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

20

bits

A

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

Weblogo34

ey o 28 : ‘e‘i\? = I}"_{ £ " xr = g AQ% x 1 An%?g,‘_ﬁz_g =
Motif ID: UP00023
Motif name: Sox30_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3
Number of overlap: 11
Similarity score: 0.0294174
Alignment:
HHHHMHATTGTTBDHD
—-—-—-HVTACWGTABD--

Original motif
Consensus sequence: DHDBAACAATDRHHHH

Reverse complement motif
Consensus sequence: HHHHMHATTGTTBDHD
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2.0

it
5

m,eAQAAl#A4H4

0.0 —
15

Weblogod 4

20

= IQEATTATI-—-&- =

0.0

Weblogod4

Motif ID: UP00075

Motif name: Sox15_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 4

Number of overlap: 11

Similarity score: 0.0301544
Alignment:

DHVKMWATTGTTHDHDH

—-——HVTACWGTABD---

Original motif
Consensus sequence: HDDDDAACAATWRRBHD

2.0

_aloMr,

0.0 T T
5 15

bits

Watiloga 3.4

Reverse complement motif
Consensus sequence: DHVKMWATTGTTHDHDH

2.0

TATT | II
—— E?é—r A 8 .~ Ag‘_‘q?‘_] -

15
Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VHVHDATTGTTMHDDDH
--DBTACWGTAVH----

Original motif

UP00016

Sry_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

11

0.0310991

Consensus sequence: HHDHDRAACAATDDVHV

20

T _AcMr

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VHVHDATTGTTMHDDDH

20

0.0——= =

Pt
S1.0 n
- ; A B A T - _—
== =& _ E=—— =+ — =
10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00064
Sox18_primary

Mus musculus
Reverse Complement
Original Motif
Forward

2
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Number of overlap:
Similarity score:

Alignment:
BWBHATTGTTBTHDHH
-DBTACWGTAVH----

Original motif

Consensus sequence: BWBHATTGTTBTHDHH

2.

2,
=

- %.TTAIl e

11
0.031364

0.

—
5

15
Weblagad 4

Reverse complement motif
Consensus sequence: HHDHABAACAATHBWYV

20

1 e AAQAAIIT

bits

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDDDHAACCGTTAHHHD
-——-DBTACWGTAVH---

Original motif

UP00092

Myb_primary

Mus musculus
Reverse Complement
Original Motif
Backward

4

11

0.0314236

Reverse complement motif
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Consensus sequence: HDDDHAACCGTTAHHHD

20

e

0.0

< el

Webiiogo 3.4

Consensus sequence: DHHHTAACGGTTHHHDH

20

m I -
*_‘@—?; --"Al'- e
5 10

0.0
15
Webiloga 3.4

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VVYBWATTGTTCVBHDV
—-—-HVTACWGTABD----

Original motif

UP00071

Sox21_secondary
Mus musculus
Original Motif
Original Motif
Backward

5

11

0.0319794

Consensus sequence: VVYBWATTGTTCVBHDV

20

bits

F-N

- T

0.0 - T
5

1.0 A |
- e =P S =1
10

Websiaga 3.4

Reverse complement motif
Consensus sequence: BDDBVGAACAATWBMBV

2.0

0.0
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Dataset #: 4 Motif ID: 44 Motif name: dhACATTCTkh

Original motif Reverse complement motif
Consensus sequence: DHACATTCTGH Consensus sequence: HCAGAATGTHD
2.0 2.0
T T e AC T, T
"o 5 10 o s 10

Wehiiogo 34 Wabhiaga 34

Best Matches for Motif ID 44 (Highest to Lowest)

Motif ID: UP00038

Motif name: Spdef_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 4

Number of overlap: 11

Similarity score: 0.00581553

Alignment:

VDWYTAGGATGTHVDH

—-—-—HCAGAATGTHD--

Original motif Reverse complement motif
Consensus sequence: DDBHACATCCTAKWDV Consensus sequence: VDWYTAGGATGTHVDH
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2.0

0.0 = —

20

S A= 1 e =T = — il

5 140 15
Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DCATDBTGHGCATKMTTBRSWR
——————— DHACATTCTGH----

Original motif

UP00528

Foxm1_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

8

11

0.00582895

Consensus sequence: MWSMBAARRATGCDCABHATGD

2.0

Eaag A AR Woga

8X

—
20
WabLagad 4

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

CAX IlﬁQA c$l£ x=X¥
1 18 2

Motif ID:

UP00023
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Motif name:

Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
HHHHMHATTGTTBDHD

—-DHACATTCTGH---

Sox30_primary
Mus musculus
Original Motif
Reverse Complement
Backward

4

11
0.00613057

Original motif
Consensus sequence: DHDBAACAATDRHHHH

bit

20
w
m AQAAI
| . e N N
S
5 10 15
WebiLogad 4

0.0

UuP00034

Reverse complement motif
Consensus sequence: HHHHMHATTGTTBDHD

20

bits

1.0

TQEATTAIL;__

0.0

Sox7_primary
Mus musculus

Motif ID:
Motif name:

Species:

Matching format of first motif: Original Motif

Matching format of second motif Reverse Complement
Forward
6
11

Direction:

Position number:
Number of overlap:
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Similarity score: 0.0119275

Alignment:
WBHHHHHMDATTGTTHDHDVHH

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

20

bits

A

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

Weblogo34

ey o 28 : ‘e‘i\? = I}"_{ £ " xr = g AQ% x 1 An%?g,‘_ﬁz_g =
Motif ID: UP00030
Motif name: Sox11_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3
Number of overlap: 11
Similarity score: 0.0122803
Alignment:
HHBTMCTTTGTTMDDVH
--DHACATTCTGH----

Original motif
Consensus sequence: HBDDRAACAAAGRABHH

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH
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2.0

o=
Y
>
D

2.0

0.0

SOII.,

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WVTDHWACATGTWHDDD
————-DHACATTCTGH--

Original motif

Consensus sequence: DDDHWACATGTWHDABW

2.0

UP00250

Irx5

Mus musculus
Original Motif
Reverse Complement
Backward

3

11

0.0132772

Reverse complement motif

2.0

Consensus sequence: WVTDHWACATGTWHDDD
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHDCVCAGCAKGVVD
—-———-HCAGAATGTHD

Original motif

Consensus sequence: HHDCVCAGCAKGVVD

2.0

0.0 - —m_ e B

) AQECA CA

UP00057
Zic2_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

5

11

0.0141401

15
Webiloga 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00062
Sox4_primary

Mus musculus
Original Motif
Reverse Complement
Forward

3

Reverse complement motif
Consensus sequence: DVBCYTGCTGBGDDD

 (eralTl
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Number of overlap:
Similarity score:

Alignment:

HHBBMCTTTGTTHDDBH
—--DHACATTCTGH----

Original motif

11
0.0143902

Consensus sequence: HBDDDAACAAAGRVBHH

2.0

: A

o e

bits

AAA::’:

0.0 ==
5

5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

el

0.0 1= — i
15

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BKBASACAATRGHEB
-—-—HCAGAATGTHD-

Original motif

UP00004

Sox14_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

2

11

0.0151959

Reverse complement motif
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Consensus sequence: BKBASACAATRGHBB

2.0

0.0

o ACMy

15
Webiloga 34

Consensus sequence: BBDCMATTGTSTBRB

2.0

_3- —— g?‘é“-:l?l =

Weblogo a4

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BWBHATTGTTBTHDHH
DHACATTCTGH-—-—-—--

Original motif

Consensus sequence: BWBHATTGTTBTHDHH

2.

=

0.

UuP00064

Sox18_primary
Mus musculus
Original Motif
Original Motif
Backward

6

11

0.015273

0
| ATT I
o 20BN | A l X =
5 10

15
Weblogad 4

Reverse complement motif
Consensus sequence: HHDHABAACAATHBWYV

20

0.0

i T AAQAAII?“

Weblogod.4
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Dataset #: 4 Motif ID: 45 Motif name: wbgTAAATAww

Original motif
Consensus sequence: DBGTAAATAHD

2.0

" <lAnATA,

Wehiiogo 34

Best Matches for Motif ID 45 (Highest to Lowest)

Motif ID: UP00242

Motif name: Hoxc8

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 11

Similarity score: 0

Alignment:

AHDHTAATTACHHHHV

—--DHTATTTACBD—-—--—-

Original motif
Consensus sequence: BHDDDGTAATTAHHDT

Reverse complement motif
Consensus sequence: DHTATTTACBD

L TArTAe

Wabhiaga 34

bits
@

0.0

Reverse complement motif
Consensus sequence: AHDHTAATTACHHHHV
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2.0

0.0

MM

Weblogad 4

TMTTA,

Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHWAWGTAAAYAAAVDB
-—--DBGTAAATAHD---

Original motif

UP00073

Foxa2_primary
Mus musculus
Original Motif
Original Motif
Backward

4

11
0.00453517

Consensus sequence: HHWAWGTAAAYAAAVDB

2.0

. = {_e-a‘?AIAA g é%

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

x¥ A TIAgglf_h

WebiLags 3.4

it
5

0.0

Motif ID:

UP00039
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDHADGTAAACAAAVVH
—-—--DBGTAAATAHD---

Original motif

Foxj3_primary
Mus musculus
Original Motif
Original Motif
Forward

4

11
0.00490457

Consensus sequence: HDHADGTAAACAAAVVH

2.0

e --A_T_AA

0.0

Watiloga 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

2.0

%:_ I; A TIAQ'IT*

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00041
Foxjl_primary
Mus musculus
Original Motif
Original Motif
Backward

5

11
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0.00656547

Similarity score:
Alignment:
HDHRTAAACAAAHDDD
-DBGTAAATAHD—-—---
Original motif Reverse complement motif
Consensus sequence: HDHRTAAACAAAHDDD Consensus sequence: DDDHTTTGTTTAMHDH
0.0 — *AEC&AGA%A 2 0.0 lIIAT s = T = : -
Motif ID: UP00182
Motif name: Hoxa6
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 4
Number of overlap: 11
Similarity score: 0.0086354
Alignment:
DTHHGGTAATTAYCYT
-—--DBGTAAATAHD--
Reverse complement motif
Consensus sequence: DTHHGGTAATTAYCYT
Page 357 of 449
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2.0

e T Thee..

20

bits
a5

: T‘ ‘ AE‘E"}:‘I
10 15

Weblogod4

R saria 2
Motif ID: UP00260
Motif name: Hoxc6
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 11
Similarity score: 0.0092156
Alignment:
BRHVKTAATTAMBDVVD
—-——-DHTATTTACBD---

Original motif

Reverse complement motif

Consensus sequence: BRHVKTAATTAMBDVVD

2.0

%1.0 e I‘—-—lAT e
a e e _,,,_ e __AL_;--g_-_ ==
= 5 10 15

Watiloga 3.4

Consensus sequence: DBBDVYTAATTARBHKB

2.0

'
X
)

4
(=l
g —
-
)

o
>
g+
pi

0.0 P e
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VVHDDTAATTAHTDDBC
—-—-DHTATTTACBD---

Original motif

UuP00164

Hoxa7_2668.2

Mus musculus
Reverse Complement
Original Motif
Forward

4

11

0.00942246

Consensus sequence: VVHDDTAATTAHTDDBC

20

‘L TMTTA..

Reverse complement motif
Consensus sequence: GBDDAHTAATTADHHVV

20

o)
N TAA A
* - em o M BY Y e
5 10 15

Webiloga 3.4

== = =T = go7== ==
Motif ID: UP00259
Motif name: Hoxb6
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2
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Number of overlap: 11
Similarity score: 0.00949005

Alignment:
VDVGTAATTACBDAWW

-DBGTAAATAHD——---

Original motif
Consensus sequence: WWTDBGTAATTACVDB

2.0

1 ITSIIAAIIAQ

0.0 —
15
Weblagad 4

bits

Reverse complement motif
Consensus sequence: VDVGTAATTACBDAWW

. IIAATTAQ -5

1
Weblogod 4

=2 10
s
0o

0.

Motif ID: UP00254
Motif name: Pou2f1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2

Number of overlap: 11

Similarity score: 0.00998499
Alignment:

WABKTAATTAHKHHHD

-DBGTAAATAHD—-——-

Original motif

Reverse complement motif
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Consensus sequence: DHDHRHTAATTARBTW

20

it
5

0.0 =~ ==

B [/

Weblogad 4

Consensus sequence: WABKTAATTAHKHHHD

20

%m TA T
6 _____‘e‘-;;'snAG %Eq«_ﬂ _
: 5 — Y

15
Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

GHVRGTAATTATDVVGV
--DBGTAAATAHD----

Original motif

UP00110

Dix4

Mus musculus
Original Motif
Reverse Complement
Forward

3

11

0.0107458

Consensus sequence: BCVVDATAATTACMVHC

20

0.0

5

210 A
= = Aldl == - =
: © e

Websiaga 3.4

Reverse complement motif
Consensus sequence: GHVRGTAATTATDVVGY

2.0

o
£10 T
'in_'a-.-——_—-'.'l: == . ;__ B S —
5 10 :

0.0
15
WekiLags 3.4
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Dataset #: 5 Motif ID: 46 Motif name: TFW1

Original motif Reverse complement motif
Consensus sequence: GTCGCG Consensus sequence: CGCGAC
=_i =

_Ca(C -0GeG_

oo L ———— L= 0% =

R P = " e Ry o

Best Matches for Motif ID 46 (Highest to Lowest)

Motif ID: UP00065

Motif name: Zfp161_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position humber: 9

Number of overlap: 6

Similarity score: 0

Alignment:

GYCGCGCARBGCVB

GTCGCG——=————--

Original motif Reverse complement motif
Consensus sequence: GYCGCGCARBGCVB Consensus sequence: VVGCVMTGCGCGKC
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Welsloge 34

Motif ID: UP00060

Motif name: Max_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 6

Similarity score: 0.00875457
Alignment:

BBGHCACGCGACDD

—————— CGCGAC--

Original motif
Consensus sequence: BBGHCACGCGACDD

St ol CAgﬁ%:::ﬁQ ——

Webslogo 3.4

bits
5

0.01==

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB

2.0

1.0

bits

0.0

. _Tlgéc.én” Q:tE—:

Webitaga 3.4

Motif ID: UP00003
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WHSGCGCGCCHTDHB
-——-CGCGAC—-—-—---

Original motif

Consensus sequence: VHDADGGCGCGCSHW

e e W -—-—EC CCQE;’—‘:@
10 15

2.0

bits
5

E2F3_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

6

6

0.0102952

0.0 — ——

5

WetiLoga 34

Reverse complement motif
Consensus sequence: WHSGCGCGCCHTDHB

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00526
Foxnl_primary

Mus musculus
Reverse Complement
Original Motif
Backward

7

6
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Similarity score: 0.0119605

Alignment:
WHVBVVMACGCGCGTCDYHWDH

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

20

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

2AC QT v

Jgy == E AGTAVY T ACsS SsacXA
5 10 15 20
WablLogo 34

Motif ID: UP00527
Motif name: Foxn4_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 10

Number of overlap: 6

Similarity score: 0.014366
Alignment:

VDWDARRGACGCGGWHGGAKHV

——————— GTCGCG—————————

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV
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2.0

20

it
P

— = e T AN N = -

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DMMDGMGCGCGCGCHD
————————— CGCGAC-

Original motif

UP00065

Zfpl61_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

10

6

0.0143989

Consensus sequence: DDGCGCGCGCRCHYRD

2.0

Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD

2.0
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Motif ID: UP00001
E2F2_primary
Mus musculus
Reverse Complement

Motif name:
Species:
Matching format of first motif:
Matching format of second motif: Reverse Complement
Direction: Forward
5
6
0.0147239

Position number:
Number of overlap:
Similarity score:

Alignment:
HHVGCGCGCCKTDHB

—--—-CGCGAC-----

Original motif
Consensus sequence: VHDARGGCGCGCVHH

(.0

Reverse complement motif
Consensus sequence: HHVGCGCGCCKTDHB

2.0

LA UV
Motif ID: UP00002
Motif name: Sp4_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
7

Position number:
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Number of overlap:
Similarity score:

Alignment:
HHDGBCACGCCTWDB
-——-GTCGCG——————

Original motif

Consensus sequence: BDWAGGCGTGBCHHD

2.0

6
0.0222574

Reverse complement motif

Consensus sequence: HHDGBCACGCCTWDB

2.0

w w
H510 H =10
PAl C
gl A AR AP B i P-E., ol " = —n W=
: 5 10 15

a.0

—_—

o(Cr,..

5
Webilaga 34

WetsLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBCGTCGHBTAAWDB
-——-GTCGCG——————

Original motif

UP00049

Sp100_secondary
Mus musculus
Original Motif
Original Motif
Backward

7

6

0.0300795

Reverse complement motif
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Consensus sequence: BBCGTCGHBTAAWDB

2.0

—— T e = e— e ——

Consensus sequence: BDWTTAVDCGACGBYV

2.0

bits

0.0

IIIé_H_ ¥ -$C¢ _

15
Weblogo a4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHBHDTGGCGGGGBDHD
--—--GTCGCG———————

Original motif

UP00000

Smad3_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

5

6

0.0317992

Consensus sequence: DHHBCCCCGCCAHHBHB

20

iy

-
15

Websiaga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0
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Dataset #: 5 Motif ID: 47 Motif name: TFW2

Original motif
Consensus sequence: SCGCGCGG

=20
£
il C
o0 - —

Best Matches for Motif ID 47 (Highest to Lowest)

e —— i, ——
5

WelLaogo 3

Motif ID: UP00526

Motif name: Foxnl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position humber: 8

Number of overlap: 8

Similarity score: 0

Alignment:

HDWHMHGACGCGCGTRBVVBHW

——————— CCGCGCGS————---

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

Reverse complement motif
Consensus sequence: CCGCGCGS

=0
en
L0
—_— ——— - — L —— -
5

WeLago 3

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW
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2.0

bits

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVGCVMTGCGCGKC
————— CCGCGCGS-

Original motif

Consensus sequence: GYCGCGCARBGCVB

2.0

UP00065

Zfpl161_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

2

8

0.00228411

0.0 = —_— . _—

o
5

a

Webslogo 3.4

Reverse complement motif
Consensus sequence: VVGCVYMTGCGCGKC

2.0

- g . EIéCﬁcdﬁe%‘

-
0.0

——

Webitaga 3.4

Motif ID:

UP00003
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WHSGCGCGCCHTDHB
-CCGCGCGS——=——-

Original motif

Consensus sequence: VHDADGGCGCGCSHW

e e W -—-—EC CCQE;’—‘:@
10 15

2.0

bits
5

E2F3_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

8

0.00337853

0.0 — ——

5

WetiLoga 34

Reverse complement motif
Consensus sequence: WHSGCGCGCCHTDHB

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00001
E2F2_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

8
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0.00399923

Similarity score:
Alignment:
HHVGCGCGCCKTDHB
-CCGCGCGS—————~
Original motif Reverse complement motif
Consensus sequence: VHDARGGCGCGCVHH Consensus sequence: HHVGCGCGCCKTDHB
A__ C C c C CCT
- — - =2 W ¥ - -:_:=:-:-=fe-;1-5: == — -2 - .—.::C,_ . TEI__'_: P
UP00065
Zfpl161_primary

Mus musculus

Motif ID:
Motif name:
Species:
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
5
8
0.00484534

Position number:

Number of overlap:
Similarity score:
Alignment:
DDGCGCGCGCRCHYRD
-—-—-CCGCGCGS——---
Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD
Page 373 of 449
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2.0 20

Motif ID: UP00526

Motif name: Foxnl_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 7

Number of overlap: 8

Similarity score: 0.0149577

Alignment:

BDVBCDACGCKCGCGTBHRKHD

—————— CCGCGCGS——=————~

Original motif Reverse complement motif

Consensus sequence: DDRMHBACGCGYGCGTDGBBDB Consensus sequence: BDVBCDACGCKCGCGTBHRKHD
20 20
" “-*,,,Ag.ﬁ A';f:gégrﬁgél S = g = .~ AQ¢QAQA0=:I - T =

§ 19 18 2 WabLogad & g 10 8 = WebLogod4

Page 374 of 449


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=526

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVVDHHTGCGYGGGCGDHVHHTR

Original motif

UuP00400

Zif268

Mus musculus
Original Motif
Reverse Complement
Forward

6

8

0.0194485

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

20

A C A CA

= VT T

5 10

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

10

bits

=L "%lﬁg TA _gél -I:

0.0 =

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00022

Zfp740_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

6
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Number of overlap:
Similarity score:

Alignment:
DDDTWCCCCCCGGDRVH
————— CCGCGCGS——--

Original motif

8
0.0230299

Consensus sequence: DDDTWCCCCCCGGDRVH

2.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HVKDCCGGGGGGWADDD

2.0

=10

g e E%‘EQ?Q_- IVIVi¥Y oA .
: 5 15

10
WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HCCGCCCCCGCAHB
————— CCGCGCGS-

Original motif

UP00007

Egrl_primary

Mus musculus
Reverse Complement
Original Motif
Forward

6

8

0.0247841

Reverse complement motif
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Consensus sequence: HCCGCCCCCGCAHB

QQACCCQCTTT_

2.0

blts

0.0

Welilogo 3.4

Consensus sequence: VHTGCGGGGGCGGH

2.0

-‘_‘l@-g N B LA QAT

5 10

Webitoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHDTCCCACTCBDBV
—————— CCGCGCGS—--

Original motif

UP00007
Egrl_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

7

8

0.0249557

Consensus sequence: BBHBGAGTGGGAHHDB

2.0

>
—

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV

20

el

15
Weblogod.4
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Dataset #: 5 Motif ID: 48 Motif name: TFW3

Original motif
Consensus sequence: CGGCYBCGCG

2.0

0.0

Best Matches for Motif ID 48 (Highest to Lowest)

Motif ID: UuP00400

Motif name: Zif268

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position humber: 8

Number of overlap: 10

Similarity score: 0.0331859

Alignment:

VVVDHHTGCGYGGGCGDHVHHTB

—————— CGCGBMGCCG——==-—-—-

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

Reverse complement motif
Consensus sequence: CGCGBMGCCG

2.0

clcu_-\1C
.0 - = ar——

== o

5 10
Wabioga 3 4

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB
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2.0

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HCCGCCCCCGCAHB
--CGGCYBCGCG--

Original motif

UP00007
Egrl_primary
Mus musculus
Original Motif
Original Motif
Backward

3

10
0.0342114

Consensus sequence: HCCGCCCCCGCAHB

2.0

 otlllelc..

5

Webslogo 3.4

Reverse complement motif
Consensus sequence: VHTGCGGGGGCGGH

2.0

—"_-—_é_":—"kg Td___ “ Q%T

5 10

Webitaga 3.4

Motif ID:

UP00527
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBBVDDDRTRGCGTCBBYTHGA
——————————— CGGCYBCGCG-

Original motif

Foxn4_primary
Mus musculus
Original Motif
Original Motif
Forward

12

10

0.0356548

Consensus sequence: DBBVDDDRTRGCGTCBBYTHGA

2.0

240 T
A
RES=JEE S A

Reverse complement motif
Consensus sequence: TCDAMVBGACGCMAKDDDVBBD

20

it
P

0.0 ;:g _-_A{\:-':-_f_ Ll _ v QAET_—_f = —

——
20
WabiLogod4

. -~ =T - - y W = EI‘E&‘? e
5 10 20 e 5 10
Motif ID: UP00526
Motif name: Foxnl_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Reverse Complement
Reverse Complement
Forward

11

10
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Similarity score: 0.041792

Alignment:
HDWHMHGACGCGCGTRBVVBHW
—————————— CGCGBMGCCG—--

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

20

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

2AC QT v

Jgy == E AGTAVY T ACsS SsacXA
5 10 15 20
WablLogo 34

Motif ID: UP00065

Motif name: Zfpl161_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 10

Similarity score: 0.041904
Alignment:

DDGCGCGCGCRCHYRD

————— CGCGBMGCCG-

Original motif
Consensus sequence: DDGCGCGCGCRCHYRD

Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD
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20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVGCVMTGCGCGKC
CGGCYBCGCG——---

Original motif

Consensus sequence: GYCGCGCARBGCVB

UP00065

Zfp161_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

5

10

0.0419429

Webiioga 3.4

Reverse complement motif
Consensus sequence: VVGCVYMTGCGCGKC

2.0

- x g : ?I&Cﬁcaeg

0.0 S

Wabioga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDWAGGCGTGBCHHD
—-—-—-—-CGCGBMGCCG-

Original motif
Consensus sequence: BDWAGGCGTGBCHHD

2.0

L eAUCUTG €

0.0—= =

UP00002

Sp4_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

2

10

0.0475178

5

15
Webiloga 34

Reverse complement motif
Consensus sequence: HHDGBCACGCCTWDB

2.0

%j AAEQACéGCIIE

: 15
Weiloga 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00000
Smad3_secondary
Mus musculus
Original Motif
Original Motif
Backward

1
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Number of overlap: 10
Similarity score: 0.0490044

Alignment:
DHHBCCCCGCCAHHBHB
——————— CGGCYBCGCG

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

: = EQQCﬁCCé e~ — S

bits

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

Motif ID: UP00087

Motif name: Tcfap2c_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 10

Similarity score: 0.0499902
Alignment:

DTHSCCKSMGGSHHW

—-—-CGGCYBCGCG——--

Original motif

Reverse complement motif
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Consensus sequence: WHHSCCYSRGGSDAD

2.0

bits

Consensus sequence: DTHSCCKSMGGSHHW

2.0

bits
5

C
o T %C . g‘;iA =5 . . x> -C . T(:-_:AA = =
Motif ID: UP00005
Motif name: Tcfap2a_primary

Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DTMSCCKSMGGSHDW
-—-CGGCYBCGCG——--

Original motif

Mus musculus
Original Motif
Reverse Complement
Backward

4

10

0.0500462

Consensus sequence: WDHSCCYSRGGSRAD

20

bits

0.0

TGCGA CA— =

15
Webiloga 3.4

Reverse complement motif
Consensus sequence: DTMSCCKSMGGSHDW

20

bits

. CT‘E’_&A Co =
10
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Dataset #: 5 Motif ID: 49 Motif name: TFF1

Original motif
Consensus sequence: CGGVGCCGCVGC

2.0

bits
=

e e e e )

10

_UG_G0cGe g

0.0

Wehilogo 34

Best Matches for Motif ID 49 (Highest to Lowest)

Motif ID: UP00003
Motif name: E2F3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position humber: 5

Number of overlap: 12

Similarity score: 0.0423593
Alignment:

HBHWYGGCGCCAMDVEB

--—--CGGVGCCGCVGC-

Original motif
Consensus sequence: HBHWYGGCGCCAMDVBB

Reverse complement motif
Consensus sequence: GCVGCGGCBCCG

2.0

e cC:0C C0.

0.0

bits

Webilogo 3.4

Reverse complement motif
Consensus sequence: BBBDYTGGCGCCKWDBD

Page 386 of 449


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=003

2.0

0.0 = = — -

2.0

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HVBWYGGCGCCAADVBB
—-—-—--CGGVGCCGCVGC-

Original motif

UP00001
E2F2_secondary
Mus musculus
Original Motif
Original Motif
Forward

5

12

0.046515

Consensus sequence: HVBWYGGCGCCAADVBB

2.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BBBDTTGGCGCCKWVVD

2.0

e Ilemcc < Cgé\ﬁ :

0.0 —
WebiLags 3.4

Motif ID:

UP00088
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VBVGGGGSSCCCCHHV
GCVGCGGCBCCG———-

Original motif

Plagll_primary

Mus musculus
Reverse Complement
Original Motif
Forward

1

12

0.0472704

Consensus sequence: BHDGGGGSSCCCCBVV

2.0

bits

0.0—== = — —
5

1 _Gatealce.

15
WabiLogad 4

Reverse complement motif
Consensus sequence: VBVGGGGSSCCCCHHV

2.0

@ ( :
=10 C CQ
e - 5 T C_, | | e o
5 10 15

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00099
Ascl2_primary

Mus musculus
Reverse Complement
Original Motif
Forward

5

12

0.0476914
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Alignment:
BBYVVCAGCTGCBVHHD
-——-GCVGCGGCBCCG-

Original motif

Consensus sequence: BBYVVCAGCTGCBVHHD

2.0

0.0

w
=10 C
= _'—_gﬂﬂ- b A‘;AT 5 : o= ==
5 10 15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHDVVGCAGCTGVBKVB

2.0

n
=10
- ._q:: ——w
10 15

Pyl p i N

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBBBCCGCCCCWHHHV
GCVGCGGCBCCG———--

Original motif

uP00043

Bcl6b_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

5

12

0.0508178

Consensus sequence: HBBBCCGCCCCWHHHV

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH

Page 389 of 449


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=043

2.0 20
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£1.0 Cg 10
C__ Q - 1 c—r —— e W WO 0
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5 10

0.0 .
15 5
Weblogad 4 Wablogo 3.4

Motif ID: UP00033

Motif name: Zfp410_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Backward

Position number: 5

Number of overlap: 12

Similarity score: 0.0533422

Alignment:

BHHBHCCGCCCCDHHHH

-GCVGCGGCBCCG-—---

Original motif Reverse complement motif

Consensus sequence: BHHBHCCGCCCCDHHHH Consensus sequence: HHHHDGGGGCGGDBHDV
20 20

. _ CceGCCC

= e - - =X AR — =
5 10 15
Webilago 3.4 Wablagn 3.4

0.0

Motif ID: UP00539
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDBABCGBKRGYGGCGMSBHAK
———————— CGGVGCCGCVGC--

Original motif

Gli2_v016060_secondary
Mus musculus

Original Motif

Reverse Complement
Forward

9

12

0.0561199

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

(SN e — — el é.__‘g.;!_._ - AT&I‘FI - AA-:-—-A‘?E
1 - 5 10 20 i ae 5 — _m 15 G
Motif ID: UP00002
Motif name: Sp4_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Reverse Complement
Original Motif
Forward

2

12
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Similarity score: 0.0577556

Alignment:
BDHHMCGCCCCCTHVBB

-GCVGCGGCBCCG————

Original motif
Consensus sequence: BDHHMCGCCCCCTHVBB

20

Reverse complement motif
Consensus sequence: BVWWHAGGGGGCGRDHHB

20

Motif ID: UP00000

Motif name: Smad3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 6

Number of overlap: 12

Similarity score: 0.0577695
Alignment:

DHHBCCCCGCCAHHBHB

GCVGCGGCBCCG---—--

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD
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2.0 2.0

- CCC CC e HnnflJﬂc:qéﬁ L

. = 0.0

ool — — = .
5 10 15

Watiloga 3.4

Motif ID: UP00540
Motif name: Gli3_v015681_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 12

Similarity score: 0.0581164
Alignment:

DVTTVVCVYGGHGGYCHHDMYB

———————— CGGVGCCGCVGC--

Original motif Reverse complement motif

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH
20 2.0
HélT “A;lxﬂ IQ ~ D= - TAngAAI TAAL
5 10 15 20

WabLogad 4 WabiLogod4
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Dataset #: 5 Motif ID: 50 Motif name: TFF11

Original motif
Consensus sequence: GGMGGRGGCGGVGC

2.0

C C

—_——ea e B —

Webilogo 3.4

Best Matches for Motif ID 50 (Highest to Lowest)

Motif ID: UP00000

Motif name: Smad3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 1

Number of overlap: 14

Similarity score: 0.0294317
Alignment:

BHBHDTGGCGGGGBDHD

---GCVCCGCCcMCCYCC

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

Reverse complement motif
Consensus sequence: GCVCCGCCMCCYCC

0.t e.

Webiogo 34

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD
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2.0

bits
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Motif ID: UP00002
Motif name: Sp4_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 14

Similarity score: 0.0308559
Alignment:

BDHHMCGCCCCCTHVEB

-GCVCCGCCMCCYCC--

Original motif
Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

0.0
Webiiaga 3.4

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB

2.0

bits

"_“'AQ-T.--._ = T..—--.. o

0.0 =
WebiLags 3.4

Motif ID: UP00033
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHBHCCGCCCCDHHHH
--GCVCCGCCMCCYCC-

Original motif

Zfp410_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

3

14

0.0379479

Consensus sequence: BHHBHCCGCCCCDHHHH

2.0

0.0

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

2.0

15
Wabiogs 3.4

= “‘?EEIQ% .
10

=)
)
|
|
ul-l]l

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00043
Bcl6b_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

2

14
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Similarity score: 0.0383359

Alignment:
HBBBCCGCCCCWHHHV
—-GCVCCGCCMCCYCC-

Original motif
Consensus sequence: HBBBCCGCCCCWHHHV

20

15
Weblogad 4

0.0

Reverse complement motif

Consensus sequence: BHHHWGGGGCGGBBVH

2.0

Motif ID: UP00021

Motif name: Zfp281_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2

Number of overlap: 14

Similarity score: 0.0388307
Alignment:

GKRGGGGGGGGGGBD

GGMGGRGGCGGVGC-

Original motif
Consensus sequence: DBCCCCCCCCCCMYC

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD
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0.0 —

(00.s

WetiLoga 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
--GCVCCGCCMCCYCC—=—————

Original motif

UP00539
Gli2_v016060_secondary
Mus musculus

Reverse Complement
Original Motif

Forward

3

14

0.039083

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

. c;%cggécggﬂgﬁuTn_
— = N 15 R

5

WabLogad 4

Reverse complement motif

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

2.0

C T

. éc‘l g;s._-_ AT Tare_~Ac
5 10 15 20

WebiLogo 3.4

Motif ID:

UP00022
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHDYGGGGGGGGBVD
—-—-GCVCCGCCMCCYCC

Original motif

Zfp740_primary

Mus musculus
Reverse Complement
Original Motif
Backward

1

14

0.0439675

Consensus sequence: HVYBCCCCCCCCMHHHB

2.0

=

ol

15
WabiLogad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

2.0

=1.0

oA . - = —

10 15
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00540
Gli3_v016060_secondary
Mus musculus

Reverse Complement
Original Motif

Backward

5

14

0.0542214
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Alignment:
VYWVVHCRCCACMCACGAHSBHH
————— GCVCCGCCMCCYCC———-

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

—

E:Ezg QQQQQGEQAQ*Q*C

15 20
WebiLogo 34

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

bits

e ‘EQ?IQ?CIT‘FI«L- X
5 10

0.0

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 14

Similarity score: 0.0549119

Alignment:

BDDHVDKGCCACCCVCGCTDBVH

--GCVCCGCCMCCYCC-———=—~

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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Webblaga 3.4
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Motif ID: UP00400

Motif name: 2if268

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BADHBDHCGCCCMCGCAHHDBBV
-—--GCVCCGCCMCCYCC——————

Original motif

Reverse Complement
Original Motif
Backward

7

14

0.0551379

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

it
=

=X X VVTCV=

A _C A A

iy

5 10

WesLago 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

bits

LU

WebbLaga 34

Dataset #: 5

Motif ID: 51

Motif name: TFM2
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Original motif
Consensus sequence: RGRGGAGRRGGHGGDG

5 10 15
Weblagad 4

Best Matches for Motif ID 51 (Highest to Lowest)

Motif ID: UP00033

Motif name: Zfp410_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 2

Number of overlap: 16

Similarity score: 0.0508679
Alignment:

BHHBHCCGCCCCDHHHH

CHCCBCCKMCTCCKCM-

Original motif
Consensus sequence: BHHBHCCGCCCCDHHHH

Reverse complement motif
Consensus sequence: CHCCBCCKMCTCCKCM

20

e CMIgeIClrce

0.0 .

15
Weblogod 4

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV
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Motif ID: UP00007
Motif name: Egrl_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 16
Similarity score: 0.0564739
Alignment:
BBHBGAGTGGGAHHDB
RGRGGAGRRGGHGGDG

Original motif
Consensus sequence: BBHBGAGTGGGAHHDB

2.0

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV

2.0

+xclealc

bits

ognas

0o = =S AE Y- L S =
10 Ao canii
Motif ID: UP00400
Motif name: 2if268
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Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BADHBDHCGCCCMCGCAHHDBBV
—-——-CHCCBCCKMCTCCKCM-—--

Original motif

Mus musculus
Reverse Complement
Original Motif
Backward

4

16

0.0588056

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

bits

== o _“_‘“IAQ TA _gé- - I__-

s =T =WV P e = ol =2 =
5 10 15 i

Motif ID: UP00539

Motif name: Gli2_v016060_secondary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Reverse Complement
Original Motif
Forward

4

16

0.0589361
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Alignment:
RTHBSYCGCCMCMYVCGBTVDH
—-——CHCCBCCKMCTCCKCM---

Original motif

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHDYGGGGGGGGBVD
RGRGGAGRRGGHGGDG

Original motif

UuP00022

Zfp740_primary

Mus musculus
Original Motif
Reverse Complement
Forward

1

16

0.0599837

Consensus sequence: HVBCCCCCCCCMHHHB

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD
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20

e 0.0

15
Weblogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHHBCCCCGCCAHHBHB
—CHCCBCCKMCTCCKCM

Original motif

Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

UP00000

Smad3_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

2

16

0.06023

Reverse complement motif

2.0

Consensus sequence: BHBHDTGGCGGGGBDHD

5

15

Webiiaga 3.4

Motif ID:

UP00539
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVMHHDHKGACCCTCCTSVCBH
CHCCBCCKMCTCCKCM—-—=———-

Original motif

Gli2_v015681_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

16

0.060636

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

0
A (1
== TATQ_“TAQQI <
10 15

WabiLogod4

00 = ===F T n P EF.:‘_—_' pol=Sts et — =
2 19 WabiLagod 4 3
Motif ID: UP00538
Motif name: Glil_v015681_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Reverse Complement
Original Motif
Backward

1

16

0.0621813
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Alignment:
DVVTTVGTGGGHGGYAMHWHHHY
——————— CHCCBCCKMCTCCKCM

Original motif

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

>

A, .

WebiLogo 34

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVDVGGGHGGGGDBHB
RGRGGAGRRGGHGGDG

Original motif

Consensus sequence: BHVDCCCCDCCCBDBH

UP00099
Ascl2_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

1

16

0.0624626

Reverse complement motif
Consensus sequence: HVDVGGGHGGGGDBHB
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Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5
Number of overlap: 16
Similarity score: 0.0627639
Alignment:
HHBSHTCGTGRGTGGKGDBVWMV
-—-—-—-RGRGGAGRRGGHGGDG-~--
Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

2.0 20

- Ix QgggégggAg*éé?

it:
P

— A‘ES_:‘:‘?IQ'ECIT“FI&,.‘EQ K - -

5 10 15 20
WesLago 34 WebbLaga 34

== 0.0

15

Dataset #: 5 Motif ID: 52 Motif name: TFM1
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Original motif Reverse complement motif
Consensus sequence: WTKTTTTTHWTTTTTTBT Consensus sequence: ABAAAAAAWHAAAAARAW

gﬁgITIlTII JldIe 1 o athabhe ééAAééA%

0. =
5 10
WebLaga 3.4 WatrLoga 3.4

Best Matches for Motif ID 52 (Highest to Lowest)

Motif ID: UP00034

Motif name: Sox7_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 5

Number of overlap: 18

Similarity score: 0.0406097

Alignment:

HHBDHDDAACAATDRHHHHHBW

--——ABAAAAAAWHAAAAARAW

Original motif Reverse complement motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW Consensus sequence: WBHHHHHMDATTGTTHDHDVHH
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Motif ID: UP00032
Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2
Number of overlap: 18
Similarity score: 0.0549239
Alignment:
HBHDVHDTCTTATCTHTDDHDV
———WTKTTTTTHWTTTTTTBT -

Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

1.0
Y= '_—::“:6 - 108 K QA‘_“ . S

5 10 15 20

bits

WebLogad 4

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

o= LN —
20

it
=

Weblogod4

Motif ID: UP00034
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VVYDDDCHCAVACAATTDBVAC
-—--ABAAAAAAWHAAAAARAW-

Original motif

Sox7_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

18

0.0554316

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

1.0

bits

00 ZI ?IéAlI%—I—' = =
T s 15

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

£10

bits

= S Cf:&gAAslIAE 3 ,QQ

WabiLogod4

X g of o
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Motif ID: UP00528
Motif name: Foxm1_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Original Motif
Forward

2

18
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Similarity score:
Alignment:

MWSMBAARRATGCDCABHATGD
—-ABAAAAAAWHAAAAARAW---

Original motif

0.0582891

Consensus sequence: MWSMBAARRATGCDCABHATGD

20

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

[ AT
00 cé?g : AA.‘% e ".:“QA__— — 2;9 00 (-:AI - llf":‘: = Q = I-C_c'l;ll :.-__QIII
Motif ID: UP00032
Motif name: Gata3_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HBHDVBWGATHBTATCRVBHHH
-—-ABAAAAAAWHAAAAARAW--

Original motif

Reverse Complement
Original Motif
Backward

3

18

0.0594078

Consensus sequence: HBHDVBWGATHBTATCRVBHHH

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH
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2.0 20

Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 5
Number of overlap: 18
Similarity score: 0.0717094
Alignment:
HHBSHTCGTGRGTGGKGDBVWMV
-WTKTTTTTHWTTTTTTBT ———-
Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
20 20
L X CAQCACCCAC Y - AE‘:AIQ:-C‘.‘I-TT?I.._,_ x LA 28

0.0 e — =
5 5 15 20
WebiLog 34 Weblagn 3.4

0.0 _— —

Page 414 of 449


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=540

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
TCDAMVBGACGCMAKDDDVBBD
-ABAAAAAAWHAAAAARAW-—-

Original motif

UP00527

Foxn4_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

18

0.0722891

Consensus sequence: DBBVDDDRTRGCGTCBBYTHGA

20

£10 T
A
’ = A

Reverse complement motif
Consensus sequence: TCDAMVBGACGCMAKDDDVBBD

20

it
P

SEEan _VWIVY $A£ :
15 20

e —— ==
Wl

e SLAVVVIY. XX Ga -
Motif ID: UP00050
Motif name: Bhlhb2_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Original Motif
Reverse Complement
Backward

4

Page 415 of 449


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=527
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=050

Number of overlap:
Similarity score:

Alignment:
DDHBHBSTCACGTGAHBBDHHM
-WIKTTTTTHWTTTTTTBT -~

Original motif

18
0.0734635

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

i A

0.0 = = =i e S & G-—* - ==
15
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B

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

-VBDDAAAAAAAAMVBHH
WTKTTTTTHWTTTTTTBT -

Original motif

UP00077

Srf_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

2

17

0.531811

Consensus sequence: VBDDAAAAAAAAMVBHH

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV
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Websiags 3.4

2.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:

UP00090
EIf3_secondary
Mus musculus
Reverse Complement

Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 17

Similarity score: 0.538813
Alignment:

DDHBTTTTTTTTHDAVH-

ABAAAAAAWHAAAAARAW

Original motif
Consensus sequence: DBTHHAAAAAAAAVHDH

2.0

x. AALARRA,

e == e

Webriogo 3.4

Reverse complement motif
Consensus sequence: DDHBTTTTTTTTHDAVH

2.0

1.0

bits

B e :::I III;F[I Y - -

0.0

Webloga 3.4

Dataset #: 5 Motif ID: 53

Motif name:

TFM3
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Original motif Reverse complement motif
Consensus sequence: WWHTTTTTCABAAWTTWA Consensus sequence: TWAAWTTVTGAAAAAHWW

2.0+ 2.0

gf ThTTTTTQA AA ITTA RLL AA TT Teééééﬁéé

0.0

Wiats o34 19 15 Wty o34
Best Matches for Motif ID 53 (Highest to Lowest)
Motif ID: UP00034
Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1
Number of overlap: 18
Similarity score: 0.0560226
Alignment:
VVYDDDCHCAVACAATTDRBVAC
WWHTTTTTCABAAWTTWA—-——-—
Original motif Reverse complement motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB Consensus sequence: VVYDDDCHCAVACAATTDBVAC
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Motif ID: UP00032

Motif name: Gata3_primary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDHDDADAGATAAGADHBDHVD
———-WWHTTTTTCABAAWTTWA-

Original motif

Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

bits

1.0
Y= '_—::“:6 - It K QA‘_“ e

Original Motif
Original Motif
Backward

2

18

0.065044

Reverse complement motif

20

it
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Consensus sequence: HBHDVHDTCTTATCTHTDDHDV
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Motif ID:

UP00032
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBHDVBWGATHBTATCRVBHHH
-——-WWHTTTTTCABAAWTTWA

Original motif

Gata3_secondary
Mus musculus
Original Motif
Original Motif
Backward

1

18

0.0697095

Consensus sequence: HBHDVBWGATHBTATCRVBHHH

2.0

% : AT ATC
= I% e _-_-:-];:?::':‘9 o
5 10 -:';-

[EE1]

WabLogad 4

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH

20

"
N AI ATC
—
ol e WmB S R yX.
10 15

5

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00034
Sox7_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

18

0.071426
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Alignment:
WBHHHHHMDATTGTTHDHDVHH
TWAAWTTVTGAAAAAHWW-———

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

WablLogo 34

e AL e g - A ol . _FX | 1V le=x .
! . bt - o - - -

Motif ID: UP00528

Motif name: Foxm1_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 3

Number of overlap: 18

Similarity score: 0.0731314

Alignment:

DCATDBTGHGCATKMTTBRSWR

——WWHTTTTTCABAAWTTWA—--—

Original motif
Consensus sequence: MWSMBAARRATGCDCABHATGD

Reverse complement motif

Consensus sequence: DCATDBTGHGCATKMTTBRSWR
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2.0

20

Weblogo 34
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Motif ID: UP00538
Motif name: Glil_v015681_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4
Number of overlap: 18
Similarity score: 0.0755032
Alignment:
MHHHWHYTMCCHCCCACVAABVH
—-—WWHTTTTTCABAAWTTWA—-—-

Original motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

15

WesLago 34

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

0.0-= e e e B AR e = ==

Motif ID: UP00540
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VYWVVHCRCCACMCACGAHSBHH
-WWHTTTTTCABAAWTTWA-——-

Original motif

Gli3_v016060_secondary
Mus musculus

Original Motif

Original Motif

Backward

5

18

0.078731

Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

Reverse complement motif

Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

bits

00

= o ‘EE‘?‘Igfch’FI&

5 10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UuP00098

Rfx3_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

2

18
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Similarity score: 0.0794414

Alignment:

VCTBHBVCTTGGWTACVVVVVDB

————TWAAWTTVTGAAAAAHWW-

Original motif Reverse complement motif

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB
0.0 c:l=_ == C:-!-__-IA—.A et '!—'?_——Ih_ — e = —— =% o __AT__ T s ‘?5—.._: Fa _‘=A—-_A_=_L

Motif ID: UP00538

Motif name: Glil_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 5

Number of overlap: 18

Similarity score: 0.0796126

Alignment:

BDDHVDKGCCACCCVCGCTDBVH

-WWHTTTTTCABAAWTTWA—-———

Original motif Reverse complement motif

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

Page 424 of 449


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538

2.0
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8 2 WebiLog) 34 ? Weblagn 3.4
Motif ID: UP00540
Motif name: Gli3_v015681_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2
Number of overlap: 18
Similarity score: 0.0797884
Alignment:
DVTTVVCVYGGHGGYCHHDMYB
—-——TWAAWTTVTGAAAAAHWW-

Original motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

bits

:nﬁllﬁ e PV WWIC

5

WabLogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

2.0

frac == e A

5 10 15 20
WebiLogo 3.4
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Dataset #: 5 Motif ID: 54 Motif name: TFM12

Original motif
Consensus sequence: CYYCBBCYYYTCCHCCTYYY

20

=10

EQQ?QE%QEGQ?EQIQQQ

Weblag 34

0.0

Best Matches for Motif ID 54 (Highest to Lowest)

Motif ID: UP00539

Motif name: Gli2_v016060_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 20

Similarity score: 0.0528574

Alignment:

HDBABCGBKRGYGGCGMSBHAK
—-—-KKKAGGDGGAKKMGBBGKMG

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

Reverse complement motif
Consensus sequence: KKKAGGDGGAKKMGBBGKMG

2.0

A A
ArAéAEoAAééA SAS =AY
10

15 20
Weblog 3.4

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

Page 426 of 449


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=539

2.0

20

bits
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Weblogo 34

Motif ID: UP00540

Motif name: Gli3_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 1

Number of overlap: 20

Similarity score: 0.0585594

Alignment:

VYWVVHCRCCACMCACGAHSBHH
CYYCBBCYYYTCCHCCTYYY---

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

EE QAQQéQggAckgé?

e it

WesLago 34

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

it:
P

T
xﬁﬁgengCIT?I¢Ace . G
5 10 15 20

0.0

Motif ID: UP00538
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVBDAGCGBGGGTGGCRDBDDDB
—-KKKAGGDGGAKKMGBBGKMG--

Original motif

Glil_v016060_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

3

20

0.0625384

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

w
b T
N —

gy B — e s T

g

5 10

WebiLog 34

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

S e

—

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00528
Foxm1_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

1

20
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Similarity score:

Alignment:
DCATDBTGHGCATKMTTBRSWR
- -KKKAGGDGGAKKMGBBGKMG

Original motif

0.0639685

Consensus sequence: MWSMBAARRATGCDCABHATGD

20

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

[ AT
RS AA DLYVSGA ATG 1 ecar I1Se C C—‘;-‘I"l.,_’ wo X
Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVMHHDHKGACCCTCCTSVCBH
CYYCBBCYYYTCCHCCTYYY--

Original motif

Original Motif
Reverse Complement
Backward

3

20

0.0648037

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH
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Motif ID: UP00527
Motif name: Foxn4_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1
Number of overlap: 20
Similarity score: 0.0649332
Alignment:
VHYTCCDWCCGCGTCMMTHWHV
CYYCBBCYYYTCCHCCTYYY—--

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

==X A  STIIWITVZESR oy

-
5 10 15 20
WabLogad 4

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

2.0

it
P

_nggﬂzﬁg VWiVe x ax

15 20
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

GTVBDAATTGTVTGHGDDHKVB
——-KKKAGGDGGAKKMGBBGKMG

Original motif

UP00034

Sox7_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

1

20

0.0652647

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

20

1.0

bits

- 2.8 ?fééll%lml_

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

=140

bits

20
Weblogo34

Pt 15 ?2!1;_ o 5
Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Reverse Complement
Forward

3
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Number of overlap: 20
Similarity score: 0.0703354

Alignment:
VVVDHHTGCGYGGGCGDHVHHTB
-—-KKKAGGDGGAKKMGBBGKMG-

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

A C Qé CA

= v ST K P e
5 10 15 20

WesLago 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

= _“_‘IAQ TA _gé- _ I -

Motif ID: UP00540

Motif name: Gli3_v016060_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 1

Number of overlap: 20

Similarity score: 0.0706876

Alignment:

CVHBSCGGGTGGTCMHVHHCDH

KKKAGGDGGAKKMGBBGKMG--

Original motif
Consensus sequence: HDGHHBHRGACCACCCGSVDVG

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH
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2.0

20

0 == 06 A B Ar=— = =T = = oo l= P, =i . = ¥ A - =
5 10 15 20 G s 5 10 15
Motif ID: UP00098
Motif name: Rfx3_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDBBVBVGTAWCCAAGVBHBAGB
-—-KKKAGGDGGAKKMGBBGKMG-

Original motif

Reverse Complement
Reverse Complement
Backward

2

20

0.0710664

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

210

GI'ST CIIA“ITH'E .

WesLago 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

Dataset #: 5 Motif ID: 55

Motif name: TFM13
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Original motif
Consensus sequence: ATKAAWTTTTRMAABAHHTW

"ALAMT| cTaafA A A

C: e CCC— .

Wmmwﬂd

Best Matches for Motif ID 55 (Highest to Lowest)

Motif ID: UP00034

Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 20

Similarity score: 0.0556257

Alignment:

VVYDDDCHCAVACAATTDBVAC
-WAHHTVTTYKAAAAWTTRAT -

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

Reverse complement motif
Consensus sequence: WAHHTVTTYKAAAAWTTRAT

T T TTreblATTLetr

TS TAAA

Wmnwﬁa

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC
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20

Motif ID: UP00032

Motif name: Gata3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 20

Similarity score: 0.0642682

Alignment:

HHHBBMGATAVHATCWVVDHVH
-ATKAAWTTTTRMAABAHHTW-

Original motif
Consensus sequence: HBHDVBWGATHBTATCRVBHHH

2.0

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH

20
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I B =L .._..?%I_’“r__
10 15

5
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Motif ID: UP00034
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Motif name: Sox7_primary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 20

Similarity score: 0.064945

Alignment:

WBHHHHHMDATTGTTHDHDVHH

——WAHHTVTTYKAAAAWTTRAT

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

= _.__-:_._,_.:e,}_A o =3 A " L *9% 1V NN .
% 19 8 & WabLogad 4 : 10 8 WebLagod4
Motif ID: UP00032
Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3
Number of overlap: 20
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Similarity score:

Alignment:
HBHDVHDTCTTATCTHTDDHDV
ATKAAWTTTTRMAABAHHTW-—-

Original motif

0.0651681

Consensus sequence: BDHDDADAGATAAGADHBDHVD

20

)
E10
o :_-?:._—;:ﬂ:e_-_A_ s —.—._.QA‘}—';— e

5 10

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

: 10! [RIV] +

pol=m = - S g% 8 A

5 10 ) 15 20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BDBBVBVGTAWCCAAGVBHBAGB
-ATKAAWTTTTRMAABAHHTW--

Original motif

UP00098
Rfx3_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

3

20

0.0670788

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB
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Weblagn 3.4
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Motif ID: UP00098
Motif name: Rfx3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3
Number of overlap: 20
Similarity score: 0.070823
Alignment:

HDTBHHCCHTAGCAACVVDHHHH
—~ATKAAWTTTTRMAABAHHTW--

Original motif
Consensus sequence: HDTBHHCCHTAGCAACVVDHHHH

20
- - e, <, TA -
5 10 15

it
P

0.0

WebiLog 34

Reverse complement motif
Consensus sequence: HHHHDVVGTTGCTAHGGDHBAHH

20

1.0 ‘
o F-N

== —n T == =

5 10 15 20

bits

Weblagn 3.4

Motif ID: UP00528
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

Foxm1_primary

Mus musculus
Reverse Complement
Reverse Complement

Direction: Forward

Position number: 1

Number of overlap: 20

Similarity score: 0.0734735

Alignment:

VHVRCAYGATGCATCDTVVADTH

WAHHTVTTYKAAAAWTTRAT-—-

Original motif Reverse complement motif

Consensus sequence: HADTBVADGATGCATCMTGMVHB Consensus sequence: VHVRCAYGATGCATCDTVVADTH

2.0

A acalWATE.T

20

bit
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A=
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e tEAIAA,T l-crél é'-‘l -
5 10 15

£
15
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WebiLogo 34 Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00538
Glil_v015681_secondary
Mus musculus

Original Motif

Original Motif

Backward

4

20

0.0743251
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Alignment:
MHHHWHYTMCCHCCCACVAABVH
ATKAAWTTTTRMAABAHHTW---

Original motif

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

=K ___=—

a ITIIé_ - GAQ A—AI =

WebiLogo 34

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

Motif ID: UP00528

Motif name: Foxm1_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward

Position number: 4

Number of overlap: 19

Similarity score: 0.567157
Alignment:

MWSMBAARRATGCDCABHATGD-
—-——-ATKAAWTTTTRMAABAHHTW

Original motif
Consensus sequence: MWSMBAARRATGCDCABHATGD

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR
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Motif ID: UP00121
Motif name: Hoxd10
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2
Number of overlap: 17
Similarity score: 1.54045
Alignment:
—-——HDDDATTTTATTKVRDB
WAHHTVTTYKAAAAWTTRAT -

Original motif
Consensus sequence: VDKVYAATAAAATDDDH

2.0

et %&AIAAAAI

bits

e s T e

15

Webriogo 3.4

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB

2.0

@,}_?IHIAIT_A ?-_1—:_-'

0.0 = e

Webloga 3.4

Dataset #: 5 Motif ID: 56 Motif name: TFM11
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Original motif
Consensus sequence: HDWVAAAHAAAAAMAAAMWWWHBWA

240

Best Matches for Motif ID 56 (Highest to Lowest)

Motif ID: UP00098
Motif name: Rfx3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 23

Similarity score: 0.0760601
Alignment:

—-—-HDTBHHCCHTAGCAACVVDHHHH
HDWVAAAHAAAAAMAAAMWWWHBWA -

Original motif
Consensus sequence: HDTBHHCCHTAGCAACVVDHHHH

2.0
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20

WebiLog 34

Reverse complement motif
Consensus sequence: TWVHWWWYTTTYTTTTTHTTTVWE

20

0
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cl ,...ziIIT T T TI T X

25
WebLogad 4

Reverse complement motif
Consensus sequence: HHHHDVVGTTGCTAHGGDHBAHH

20

e ——— —_— - — e

Weblagn 3.4
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Motif ID: UP00540

Motif name: Gli3_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 3

Number of overlap: 23

Similarity score: 0.0803516

Alignment:

—-—-VYWVVHCRCCACMCACGAHSBHH
HDWVAAAHAAAAAMAAAMWWWHBWA-—

Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

2.0 20

Ef T, QQQQQGEQAQ*Q*G

bits
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Motif ID: UP00528
Motif name: Foxm1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2
Number of overlap: 23
Similarity score: 0.0808735
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Alignment:
HADTBVADGATGCATCMTGMVHB--
-HDWVAAAHAAAAAMAAAMWWWHBWA

Original motif

Consensus sequence: HADTBVADGATGCATCMTGMVHB

2.0

D A . f_\AAA Tgél-

Reverse complement motif
Consensus sequence: VHVRCAYGATGCATCDTVVADTH

20

w tEAIAA,T | J l—crél énl .

bits

Webloga 3.4
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Motif ID: UP00538
Motif name: Glil_v015681_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3
Number of overlap: 23
Similarity score: 0.0812213

Alignment:
—--MHHHWHYTMCCHCCCACVAABVH
HDWVAAAHAAAAAMAAAMWWWHBWA--

Original motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

Reverse complement motif
Consensus sequence: DVWTTVGTGGGHGGYAMHWHHHY
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2.0

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BDBBVBVGTAWCCAAGVBHBAGB--
HDWVAAAHAAAAAMAAAMWWWHBWA

Original motif

UP00098
Rfx3_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

1

23

0.0813067

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

ol EE CTTAUIT_Q

o — e

5

20
WesLago 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

Motif ID:

UP00538
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Motif name: Glil_v016060_secondary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 2

Number of overlap: 23

Similarity score: 0.0869107

Alignment:

BDDHVDKGCCACCCVCGCTDBVH-—
—TWVHWWWYTTTYTTTTTHTTTVWBH

Original motif Reverse complement motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

2.0

WebiLogo 34 Webloga 3.4

Motif ID: UP00539

Motif name: Gli2_v016060_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 2

Number of overlap: 23

Similarity score: 0.0877809

Alignment:
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DBCDWHCTGGGTGGTCMDHBBAH--
—TWVHWWWYTTTYTTTTTHTTTVWBH

Original motif

Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

2.0

U UAVAWA,

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBALF

20

1 £ TUNTWTLe

bits

L e D=
20

Webloga 3.4
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5 10 15 20 o 5 10 15
Motif ID: UP00050
Motif name: Bhlhb2_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
—-—-ACHRBHDTCCACGTGYAHHBMHM
TWVHWWWYTTTYTTTTTHTTTVWBH

Original motif

Reverse Complement
Reverse Complement
Backward

1

23

0.0879037

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM
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5 10 15 20 St 5 10 15 20
Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2
Number of overlap: 23
Similarity score: 0.0891795

Alignment:
BADHBDHCGCCCMCGCAHHDBBV-—
-HDWVAAAHAAAAAMAAAMWWWHBWA

Original motif

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBV

20

A CoVWVAYLLA

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

bits

=== . —

~ __%':I_\Q A .-g%
5 10 15

Webhlogo 3.4
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5 10 15 20 Vi
Motif ID: UP00538
Motif name: Glil_v015681_primary
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Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBBDVVRGACCACCCAVGABBAB--
HDWVAAAHAAAAAMAAAMWWWHBWA

Original motif

Mus musculus
Original Motif
Original Motif
Forward

1

23
0.0895093

Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

R

0.0 === === = W W ==

A«:

e

5 10 15

WesLaga 34

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

w
=10

o e TUWTWIVe

=== =

20

Webblaga 3.4

Results created by MOTIFSIM on 11-20-2016 22:10:51

Runtime: 822.546 seconds

MOTIFSIM is written by Ngoc Tam L. Tran

Motif logo generated by weblogo
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