MOTIFSIM - MOTIF SIMilarity Detection Tool

Version 2.2

INPUT

Input Parameters

Number of files: 5

Number of top significant motifs: 10

Number of best matches: 10

Similarity cutoff >= 0.75

Matching motif database: UniProbe Mus Musculus
Motif tree: Yes

Combined similar motifs: Yes

Output file type: All

Output file format: All

Input files and motif counts

File name Count of motifs Dataset number
MEME_DMO5.txt 46 1
MEME-ChIP_DMO05.txt 4 2
PScanChIP_DMO05.txt 16 3
RSAT_peak-motifs_DMO05.txt 17 4
W-ChIPMotifs_DMO05.txt 11 5
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RESULTS

Best Matches in Database for Each Motif (Highest to Lowest)

Dataset #: 1 Motif ID: 1 Motif name: Motif 1

Original motif
Consensus sequence: CYTSCCTCTGC

Wehiiogo 34

Best Matches for Motif ID 1 (Highest to Lowest)

Motif ID: UP00043
Motif name: Bcl6b_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 11

Similarity score: 0.0313012
Alignment:

HBBBCCGCCCCWHHHV

-—--CYTSCCTCTGC--

Reverse complement motif
Consensus sequence: GCAGAGGSAKG
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=043

Original motif
Consensus sequence: HBBBCCGCCCCWHHHV
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Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH
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Motif ID: UP00033
Motif name: Zfp410_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 11

Similarity score: 0.0317134
Alignment:

BHHBHCCGCCCCDHHHH

-—-——-CYTSCCTCTGC--

Original motif
Consensus sequence: BHHBHCCGCCCCDHHHH

2.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=033

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
CYDBYWTCCSMHBVVH
-——-CYTSCCTCTGC-

Original motif

UP00013

Gabpa_secondary
Mus musculus
Original Motif
Original Motif
Forward

5

11

0.0322746

Consensus sequence: CYDBYWTCCSMHBVVH
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Reverse complement motif
Consensus sequence: DBVVDRSGGAWKVHKG
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00010
Tcfap2b_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

Page 4 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=013
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=010

Position number:
Number of overlap:
Similarity score:
Alignment:
HHKGCCYSRGGCWAD
CYTSCCTCTGC——--

Original motif

Consensus sequence: DTWGCCKSMGGCRHH
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Reverse complement motif
Consensus sequence: HHKGCCYSRGGCWAD
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHDVVGCAGCTGVBKVB
————— GCAGAGGSAKG-

UP00099
Ascl2_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

11

0.0343277
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=099

Original motif

Consensus sequence: BBYVVCAGCTGCBVHHD
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Reverse complement motif
Consensus sequence: HHDVVGCAGCTGVBKVB
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDDHTGGGTGGGHAHHD
—————— CYTSCCTCTGC

Original motif

UP00096

Sox13_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

1

11

0.0359879

Consensus sequence: DDDHTGGGTGGGHAHHD

20

Reverse complement motif
Consensus sequence: DHHTHCCCACCCAHDDH

20
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=096

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDACTTCCBCWTDV
-——-CYTSCCTCTGC

Original motif

Consensus sequence: BDAWGVGGAAGTDH

2.0

0.0

UP00085
Sfpil_primary

Mus musculus
Original Motif
Reverse Complement
Backward

1

11

0.036078
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Reverse complement motif
Consensus sequence: HDACTTCCBCWTDV
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bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00031
Zbtb3_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

4
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=085
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=031

Number of overlap: 11
Similarity score: 0.0369028

Alignment:
DDHHTBCCAGTGABHG
-—-CYTSCCTCTGC—---

Original motif
Consensus sequence: CHVTCACTGGBADHDD
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Reverse complement motif
Consensus sequence: DDHHTBCCAGTGABHG
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Motif ID: UP00052
Motif name: Osr2_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward
Position number: 5

Number of overlap: 11
Similarity score: 0.0370849
Alignment:

VDWRKAKGTAGCHHDT

-GCAGAGGSAKG——---

Original motif

Reverse complement motif
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=052

Consensus sequence: AHHHGCTACYTRMWHV
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Consensus sequence: VDWRKAKGTAGCHHDT
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
——————— CYTSCCTCTGC—-—---

Original motif

UP00539

Gli2_v016060_secondary
Mus musculus

Original Motif

Original Motif

Forward

8

11

0.0381821

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Reverse complement motif

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=539

Dataset #: 1 Motif ID: 2 Motif name: Motif 2

Original motif
Consensus sequence: ACACACACACACAC

CTCACACACACAC

Webilogo 3.4

blts

Best Matches for Motif ID 2 (Highest to Lowest)

Motif ID: UP00042

Motif name: Gm397_second
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.0391499

Alignment:

HBGYGTGTGTGCVRVD

GTGTGTGTGTGTGT—-

Original motif
Consensus sequence: DVMVGCACACACKCVH

Reverse complement motif
Consensus sequence: GTGTGTGTGTGTGT

2.0
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Webiogo 34

Reverse complement motif
Consensus sequence: HBGYGTGTGTGCVRVD
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=042
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Motif ID: UP00538

Motif name: Glil_v015681_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 10

Number of overlap: 14

Similarity score: 0.043857

Alignment:

MHHHWHYTMCCHCCCACVAABVH

————————— ACACACACACACAC

Original motif Reverse complement motif

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY
2.0 20
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Motif ID: UP00026
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=026

Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHHTTGTGTGCKHVD
GTGTGTGTGTGTGT--

Original motif

Zscan4_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

3

14

0.0468808

Consensus sequence: HVHRGCACACAAHHHV
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Reverse complement motif
Consensus sequence: BHHHTTGTGTGCKHVD

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00400
Zif268

Mus musculus
Original Motif
Original Motif
Forward

7

14
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=400

Similarity score: 0.0479337

Alignment:
BADHBDHCGCCCMCGCAHHDBRBV
—————— ACACACACACACAC---

Original motif

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

20
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Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB
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Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 9
Number of overlap: 14
Similarity score: 0.0485959
Alignment:
HVBDAGCGBGGGTGGCRDBDDDB
-GTGTGTGTGTGTGT--—-—————

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538
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Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 8
Number of overlap: 14
Similarity score: 0.0526961
Alignment:
VYWVVHCRCCACMCACGAHSBHH
--ACACACACACACAC-———---
Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
2.0 20
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=540

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVVRACAGVCBCDCC
ACACACACACACAC-

Original motif

Consensus sequence: VVVRACAGVCBCDCC

2.0

bits

e

ﬁéQA

0o l=

UP00036

Myf6_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

14

0.0540872
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Webiloga 34

Reverse complement motif
Consensus sequence: GGDGBGVCTGTKVVB
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00526
Foxnl_secondary
Mus musculus
Original Motif
Original Motif
Backward

9
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=036
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=526

Number of overlap: 14

Similarity score: 0.0550075

Alignment:

DDRMHBACGCGYGCGTDGBBDB

ACACACACACACAC————————

Original motif Reverse complement motif

Consensus sequence: DDRMHBACGCGYGCGTDGBBDB Consensus sequence: BDVBCDACGCKCGCGTBHRKHD
2.0 2.0
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Motif ID: UP00538

Motif name: Glil_v015681_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 1

Number of overlap: 14

Similarity score: 0.055413

Alignment:

BBBDVVRGACCACCCAVGABBAB

————————— ACACACACACACAC

Original motif Reverse complement motif

Consensus sequence: BBBDVVRGACCACCCAVGABBAB Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB
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Motif ID: UP00096
Motif name: Sox13_secondary

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DDDHTGGGTGGGHAHHD
ACACACACACACAC—-—-

Original motif

Mus musculus
Original Motif
Reverse Complement
Forward

1

14

0.0582564

Consensus sequence: DDDHTGGGTGGGHAHHD

2.0

Reverse complement motif
Consensus sequence: DHHTHCCCACCCAHDDH

2.0

Dataset #: 1 Motif ID: 3

Motif name: Motif 3
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=096

Original motif
Consensus sequence: HCAGRRVACASAG

2.0
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Wb agod 4

Best Matches for Motif ID 3 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDCDBRAAAAAADD
—HCAGRRVACASAG

Original motif
Consensus sequence: HDCDBRAAAAAADD

UP00028
Tcfap2e_secondary
Mus musculus
Original Motif
Original Motif
Backward

1

13

0.0445121

Reverse complement motif
Consensus sequence: CTSTGTBKMCTGH

2.0
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Reverse complement motif
Consensus sequence: DDTTTTTTMBDGDH
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Motif ID: UP00034

Motif name: Sox7_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 10

Number of overlap: 13

Similarity score: 0.0448793

Alignment:

GTVBDAATTGTVTGHGDDHKVB

————————— CTSTGTBKMCTGH

Original motif Reverse complement motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB Consensus sequence: VVYDDDCHCAVACAATTDBVAC

2.0

1.0

bits
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Motif ID:

UP00041
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=034
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=041

Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDDHTTTGTTTAMHDH
—-——-CTSTGTBKMCTGH

Original motif

Foxjl_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

13

0.0454552

Consensus sequence: HDHRTAAACAAAHDDD

2.0
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Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH

20

SR A b

15
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00016

Sry_secondary
Mus musculus
Original Motif

Original Motif

Forward

1

13
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=016

Similarity score: 0.0481412

Alignment:
HHDHDRAACAATDDVHV

HCAGRRVACASAG-—---

Original motif
Consensus sequence: HHDHDRAACAATDDVHV

20

T _AcMr

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VHVHDATTGTTMHDDDH

20
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Motif ID: UP00077
Motif name: Srf_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 13

Similarity score: 0.0545707
Alignment:

VBDDAAAAAAAAMVBHH

—-HCAGRRVACASAG—---

Original motif
Consensus sequence: VBDDAAAAAAAAMVBHH

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=077

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVBSBDAHAHAHAHH
—HCAGRRVACASAG-

Original motif

Consensus sequence: DVBSBDAHAHAHAHH

2.0

UP00058
Tcf3_secondary
Mus musculus

0.0 — —

Original Motif
Original Motif
Forward
2
13
0.0553073
Reverse complement motif
Consensus sequence: HHTHTHTHTDBSBVD
20
£10
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e 5 To s

Webhlogo 34
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=058

Motif ID: UP00091

Motif name: Sox5_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 1

Number of overlap: 13

Similarity score: 0.0562585

Alignment:

DHDCATMATTDASDD

——HCAGRRVACASAG

Original motif Reverse complement motif

Consensus sequence: DHDCATMATTDASDD Consensus sequence: DHSTDAATYATGDHD
ot e gﬁléél; A , =L ‘?‘@I"';é"ré? .

Motif ID: UP00012

Motif name: Bbx_secondary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Reverse Complement
Reverse Complement
Forward

3
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=091
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=012

Number of overlap:
Similarity score:

Alignment:
VHVHBTGTTAACVHWVH
-—-CTSTGTBKMCTGH--

Original motif

13
0.0564984

Consensus sequence: HYWHBGTTAACABHBDV

2.0

bits
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Reverse complement motif
Consensus sequence: VHVHBTGTTAACVHWVH

2.0

- — =IEIIAAQ X

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVDAATAACAAAVVB
HCAGRRVACASAG--

Original motif

UP00073

Foxa2_secondary
Mus musculus
Original Motif
Original Motif
Backward

3

13

0.0571073

Reverse complement motif
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Consensus sequence: VVDAATAACAAAVVB

2.0

bits
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Consensus sequence: BVVTTTGTTATTDBB

2.0

0.0 e

Weblogo a4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHDTTTVTAATAYBD
CTSTGTBKMCTGH--

Original motif
Consensus sequence: HBKTATTABAAAHHH

20

it
5

- - —— = e —

0.0

UP00054
Tcf7_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

13

0.0574997

_TAITA Ana

15
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Reverse complement motif
Consensus sequence: HHDTTTVTAATAYBD

20

0.0 = : - e
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=054

Dataset #: 1 Motif ID: 4 Motif name: Motif 4

Original motif Reverse complement motif
Consensus sequence: HAAAAHAAARMAAA Consensus sequence: TTTRKTTTHTTTTH

2.0

e andcatd el 1011,

Webilogo 3.4 Webiogo 34

ts
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Best Matches for Motif ID 4 (Highest to Lowest)

Motif ID: UP00025

Motif name: Foxkl_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 4

Number of overlap: 14

Similarity score: 0.0212263

Alignment:

BBVTTTGTTTACATTDD

———TTTRKTTTHTTTTH

Original motif Reverse complement motif
Consensus sequence: DDAATGTAAACAAAVVB Consensus sequence: BBVTTTGTTTACATTDD
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VBDDAAAAAAAAMVBHH
-—-—-HAAAAHAAARMAAA

Original motif

UP00077
Srf_secondary
Mus musculus
Original Motif
Original Motif
Backward

1

14

0.0216448

Consensus sequence: VBDDAAAAAAAAMVBHH

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

2.0

111

-
——_——— s

I_Qél%m

WebiLags 1.4

TrT1.

15

Motif ID:
Motif name:

UP00039
Foxj3_primary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DVVTTTGTTTACDTHDH
———-TTTRKTTTHTTTTH

Original motif

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

14

0.0216826

Consensus sequence: HDHADGTAAACAAAVVH

2.0

bits

0.0

m ﬁASATAAmQ A

Websiags 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

2.0

e

bits

0.0

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00061

FoxI1_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

14

0.0232085
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Alignment:
VVVWITGTTTAMATTWD
—-——TTTRKTTTHTTTTH

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

2.0

LAATHIA Q éé_

5 10
Wabiloga 3.4

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD

2.0

bits
=

;!:I A 'CI'AIII

5 10 15

0.0 —

Webiloga 3.4

Motif ID: UP00073

Motif name: Foxa2_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 14

Similarity score: 0.025394

Alignment:

BDVTTTKTTTACWTWHH

———TTTRKTTTHTTTTH

Original motif
Consensus sequence: HHWAWGTAAAYAAAVDB

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH
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2.0

IAANQ As

15

Websiags 3.4

2.0

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

UP00025

Foxk1l_secondary
Mus musculus
Reverse Complement
Reverse Complement

15
WetsLogo 34

Direction: Forward
Position number: 2
Number of overlap: 14
Similarity score: 0.0257356
Alignment:
HDDTGTTKTTKTHHD
—~TTTRKTTTHTTTTH
Original motif Reverse complement motif
Consensus sequence: HHHAYAAYAACAHHH Consensus sequence: HDDTGTTKTTKTHHD
2.0 2.0
Aca -C.-AAQA | ITATT I
P —% ¥ - - i . == B B — S S
5 10 wa:;_.glaaa 5 10
Motif ID: UP00037
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

Zfp105_primary

Mus musculus
Reverse Complement
Reverse Complement

15
Wetiloago 3.4

Direction: Forward

Position number: 2

Number of overlap: 14

Similarity score: 0.0280765

Alignment:

HHHTTRTTDTTTKDH

-TTTRKTTTHTTTTH

Original motif Reverse complement motif

Consensus sequence: HDYAAAHAAMAADHD Consensus sequence: HHHTTRTTDTTTKDH
2.0 2.0
gol=——— J,éA—gEAAgAé — PPt III_TIC‘ "E"-:I”:_ ;IA}_,L

5 10 wm_oglscm 5 10

Motif ID: UP00061

Motif name: Foxl1_secondary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Reverse Complement
Backward

1

14
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Similarity score:
Alignment:
HDTYTTGTTWTKDDDT
-—-TTTRKTTTHTTTTH

Original motif

0.0284931

Consensus sequence: ADDDYAWAACAAMAHH

20

bits

:é$3?§éAA%AA$A

15
Weblogad 4

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT

2.0

bits

0.0

s IIlIAIIAI L A= X

—

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HHBTTAATTGDTTYTH
——TTTRKTTTHTTTTH

Original motif

Consensus sequence: HAMAAHCAATTAABHH

UP00145

Barhl2

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

14

0.031537

Reverse complement motif
Consensus sequence: HHBTTAATTGDTTYTH
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2.0

ochA |

o
=1

M

Weblogod 4 Weblogod4

L1 X

Motif ID: UP00090

Motif name: EIf3_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 1

Number of overlap: 14

Similarity score: 0.0324424

Alignment:

DBTHHAAAAAAAAVHDH

--—-HAAAAHAAARMAAA

Original motif Reverse complement motif

Consensus sequence: DBTHHAAAAAAAAVHDH Consensus sequence: DDHBTTTTTTTTHDAVH
2.0 2.0

x._AAAAAAA s, e ST LLTER ..

Websiags 3.4 WebiLags 1.4

Dataset #: 1 Motif ID: 5 Motif name: Motif 5
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Original motif
Consensus sequence: CWGAGCCAYCTYTC

2.0

10 00sC e

Webslogo 3.4

Best Matches for Motif ID 5 (Highest to Lowest)

Motif ID: UP00068

Motif name: Eomes_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 2

Number of overlap: 14

Similarity score: 0.0120339
Alignment:

VBVDAGGTGTYGVBBV

-GAKAGKTGGCTCWG-

Original motif
Consensus sequence: VBVDAGGTGTYGVBBV

Reverse complement motif
Consensus sequence: GAKAGKTGGCTCWG

MLAAA?ATGT V=2 %c

Webitaga 3.4

Reverse complement motif
Consensus sequence: VVBVCKACACCTHVBV
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2.0

m—
—
]

20

 oolheT

v . PO
Motif ID: UP00035
Motif name: Hicl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2
Number of overlap: 14
Similarity score: 0.0137859

Alignment:
DBBATGCCAACCHVHH
—-CWGAGCCAYCTYTC-

Original motif

Consensus sequence: DBBATGCCAACCHVHH

2.0

bits

0.0

s A b 4 Aécgﬂ.ﬁh_, e O WU
5 10 15

Reverse complement motif

Consensus sequence: DDBHGGTTGGCATVBD

20

15
Wablogo 3.4

0.0 = e

5

Weblagad 4

Motif ID:

UP00098
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHHDVVGTTGCTAHGGDHBAHH
—-—GAKAGKTGGCTCWG———————

Original motif

Rfx3_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

14

0.017234

Consensus sequence: HDTBHHCCHTAGCAACVVDHHHH

2.0

%T.u
. W A 4

e

5 10

WebiLog 34

Reverse complement motif
Consensus sequence: HHHHDVVGTTGCTAHGGDHBAHH

20

——]
b

e

a0 ——— —T C _ ———Se e

Weblagn 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UuP00264

Hoxal

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

14
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Similarity score:
Alignment:
MBDRTAATTAGCTHAD
-—GAKAGKTGGCTCWG

Original motif

Consensus sequence: HTDAGCTAATTAMHBY

0.0174544

Reverse complement motif
Consensus sequence: MBDRTAATTAGCTHAD

5 _—;,}eﬂ‘?_ 1 e ﬁ*cr;-_-:-:é .
Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDDHVDKGCCACCCVCGCTDBVH
-—-—-CWGAGCCAYCTYTC====--

Original motif

Original Motif
Reverse Complement
Backward

7

14

0.0187141

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

1 ecce GWTUMCA,

== B = e ey e - o= e dShlem
8 10 18 2 WebiLog) 34

Motif ID: UP00046
Motif name: Tcfe2a_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 14
Similarity score: 0.0198398
Alignment:
HVDDVCAGATGKYHBBV
-——-GAKAGKTGGCTCWG

Original motif

Consensus sequence: HVYDDVCAGATGKYHBBV

2.0

0.0

GT
g %GAIAT 4 -_[C—,- =

Watiloga 3.4

Reverse complement motif
Consensus sequence: VBBDMYCATCTGVHHBH

2.0

—— 2 A -

0.0

u..j. >
>0
< >
|h
—l
NCD
ﬁ
|
1)
"u

Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VDWRKAKGTAGCHHDT
—-—GAKAGKTGGCTCWG

Original motif

UP00052

Osr2_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

14

0.0203442

Consensus sequence: AHHHGCTACYTRMWHV

20

)

il
D
e
fy
P
-0

15
Weblogad 4

Reverse complement motif

2.0

Consensus sequence: VDWRKAKGTAGCHHDT

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00539
Gli2_v015681_secondary
Mus musculus

Original Motif

Reverse Complement
Forward

7
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Number of overlap: 14
Similarity score: 0.0208381

Alignment:
DVMHHDHKGACCCTCCTSVCBH
—————— CWGAGCCAYCTYTC--

Original motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

10 15

20
Weblogod4

i = ==iA=ta - %1::-;_ = . =
Motif ID: UP00Q095
Motif name: Zfp691_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3
Number of overlap: 14
Similarity score: 0.0209451
Alignment:
VHBDDAGGAGTCWBBTD
—-—GAKAGKTGGCTCWG—

Original motif

Reverse complement motif
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Consensus sequence: DABBWGACTCCTHDVHV

20

bits

=

j 6?1ACTGQI?

15

Webiiogo 3.4

Consensus sequence: VHBDDAGGAGTCWBBTD

20
SN W A._I - -
10 1t

5

bits
=

0.0 =
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DTBVTTAAGTGGTTHHV
—-——-GAKAGKTGGCTCWG

Original motif

uP00228

Bapx1

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

14

0.0212049

Consensus sequence: VHHAACCACTTAAVVAH

20

2

0.

Websiaga 3.4

Reverse complement motif
Consensus sequence: DTBVTTAAGTGGTTHHY

2.0

it
P

X T;A VIZXCxl o

0.0
WekiLags 3.4
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Dataset #: 1 Motif ID: 6 Motif name: Motif 6

Original motif
Consensus sequence: CASABACWSACACA

2.0

=Ml ?ﬁCTC c A

0.0

Webilogo 3.4

Best Matches for Motif ID 6 (Highest to Lowest)

Motif ID: UP00034

Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.0357045
Alignment:

GTVBDAATTGTVTGHGDDHKVB
CASABACWSACACA-———————~—

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

Reverse complement motif
Consensus sequence: TGTGTSWGTBTSTG

£1o A
t[ TCTETC

Webiogo 34

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC
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20

o e 00
& WabLogad 3
Motif ID: UP00000
Motif name: Smad3_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HVHBVTGTCTGGDDHDD
———TGTGTSWGTBTSTG

Original motif

Reverse Complement
Reverse Complement
Backward

1

14

0.0482294

Consensus sequence: HDHDDCCAGACABBHVH

2.0

00—

SQQA AVA_

Webriogo 3.4

Reverse complement motif

Consensus sequence: HVHBVTGTCTGGDDHDD

2.0

bits

0.0 =

Motif ID:
Motif name:

UP00039

Foxj3_secondary
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Species: Mus musculus

Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position nhumber: 1

Number of overlap: 14

Similarity score: 0.0493845
Alignment:

HDBAHCAWAACADWDVD

CASABACWSACACA---

Original motif
Consensus sequence: HDBAHCAWAACADWDVD

2.0

>
<D
s

- —
- —
D

)

0.0 =

Wabiloga 3.4

Reverse complement motif
Consensus sequence: DVHWDTGTTWTGDTBDH

2.0

%1-0 TT
" = 7-_'_=—x.':'=..__A_—-__.-.—-._I_ e E
5 10

15
Webiloga 3.4

Motif ID: UP00025

Motif name: Foxkl_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.0507431
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Alignment:
HHHAYAAYAACAHHH
CASABACWSACACA-

Original motif
Consensus sequence: HHHAYAAYAACAHHH

2.0

15
Webiloga 34

Reverse complement motif
Consensus sequence: HDDTGTTKTTKTHHD

2.0

S | PR

Wetilogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
MWSMBAARRATGCDCABHATGD
CASABACWSACACA-———————

Original motif

UuP00528

Foxm1_secondary
Mus musculus
Original Motif
Original Motif
Backward

9

14

0.0524108

Consensus sequence: MWSMBAARRATGCDCABHATGD

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR
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2.0

20

L1o £10
. Re=% eAéA_-_-EE‘E’-——‘?’ : A_‘-. ALe " 157-5 G IEEQ 2 —(-;ll =X
. 3 10 L E WabiLogaa 3 ! 1 £ Webloga a4

Motif ID: UP00528

Motif name: Foxm1_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.0538393

Alignment:

HADTBVADGATGCATCMTGMVHB

CASABACWSACACA————————-—

Original motif
Consensus sequence: HADTBVADGATGCATCMTGMVHB

2.0

Reverse complement motif
Consensus sequence: VHVRCAYGATGCATCDTVVADTH

20

24
pole= IEAIAA_“ lggl é?l
5

10 15 20

Motif ID: UP00031
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDHHTBCCAGTGABHG
—-—TGTGTSWGTBTSTG

Original motif

Zbtb3_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

1

14

0.0538699

Consensus sequence: CHVTCACTGGBADHDD

2.0

_cACT

o

00 =T

bits

= W =
= -

10

15
Wabiogad 4

Reverse complement motif
Consensus sequence: DDHHTBCCAGTGABHG

20

| e %hggéflxe‘: =

bits

15
WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

uP00014

Sox17_secondary
Mus musculus
Original Motif
Original Motif
Forward

4

14
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Similarity score:
Alignment:
VHBHHCATTCATRHVDD
-—-—CASABACWSACACA

Original motif

Consensus sequence: VHBHHCATTCATRHVDD

20

%)
=10

— S i =Y

0.0541456

Reverse complement motif
Consensus sequence: DDBDKATGAATGHDBHYV

20

_~TGAAT..

c;fTQéIIgéIf_z a

10 15
WebiLoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VYWVVHCRCCACMCACGAHSBHH
————————— CASABACWSACACA

Original motif

Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

UP00540

Gli3_v016060_secondary
Mus musculus

Original Motif

Original Motif

Backward

1

14

0.0541653

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
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2.0

Lx gAggégggAQRQ%?

T —_— e

WesLaga 34

20
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5 10 15 20

Webblaga 3.4

Motif ID: UP00098

Motif name: Rfx3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 14

Similarity score: 0.0545034

Alignment:

BDBBVBVGTAWCCAAGVBHBAGB

———————— TGTGTSWGTBTSTG-

Original motif
Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

“
210

L EE . o CTTAUIT_E

—
20

WesLago 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

Dataset #: 1 Motif ID: 7 Motif name: Motif 7
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Original motif
Consensus sequence: AAAATKCTATT

2.0

10
Wetiiaga 34

Best Matches for Motif ID 7 (Highest to Lowest)

Motif ID: UP00145

Motif name: Barhl2

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 11

Similarity score: 0.0314776

Alignment:

HHBTTAATTGDTTYTH

————— AATAGYATTTT

Original motif
Consensus sequence: HAMAAHCAATTAABHH

2.0

oot CMATTA.

a p—

Weblogod 4

Reverse complement motif
Consensus sequence: AATAGYATTTT

2.0

A

Webiaga 34

Reverse complement motif
Consensus sequence: HHBTTAATTGDTTYTH

20
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDHHTTTTATTKKHDD
AAAATKCTATT-——-—--

Original motif
Consensus sequence: HDHYYAATAAAAHHHH

20

" cahlAMA_

0.0

UP00180

Hoxd13

Mus musculus
Original Motif
Reverse Complement
Backward

6

11

0.0388915

15
Weblogad 4

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00016
Sry_primary

Mus musculus
Original Motif
Reverse Complement
Backward

5
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Number of overlap: 11
Similarity score: 0.039378

Alignment:
VDDDATTATAATHDHV

-AAAATKCTATT——--

Original motif
Consensus sequence: BHDHATTATAATDDDV

2.

AT

15
Weblagad 4

Reverse complement motif

Consensus sequence: VDDDATTATAATHDHV

2.

=

- TIATMT

Weblogod 4

Motif ID: UP00121
Motif name: Hoxd10
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6

Number of overlap: 11

Similarity score: 0.039567
Alignment:

HDDDATTTTATTKVRDB

-AAAATKCTATT——-—-

Original motif

Reverse complement motif
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Consensus sequence: VDKVYAATAAAATDDDH

20

bits

it gAAIAAAA;A

15

Webiiogo 3.4

Consensus sequence: HDDDATTTTATTKVRDB

20

. TI‘TATT
ol ==X A Al LA A =
5 10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
WBHHHHHMDATTGTTHDHDVHH
-AAAATKCTATT--—-———————

Original motif

UuP00034

Sox7_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2

11

0.0403247

Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

210 A
- ) A

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

- N
=~ =1 =< | | P i e
5 10 15 20
WablLag 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDBHACATCCTAKWDV
-——-AAAATKCTATT--

Original motif

UP00038

Spdef_secondary
Mus musculus
Original Motif
Original Motif
Backward

3

11

0.0405096

Consensus sequence: DDBHACATCCTAKWDV

20

bi

" aAlC0TA

=X

15
Weblogad 4

Reverse complement motif
Consensus sequence: VDWYTAGGATGTHVDH

2.0

= e e

A

_A;ﬁ;

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00191

Pou2f2

Mus musculus
Reverse Complement
Reverse Complement
Backward

2
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Number of overlap:
Similarity score:

Alignment:
BHHDATTTGCATAHHV
—-———-AATAGYATTTT-

Original motif
Consensus sequence: BHDTATGCAAATDHDV

2.0

11
0.0406764

Reverse complement motif

Consensus sequence: BHHDATTTGCATAHHV

2.

- ATGalT SO )i |

0.0

15
Weblagad 4

Weblogod 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHHVATTTGCATAHHV
-———-AATAGYATTTT-

Original motif

UP00179

Pou2f3

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

11

0.0407045

Reverse complement motif
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Consensus sequence: BHDTATGCAAATBHDV

20

bits

0.0

15
Weblogad 4

Consensus sequence: BHHVATTTGCATAHHV

2

gl

15
Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHHMHATTGTTBDHD
AATAGYATTTT-—----

Original motif

UP00023
Sox30_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

6

11

0.0413872

Consensus sequence: DHDBAACAATDRHHHH

2.0

8.0 ===

o

15
Weblogad 4

Reverse complement motif
Consensus sequence: HHHHMHATTGTTBDHD

20

== — - TQEATTA,TIT—‘;— —_— =

0.

Weblogod.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HAHAACCAATTARBDH
AAAATKCTATT-——-—--

Original motif
Consensus sequence: HAHAACCAATTARBDH

20

UP00166

Barhl1

Mus musculus
Original Motif
Original Motif
Backward

6

11
0.0427435

15
Weblogad 4

Reverse complement motif
Consensus sequence: DDVKTAATTGGTTDTH

2.0

o= IIIWX:.:—:II = %_-_'

Weblogodd

Dataset #: 1 Motif ID: 8

Original motif
Consensus sequence: TGAAAATSCTT

Motif name: Motif 8

Reverse complement motif
Consensus sequence: AAGSATTTTCA
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10
Watiiaga 34

Best Matches for Motif ID 8 (Highest to Lowest)

Motif ID: UP00179

Motif name: Pou2f3

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 11

Similarity score: 0.0170413

Alignment:

BHHVATTTGCATAHHV

AAGSATTTTCA-—-———

Original motif
Consensus sequence: BHDTATGCAAATBHDV

2.0

L AICAMT

0.0
15
WebLogad 4

Weblaga 34

Reverse complement motif
Consensus sequence: BHHVATTTGCATAHHV

2.

ATl

0.0
WabLoga 3.4

Motif ID: UP00191
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHHDATTTGCATAHHV
AAGSATTTTCA-—-—---

Original motif

Consensus sequence: BHDTATGCAAATDHDV

2.0

0.0

< ATeeadT

- —

Pou2f2

Mus musculus
Reverse Complement
Reverse Complement
Backward

6

11

0.0186797

15
Wabiogad 4

Reverse complement motif
Consensus sequence: BHHDATTTGCATAHHV

i-$xﬂATIIAQATAH

WabiLogo 34

n
=1

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

uP00044

Mafk_primary
Mus musculus
Original Motif
Original Motif
Backward

5

11
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Similarity score:
Alignment:
DWAAAWTGCTGACTH
TGAAAATSCTT----

Original motif

Consensus sequence: DWAAAWTGCTGACTH

2.0

0.0 = —_ — -

0.025968

Reverse complement motif
Consensus sequence: HAGTCAGCAWTTTWD

2.0

"1 a8 QAIGA?IILE

Weblogo a4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDTTTAAGTACTTDDDD
--TGAAAATSCTT----

Original motif

UP00389

Nkx3-1

Mus musculus
Original Motif
Reverse Complement
Forward

3

11

0.0281427

Consensus sequence: DDHDAAGTACTTAAADB

Reverse complement motif
Consensus sequence: BDTTTAAGTACTTDDDD
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2.0

-

2.0

it
5

e

aol==

o AéAgIAGlléeﬁx

Watiloga 3.4

arACTACT

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBVDRGGGATTAAMDHH
—-———-AAGSATTTTCA--

Original motif

Consensus sequence: HBVDRGGGATTAAMDHH

2.0

UP00153

Pitx1

Mus musculus
Reverse Complement
Original Motif
Backward

3

11

0.02834

Reverse complement motif

2.0

bit

==

Wabiogs 3.4

Consensus sequence: HHDRTTAATCCCKHBVH

.

210 ‘ | 2y,
oA -g‘.‘ﬂ o
10 15 -

g T
5

Watiloga 3.4

5 10
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

UP00219

Cutl1_3494.2
Mus musculus
Original Motif
Reverse Complement

Direction: Forward

Position number: 4

Number of overlap: 11

Similarity score: 0.0294239

Alignment:

DADTGATMATCABTD

-—-—-TGAAAATSCTT-

Original motif Reverse complement motif

Consensus sequence: DAVTGATRATCAHTD Consensus sequence: DADTGATMATCABTD
0.0 Iﬁnl—?AIéAIgé—I? 6 ;-__:é ar l—%éﬁgAIgééTA

Motif ID: UP00119

Motif name: Nkx2-9

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Reverse Complement
Reverse Complement
Backward

2
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Number of overlap:
Similarity score:

Alignment:

HDTTBAAGTACTTDAAA
————— AAGSATTTTCA-

Original motif

11
0.0300831

Consensus sequence: TTTDAAGTACTTVAADH

2.0

e AT A,

0.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HDTTBAAGTACTTDAAA

2.0

T AT

0.0

15

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHTTAAGTACTTAAMK
-——-AAGSATTTTCA-

Original motif

UP00190

Nkx2-3

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

11

0.0302066

Reverse complement motif
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Consensus sequence: YYTTAAGTACTTAAHD

20

. MOACTL.

15
Weblogad 4

Consensus sequence: HHTTAAGTACTTAAMK

L ACTACTT.

bits
P

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VDWYTAGGATGTHVDH
—-—-——-AAGSATTTTCA-

Original motif

UP00038

Spdef_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

2

11

0.0318364

Consensus sequence: DDBHACATCCTAKWDV

2.0

" A, ATCCI W

\Naogaﬂt

Reverse complement motif
Consensus sequence: VDWYTAGGATGTHVDH

20

21 B QCTA A

a —— e T —_—

15
Weblogod.4
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Motif ID: UP00080

Motif name:

Gata5_primary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:

Reverse Complement
Reverse Complement

Direction: Backward
Position number: 6

Number of overlap: 11
Similarity score: 0.0333422
Alignment:

DDHBKCTTATCAGDDDH

-AAGSATTTTCA-———-—

Original motif
Consensus sequence: HDDDCTGATAAGRVDDD

20

0.
5

£10 AA
e —— Ql | . Qﬁ: =
5 10 1

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DDHBKCTTATCAGDDDH

20
g e e e
10 15

Webiloga 3.4

0.0

Dataset #: 1 Motif ID: 9

Original motif
Consensus sequence: AACATATTTTCA

Motif name: Motif 9

Reverse complement motif
Consensus sequence: TGAAAATATGTT
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10

Wetiloga 34

Best Matches for Motif ID 9 (Highest to Lowest)

Motif ID: UP00250
Motif name: Irx5

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 12

Similarity score: 0.0253217
Alignment:

DDDHWACATGTWHDABW

TGAAAATATGTT————-

Original motif
Consensus sequence: DDDHWACATGTWHDABW

20

bits

Wetiloga 34

Reverse complement motif
Consensus sequence: WVTDHWACATGTWHDDD

20

L,
i AW B L AT =

a - = =
5

Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

WVWDDTACATGTADDDW
TGAAAATATGTT-----

Original motif

UP00236

Irx2

Mus musculus
Reverse Complement
Original Motif
Forward

1

12

0.0267342

Consensus sequence: WDDDTACATGTADDWBW

2.0

o TNATTe

Wabiloga 3.4

Reverse complement motif
Consensus sequence: WWWDDTACATGTADDDW

2.0

. TAGATCTa

bits
=

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00059
Arid5a_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

12
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Similarity score:
Alignment:
HDTDVCAATATTMV
--TGAAAATATGTT

Original motif

Consensus sequence: VYAATATTGVDADH

0.0285822

LMIATL

Welilogo 3.4

Reverse complement motif
Consensus sequence: HDTDVCAATATTMV

2.0

1 AT

0.0 = —

bits

Webitoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WDHDWACATGTWAWABD
TGAAAATATGTT-——-—--

Original motif

UP00194

Irx4

Mus musculus
Reverse Complement
Original Motif
Forward

1

12

0.0297419

Consensus sequence: WDHDWACATGTWAWABD

Reverse complement motif
Consensus sequence: DBTWTWACATGTWDHDW
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2.0 2.0

m ACAT
o= ;!ZIII--.- ..._...TA,___AQ =
& 5 10 5

Watiloga 3.4 Wabiogs 3.4

. Tl

bits

- W AN
10

Motif ID: UP00223

Motif name: Irx3_0920.1

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 1

Number of overlap: 12

Similarity score: 0.029857

Alignment:

DDDDTACATGTAVWWHD

TGAAAATATGTT-—-——-

Original motif Reverse complement motif

Consensus sequence: DDDDTACATGTAVWWHD Consensus sequence: DDWWBTACATGTADDDD
20 20

e

5
Watiloga 3.4 Wabiogs 3.4

o= IA AI y Iéﬂ“-xém_m 0.0 = _ I_ Al Ié : -
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDDHTACATGTAVWDHD
TGAAAATATGTT-———--

Original motif

UP00223

Irx3_2226.1

Mus musculus
Reverse Complement
Original Motif
Backward

6

12

0.0299906

Consensus sequence: DDDHTACATGTAVWDHD

20

" THCATLT

I.-‘_‘-Il-l"‘ e

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DHDWBTACATGTAHDDD

20

T A
oo AL AI v IT e
= 5 10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00150

Irx6

Mus musculus
Reverse Complement
Original Motif
Backward

6
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Number of overlap: 12
Similarity score: 0.0303256

Alignment:
HAHDTACATGTAVDWHT
TGAAAATATGTT-----

Original motif
Consensus sequence: HAHDTACATGTAVDWHT

2.0

L THATCTs

. -
10 15

Webiiaga 3.4

Reverse complement motif
Consensus sequence: AHWDBTACATGTADHTH

2.0

" IJSIACAT TA S Z=

-, e

10

WebiLags 3.4

Motif ID: UP00171

Motif name: Msx3

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 12

Similarity score: 0.0315999

Alignment:

HHVTTAATTKGTTHTV

-TGAAAATATGTT---

Original motif

Reverse complement motif
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Consensus sequence: VAHAACYAATTAABHH

20

Consensus sequence: HHVTTAATTKGTTHTV

bits

=== 0.0

oM

'l‘\rqhug aad

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDASCTCATTATVHHB
-——-AACATATTTTCA--

Original motif

Consensus sequence: VHHVATAATGAGSTDDH

20

UP00146

Pou6fl_3733.1

Mus musculus
Original Motif
Reverse Complement
Forward

4

12

0.0330849

Reverse complement motif

Consensus sequence: DHDASCTCATTATVHHB

£10

10 15
WekiLags 3.4
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Motif ID: UP00080

Motif name: Gata5_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 1

Number of overlap: 12

Similarity score: 0.0334048

Alignment:

DDHBKCTTATCAGDDDH

AACATATTTTCA-———-

Original motif Reverse complement motif

Consensus sequence: HDDDCTGATAAGRVDDD Consensus sequence: DDHBKCTTATCAGDDDH
o= ?l AAQ‘A—"— - =0 o0 - —--EE = By N o Aé——:; _—175— =

Dataset #: 1 Motif ID: 10 Motif name: Motif 10

Original motif Reverse complement motif

Consensus sequence: AAAMATTGTTT Consensus sequence: AAACAATYTTT
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A

10
Watiiaga 34

Best Matches for Motif ID 10 (Highest to Lowest)

Motif ID: UP00114
Motif name: Homez
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 11

Similarity score: 0.0148981
Alignment:

AHWWMATCGTTTTBADD

-AAAMATTGTTT————-

Original motif
Consensus sequence: AHWWMATCGTTTTBADD

20

£10 A C TT
a ool mfgmllxgﬁ

0.0 e

Webiiogo 3.4

Weblaga 34

Reverse complement motif
Consensus sequence: HDTVAAAACGATRWWHT

20

£10 A T

0.0

Webiloga 3.4
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Motif ID:
Motif name:

Species:
Matching format of first motif
Matching format of second motif

Direction:

Position number:
Number of overlap
Similarity score:

Alignment:
WHDWWATTGTTCKDHD

-AAAMATTGTTT—---

Original motif

UP00096

Sox13_primary
Mus musculus
Original Motif
Reverse Complement
Backward

5

11
0.0154717

Consensus sequence: DHDRGAACAATWWDHW

bit

" MOMT,.

Reverse complement motif
Consensus sequence: WHDWWATTGTTCKDHD

| AnﬁAA_‘_I TTQZA_

bits

o=
Motif ID: UP00064
Motif name: Sox18_primary
Species: Mus musculus
Matching format of first motif Reverse Complement
Matching format of second motif Reverse Complement
Backward
1

Direction:

Position number:
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Number of overlap: 11
Similarity score: 0.0200897

Alignment:
HHDHABAACAATHBWV
————— AAACAATYTTT

Original motif Reverse complement motif

Consensus sequence: BWBHATTGTTBTHDHH Consensus sequence: HHDHABAACAATHBWYV
20 20
AACAAT
o ‘%—ETTAI% L:__&T ’ " - ":" AL IS =
Motif ID: UP00062
Motif name: Sox4_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3
Number of overlap: 11
Similarity score: 0.020377
Alignment:
DDHVDAACAATTDDHVV
-———-AAACAATYTTT--

Original motif Reverse complement motif
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Consensus sequence: VVHDDAATTGTTDVDDD

20

0.0

Webiiogo 3.4

%‘I.n AATT T
= _'@T‘T—"‘"_?'" e __AA; = -

Consensus sequence: DDHVDAACAATTDDHVV

20

" MMTr

Webiloga 3.4

Motif ID: UP00051

Motif name: Sox8_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 11

Similarity score: 0.0208116

Alignment:

DDDHDAACAATWBATDD

-—-——-AAACAATYTTT--

Original motif
Consensus sequence: DDATBWATTGTTHHDDD

20

0.0 =

15

Websiaga 3.4

@I,EAITAILEA-@

Reverse complement motif
Consensus sequence: DDDHDAACAATWBATDD

2.0

MIAHAAAQAAIééf

0.0 = == =
5

bits

WekiLags 3.4
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Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
HHHHMHATTGTTBDHD

-—-AAAMATTGTTT---

UuP00023

Sox30_primary
Mus musculus
Original Motif
Reverse Complement
Backward

4
11
0.0235407

Original motif
Consensus sequence: DHDBAACAATDRHHHH

20
o !;
1-u A AA
= e W N e e
5 10 15
Weblogad 4

Reverse complement motif
Consensus sequence: HHHHMHATTGTTBDHD

20
1.0
gl — = ; - ‘ ‘ A"_‘_cf_‘;—. e
G 5 10 15
WebiLoga 34

bits

N SRE—
Motif ID: UP00091
Motif name: Sox5_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif Original Motif
Forward
5

Direction:

Position number:
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Number of overlap:
Similarity score:

Alignment:

DHDDGAACAATWDDHD
—-———-AAACAATYTTT-

Original motif

Consensus sequence: DHDDGAACAATWDDHD

2.0

= e e BTN : ...,—.,_T‘c_““‘:“-

11
0.0236834

Reverse complement motif

Consensus sequence: DHDDWATTGTTCDDHD

|
£l

=
1
3

Logadd

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VDDAACAATTVAWHD
-—AAACAATYTTT--

Original motif

uP00014

Sox17_primary

Mus musculus
Reverse Complement
Original Motif
Forward

3

11

0.0256157

Reverse complement motif
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Consensus sequence: VDDAACAATTVAWHD

2.0

il

0.0

15
Webiloga 34

Consensus sequence: DDWTBAATTGTTDDB

2.0

EIA%ITQATT?III'

15

Weblogo a4

Motif ID: UP00034
Motif name: Sox7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 6

Number of overlap: 11

Similarity score: 0.0264034
Alignment:

WBHHHHHMDATTGTTHDHDVHH

————— AAAMATTGTTT-—-———-

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

- N
=~ =1 =< | | P i e
5 10 15 20
WablLag 3.4
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Motif ID: UP00075

Motif name: Sox15_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3

Number of overlap: 11

Similarity score: 0.0265966
Alignment:

DHVKMWATTGTTHDHDH

-—-AAAMATTGTTT—-—---

Original motif
Consensus sequence: HDDDDAACAATWRRBHD

20

. alohAT,

15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DHVKMWATTGTTHDHDH

20

TATT II
0.0 — l?é—r L. - -r--gj'-"j_l I

15
Webiloga 3.4

Dataset #: 1 Motif ID: 11 Motif name: Motif 11

Original motif
Consensus sequence: AAMATGTTTMAA

Reverse complement motif
Consensus sequence: TTYAAACATYTT
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A A

10
Wetiloga 34

Best Matches for Motif ID 11 (Highest to Lowest)

Motif ID: UP00250
Motif name: Irx5

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 6

Number of overlap: 12

Similarity score: 0.00569393
Alignment:

WVTDHWACATGTWHDDD

————— AAMATGTTTMAA

Original motif
Consensus sequence: DDDHWACATGTWHDABW

20

bits

Wetiloga 34

Reverse complement motif
Consensus sequence: WVTDHWACATGTWHDDD

20

. sAVALUTa
i AlIWE & AN e

a - = =
5

it
a

Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
WDDDTACATGTADDWBW
————— AAMATGTTTMAA

Original motif

UP00236

Irx2

Mus musculus
Original Motif
Reverse Complement
Backward

1

12

0.00753568

Consensus sequence: WDDDTACATGTADDWBW

2.0

o TNATTe

Wabiloga 3.4

Reverse complement motif
Consensus sequence: WWWDDTACATGTADDDW

2.0

. TAGATCTa

bits
=

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00061
FoxI1_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2

12
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Similarity score: 0.00927938

Alignment:
VVVWTTGTTTAMATTWD
-AAMATGTTTMAA-—-——

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

20

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD

20

3 ___;I.I A 8 'CI"&IIX

0.0 : =
5 10 15
Webloga 3.4

Motif ID: UP00150
Motif name: Irx6

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 12

Similarity score: 0.0104366
Alignment:

HAHDTACATGTAVDWHT

-—-—-—-AAMATGTTTMAA-

Original motif
Consensus sequence: HAHDTACATGTAVDWHT

Reverse complement motif
Consensus sequence: AHWDBTACATGTADHTH
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2.0

-8 8 A

AT T&-T% I

0.0

%1.0 T
5

10

15

Watiloga 3.4

2.0

" I_SIACAlﬁTA S

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
WDHDWACATGTWAWABD
—-———-AAMATGTTTMAA-

Original motif

UuP00194

Irx4

Mus musculus
Original Motif
Original Motif
Backward

2

12
0.0110074

Consensus sequence: WDHDWACATGTWAWABD

2.0

1 EAATaléé*?

e W N e

Watiloga 3.4

Reverse complement motif
Consensus sequence: DBTWTWACATGTWDHDW

2.0

- o o TTTAﬁgé B
= 5 10 15

Wabiogs 3.4

bits

Page 85 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=194

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HHHTTTCACACCTDHBV
-——--TTYAAACATYTT-

Original motif

UP00068

Eomes_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

12

0.0113539

Consensus sequence: BVHDAGGTGTGAAAHHH

20

bits

) @641 II ééﬁé_

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHHTTTCACACCTDHBY

20

%)
=

0.0

- ey | QA jvI.

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00223
Irx3_2226.1

Mus musculus
Original Motif
Reverse Complement
Forward

6
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Number of overlap: 12
Similarity score: 0.0118824

Alignment:
DHDWBTACATGTAHDDD
————— AAMATGTTTMAA

Original motif
Consensus sequence: DDDHTACATGTAVWDHD

2.0

 AGATCTs

bits

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DHDWBTACATGTAHDDD

2.0

< TAATITs

0.0

WebiLags 3.4

Motif ID: UP00223
Motif name: Irx3_0920.1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1

Number of overlap: 12

Similarity score: 0.0132149
Alignment:

DDDDTACATGTAVWWHD

————— AAMATGTTTMAA

Original motif
Consensus sequence: DDDDTACATGTAVWWHD

Reverse complement motif
Consensus sequence: DDWWBTACATGTADDDD
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2.0

0.0

S ]

o
15

Websiags 3.4

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BBVTTTGTTTACATTDD
-AAMATGTTTMAA-—-——

Original motif

UP00025

Foxkl_primary

Mus musculus
Original Motif
Reverse Complement
Backward

5

12

0.0142458

Consensus sequence: DDAATGTAAACAAAVVB

2.0

E: néégAIAAm éé1

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

T

WebiLags 3.4

it
5

0.0

Motif ID:

UP00039
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DVVTTTGTTTACDTHDH
-AAMATGTTTMAA-——-

Original motif

Foxj3_primary

Mus musculus
Original Motif
Reverse Complement
Backward

5

12

0.0210343

Consensus sequence: HDHADGTAAACAAAVVH

2.0

bits

0.0

_ clMAcha,

Watiloga 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

2.0

%:_ I; A TIAQ'IT*

Wabiogs 3.4

Dataset #: 1 Motif ID: 12

Original motif

Consensus sequence: ACAACACATTT

Motif name: Motif 12

Reverse complement motif
Consensus sequence: AAATGTGTTGT
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Watiiaga 34

Best Matches for Motif ID 12 (Highest to Lowest)

Motif ID: UP00033

Motif name: Zfp410_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 11

Similarity score: 0.0181
Alignment:

DVDDATGGGATGKMDDV

--AAATGTGTTGT——--

Original motif
Consensus sequence: DVDDATGGGATGKMDDV

20

- éT b
ol == L WIVIWHI ] AT=
5 10

15
Webiiogo 3.4

bits

Weblaga 34

Reverse complement motif
Consensus sequence: BDDYYCATCCCATDDBD

.SORIUWWAT.

o
L AN = R
1
Webiloga 3.4

it
a

0.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VBVDAGGTGTYGVBBV
-—-AAATGTGTTGT---

Original motif

UP00068
Eomes_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

3

11

0.0202807

Consensus sequence: VBVDAGGTGTYGVBBV

20

m—
|
pre=ri]

0.0 = = e

Reverse complement motif
Consensus sequence: VVBVCKACACCTHVBV

=]

2.0

S

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00171

Msx3

Mus musculus
Reverse Complement
Reverse Complement
Backward

2
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Number of overlap:
Similarity score:

Alignment:
HHVTTAATTKGTTHTV
-—-——-AAATGTGTTGT-

Original motif
Consensus sequence: VAHAACYAATTAABHH

2.0

11

0.0211208

blogad 4

Eoll

Reverse complement motif
Consensus sequence: HHVTTAATTKGTTHTV

0 —

S lTA _ Y _A-s.:_ell_._ -

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHDWTTTGTCGTAHDD
-AAATGTGTTGT—-—---

Original motif

UP00072

IRC900814_primary
Mus musculus
Reverse Complement
Reverse Complement
Backward

5

11

0.0216511

Reverse complement motif
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Consensus sequence: DDHTACGACAAAWDDB

20

15
Weblogad 4

Consensus sequence: BHDWTTTGTCGTAHDD

Ry

5

it
5

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDVKTAATTGGTTDTH
—-———-AAATGTGTTGT-

Original motif

Consensus sequence: HAHAACCAATTARBDH

2.0

=

0.0

UP00166

Barhl1

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

11

0.0230664

mmﬁeﬁéé?gAAIIA6'ﬁ"

Weblogad 4

Reverse complement motif
Consensus sequence: DDVKTAATTGGTTDTH
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HAAWDTGCTGACDWARH
AAATGTGTTGT-———-—-

Original motif

uP00045

Mafb_primary

Mus musculus
Reverse Complement
Original Motif
Backward

7

11

0.0231414

Consensus sequence: HAAWDTGCTGACDWARH

20

E:nééu?IGT;Q'A

PN

—

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DMTWDGTCAGCADWTTH

20

E;%:—T_—-—f_’h CA - W . %$1£ -

0.0

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00540
Gli3_v015681_primary
Mus musculus

Reverse Complement
Reverse Complement
Backward

10
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Number of overlap: 11
Similarity score: 0.0270722

Alignment:
YBVDMGTGGGTGGTCKVVBVBBT
-—--AAATGTGTTGT-—-———————

Original motif
Consensus sequence: ABBBBVVRGACCACCCACRDBBM

it
=

AAA Ao

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

we = cUUVYYCSYYVic2. & o 1Sme XFT P T Yl /
5 w B B ; e s P
Motif ID: UP00236
Motif name: Irx2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1
Number of overlap: 11
Similarity score: 0.0272203
Alignment:
WVWDDTACATGTADDDW
—————— AAATGTGTTGT

Original motif

Reverse complement motif
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Consensus sequence: WDDDTACATGTADDWBW

20

o TAGATUTa

ki) z

Webiiogo 3.4

Consensus sequence: WVWDDTACATGTADDDW

20

‘L THAITa .

5
Webiloga 3.4

bits

Motif ID: UP00539
Motif name: Gli2_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 9

Number of overlap: 11

Similarity score: 0.0274347
Alignment:

DTVBDDRGACCACCCAGDWDGBH

———————— ACAACACATTIT----

Original motif
Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

20

o AWARAA.

e N e

5 10 15 20
Weslaga 3.4

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBAF

20

Webblaga 3.4
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Motif ID: UP00146

Motif name: Poubfl_3733.1
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 11

Similarity score: 0.0275808
Alignment:

VHHVATAATGAGSTDDH

————— AAATGTGTTGT-

Original motif
Consensus sequence: VHHVATAATGAGSTDDH

A T

fya-—— — = W g I . | e
: 5 10 15
Webiloga 3.4

Reverse complement motif
Consensus sequence: DHDASCTCATTATVHHB

20

" aV|CHI AT

. = N ==
= 5

10 15
Webloga 3.4

Dataset #: 1 Motif ID: 13 Motif name: Motif 13

Original motif
Consensus sequence: AAWATRTATTT

Reverse complement motif
Consensus sequence: AAATAKATWTT
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10
Watiiaga 34

Best Matches for Motif ID 13 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
AVDAKKTAATTAGTTVV
AAWATRTATTT-—-—----

Original motif
Consensus sequence: VBAACTAATTARYTDVT

20

UP00266

Prrx1
Mus musculus

Original Motif

Reverse Complement
Backward

7

11

0.0142423

= _— = =

D -ééQI acl

10 15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: AVDAKKTAATTAGTTVV

£10
A_x O
10 15

0.0 = T
5

Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

AHWDBTACATGTADHTH
————— AAWATRTATTT-

Original motif

UP00150

Irx6

Mus musculus
Original Motif
Reverse Complement
Backward

2

11

0.020069

Consensus sequence: HAHDTACATGTAVDWHT

20

AT

TA,T% T

0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: AHWDBTACATGTADHTH

bits

20

1.0

=

TAGATCTa .

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00236

Irx2

Mus musculus
Original Motif
Reverse Complement
Forward

6
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Number of overlap: 11
Similarity score: 0.0214423

Alignment:
WVWDDTACATGTADDDW
————— AAWATRTATTT-

Original motif
Consensus sequence: WDDDTACATGTADDWBW

2.0

o TAAITa

Webiiaga 3.4

Reverse complement motif
Consensus sequence: WWWDDTACATGTADDDW

2.0

L TAATTa .

bits

WebiLags 3.4

Motif ID: UP00261
Motif name: Lhx4

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 11

Similarity score: 0.0230284
Alignment:

DADVCTAATTAGBTWTG

—————— AAATAKATWTT

Original motif

Reverse complement motif
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Consensus sequence: DADVCTAATTAGBTWTG

20

o === é ——— QIA A%EIII?

L1}
Webiiogo 3.4

Consensus sequence: CAWABCTAATTAGBDTD

gm%émA“GIA | Ag X

0.0 = = e e

15
Webiloga 3.4

Motif ID: UP00170

Motif name: Isl2

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5

Number of overlap: 11

Similarity score: 0.0233945

Alignment:

HWDTTAATYKMTTHHR

-—-——AAATAKATWTT-

Original motif
Consensus sequence: MHHAAYYMATTAADWH

2.0

Reverse complement motif
Consensus sequence: HWDTTAATYKMTTHHR

20

Page 101 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=170

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDHWTTTAATTAATHHV
AAWATRTATTT-—-———-—

Original motif

UP00212

Lhx5

Mus musculus
Original Motif
Reverse Complement
Backward

7

11

0.0236276

Consensus sequence: VDHATTAATTAAAWHHB

20

" TIAALIAA

— .

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VDHWTTTAATTAATHHYV

20

0.0 === = 411 . ﬂAA; =S —_—

bits

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00108

Alx3

Mus musculus
Original Motif
Reverse Complement
Forward

1

11
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Similarity score: 0.0243258

Alignment:
WVHAYTAATTARYTVHV

AAWATRTATTT-—-————

Original motif
Consensus sequence: WVHAYTAATTARYTVHYV

2.0

JX AﬁQI AsL _

10 15

bits

Wabiloga 3.4

Reverse complement motif
Consensus sequence: VHVAKMTAATTAKTHBW

2.0

s éa? ‘ ‘AAEL 2
5 10 1

5
Webiloga 3.4

Motif ID: UP00171

Motif name: Msx3

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 11

Similarity score: 0.0254704

Alignment:

HHVTTAATTKGTTHTV

—-———-AAATARATWTT-

Original motif
Consensus sequence: VAHAACYAATTAABHH

Reverse complement motif
Consensus sequence: HHVTTAATTKGTTHTV
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2.0

2

0
0

bits

lTATTAgll-I_

Wablogo 3.4

0.0 s = == 0.0
Motif ID: UP00250
Motif name: Irx5
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 6
Number of overlap: 11

0.0259267

Similarity score:
Alignment:

WVTDHWACATGTWHDDD
————— AAWATRTATTT-

Original motif

Consensus sequence: DDDHWACATGTWHDABW

2.0

Reverse complement motif
Consensus sequence: WVTDHWACATGTWHDDD

2.0

Motif ID:

UP00223
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DDDHTACATGTAVWDHD
—-———-AAWATRTATTT--

Original motif

Irx3_2226.1
Mus musculus
Original Motif
Original Motif
Forward

5

11
0.0263428

Consensus sequence: DDDHTACATGTAVWDHD

2.0

bi

" TACAT TTﬂI“‘*

Watiloga 3.4

Reverse complement motif
Consensus sequence: DHDWBTACATGTAHDDD

2.0

o TAATUTa

Wabiogs 3.4

Dataset #: 1 Motif ID: 14

Original motif

Consensus sequence: TAATKATATAA

Motif name: Motif 14

Reverse complement motif
Consensus sequence: TTATATYATTA
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bLts
>

o.0
10 5 10
Weksiaga 34 Webilags 3.4

Best Matches for Motif ID 14 (Highest to Lowest)

0.0

Motif ID: UP00264
Motif name: Hoxal
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5
Number of overlap: 11
Similarity score: 0.0229661
Alignment:
MBDRTAATTAGCTHAD
-—-——-TAATKATATAA-
Original motif Reverse complement motif
Consensus sequence: HTDAGCTAATTAMHBY Consensus sequence: MBDRTAATTAGCTHAD
£i10
L Ao | =" _=

Weblogad 4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DVBTAATTAATTAABTH
-—-TAATKATATAA---

Original motif

UP00129

Pou3fl

Mus musculus
Original Motif
Original Motif
Forward

4

11

0.02767

Consensus sequence: DVBTAATTAATTAABTH

20

“L oATTARTTAS .

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DAVTTAATTAATTAVBD

20

0.0

" TMATIAATT,

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00212
Lhx5

Mus musculus
Original Motif
Original Motif
Forward

6
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Number of overlap:
Similarity score:

Alignment:
VDHATTAATTAAAWHHB
————— TAATKATATAA-

Original motif

Consensus sequence: VDHATTAATTAAAWHHB

2.0

11
0.0295456

Reverse complement motif

2.0

bit

Consensus sequence: VDHWTTTAATTAATHHYV

Webiiaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VDAATTAATTAAWWHHB
————— TAATKATATAA-

Original motif

UP00130

Lhx3

Mus musculus
Original Motif
Original Motif
Forward

6

11
0.0295647

Reverse complement motif

Page 108 of 752

1 ﬁ@II AA%X“L Mﬂ“_éxl “AAE- _

WebiLags 3.4


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=130

Consensus sequence: VDAATTAATTAAWWHHB

20

TR

0.0 EEe
5 15

Webiiogo 3.4

Consensus sequence: VHHWWTTAATTAATTDV

20

Motif ID: UP00247
Motif name: Pax4

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1

Number of overlap: 11

Similarity score: 0.0309932
Alignment:

DDSBKMTAATTAKDBVW

—————— TAATKATATAA

Original motif
Consensus sequence: WVVDYTAATTARYBSDH

20

210 ‘
T g :
Er s, o | 2AS =
5

0. —
10 15
Websiaga 3.4

Reverse complement motif
Consensus sequence: DDSBKMTAATTAKDBVW

2.0

bits

0.0 T
15
WekiLags 3.4

—_——— QQI -=§=A__-_,_ _-_—%
5 10
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VHVAKMTAATTAKTHBW
—————— TAATKATATAA

Original motif

UP00108

Alx3

Mus musculus
Original Motif
Reverse Complement
Forward

7

11

0.0319078

Consensus sequence: WVHAYTAATTARYTVHV

20

RN hﬁ%I
5

Reverse complement motif
Consensus sequence: VHVAKMTAATTAKTHBW

20

i A
g éa? ‘ ‘ Ax_ A
5 10 15

Webiloga 3.4

1NAsl
Motif ID: UP00105
Motif name: Pou3f4
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
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Number of overlap: 11

Similarity score: 0.0323543

Alignment:

DVHTAATTAATTADDDB

-—-—-TAATKATATAA-——-

Original motif Reverse complement motif

Consensus sequence: DVHTAATTAATTADDDB Consensus sequence: BDDDTAATTAATTAHBD
2.0 2.0
ool=— L _.-.._*-57-1.. T _-_—:ﬂ—__..._nc ok = —;;J—ﬂ -:“ Y= e T T e N 8 _1-0_—-— s _;_ —

Motif ID: UP00202

Motif name: DIx1

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 2

Number of overlap: 11

Similarity score: 0.0327446

Alignment:

MDTAATTAHMBCHB

—-—-TAATKATATAA-

Original motif Reverse complement motif
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Consensus sequence: BHGVRDTAATTADY Consensus sequence: MDTAATTAHMBCHB

o TAATTA. T, ..

0.0 —
10

bits
=

tnl

Welilogo 3.4 Webitoga 3.4

Motif ID: UP00128

Motif name: Pou3f2

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 6

Number of overlap: 11

Similarity score: 0.0328898

Alignment:

HHDVMTAATTAATTDDV

————— TAATKATATAA-

Original motif Reverse complement motif

Consensus sequence: VDDAATTAATTARBDHD Consensus sequence: HHDVMTAATTAATTDDYV
20 20

B
o

210 £10
| Iéélh_ “_QTS | =¥ ¢IAAIL? -

Websiaga 3.4 WekiLags 3.4
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Motif ID: UP00266

Motif name: Prrx1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 7

Number of overlap: 11

Similarity score: 0.0331473
Alignment:

AVDAKKTAATTAGTTVV

—————— TAATKATATAA

Original motif
Consensus sequence: VBAACTAATTARYTDVT

20

D; -éﬂgI A2l =«

10 15
WebiLoga 3.4

Reverse complement motif
Consensus sequence: AVDAKKTAATTAGTTVV

20

A _AEEI TTAAIIﬁ

0.0 e
5
Webiloga 3.4

Dataset #: 1 Motif ID: 15 Motif name: Motif 15

Original motif
Consensus sequence: AAAGRTMAAACTA

Reverse complement motif
Consensus sequence: TAGTTTYAKCTTT
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2.0

bits
B

JA\

0.0

Webilogad 4 Wablagod 4

Best Matches for Motif ID 15 (Highest to Lowest)

Motif ID: UP00074

Motif name: Isgf3g_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 2

Number of overlap: 13

Similarity score: 0.0359564

Alignment:

TDAGTTTCGWTTKDV

-TAGTTTYAKCTTT-

Original motif Reverse complement motif
Consensus sequence: VDRAAWCGAAACTDA Consensus sequence: TDAGTTTCGWTTKDV

2.0

,Lf.A_QIQAAAAG; A ﬁ AJIT

i A%‘?‘Iéﬁ__-_-
: 10 15

Webiloga 34 Weblogo a4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDDASATCAAAGGMDDD
-AAAGRTMAAACTA-—-

Original motif

UP00083
Tcf712_primary

Mus musculus
Original Motif
Reverse Complement
Backward

4

13

0.0371142

Consensus sequence: DDDYCCTTTGATSTDDV

20

EqQITTTAICL_

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

20

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00054
Tcf7_primary
Mus musculus
Original Motif
Original Motif
Backward

4
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Number of overlap: 13
Similarity score: 0.0377174

Alignment:
BHHASATCAAAGGAHHH
-AAAGRTMAAACTA---

Original motif
Consensus sequence: BHHASATCAAAGGAHHH

2.0

EW,A?AIQAAA‘ﬂﬁﬁ

0.0 —

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHY

2.0

- = E:Eﬁ;g;j,}j[q;l!][(:g[ig_ﬁ

Motif ID: UP00058
Motif name: Tcf3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 13

Similarity score: 0.0394685
Alignment:

HHHASATCAAAGVRHHH

-AAAGRTMAAACTA-—--

Original motif

Reverse complement motif
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Consensus sequence: HHHASATCAAAGVRHHH

20

“ahTohM

15
Webiiogo 3.4

Consensus sequence: HHHKVCTTTGATSTHHH

20

S 1)

Webiloga 3.4

Motif ID: UP00032

Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 13

Similarity score: 0.0406011

Alignment:

HBHDVHDTCTTATCTHTDDHDV

-——-TAGTTTYAKCTTT—-———-

Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

0
E10 &
e = T L = T e
20

5 10 15

Weblogad 4

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

t
Py

i e ; =

Wabis
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDDAGATCAAAGGKDDD
-AAAGRTMAAACTA-—-

Original motif

UP00067

Lefl_primary
Mus musculus
Original Motif

Reverse Complement

Backward
4

13
0.0411941

Consensus sequence: DDDYCCTTTGATCTDDV

20

- vl M“AIC;-

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

20

= TC | e
5

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00079

Esrra_primary
Mus musculus
Original Motif
Original Motif
Backward

1

13
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Similarity score: 0.042799

Alignment:
DHDBCAAGGTCAHVBDH
-———-AAAGRTMAAACTA

Original motif
Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

w
=10 : ‘ A
—— . =
e — - =
10

0.0

15
Wabiloga 3.4

5

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

2.0

0.0

Webiloga 3.4

Motif ID: UP00061
Motif name: Foxl1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 13

Similarity score: 0.0473603
Alignment:

DWAATRTAAACAAWVVB

-AAAGRTMAAACTA---

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD
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2.0

Websiags 3.4

2.0

Motif ID: UP00040

Motif name: Irf5_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 13

Similarity score: 0.0474515

Alignment:

BDKGTTTCGKTWDDD

-TAGTTTYAKCTTT-

Original motif
Consensus sequence: DDDWAYCGAAACYDV

2.0

' @A%CAQACQeW

0.0

bits

Webilaga 34

Reverse complement motif
Consensus sequence: BDKGTTTCGKTWDDD

20

= _-_:A _TITC o ng_: 2

o.0-= ——

WetsLogo 34

Motif ID: UP00199
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBVHVGGTGTCATHDDT
————TAGTTTYAKCTTT

Original motif

Six4

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

13

0.0477024

Consensus sequence: ADDHATGACACCBHBBV

2.0

——

5

L10 c
P e é-_._. b 4 il e
10

Watiloga 3.4

Reverse complement motif
Consensus sequence: BBVHVGGTGTCATHDDT

2.0

- CA
= — A Wi ¥ T
10 15

Wabiogs 3.4

Dataset #: 1 Motif ID: 16

Original motif

Consensus sequence: TCTKTGTCAAWA

Motif name: Motif 16

Reverse complement motif
Consensus sequence: TWTTGACAYAGA
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bits
bits
5

| A

0.0 0.0

5 10

Wetiloga 34

Best Matches for Motif ID 16 (Highest to Lowest)

Motif ID: UP00258

Motif name: Tgif2

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 2

Number of overlap: 12

Similarity score: 0.00294541

Alignment:

VBWTTGACAGCTVBTT

-TWTTGACAYAGA—-—-

Original motif Reverse complement motif
Consensus sequence: AABBAGCTGTCAAWVV Consensus sequence: VBWTTGACAGCTVBTT

2 2.0

ahf _--AEECI I é;!:éy . ___:-?‘?r*IT A glﬂ LI

0.0
5 10
Weblogad 4 Weblogodd

b
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBHTTGACAGSTVDTD
- TWTTGACAYAGA-—--

Original motif

Consensus sequence: DADBASCTGTCAAHVH

20

bits

0.0

UP00210

Mrg2

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

12

0.00709656

Reverse complement motif
Consensus sequence: DBHTTGACAGSTVDTD

2

o= T‘E‘IT - ";‘*Ql_——_ :I-?;_:!:

10 15
W

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00186
Meis1

Mus musculus
Original Motif
Original Motif
Forward

4
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12

Number of overlap:
Similarity score: 0.00883873
Alignment:
WAVBASCTGTCAAWVH
—-——-TCTKTGTCAAWA-
Original motif Reverse complement motif
Consensus sequence: WAVBASCTGTCAAWVH Consensus sequence: DBWTTGACAGSTBVTW
2.0 2.0
A CT T A 1 S
o= __NICW L TR A~ ool A 1| = LCH N &
3 10 fmkoarsa ? 1o oo
Motif ID: UP00226
Motif name: Mrg1l
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 12
Similarity score: 0.00900015
Alignment:
WAVBASCTGTCAAWHB
—-——TCTKTGTCAAWA-
Reverse complement motif
Page 124 of 752
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Consensus sequence: WAVBASCTGTCAAWHB

2

=

L1}

1.0

o> =1 NIV I V¥V A=
: 5 10 15

Weblogad 4

Consensus sequence: BHWTTGACAGSTBBTW

2.0

bits
P

—_-::A-—I - . CIE =

15
e a4

0.0

-

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DABWWTGACAGCTVVBD
——TWTTGACAYAGA---

Original motif

UP00122

Tgifl

Mus musculus
Reverse Complement
Original Motif
Forward

3

12

0.0128037

Consensus sequence: DABWWTGACAGCTVVBD

20

bits

a_ R | VI

0.0 T
5 1

JACT

15

Websiaga 3.4

Reverse complement motif
Consensus sequence: DBVVAGCTGTCAWWVTH

2.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BDVTTTKTTTACWTWHH
————— TWTTGACAYAGA

Original motif

UP00073

Foxa2_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

12

0.0145754

Consensus sequence: HHWAWGTAAAYAAAVDB

2.0

=

AQ?AIAA 5 g é—e:‘ :

5

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

2.0

o I¥ X TIAGEA

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00205

Pknox2

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

12
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0.0147372

Similarity score:
Alignment:
VHATTGACAGSKSVTH
-TWTTGACAYAGA—-—-
Original motif Reverse complement motif
Consensus sequence: HAVSRSCTGTCAATHB Consensus sequence: VHATTGACAGSKSVTH
quﬂ?ECI T ax K-> | ;CIE?%J
Motif ID: UP00203
Motif name: Pknox1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4
Number of overlap: 12
Similarity score: 0.0147793
Alignment:
DRVSASCTGTCAAWVV
—-——-TCTKTGTCAAWA-
Reverse complement motif
Consensus sequence: VVWTTGACAGSTSBKD
Page 127 of 752
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20

it
5

GGLA -:;ACGI T__ él_ﬁz% o ;—-.:---:‘QI B wis_ - QE‘E_: L -

10 15
Weblogod 4 Weblogod4

Motif ID: UuP00045

Motif name: Mafb_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Backward

Position number: 1

Number of overlap: 12

Similarity score: 0.0150474

Alignment:

HAAWDTGCTGACDWARH

————— TWTTGACAYAGA

Original motif Reverse complement motif
Consensus sequence: HAAWDTGCTGACDWARH Consensus sequence: DMTWDGTCAGCADWTTH

2.0

2.0

it
5

" imﬁ-ArI";:I 1 GT- : Q-;a;

0.0

10 15
Watiloga 3.4 Wabiogs 3.4
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UP00103

Jundm2_secondary
Mus musculus

Motif ID:
Motif name:
Species:
Matching format of first motif: Reverse Complement
Matching format of second motif Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 12
Similarity score: 0.0167106
Alignment:
HDDKTGASTCAKHRDB
-TWTTGACAYAGA—-—-
Original motif
: VDKDRTGASTCAYHDH

Consensus sequence

2.0
1.0 ‘ CA
= Tc:C = i =
10 15
WebiLogad 4

0.0

Motif name: Motif 17

Reverse complement motif
Consensus sequence: HDDKTGASTCAKHRDB

2.0

bits

c](
—=A 1 T LS lf;‘_-é,_.._

0.0

Reverse complement motif
Consensus sequence: GAGGTCAGAAG

Dataset #: 1

Motif ID: 17

Original motif
Consensus sequence: CTTCTGACCTC

Page 129 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=103

2.0

bits

0.0

2.0

bits
-

0.0

Watiiaga 34

Best Matches for Motif ID 17 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VKBBAGGGGTCAHDBBH
————— GAGGTCAGAAG-

Original motif

Consensus sequence: VKBBAGGGGTCAHDBBH

20

bits

.. A

>

UP00079
Esrra_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

6

11

0

Reverse complement motif
Consensus sequence: DBBHHTGACCCCTBBYV

20

w1

Weblaga 34

=
3

Webiiogo 3.4

1
Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DMTWDGTCAGCADWTTH
—-—-GAGGTCAGAAG———-

Original motif

uP00045

Mafb_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

11

0.00315419

Consensus sequence: HAAWDTGCTGACDWARH

20

E:nééu?IGT;Q'A

PN

—

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DMTWDGTCAGCADWTTH

20

% 1.0
0.0 E;e*:?_“—t_’!\ CA - . - %$1; S~
5 10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00009
Nr2f2_primary

Mus musculus
Reverse Complement
Original Motif
Backward

1
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Number of overlap: 11
Similarity score: 0.00435047

Alignment:
DHBHAAAGGTCAHVHB
————— GAGGTCAGAAG

Original motif
Consensus sequence: DHBHAAAGGTCAHVHB

2.0

alTon

0.0 s

bits

15
Weblagad 4

Reverse complement motif
Consensus sequence: BHVDTGACCTTTDVDD

20

St thy s O

15

Wbl

Motif ID: UP00048
Motif name: Rara

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6

Number of overlap: 11

Similarity score: 0.00499607
Alignment:

DHBHAAAGGTCACVHD

————— GAGGTCAGAAG

Original motif

Reverse complement motif
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Consensus sequence: DHBHAAAGGTCACVHD

20

0.0

15
Weblogad 4

Consensus sequence: HHVGTGACCTTTDVDD

[T

=
=1

15
Weblogodd

0
0

S _———— W
0.0 —_g

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBHBDTGACCCCDHVHB
-CTTCTGACCTC-———-

Original motif

UP00053

Rxra_primary
Mus musculus
Original Motif
Original Motif
Backward

6

11
0.00503678

Consensus sequence: DBHBDTGACCCCDHVHB

20

bits

0.0 = ==

oy Tg.&_ e ——

Websiaga 3.4

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD

2.0

M
>
>.

4 ‘*
<>
B
fi

15
WekiLags 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBVHTGACCTTGVDHD
-CTTCTGACCTC-———-

Original motif

UP00079
Esrra_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2

11

0.00855607

Consensus sequence: DHDBCAAGGTCAHVBDH

20

“__cAAGLTCA,

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

20

L — -
i s

e W e W
10 15
Webiloga 3.4

5

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00020
Atfl_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

11
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Similarity score: 0.0106472

Alignment:
DMDMTGACGTCAKHBD
————— GAGGTCAGAAG

Original motif
Consensus sequence: DBDRTGACGTCAYHRD

2.0

. JeAGGTed,

0.0 = — -
15

WabiLogad 4

bits

Reverse complement motif
Consensus sequence: DMDMTGACGTCAKHBD

2.0

L TohGaTeh..

0.0 g ==

10 5
WablLogo 34

Motif ID: UP00066

Motif name: Hnf4a_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 11

Similarity score: 0.0108194
Alignment:

BDBVMGGGGTCAARBHDV

————— GAGGTCAGAAG-

Original motif
Consensus sequence: BDBVMGGGGTCAABHDV

Reverse complement motif
Consensus sequence: BHHVTTGACCCCYVVDB
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5 10 15 S 5 10 15 S

Motif ID: UP00068
Motif name: Eomes_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4
Number of overlap: 11
Similarity score: 0.0131175
Alignment:
BVHDAGGTGTGAAAHHH
-——GAGGTCAGAAG---
Original motif Reverse complement motif
Consensus sequence: BVHDAGGTGTGAAAHHH Consensus sequence: HHHTTTCACACCTDHBY

2.0 2.0

o6 ‘:‘A‘—k A I II ééﬂ__ = 0.0 - _____IIA QA - 4 Q;;

5 10 15 S 5 10 15 T

Motif ID: UP00103
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Motif name: Jundm2_primary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 11

Similarity score: 0.0132197

Alignment:

HVGMTGACGTCATCRB

CTTCTGACCTC————-

Original motif
Consensus sequence: BBGATGACGTCAYCVH

2,

EE :-gTTAQAIQAlcﬁ

L1
15
Wabiogad 4

Reverse complement motif
Consensus sequence: HVGMTGACGTCATCBB

2.

ATk Teh...

a
15
WabiLogo 34

Dataset #: 1 Motif ID: 18 Motif name: Motif 18

Original motif
Consensus sequence: CAAAGTCCAGC

Reverse complement motif
Consensus sequence: GCTGGACTTTG
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Watiiaga 34

Best Matches for Motif ID 18 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHAYTGGACTTTHDBV
-—-GCTGGACTTTG---

Original motif

Consensus sequence: BBHHAAAGTCCAMTHH

20

MO

UP00066

Hnf4a_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

3

11

0

Reverse complement motif

Weblaga 34

Consensus sequence: HHAYTGGACTTTHDBV

2.0

)

15
Weblogad 4

AT

H

bLogods
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHBVHTGACCTTGVDHD
—--GCTGGACTTTG——-—-

Original motif

UP00079

Esrra_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

11

0.0313848

Consensus sequence: DHDBCAAGGTCAHVBDH

20

“__cAAGLTCA,

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

20

L — -
i s

e W e W
10 15
Webiloga 3.4

5

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00048
Rara

Mus musculus
Original Motif
Original Motif
Backward

3
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Number of overlap:
Similarity score:

Alignment:
DHBHAAAGGTCACVHD
-——CAAAGTCCAGC--

Original motif

Consensus sequence: DHBHAAAGGTCACVHD

2.0

11
0.0347594

0.0 =

15
Weblagad 4

Reverse complement motif
Consensus sequence: HHVGTGACCTTTDVDD

20

’“ 1 .

bits

— == 0 W
0.0 =

15
Weblogod 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHBHAAAGGTCAHVHB
-—-—CAAAGTCCAGC--

Original motif

UP00009

Nr2f2_primary
Mus musculus
Original Motif

Original Motif

Backward

3

11

0.0448871

Reverse complement motif

Page 140 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=009

Consensus sequence: DHBHAAAGGTCAHVHB Consensus sequence: BHVDTGACCTTTDVDD

A E - TCA’: s e == "Ac ?Cé — %
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 10
Number of overlap: 11
Similarity score: 0.0461676
Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
————————— GCTGGACTTTG---
Original motif Reverse complement motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
2.0 20
i G_S-E-_:g%%_ T ) I g?_: == 9{'- = - === ’-‘A W A A c-“i"F‘_—-? =
5 10 15 20 5 10 15 20

Weslaga 3.4 Webblaga 3.4
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Motif ID: UP00539

Motif name: Gli2_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 11

Similarity score: 0.0468432
Alignment:

DTVBDDRGACCACCCAGDWDGBH
---CAAAGTCCAGC--—————-—~

Original motif
Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

20

U UAWARA. .

e N et —

5 10 15 20

WesLogo 34

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBAFK

20

Motif ID: UP00047

Motif name: Zbtb7b_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Page 142 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=539
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=047

Number of overlap: 11
Similarity score: 0.0474554

Alignment:
BBDVHGGTGGTCBKDDB
————— GCTGGACTTTG-

Original motif
Consensus sequence: BDDRVGACCACCHBDVB

2.0

m A C
" C
‘?é - A - o
15

0.0 -

5 10

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BBDVHGGTGGTCBKDDB

2.0

bits

e e
0.0 —— =

m T Tc
.
o Al 4 b _4=" =
10 15

5
WebiLags 3.4

Motif ID: UP00416

Motif name: Flil

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 11

Similarity score: 0.0475257

Alignment:

DHDACCGGAAKTBBVV

—-——-GCTGGACTTTG--

Original motif

Reverse complement motif
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Consensus sequence: VBBVAYTTCCGGTDDH

20

T ae] |

bits

10

15
Weblogad 4

Consensus sequence: DHDACCGGAAKTBBVV

2

(O

LK
15
Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDGHHBHRGACCACCCGSVDVG
-—-—-—-CAAAGTCCAGC-—————-

Original motif

UP00540

Gli3_v016060_primary
Mus musculus

Original Motif

Original Motif

Forward

5

11

0.0476315

Consensus sequence: HDGHHBHRGACCACCCGSVDVG

2.0

D

-
I
5
0

=

=4

Weblogad 4

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

]
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Motif ID: UP00540

Motif name: Gli3_v015681_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 5

Number of overlap: 11

Similarity score: 0.0492402

Alignment:

ABBBBVVRGACCACCCACRDBBM

----CAAAGTCCAGC--———---

Original motif Reverse complement motif
Consensus sequence: ABBBBVVRGACCACCCACRDBBM Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20 20

bits
b=

= 0.0-= == K lI == ¥ et 1 = —

5 10 15 20 5 10 20
WebLog 3.4 Weblogn 34

AA éT-A‘EA?-ﬁé x | T THI ) &

Dataset #: 1 Motif ID: 19 Motif name: Motif 19
Original motif Reverse complement motif
Consensus sequence: AGAGAAAG Consensus sequence: CTTTCTCT
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Best Matches for Motif ID 19 (Highest to Lowest)

Motif ID: UP00101
Motif name: Sox12_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5
Number of overlap: 8
Similarity score: 0
Alignment:
VVDBASACAAAGRADH
-——-AGAGAAAG----
Original motif Reverse complement motif
Consensus sequence: VVDBASACAAAGRADH Consensus sequence: HDTMCTTTGTSTVDBB
£i10 A AAA £10 TIT T
e ASACARAG. A e TCALNIGleT
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UP00419

Motif ID:
Motif name: Spic
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
4
8
0.00218499

Position number:
Number of overlap:
Similarity score:

Alignment:
VAAAGMGGAAGTWD

-—--AGAGAAAG---
Original motif
Consensus sequence: VAAAGMGGAAGTWD

42
=]

ﬁ_éé&,,%Q v AA_EII o

uP00074

Reverse complement motif
Consensus sequence: DWACTTCCRCTTTB

2.0

=

= 1.0
0.0—=

ﬁACIchzgxlI_

Motif ID:
Isgf3g_primary
Mus musculus
Reverse Complement

Motif name:
Species:
Matching format of first motif:
Matching format of second motif: Reverse Complement
Direction: Forward
4

Position number:
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Number of overlap: 8
Similarity score: 0.0130365

Alignment:
TDAGTTTCGWTTKDV
-—-CTTTCTCT----

Original motif
Consensus sequence: VDRAAWCGAAACTDA

2.0

“_ah COAMACE

Webilaga 34

Reverse complement motif

Consensus sequence: TDAGTTTCGWTTKDV

ﬁle¢IITQQ?II;-

15
WetsLogo 34

Motif ID: UP00085
Motif name: Sfpil_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 8

Similarity score: 0.013531
Alignment:

BDAWGVGGAAGTDH

-—-—-AGAGAAAG-—-

Original motif

Reverse complement motif
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Consensus sequence: BDAWGVGGAAGTDH

2.0

bits
B

0.0

BaoSaW AAQ:I_: )

Welilogo 3.4

Consensus sequence: HDACTTCCBCWTDV

2.0

,ACI =Cx X

bits

0.0

Webitoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
TBDKGTTTCGMTDHV
-——-CTTTCTCT---

Original motif

Consensus sequence: VDDAYCGAAACYDVA

20

UP00018
Irf4_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

8

0.0150506

o, COMRCs

Webiloga 3.4

Reverse complement motif
Consensus sequence: TBDKGTTTCGMTDHYV

20

bits

0.0

= = AW A‘E‘lf}-:—:__
5

10 15
Weslage a4
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Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
BWAHSMGGAAGTWD

—-—AGAGAAAG---

UuP00409

EIf5
Mus musculus

Original Motif
Original Motif
Backward

4

8
0.0153654

Original motif
Consensus sequence: BWAHSMGGAAGTWD

2.0
wr
=10 AA
4#45__5552 A A\][ﬁr
5 10
Webiloga 3.4

Reverse complement motif
Consensus sequence: DWACTTCCRSDTWV

0.0

Motif ID: UP00032
Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif Original Motif

Forward
8

Direction:
Position number:
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Number of overlap: 8
Similarity score: 0.0177379

Alignment:
BDHDDADAGATAAGADHBDHVD

Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

a
=10 g
00 — & e | e = = =

5 10 15 20
WebLogad 4

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

TCHAILT -

- e  CECSSCC Aut_—..-_w: .

PN .~ = - 8 A £ =—r=

5 10 15 20

i
Weblogod4

Motif ID: UP00062
Motif name: Sox4_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 8

Similarity score: 0.017774
Alignment:

HBDDDAACAAAGRVBHH

-—-—-AGAGAAAG————~

Original motif

Reverse complement motif
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Consensus sequence: HBDDDAACAAAGRVBHH

20

0.0 = TR

—— — iy AAQ _‘_E:

5

Webiiogo 3.4

Consensus sequence: HHBBMCTTTGTTHDDBH

20

w
£10

-\ ] -

0.0

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HBDDRAACAAAGRABHH
-——--AGAGAAAG————-—

Original motif

UP00030

Sox11_primary
Mus musculus
Original Motif
Original Motif
Backward

6

8

0.019138

Consensus sequence: HBDDRAACAAAGRABHH

20

bits

0.0l=— o

10 A
re=15.3 $A£_\_é ,
10 1

Websiaga 3.4

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

2.0

it
a

SeIUL,

0.0

WekiLags 3.4
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Motif ID: UuP00040

Motif name: Irf5_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 8

Similarity score: 0.0202543

Alignment:

BDKGTTTCGKTWDDD

-——CTTTCTCT----

Original motif
Consensus sequence: DDDWAYCGAAACYDV

2.0

§ QQ%CA&ACQA;

bits

0.0

Webiloga 34

Reverse complement motif
Consensus sequence: BDKGTTTCGKTWDDD

2.0

s

0.0

Weblogo a4

Dataset #: 1 Motif ID: 20 Motif name: Motif 20

Original motif
Consensus sequence: TCCTCCTGGAA

Reverse complement motif
Consensus sequence: TTCCAGGAGGA
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bits
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5 10
Weksiaga 34

Best Matches for Motif ID 20 (Highest to Lowest)

Motif ID: UP00050

Motif name: Bhlhb2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 8

Number of overlap: 11

Similarity score: 0.0142508
Alignment:

YDYBDHTMCACGTGGADDBMDGT

————— TTCCAGGAGGA-—-—--——-

Original motif
Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

20

w
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g = = =) &= —vlc = . A =T

2.0

bits
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Weblaga 34

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20

u
EHJ T A
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15

0= — = = = i, =

20
Weblaga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHHATTCCTYGAAAGD
-—-TCCTCCTGGAA---

Original motif

Consensus sequence: DCTTTCKAGGAATHHYV

20

- IKQLLTQLAATAAE )

uP00043

Bcl6b_primary

Mus musculus
Original Motif
Reverse Complement
Forward

3

11

0.0219794

15
Weblogad 4

Reverse complement motif
Consensus sequence: VHHATTCCTYGAAAGD

2.0

j“. %IlgglgA_AAAt

-_—
; ===
5 15

bits

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00102
Zicl_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

3
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Number of overlap:
Similarity score:

Alignment:
DVHCCTGCTGBGDDB
-—-TCCTCCTGGAA--

Original motif
Consensus sequence: BHDCVCAGCAGGHVD

2.0

10 CAGeacl

11

0.0220915

Webilaga 34

Reverse complement motif
Consensus sequence: DVHCCTGCTGBGDDB

2.0

@ T
Fro
- AW =

o — - N e

15
WetsLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDDTWCCCCCCGGDRVH
-——-TCCTCCTGGAA--

Original motif

UP00022

Zfp740_secondary
Mus musculus
Original Motif
Original Motif
Forward

5

11

0.0240277

Reverse complement motif
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Consensus sequence: DDDTWCCCCCCGGDRVH

20

Consensus sequence: HVKDCCGGGGGGWADDD

20

it
=

e X==CHVVIVIVIV oA -
28 5 10 15
Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVBCYTGCTGBGDDD
-—-TCCTCCTGGAA--

Original motif

UP00057
Zic2_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

3

11

0.0255161

Consensus sequence: HHDCVCAGCAKGVVD

20

N

¢ CAGEa

15
Webiloga 3.4

Reverse complement motif
Consensus sequence: DVBCYTGCTGBGDDD

20
m C C = o
- I | =
- ____g____A Fe W W
5 10

Weslage a4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VBVDMCTTCCGGTVBVD
—————— TTCCAGGAGGA

Original motif

UP00420

Elk3

Mus musculus
Reverse Complement
Reverse Complement
Forward

7

11

0.0258834

Consensus sequence: DVBBACCGGAAGYDVVV

20

Reverse complement motif
Consensus sequence: VBVDMCTTCCGGTVBVD

20

ACT T

0.0 — —___.—_T_—-—A__ | | “_3"-———'— =——

5 10 15
Webiloga 3.4

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00006
Zic3_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

3
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Number of overlap:
Similarity score:

Alignment:
DVHCYTGCTGTGHDH
-—-TCCTCCTGGAA--

Original motif
Consensus sequence: DDDCACAGCAKGHVD

2.0

= 499 A

0.0 e
5

bits

geTTg

11
0.0261265

15
Webilaga 34

Reverse complement motif
Consensus sequence: DVHCYTGCTGTGHDH

+ Cerd(T

="u K

10 15
WetsLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BHHHACTTCCGGTHHBD
—————— TTCCAGGAGGA

Original motif

UP00013

Gabpa_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

11

0.0280194

Consensus sequence: HVHHACCGGAAGTDHHV

Reverse complement motif
Consensus sequence: BHHHACTTCCGGTHHBD
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2.0

.| AC

—— - T = W W

2.0

0=
5 10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DHBDACTTCCGGTVHVB
—————— TTCCAGGAGGA

Original motif

Consensus sequence: VVHBACCGGAAGTDBHD

2.0

= -écc - AQI == 0.0 = . = T?lzz .
5 10 15 10 15

uUuP00410

Elk1l

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

11

0.0292751

Reverse complement motif
Consensus sequence: DHBDACTTCCGGTVHVB

2.0

1.0

bit

5

0.0

WebiLags 3.4

Webiiaga 3.4

Motif ID:

UP00183
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDHBCTCGTAAAAWBD
~-TCCTCCTGGAA---

Original motif

Hoxal3

Mus musculus
Original Motif
Original Motif
Forward

3

11
0.0307181

Consensus sequence: HDHBCTCGTAAAAWBD

2.0

0.0

o CToTM,.

Wabiogad 4

Reverse complement motif

Consensus sequence: DVWTTTTACGAGBHDH

2.0
1.0

TGS

=
a

WabiLogo 34

Dataset #: 1 Motif ID: 21

Original motif

Consensus sequence: CTGCTTTCCMAA

Motif name: Motif 21

Reverse complement motif
Consensus sequence: TTYGGAAAGCAG
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ts

bi

2.0
0.0
5 10

Wetiloga 34

Best Matches for Motif ID 21 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
TBDKGTTTCGMTDHV
-CTGCTTTCCMAA--

Original motif

Consensus sequence: VDDAYCGAAACYDVA

2.0

o S

uP00018

Irf4_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2

12

0.0328573

15
Webiloga 34

1]

bi

2.0
0.0 s
5 10

Wetiloga 34

Reverse complement motif
Consensus sequence: TBDKGTTTCGMTDHV

2.0

bits

= =AW A l‘_‘}“;‘—:_-
5

10 15
Weblogo a4

0.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
WDSHTYGGAAVTDVDW
—-——-TTYGGAAAGCAG-

Original motif

UP00015

Ehf_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

12

0.0339295

Consensus sequence: WDVDABTTCCKAHSDW

20

Fol

Reverse complement motif
Consensus sequence: WDSHTYGGAAVTDVDW

2.0

el

—— W W
10

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00045
Mafb_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

2
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Number of overlap: 12
Similarity score: 0.0362612

Alignment:
DMTWDGTCAGCADWTTH
-TTYGGAAAGCAG———-

Original motif
Consensus sequence: HAAWDTGCTGACDWARH

2.0

0.0 )‘&TIII - GT- - Q~:—‘ke‘}
: 5 10

Reverse complement motif

Consensus sequence

2.0

=10

st

=

: DMTWDGTCAGCADWTTH

Ul||

CA_-éﬁl;_

WebiLags 3.4

Motif ID: UP00122
Motif name: Tgifl

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3

Number of overlap: 12

Similarity score: 0.0373175
Alignment:

DBVVAGCTGTCAWWVTH

-——-CTGCTTTCCMAA--

Original motif

Reverse complement motif
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Consensus sequence: DABWWTGACAGCTVVBD

20

A _ Ax

15

5 1

0.0

JACT

Webiiogo 3.4

Consensus sequence: DBVVAGCTGTCAWWVTH

20

— :Ac ‘:'-‘:Iﬂ,;

5 10 15
Webiloga 3.4

Motif ID: UP00258
Motif name: Tgif2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 12

Similarity score: 0.0385167
Alignment:

AABBAGCTGTCAAWVV

—-—-—-CTGCTTTCCMAA-

Original motif
Consensus sequence: AABBAGCTGTCAAWVYV

2.

0.0
Weblogad 4

Reverse complement motif
Consensus sequence: VBWTTGACAGCTVBTT

20

_:-_—A%IT A CT l:c

0.0 — e = —
5 10

bits

Weblogod.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDKDHGAAATCAHHBHV
-TTYGGAAAGCAG———-—

Original motif

UP00148

Hdx

Mus musculus
Reverse Complement
Original Motif
Forward

2

12

0.0391678

Consensus sequence: DDKDHGAAATCAHHBHV

20

"L . cahdTCA.

Reverse complement motif
Consensus sequence: BDBDHTGATTTCDHYDD

bits
=

_ ToATrre .

15
Webiloga 3.4

0.0 3 = 0.0-== i
Motif ID: UP00040
Motif name: Irf5_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Original Motif
Forward

4

Page 166 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=148
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=040

Number of overlap: 12
Similarity score: 0.04057

Alignment:
DDDWAYCGAAACYDV
-—-TTYGGAAAGCAG

Original motif
Consensus sequence: DDDWAYCGAAACYDV

2.0

o aLihnAGe

0.0

bits

Webilaga 34

Reverse complement motif
Consensus sequence: BDKGTTTCGKTWDDD

2.0

S [[FER 8

0.0
10 15
WetsLogo 34

Motif ID: UP00192
Motif name: Six1

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5

Number of overlap: 12

Similarity score: 0.0414168
Alignment:

AVHDHTGATACCCMDHH

—-———-CTGCTTTCCMAA-

Original motif

Reverse complement motif
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Consensus sequence: DHDRGGGTATCAHDHBT

20

@
=10
oo ..,__‘.f-‘:n'A@-EA ys 3
5 10

Consensus sequence: AVHDHTGATACCCMDHH

20

w
E 1.0 C
=3 == N .=‘ i -Q$QIM__-
5 10 15

Webiloga 3.4

= 1‘; -:!: 0.0
Motif ID: UP00159
Motif name: Six2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5
Number of overlap: 12
Similarity score: 0.0420524

Alignment:
AHWDGTGATACCCMRTD
-——-CTGCTTTCCMAA-

Original motif

Consensus sequence: DAKRGGGTATCACDWHT

20

s
:

oy
N oy ‘ A
a i e T~ Y
= 5 10

15
Websiaga 3.4

Reverse complement motif
Consensus sequence: AHWDGTGATACCCMRTD

2.0

0.0 - — == e — T
5 10

15
WekiLags 3.4
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Motif ID: UP00235

Motif name: Hoxcl1
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 12

Similarity score: 0.0421437
Alignment:

HAADGTCGTAAAAHDD

-—-——-TTYGGAAAGCAG

Original motif
Consensus sequence: HAADGTCGTAAAAHDD

20

TG,

0.0

bits

Weblogad 4

Reverse complement motif
Consensus sequence: HDHTTTTACGACDTTH

2.0

o3
E‘l.ﬂ C
P— —_ ‘ I ; A—r o TR
5 10 ’

0.0
15
Weblogodd

Dataset #: 1 Motif ID: 22 Motif name: Motif 22

Original motif
Consensus sequence: TTTATGGTGAGCAT

Reverse complement motif
Consensus sequence: ATGCTCACCATAAA
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TTHGTCA

Welsloge 34

Best Matches for Motif ID 22 (Highest to Lowest)

Motif ID: UP00146

Motif name: Poubfl_3733.1
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 14

Similarity score: 0.0269204

Alignment:

DHDASCTCATTATVHHB

-—-ATGCTCACCATAAA-

Original motif
Consensus sequence: VHHVATAATGAGSTDDH

20

bits

A

e T BN g b _-cz‘fl'_-l-; —

5 10 15
Webiiogo 3.4

0.0

1.0

bits

5 10
Webilaga 3.4

Reverse complement motif
Consensus sequence: DHDASCTCATTATVHHB

20

“_aLlCAllAT

0.0 —
10 15

Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
-DCATDBTGHGCATKMTTBRSWR
TTTATGGTGAGCAT-—————————

Original motif

UP00528

Foxm1_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

10

13

0.511393

Consensus sequence: MWSMBAARRATGCDCABHATGD

20

bits

AA

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

cécg = _— -—-e--_-A _ ilg 00 = :
Motif ID: UuP00045
Motif name: Mafb_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Original Motif
Forward

5
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Number of overlap: 13
Similarity score: 0.520342

Alignment:
HAAWDTGCTGACDWARH-
—-———-ATGCTCACCATAAA

Original motif
Consensus sequence: HAAWDTGCTGACDWARH

2.0

)‘ATI:':I W GT- ;i Qufaén

o=

Reverse complement motif
Consensus sequence: DMTWDGTCAGCADWTTH

2.0

E;@— e CA - W, $$1; -

WebiLags 3.4

Motif ID: UP00097
Motif name: Mtfl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 13

Similarity score: 0.520462
Alignment:

DBDHCGTGTGCAAMDH-

-TTTATGGTGAGCAT--

Original motif
Consensus sequence: DBDHCGTGTGCAAMDH

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH
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2.0
4]
1.0

=

g LS

~ ClilOh..

20

bits
P

15
Weblogad 4

(6

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
—DDBHGGTTGGCATVBD
TTTATGGTGAGCAT---

Original motif

Consensus sequence: DBBATGCCAACCHVHH

2.0

bits

0.0

aluWAGe

UP00035
Hicl_primary

Mus musculus
Original Motif
Reverse Complement
Backward

4

13

0.524109

Reverse complement motif

Consensus sequence: DDBHGGTTGGCATVBD

20

Wablogo 3.4

0.0

5

Weblagad 4

Motif ID:

UP00072
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
—-—-DDHTACGACAAAWDDB
-—-TTTATGGTGAGCAT--

Original motif

IRC900814_primary
Mus musculus
Original Motif
Reverse Complement
Backward

3

12

1.01715

Consensus sequence: DDHTACGACAAAWDDB

2.0

bits

0.0

L AAchs,

15
WabiLogad 4

Reverse complement motif
Consensus sequence: BHDWTTTGTCGTAHDD

2.0

15
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UP00191

Pou2f2

Mus musculus
Original Motif
Reverse Complement
Forward

3

12

1.0174
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BHDTATGCAAATDHDV--
—-—-TTTATGGTGAGCAT--

Original motif
Consensus sequence: BHDTATGCAAATDHDV

2.0

L TAIGOMAT .

15
WabiLogad 4

Reverse complement motif
Consensus sequence: BHHDATTTGCATAHHV

2.0
0

L TTChTs

WablLogo 34

Motif ID: UP00179
Motif name: Pou2f3
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3

Number of overlap: 12

Similarity score: 1.01782
Alignment:

BHDTATGCAAATBHDV--

-—-TTTATGGTGAGCAT--

Original motif
Consensus sequence: BHDTATGCAAATBHDV

Reverse complement motif
Consensus sequence: BHHVATTTGCATAHHV
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2.0

bits

ki ;TTLAA .

15
Weblogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
—-—-DVVGGYMATAAAAHKH
ATGCTCACCATAAA-———

Original motif

UP00133

Cdx2

Mus musculus
Reverse Complement
Original Motif
Backward

5

12

1.02211

Consensus sequence: DVVGGYMATAAAAHKH

2.0

0.0

1 @AccATAAAéT

\Nabag o34

Reverse complement motif
Consensus sequence: HRHTTTTATYMCCVBD

20

T TAlrAge

0.0

bits

mhug 034

Motif ID:

UP00173
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Motif name: Hoxc13

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
Number of overlap: 12
Similarity score: 1.02921
Alignment:
DHWTTTTAMGAGBDHH--
—-—ATGCTCACCATAAA--
Original motif Reverse complement motif
Consensus sequence: HHDBCTCRTAAAAWHD Consensus sequence: DHWTTTTAMGAGBDHH
2.0 2.0
P = . == B A Een o = él:_:z{z 0.0 —"—"-_"'_“‘-42\ i3 - TA C o
2 19 \:Msb_oga:].d 2 19 \Eh_ugua.d
Dataset #: 1 Motif ID: 23 Motif nhame: Motif 23
Original motif Reverse complement motif
Consensus sequence: ATGTWTTCATTMAT Consensus sequence: ATYAATGAAWACAT

2.0 2.0

A

10

w
10 u

0.0

Wabioga 3.4

Webiioga 3.4
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Best Matches for Motif ID 23 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VDAATTAATTAAWWHHB
—-——-ATYAATGAAWACAT

Original motif

UP00130

Lhx3

Mus musculus
Reverse Complement
Original Motif
Backward

1

14

0.0285638

Consensus sequence: VDAATTAATTAAWWHHB

20

0.0=== éAlI ‘ IAA";\I—?-—,-

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VHHWWTTAATTAATTDV

20

. -;é%IIAIIAAlg

0.0

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

UP00212

Lhx5

Mus musculus
Reverse Complement
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Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDHATTAATTAAAWHHB
-——ATYAATGAAWACAT

Original motif

Original Motif
Forward

4

14
0.0306386

Consensus sequence: VDHATTAATTAAAWHHB

2.0

. ﬁ@II AA%X

Reverse complement motif
Consensus sequence: VDHWTTTAATTAATHHYV

2.0

111

Webiloga 3.4

= — P =
Motif ID: UP00169
Motif name: Lmx1b
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1
Number of overlap: 14
Similarity score: 0.0343199

Alignment:
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VDWWWTTAATTAATDHB
ATGTWTTCATTMAT---

Original motif

Consensus sequence: VDWWWTTAATTAATDHB

2.0

0.0-1=

= IIXC A ‘ ‘ =P.N
10 1

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BHDATTAATTAAWWWHB

2.0

S |11/ T

0.0 l=——

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VVDATTAATTAAWWAHB
—-——-ATYAATGAAWACAT

Original motif

UP00262

Lhx1

Mus musculus
Reverse Complement
Original Motif
Forward

4

14

0.0349569

Consensus sequence: VVDATTAATTAAWWAHB

Reverse complement motif
Consensus sequence: BHTWWTTAATTAATDVV
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2.0 2.0

Motif ID: UP00244
Motif name: TIx2

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3

Number of overlap: 14

Similarity score: 0.0361912
Alignment:

WWDTTATTAATTHATTV

-ATGTWTTCATTMAT--

Original motif
Consensus sequence: BAATHAATTAATAAHWW

2.0

3 e éAllAAIﬁAQIx

Reverse complement motif
Consensus sequence: WWDTTATTAATTHATTV

2.0

} QAGAAIIAAIL

WebiLags 3.4

Motif ID: UuP00188
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
CVHHTTAATTAAWWWHB
—-——-ATYAATGAAWACAT

Original motif

Lmx1la

Mus musculus
Reverse Complement
Original Motif
Backward

1

14

0.0375132

Consensus sequence: CVHHTTAATTAAWWWHB

2.0

0.0

T Th...,

Reverse complement motif
Consensus sequence: BDWWWTTAATTAAHHVG

2.0

E”AAATTAATTAA —

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00155

Hmx2

Mus musculus
Reverse Complement
Original Motif
Backward

1

14

0.0386004
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Alignment:
ADBVHTTAATTGCTTVB
-——ATYAATGAAWACAT

Original motif
Consensus sequence: VVAAGCAATTAAHVVDT

2.0

o VAITA

e

5 10
Wabiloga 3.4

Reverse complement motif
Consensus sequence: ADBVHTTAATTGCTTVB

[AATTL., .

15

Motif ID: UP00157
Motif name: Hmx3
Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 14

Similarity score: 0.0390217
Alignment:

VBVAGCAATTAAHVVAT

-——ATYAATGAAWACAT

Original motif
Consensus sequence: VBVAGCAATTAAHVVAT

Reverse complement motif
Consensus sequence: ATBVHTTAATTGCTBBB
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2.0

Websiags 3.4

2.0

, ;-;EAIIA Tl,n;gl:-:.fz

0.0

bits

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VVVVTTAATTAABDDDC
—-——-ATYAATGAAWACAT

Original motif

UP00172

Prop1l

Mus musculus
Reverse Complement
Original Motif
Forward

4

14

0.0397917

Consensus sequence: VVVVTTAATTAABDDDC

2.0

v TIRATTAe

==

-

10

15
Webiiaga 3.4

Reverse complement motif
Consensus sequence: GDDDBTTAATTAABBVY

2.0

:l I}I‘LHAAE _

0.0

WebiLags 3.4

Motif ID:

UP00237
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

CHDMTTAATTAAKDHVV
—-——-ATYAATGAAWACAT

Original motif

Otp

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

14

0.041444

Consensus sequence: VVHDRTTAATTAAYDDG

2.0

00—

T,

15
Wabiloga 3.4

Reverse complement motif
Consensus sequence: CHDMTTAATTAAKDHVYV

=

0.0

2.0
c LI INAx
5 10 15

Webiloga 3.4

Dataset #: 1 Motif ID: 24

Original motif

Consensus sequence: AAAGWCATWAA

2.0
o
0.0 -
5 10

Motif name: Motif 24

Wabhiiaga 3.4

Reverse complement motif
Consensus sequence: TTWATGWCTTT

bits

2.0
0.0
5 10

Webiiaga 3.4
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Best Matches for Motif ID 24 (Highest to Lowest)

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDADGTCGTAAAAHDD
-AAAGWCATWAA-—-—--

Original motif

UP00246

Hoxall

Mus musculus
Original Motif
Original Motif
Backward

5

11

0.011591

Consensus sequence: HDADGTCGTAAAAHDD

20

bits

(laAd.

Reverse complement motif

Consensus sequence: DDDTTTTACGACDTDH

=]

2

1

- TTikelke

56 ;__eé,}_?_ —= 0
Motif ID: UP00235
Motif name: Hoxcl1l
Species: Mus musculus
Matching format of first motif: Original Motif
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Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HAADGTCGTAAAAHDD
-AAAGWCATWAA-——-—

Original motif

Original Motif
Backward

5

11
0.0124232

Consensus sequence: HAADGTCGTAAAAHDD

2.0

0.0

m AAA
=10
_ s = 1WA A=
5 10

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HDHTTTTACGACDTTH

2.0
0

S )1,

0.0 1=
15
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UP00207
Hoxb9

Mus musculus
Original Motif
Original Motif
Forward

1

11
0.0163525
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VRRGCMATAAAAHHHD
AAAGWCATWAA-———-

Original motif
Consensus sequence: VRRGCMATAAAAHHHD

2.0

wﬂﬂﬁ?ggATééAAﬁfﬁ

0.0—==
15

WabiLogad 4

bits

Reverse complement motif
Consensus sequence: HDHHTTTTATRGCKMV

2.0

wafquIIAlTAglfg

bits

0.0

WablLogo 34

Motif ID: UP00197

Motif name: Hoxc9

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5

Number of overlap: 11

Similarity score: 0.0176256

Alignment:

VDHHTTAATGACCBHV

—-———-TTWATGWCTTT-

Original motif
Consensus sequence: VDVGGTCATTAAHHDB

Reverse complement motif
Consensus sequence: VDHHTTAATGACCBHV
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2.0

: _4él§ATlAA§i;

5

bits

Weblogad 4

20

TlakTec.

0.0

bits

Wablogo 3.4

Motif ID: UP00245
Motif name: Hoxc10
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 11

Similarity score: 0.01781
Alignment:

HDDDGTCGTAAADHBB

-AAAGWCATWAA—-——-

Original motif
Consensus sequence: HDDDGTCGTAAADHBB

2.0

%170 A
; ~1LVA :

10 15
Weblagad 4

Reverse complement motif
Consensus sequence: VBDDTTTACGACDDDH

2

- Thiike.

0
5
Weblogod 4

=

Motif ID: UP00117
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHDVGTCGTAAAAHHHD
—AAAGWCATWAA-———-

Original motif

Hoxd1l1

Mus musculus
Original Motif
Original Motif
Backward

6

11
0.0206572

Consensus sequence: HHDVGTCGTAAAAHHHD

2.0

Reverse complement motif
Consensus sequence: DDDHTTTTACGACVDHH

2.0

" x| [THGUAC

gl = LA LTl i pol= e AllT%l- . =
: 10 Sy 3 10 s
Motif ID: UuP00240
Motif name: Cdx1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5
Number of overlap: 11
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Similarity score:
Alignment:
DDVGGTMATAAAABKH
-AAAGWCATWAA-———

Original motif

Consensus sequence: DDVGGTMATAAAABKH

20

0.0231269

Reverse complement motif

Consensus sequence: HRVTTTTATYACCBDD

AIIII TTACC

2.0

"otk

1.0

—-_m_‘
0.0 — 0.0
Motif ID: UP00213
Motif name: Hoxa9
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DCGGYCATWAAAWTADW
AAAGWCATWAA-—-—-——-—

Original motif

Consensus sequence: DCGGYCATWAAAWTADW

Original Motif
Original Motif
Backward

7

11
0.0241179

Reverse complement motif

?u-

Consensus sequence: WDTAWTTTWATGKCCGD
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2.0

" cochlalla.

Watiloga 3.4

2.0

SO i) |

0.0

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVVGGYMATAAAAHKH
—AAAGWCATWAA-—-—-

Original motif

UP00133

Cdx2

Mus musculus
Original Motif
Original Motif
Forward

2

11
0.0264981

Consensus sequence: DVVGGYMATAAAAHKH

2.0

bits

ol

0.0

wsuog o34

Reverse complement motif
Consensus sequence: HRHTTTTATYMCCVBD

2.0

TRl

Weblogod4
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Motif ID: UP00177

Motif name: Hoxd12
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 11

Similarity score: 0.0271901
Alignment:

HHDVGTCGTAAAAHHHD

-AAAGWCATWAA-————

Original motif
Consensus sequence: HHDVGTCGTAAAAHHHD

20

w
=10
—_——— —éTCA "wd A0 R W N
5 10

0.0

Reverse complement motif
Consensus sequence: DHDHTTTTACGACVDHD

20

— ; _— i B = , 4 = = e

Dataset #: 1 Motif ID: 25 Motif name: Motif 25

Original motif
Consensus sequence: AATAACAGATT

Reverse complement motif
Consensus sequence: AATCTGTTATT

Page 193 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=177

2.0

bits

10
Watiiaga 34

Best Matches for Motif ID 25 (Highest to Lowest)

Motif ID: UP00186
Motif name: Meisl
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4

Number of overlap: 11

Similarity score: 0.0336973
Alignment:

DBWTTGACAGSTBVTW

-—-AATAACAGATT---

Original motif
Consensus sequence: WAVBASCTGTCAAWVH

2

5
Weblogad 4

. = _ACC_T T_ éx_f____

bits

Weblaga 34

Reverse complement motif
Consensus sequence: DBWTTGACAGSTBVTW

2.0

210
I ) X
o T ! i T = A
0 T - R
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHWTTGACAGSTBBTW
—-—AATAACAGATT---

Original motif

UP00226

Mrgl

Mus musculus
Original Motif
Reverse Complement
Forward

3

11

0.0361504

Consensus sequence: WAVBASCTGTCAAWHB

2

. ATk

=
P

15
Weblogad 4

Reverse complement motif
Consensus sequence: BHWTTGACAGSTBBTW

2.0

1.0 ‘
a == :A-_A - = C%: = o=
= : 10

bits

alll

5 1

H

bLogods

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00122

Tgifl

Mus musculus
Reverse Complement
Reverse Complement
Backward

4
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Number of overlap:
Similarity score:

Alignment:
DBVVAGCTGTCAWWVTH
-—-AATCTGTTATT---

Original motif

11
0.0367255

Consensus sequence: DABWWTGACAGCTVVBD

2.0

bits
a

Reverse complement motif

Consensus sequence: DBVVAGCTGTCAWWVTH

2.0

1 a B | VVINY CI R 1o ASVIVIVALX
3 19 12 Weblogs 2.4 2 19 e WebLoga 3.4
Motif ID: UP00203
Motif name: Pknox1
Species: Mus musculus
Matching format of first motif: Original Motif

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVWTTGACAGSTSBKD
-—-AATAACAGATT---

Original motif

Reverse Complement
Backward

4

11

0.0373644

Reverse complement motif
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Consensus sequence: DRVSASCTGTCAAWVV Consensus sequence: VVWTTGACAGSTSBKD

2.0

Mt‘?‘ QACCI T__ él_ﬁ-_‘;: o ;—_;—-:‘%I | B L Ll B L=

10 15
Weblogad 4 Weblogodd

it
5

tn

Motif ID: UP00258

Motif name: Tgif2

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 4

Number of overlap: 11

Similarity score: 0.0400385

Alignment:

AABBAGCTGTCAAWVV

-——-AATCTGTTATT--

Original motif Reverse complement motif
Consensus sequence: AABBAGCTGTCAAWVV Consensus sequence: VBWTTGACAGCTVBTT

20

___:-_—@IT yil_ CT lI

0.0 = e S

2.

0.0

bits

5 10
Weblogad 4 Weblogod.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DDVKTAATTGGTTDTH
————— AATCTGTTATT

Original motif

Consensus sequence: HAHAACCAATTARBDH

2.0

UP00166

Barhl1

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

11

0.0408157

E:ﬂﬂ_&e@gAAITA6'ﬁ“

WabiLogad 4

Reverse complement motif
Consensus sequence: DDVKTAATTGGTTDTH

2.0

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00171

Msx3

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

11

0.040907
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Alignment:
HHVTTAATTKGTTHTV
————— AATCTGTTATT

Original motif
Consensus sequence: VAHAACYAATTAABHH

2.0

. —
15
WabiLogad 4

Reverse complement motif
Consensus sequence: HHVTTAATTKGTTHTV

i lTA |acIT

0. _—

WablLogo 34

Motif ID: UP00109
Motif name: Obox6
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 11

Similarity score: 0.0411003
Alignment:

AHAADCGGATTAWHB

AATAACAGATT----

Original motif
Consensus sequence: AHAADCGGATTAWHB

Reverse complement motif
Consensus sequence: BHWTAATCCGDTTHT

Page 199 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=109

A
N

N TAATCGT"TL =

0
— e
P e————

2.0
210
T
oo I Aé? < iy AA =
3 10 Wd:d:glEClIA
Motif ID: UP00205
Motif name: Pknox2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
3
11
0.0430579

Position number:
Number of overlap:
Similarity score:

Alignment:
VHATTGACAGSKSVTH

—-—AATAACAGATT---

Original motif
Consensus sequence: HAVSRSCTGTCAATHB

2.0

eﬁ?ACCI T AL

=0

bits

UP00081

Reverse complement motif
Consensus sequence: VHATTGACAGSKSVTH

20

w CIE? -—
140 15
WabLoga 3 4

bits

AT

0.0
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Motif name: Mybl1_primary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 5

Number of overlap: 11

Similarity score: 0.0431149

Alignment:

HDDDHAACCGTTAHHHD

-———-AATCTGTTATT--

Original motif
Consensus sequence: HDDDHAACCGTTAHHHD

2.0

d AACCWIA

0.0 = =
5

= e =

Reverse complement motif
Consensus sequence: DHHHTAACGGTTHDHDH

2.0

Dataset #: 1 Motif ID: 26 Motif name: Motif 26

Original motif
Consensus sequence: CTGTTTTWAT

Reverse complement motif
Consensus sequence: ATWAAAACAG
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bits
5

A

5 10
Wbl oga 3 4

.0

Best Matches for Motif ID 26 (Highest to Lowest)

Motif ID: UP00207
Motif name: Hoxb9
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 10

Similarity score: 0.030167
Alignment:

HDHHTTTTATRGCKMV

—————— ATWAAAACAG

Original motif
Consensus sequence: VRRGCMATAAAAHHHD

2.0

B QQATAAATAT;

0.0

wsbog 034

2.0

bits

0.0

Wb aga 3 4

Reverse complement motif
Consensus sequence: HDHHTTTTATRGCKMV

2.0

o TMilTsser

0.0

'thug 034

Motif ID: uP00213
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DCGGYCATWAAAWTADW
—————— ATWAAAACAG-

Original motif

Hoxa9

Mus musculus
Reverse Complement
Original Motif
Backward

2

10

0.0323471

Consensus sequence: DCGGYCATWAAAWTADW

2.0

EIAE%¢%2AI$AAAII?TI

Watiloga 3.4

Reverse complement motif
Consensus sequence: WDTAWTTTWATGKCCGD

2.0

i, oY AIHIAIIAQ%#.=

0.0—=

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00134

Hoxb13

Mus musculus
Original Motif
Reverse Complement
Forward

1

10

0.0362663
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Alignment:
VRHCCAATAAAAWHHV
CTGTTTTWAT-——-—-

Original motif
Consensus sequence: VRHCCAATAAAAWHHV

2.0

" c%é_IAAAAA'¥

WabiLogad 4

Reverse complement motif
Consensus sequence: VDHWTTTTATTGGDKB

2.0

N 1))1: 9

15
WablLogo 34

Motif ID: UP00061
Motif name: Foxl1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5

Number of overlap: 10

Similarity score: 0.0372816
Alignment:

VVVWTTGTTTAMATTWD

—-———-CTGTTTTWAT---

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD
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2.0

Websiags 3.4

2.0

Motif ID: UP00025

Motif name: Foxk1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5

Number of overlap: 10

Similarity score: 0.0386784
Alignment:

BBVTTTGTTTACATTDD

-——-CTGTTTTWAT---

Original motif
Consensus sequence: DDAATGTAAACAAAVVB

2.0

E: néégAIAAm é41

5
Webiiaga 3.4

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

-l

WebiLags 3.4

it
5

0.0

Motif ID: UP00180
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HDHHTTTTATTKKHDD
—————— ATWAAAACAG

Original motif

Consensus sequence: HDHYYAATAAAAHHHH

2.0

Hoxd13

Mus musculus
Reverse Complement
Original Motif
Backward

1

10

0.0390272

0.0

© cqudThll

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD

2.0

g ATITTIAIIA&

15
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00025
Foxkl_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

3

10

0.0396761
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Alignment:
HDDTGTTKTTKTHHD
-—-CTGTTTTWAT---

Original motif
Consensus sequence: HHHAYAAYAACAHHH

2.0

15
Webiloga 34

Reverse complement motif
Consensus sequence: HDDTGTTKTTKTHHD

2.0

S | PR

a.0

Wetilogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDDDATTTTATTKVRDB
-CTGTTTTWAT-————-

Original motif

UP00121

Hoxd10

Mus musculus
Original Motif
Reverse Complement
Backward

7

10

0.0450256

Consensus sequence: VDKVYAATAAAATDDDH

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB
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2.0

)

= — e

i

WebiLags 1.4

* T 5 10 12 Welsiaga 3.4
Motif ID: UP00061
Motif name: Foxl1_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
Number of overlap: 10
Similarity score: 0.0451436
Alignment:
ADDDYAWAACAAMAHH
--ATWAAAACAG—-—---

Original motif
Consensus sequence: ADDDYAWAACAAMAHH

2.0

A ééAA%Agéé

. T
— i
5

15
Weblagad 4

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT

20
s I::AIA
5

it
o

_-—-._AIA_ e —
140 15
Weblogod 4

0.0

Motif ID: UP00101
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Motif name: Sox12_primary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 10
Similarity score: 0.0452358
Alignment:
DWTHAVAACAATHA
-ATWAAAACAG—-—--
Original motif Reverse complement motif
Consensus sequence: THATTGTTVTHAWH Consensus sequence: DWTHAVAACAATHA
2.0 2.0
N lﬁA‘ ,1 AIl_-l - 1 = A AACAAIIA
2 10 Watilogo 3.4 V = 19 Wabitaga 3.4
Dataset #: 1 Motif ID: 27 Motif name: Motif 27
Original motif Reverse complement motif
Consensus sequence: ATTCTGTRAAG Consensus sequence: CTTKACAGAAT
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bits
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0.0

5 10
Watiiaga 34 Weblaga 34

Best Matches for Motif ID 27 (Highest to Lowest)

Motif ID: UP00193

Motif name: Rhox11 2205.1

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 4

Number of overlap: 11

Similarity score: 0.022933

Alignment:

AVDHCGCTGTWAWDVVW

-——ATTCTGTRAAG—---

Original motif Reverse complement motif
Consensus sequence: AVDHCGCTGTWAWDVVW Consensus sequence: WVVHWTWACAGCGHHVT

20 20

1.0

2 Q C éA% - i = : _,II vl i ¥ = == =3

o= - T - — _— = -

bits

5 10 15
Webiiogo 3.4 Webiloga 3.4
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Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

UP00186

Meisl
Mus musculus
Reverse Complement

Reverse Complement
Backward

4
11
0.0231555

Reverse complement motif
Consensus sequence: DBWTTGACAGSTBVTW

Alignment:
DBWTTGACAGSTBVTW
-—-CTTKACAGAAT---
Original motif
Consensus sequence: WAVBASCTGTCAAWVH
A CT T A 1 S
Je== _MWCV] T IVIITX - pole——"wA | L LCH W
UP00258
Tgif2

Mus musculus

Motif ID:
Motif name:
Species:
Matching format of first motif: Reverse Complement
Matching format of second motif Reverse Complement
Forward
3

Direction:
Position number:

Page 211 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=186
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=258

Number of overlap: 11
Similarity score: 0.0232158

Alignment:
VBWTTGACAGCTVBTT
—-—CTTKACAGAAT---

Original motif
Consensus sequence: AABBAGCTGTCAAWVV

Reverse complement motif
Consensus sequence: VBWTTGACAGCTVBTT

20

Weblogod 4

20
A T |
o :5“:\ _--AECI I II?E P s ! p L QE: %I
Motif ID: UP00012
Motif name: Bbx_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
Number of overlap: 11
Similarity score: 0.023325
Alignment:
HADTTCAWTGAABWD
—-—ATTCTGTRAAG—-

Original motif

Reverse complement motif
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Consensus sequence: HADTTCAWTGAABWD

2.0

E:IéAIIQA¢I%AQ*I“

15

Webiloga 34

Consensus sequence: HWBTTCAWTGAADTH

2.0

ﬁ:igIlQAzI%AE*IT

Weblogo a4

Motif ID: UP00226
Motif name: Mrgl
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:

Reverse Complement
Reverse Complement

Direction: Backward
Position number: 4

Number of overlap: 11
Similarity score: 0.0239764
Alignment:

BHWTTGACAGSTBBTW

-—-CTTKACAGAAT---

Original motif
Consensus sequence: WAVBASCTGTCAAWHB

2.

=

m e AT ACCT T A_T

15
Weblogad 4

Reverse complement motif
Consensus sequence: BHWTTGACAGSTBBTW

20

bits

0.0 T

__-___%I - - CEE -
10

W
15
WablLogad

i
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVWTTGACAGSTSBKD
-—-CTTKACAGAAT---

Original motif

UP00203

Pknox1

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

11

0.025386

Consensus sequence: DRVSASCTGTCAAWVV

2

bits

0.

Weblogad 4

Reverse complement motif
Consensus sequence: VVWTTGACAGSTSBKD

2.0

1.0

bits

__-_‘$I| i NCls =

10 15
Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00193
Rhox11_1765.2
Mus musculus
Original Motif
Original Motif
Backward

4
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Number of overlap: 11
Similarity score: 0.0259448

Alignment:
AVDVCGCTGTWAWDVVW
-—-ATTCTGTRAAG—-—--

Original motif
Consensus sequence: AVDVCGCTGTWAWDVVW

2.0

& A
P oA 4 B L %:ri I
10 15

0.0 — -
5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: WVWVHWTWACAGCGBHBT

2.0

1.0

i IS’;=_=_,__.III Ol = - X
¥ 5 10

15
WebiLags 3.4

48
=

Motif ID: UP00205

Motif name: Pknox2

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 11

Similarity score: 0.0264392

Alignment:

VHATTGACAGSKSVTH

-—-CTTKACAGAAT---

Original motif

Reverse complement motif
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Consensus sequence: HAVSRSCTGTCAATHB

20

Consensus sequence: VHATTGACAGSKSVTH

2.0

Weblogodd

£i10 £10

MQG“?ECI I oxL . ALIV ;clg?gL
Motif ID: UP00055

Motif name: Hbp1l_primary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHDWTSAATGAATDDRB
-—-CTTKACAGAAT---

Original motif

Reverse Complement
Original Motif
Backward

4

11

0.0287967

Consensus sequence: HHDWTSAATGAATDDB

2.

0.

EE T Toaar

15
Weblogad 4

Reverse complement motif
Consensus sequence: VDHATTCATTSAWDDH

H ?AIIGAIICAIﬁ

it
5

0.0 ==
Weblogod.4
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Motif ID: UP00210

Motif name: Mrg2

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 11

Similarity score: 0.0289027

Alignment:
DBHTTGACAGSTVDTD
-—-CTTKACAGAAT---

Original motif Reverse complement motif
Consensus sequence: DADBASCTGTCAAHVH Consensus sequence: DBHTTGACAGSTVDTD

20 2

I L] W

—
15 10 15
WebLogad 4 WebLoga 3.4

oga

Dataset #: 1 Motif ID: 28 Motif name: Motif 28

Original motif Reverse complement motif
Consensus sequence: ATTTAGTAAA Consensus sequence: TTTACTAAAT
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2.0

bits
5

.0

5 10
Wbl oga 3 4

Best Matches for Motif ID 28 (Highest to Lowest)

Motif ID: UP00130

Motif name: Lhx3

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 10

Similarity score: 0.00271264
Alignment:

VHHWWTTAATTAATTDV

-—-—-TTTACTAAAT-—--

Original motif
Consensus sequence: VDAATTAATTAAWWHHB

20

- éﬁl] | IAA@IA

s ———

15

Webiiogo 3.4

2.0

0.0

Reverse complement motif
Consensus sequence: VHHWWTTAATTAATTDV

20

bits

” _lé$lIAIIAAI§

0.0 =

Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HWATTAGTACATAV
-ATTTAGTAAA-——

Original motif

Consensus sequence: BTATGTACTAATWH

z ;ATEIAQlEAT

bits

UP00082
Zfp187_primary

Mus musculus
Original Motif
Reverse Complement
Backward

4

10

0.00275365

Pt ——

Welilogo 3.4

Reverse complement motif

Consensus sequence: HWATTAGTACATAV

i ———

| ATTACTACAT.

Webitoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00212

Lhx5

Mus musculus
Reverse Complement
Reverse Complement
Backward

4
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Number of overlap:
Similarity score:

Alignment:

VDHWTTTAATTAATHHV
-——-TTTACTAAAT---

Original motif

Consensus sequence: VDHATTAATTAAAWHHB

2.0

10
0.00285069

Reverse complement motif

2.0

bit

Consensus sequence: VDHWTTTAATTAATHHYV

Webiiaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHDATTAATTAAWWWHR
-——ATTTAGTAAA--—-

Original motif

UP00169

Lmx1b

Mus musculus
Original Motif
Reverse Complement
Forward

4

10

0.00676865

Reverse complement motif
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Consensus sequence: VDWWWTTAATTAATDHB

20

0.0
5

— IIXG AN B .
10 1

Webiiogo 3.4

Consensus sequence: BHDATTAATTAAWWWHB

20

S |11/ T

0.0

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDHTTTTACGACVDHD
————— TTTACTAAAT--

Original motif
Consensus sequence: HHDVGTCGTAAAAHHHD

20

UP00177

Hoxd12

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

10

0.00747245

Reverse complement motif
Consensus sequence: DHDHTTTTACGACVDHD

2.0

x| | 1HAC.

- S B = : . 4 = s

5 10 15
WekiLags 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDVHWTTTACGACCKHH
————— TTTACTAAAT--

Original motif

UP00135

Hoxcl2

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

10

0.0076403

Consensus sequence: HHRGGTCGTAAAWHBDH

20

Reverse complement motif
Consensus sequence: DDVHWTTTACGACCKHH

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UPQ00117

Hoxd11

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

Page 222 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=135
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=117

Number of overlap: 10
Similarity score: 0.00864633

Alignment:
DDDHTTTTACGACVDHH
————— TTTACTAAAT--

Original motif
Consensus sequence: HHDVGTCGTAAAAHHHD

2.0

ARA.

Reverse complement motif
Consensus sequence: DDDHTTTTACGACVDHH

2.0

" x| [THGUAC

WebiLags 3.4

=~ LA LTI M= - o= e AlIITY I = - =
3 10 W g = 3 10 5
Motif ID: uP00142
Motif name: Uncx4.1
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 4
Number of overlap: 10
Similarity score: 0.0100967
Alignment:
CVVBTTAATTAATDHDV
-——-TTTACTAAAT-—-—--

Original motif

Reverse complement motif
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Consensus sequence: VDHDATTAATTAABVVG

20

A UAA

bits

0.0 —

15

Webiiogo 3.4

Consensus sequence: CVVBTTAATTAATDHDV

= . l TAAlre

5

it
a

0.0
Webiloga 3.4

Motif ID: UP00235

Motif name: Hoxcl1l

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5

Number of overlap: 10

Similarity score: 0.010176

Alignment:

HDHTTTTACGACDTTH

-—-—-TTTACTAAAT--

Original motif
Consensus sequence: HAADGTCGTAAAAHDD

2.0

- . AAA
s A1 VA | -
5 10 15

Weblogad 4

Reverse complement motif
Consensus sequence: HDHTTTTACGACDTTH

2.

0
210 ‘ AC
= = N N - T::J‘:&“E—:‘—
= 5 10 15

0.

Weblogod.4
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Motif ID: UP00246

Motif name: Hoxall

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5

Number of overlap: 10

Similarity score: 0.0105914

Alignment:

DDDTTTTACGACDTDH

-——-TTTACTAAAT--

Original motif
Consensus sequence: HDADGTCGTAAAAHDD

20

ool

0.0
15

Weblogad 4

Reverse complement motif
Consensus sequence: DDDTTTTACGACDTDH

2

o Tiikelile

0.

Dataset #: 1 Motif ID: 29 Motif name: Motif 29

Original motif
Consensus sequence: ATTTATTGCTA

Reverse complement motif
Consensus sequence: TAGCAATAAAT

Page 225 of 752
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2.0 2.0

(2]
1.0 ‘=10

bits

0.0 - o.0
5 10 5
Weksiaga 34 Webilags 3.4

Best Matches for Motif ID 29 (Highest to Lowest)

Motif ID: UP00104
Motif name: Hmx1
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
Number of overlap: 11
Similarity score: 0.00115362
Alignment:
VVVAGCAATTAADGVDB
—--TAGCAATAAAT--—-
Original motif Reverse complement motif
Consensus sequence: VVVAGCAATTAADGVDB Consensus sequence: VDBCDTTAATTGCTBVB
£10 CAA TAA £10 TTA | |
.0-1= _‘_E_ﬁéé_ Q..._..--"l-;% e o0 __.-.__r‘:‘:mE.gT__mén - d :.c:A"*'“‘E_I-;_:____

Webiiogo 3.4 Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VVAAGCAATTAAHVVDT
--TAGCAATAAAT----

Original motif

UP00155

Hmx2

Mus musculus
Reverse Complement
Original Motif
Forward

3

11

0.00544084

Consensus sequence: VVAAGCAATTAAHVVDT

20

" A VAN IAATTeI

0.0
5 10

Webiiogo 3.4

Reverse complement motif
Consensus sequence: ADBVHTTAATTGCTTVB

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00157

Hmx3

Mus musculus
Reverse Complement
Original Motif
Forward

3

Page 227 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=155
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=157

Number of overlap:
Similarity score:

Alignment:

VBVAGCAATTAAHVVAT
-—-TAGCAATAAAT-—--—-

Original motif

Consensus sequence: VBVAGCAATTAAHVVAT

2.0

" @t?ééf: v ATV . ~a xx Al cﬂS-?I_T_ﬁI
5 10 15 5 10 15

11
0.00624569

Reverse complement motif

2.0

Consensus sequence: ATBVHTTAATTGCTBBB

== 0.0

Webiiaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVBDGYAATTAATADW
-—-TAGCAATAAAT---

Original motif

UP00263

Hoxb8

Mus musculus
Reverse Complement
Original Motif
Backward

4

11

0.00742166

Reverse complement motif
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Consensus sequence: HVBDGYAATTAATADW

20

0.0

< ACAATI

15

Consensus sequence: WDTATTAATTKCHBVH

2.0

LK T
10

TG

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVVGGYMATAAAAHKH
-—-TAGCAATAAAT---

Original motif

Consensus sequence: DVVGGYMATAAAAHKH

2.0

I — -
P, M )

Mus musculus
Reverse Complement
Original Motif

0.0101377

Reverse complement motif
Consensus sequence: HRHTTTTATYMCCVBD

2.

%AIIII _TAQC___ _

Weblogod.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VRRGCMATAAAAHHHD
-TAGCAATAAAT-—-—--

Original motif

UuP00207

Hoxb9

Mus musculus
Reverse Complement
Original Motif
Backward

5

11

0.0107409

Consensus sequence: VRRGCMATAAAAHHHD

20

bits

b lalh

—

15
Weblogad 4

Reverse complement motif
Consensus sequence: HDHHTTTTATRGCKMV

2.0

0.0 ?‘?—ITTIALAQI$$

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00145

Barhl2

Mus musculus
Reverse Complement
Original Motif
Forward

4
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Number of overlap: 11

Similarity score: 0.0138179

Alignment:

HAMAAHCAATTAABHH

-—--TAGCAATAAAT--

Original motif Reverse complement motif

Consensus sequence: HAMAAHCAATTAABHH Consensus sequence: HHBTTAATTGDTTYTH
2.0 2.0
TS '!‘Thml T TR TR

Motif ID: UP00098

Motif name: Rfx3_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 10

Number of overlap: 11

Similarity score: 0.0142512

Alignment:

HDTBHHCCHTAGCAACVVDHHHH

————————— TAGCAATAAAT---

Original motif Reverse complement motif
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Consensus sequence: HDTBHHCCHTAGCAACVVDHHHH

20
e T e e ‘ - === = =
5 10 15

20

it
P

0.0

WesLogo 34

Consensus sequence: HHHHDVVGTTGCTAHGGDHBAHH

20

@ T
£10
e

i ——=—_— N _ —— [ @ —=L == =

5 10 15 20

Weblaga 3.4

Motif ID: UP00180
Motif name: Hoxd13
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2

Number of overlap: 11

Similarity score: 0.01435
Alignment:

HDHHTTTTATTKKHDD

-———-ATTTATTGCTA-

Original motif
Consensus sequence: HDHYYAATAAAAHHHH

2.0

. “ggéATAAAA%*E

0.

Weblogad 4

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD

20

¥ A?ITTIAIIAA

0.0

15
Weblogod.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

UP00168

Hoxd8

Mus musculus
Reverse Complement
Reverse Complement

Direction: Forward

Position number: 1

Number of overlap: 11

Similarity score: 0.0169109

Alignment:

HADCMATTAATTADTTA

TAGCAATAAAT-—-———-—

Original motif Reverse complement motif

Consensus sequence: TAADTAATTAATRGHTH Consensus sequence: HADCMATTAATTADTTA

2.0

2.0

; éﬁg%BIIAAIIAE%Ié

bits

E ﬂé‘_"al-éAIIAélee%I .

Wabiloga 3.4 Webiloga 3.4

Dataset #: 1 Motif ID: 30

Original motif

Consensus sequence: TTGCTGCTTTT

2.0
o3
- GM n
0.0
5

Motif name: Motif 30

Reverse complement motif
Consensus sequence: AAAAGCAGCAA

2.0

bits
o

0.0

Webilaga 34 Welilags 3.4
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Best Matches for Motif ID 30 (Highest to Lowest)

Motif ID: UP00027

Motif name: Osrl_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 4

Number of overlap: 11

Similarity score: 0.00770725

Alignment:

DHBHGCTACKGTHDHH

-—-TTGCTGCTTTT—---

Original motif Reverse complement motif

Consensus sequence: HHDHACRGTAGCHVHD Consensus sequence: DHBHGCTACKGTHDHH
< alalTA (Tt

i = éc N - — - == oo l== == -"-‘-? - (1:.: Wic=s

Motif ID: UP00044

Motif name: Mafk_secondary

Species: Mus musculus

Matching format of first motif: Original Motif
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Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
MBHTGCADTTTTTHV
-—-TTGCTGCTTTT--

Original motif

Consensus sequence: VHAAAAADTGCAHBR

2.0

0.0—=

Reverse Complement
Backward

3

11

0.0113442

_—

15
Webiloga 34

Reverse complement motif
Consensus sequence: MBHTGCADTTTTTHYV

2.

0
=1
0

o

i}

L
-

L) -

_TECATITT.

Wetilogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UP00052
Osr2_primary

Mus musculus
Original Motif
Reverse Complement
Forward

3

11

0.0117169
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HHHHGCTACKGTHVHH
--TTGCTGCTTTT---

Original motif
Consensus sequence: HHVHACRGTAGCHHHD

2.0

15

i

Reverse complement motif
Consensus sequence: HHHHGCTACKGTHVHH

2.0

bits

WabiLogad 4

UP00045
Mafb_primary

1.0

TACxT

Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
HAAWDTGCTGACDWARH

-——-TTGCTGCTTTT--

Mus musculus
Original Motif
Original Motif
Forward
5

11
0.0149918

Original motif
Consensus sequence: HAAWDTGCTGACDWARH

Reverse complement motif
Consensus sequence: DMTWDGTCAGCADWTTH
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2.0

G —::—&“AI'I'L":I A CT- 4 Q-,‘!‘Aﬁ‘(—_—h

0.
15
Websiags 3.4

bits

% 1-0 QA
st =2 wil 'wi %@1; s
5 10 15

2.0

WebiLags 1.4

Motif ID: UP00037

Motif name: Zfp105_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2

Number of overlap: 11

Similarity score: 0.0204182
Alignment:

HHHTTRTTDTTTKDH

-——TTGCTGCTTTT-

Original motif
Consensus sequence: HDYAAAHAAMAADHD

2.0

~ héééﬁAA%Aéﬁﬁ

Webilaga 34

|

Reverse complement motif
Consensus sequence: HHHTTRTTDTTTKDH

20

0.0—= = —
10 15

Motif ID: UP00057
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Zic2_secondary

Mus musculus
Original Motif
Reverse Complement

Wetiloago 3.4

Direction: Forward

Position number: 5

Number of overlap: 11

Similarity score: 0.0211824

Alignment:

DVBCYTGCTGBGDDD

-——-TTGCTGCTTTT

Original motif Reverse complement motif

Consensus sequence: HHDCVCAGCAKGVVD Consensus sequence: DVBCYTGCTGBGDDD
20 20
. - CAAQAT ¥ = oo T GQIACI,_ -

2 Witeot ik 2 10

Motif ID: UP00145

Motif name: Barhl2

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 2

Number of overlap: 11
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Similarity score:
Alignment:
HHBTTAATTGDTTYTH
-——-TTGCTGCTTTT-

Original motif

Consensus sequence: HAMAAHCAATTAABHH

20

0.0241392

b CMTTAs

15
Weblogad 4

Reverse complement motif
Consensus sequence: HHBTTAATTGDTTYTH

2.0

AAITG Tr..

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
TCDAMVBGACGCMAKDDDVBBD
-—--AAAAGCAGCAA-———————

Original motif

UP00527
Foxn4_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

9

11

0.0241736

Consensus sequence: DBBVDDDRTRGCGTCBBYTHGA

Reverse complement motif
Consensus sequence: TCDAMVBGACGCMAKDDDVBBD
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20
w
B
ij, e
WeblLogo 34

2.0
== o ?l w 'l ‘_-_-,:;rls?ﬁ"} i ;g-;-_ée:':'?_ HBA & —
5 10 15 20 e 5 10 15 20
Motif ID: UP00102
Motif name: Zicl_secondary
Species: Mus musculus
Matching format of first motif Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5
Number of overlap 11
Similarity score: 0.0245177
Alignment:
DVHCCTGCTGBGDDB
-——-TTGCTGCTTTT
Original motif Reverse complement motif
Consensus sequence: BHDCVCAGCAGGHVD Consensus sequence: DVHCCTGCTGBGDDB
2.0 2.0
e *"*Q CA,_T T - o L AQACI .. ==
15 18
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BVDWHWTTGATGRKTKH
—————— TTGCTGCTTTT

Original motif

UuP00185

Pbx1

Mus musculus
Original Motif
Reverse Complement
Forward

7

11

0.0245464

Consensus sequence: HYAYMCATCAAWHWDVV

20

Reverse complement motif
Consensus sequence: BVDWHWTTGATGRKTKH

20

— -

= = éI,T - AIZ = e_-_-l.é'__ﬁ

Webiloga 3.4

Dataset #: 1

Original motif

Consensus sequence: TTGTTGATTTT

Motif ID: 31

Motif name: Motif 31

Reverse complement motif
Consensus sequence: AAAATCAACAA
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2.0

bits

0.0

10
Watiiaga 34

Best Matches for Motif ID 31 (Highest to Lowest)

Motif ID: UP00061
Motif name: Foxl1_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 11

Similarity score: 0

Alignment:

DWAATRTAAACAAWVVB

--AAAATCAACAA-——-

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

20

Reverse complement motif
Consensus sequence: VVWWTTGTTTAMATTWD

20

bits

m.“_lI A k CATI b

0.0

Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDAATGTAAACAAAVVEB
-—-AAAATCAACAA-———

Original motif

UP00025

Foxkl_primary

Mus musculus
Reverse Complement
Original Motif
Backward

5

11

0.00256455

Consensus sequence: DDAATGTAAACAAAVVB

20

o AAAIAIAA

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

20

§ro 1I W TT_Q@II"’

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00039
Foxj3_primary

Mus musculus
Reverse Complement
Original Motif
Backward

5
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Number of overlap: 11
Similarity score: 0.00497188

Alignment:
HDHADGTAAACAAAVVH
-—-AAAATCAACAA-——-

Original motif
Consensus sequence: HDHADGTAAACAAAVVH

2.0

_ slAMAGha

0.0

bits

15
Webiiaga 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

2.0

WebiLags 3.4

Motif ID: UP00227
Motif name: DuxI

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3

Number of overlap: 11

Similarity score: 0.00721745
Alignment:

VHVVGTTGATTGGGTMK

-—-TTGTTGATTTT-—---

Original motif

Reverse complement motif
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Consensus sequence: YRACCCAATCAACVVHV

20

E:Q@AQ?Q A

Webiiogo 3.4

Consensus sequence: VHVVGTTGATTGGGTMK

20

w
£1.0 T
= —_——— = .
5

0.0 == =

Aé_%l%f\
15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHHTTRTTDTTTKDH
—-——-TTGTTGATTTT-

Original motif

UP00037
Zfp105_primary

Mus musculus
Original Motif
Reverse Complement
Backward

2

11

0.0101946

Consensus sequence: HDYAAAHAAMAADHD

20

S
o
I
|
i

SR}

| aha M A

Webiloga 3.4

Reverse complement motif
Consensus sequence: HHHTTRTTDTTTKDH

20

LI T

00—
15

Weslage a4

bits
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HHWAWGTAAAYAAAVDB
-—-AAAATCAACAA-———

Original motif

UP00073

Foxa2_primary

Mus musculus
Reverse Complement
Original Motif
Forward

3

11

0.0135831

Consensus sequence: HHWAWGTAAAYAAAVDB

20

. %“-’*A?AIAA n g é—‘?—‘ .

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00145

Barhl2

Mus musculus
Reverse Complement
Original Motif
Forward

2
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Number of overlap: 11

Similarity score: 0.0139419

Alignment:

HAMAAHCAATTAABHH

-AAAATCAACAA-——-

Original motif Reverse complement motif

Consensus sequence: HAMAAHCAATTAABHH Consensus sequence: HHBTTAATTGDTTYTH
2.0 2.0
TS '!‘Thml T TR TR

Motif ID: UP00041

Motif name: Foxjl_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Backward

Position number: 6

Number of overlap: 11

Similarity score: 0.0164816

Alignment:

HDHRTAAACAAAHDDD

AAAATCAACAA-————

Original motif Reverse complement motif
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Consensus sequence: HDHRTAAACAAAHDDD

20

it
5

0.01=—

- ~ALAAAGA2A

15
Weblogad 4

Consensus sequence: DDDHTTTGTTTAMHDH

M ;IIATITAQ_

15
Weblogodd

bits
a

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDDTGTTKTTKTHHD
-—-TTGTTGATTTT--

Original motif

Consensus sequence: HHHAYAAYAACAHHH

20

UP00025

Foxkl_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

3

11

0.0220198

15
Webiloga 3.4

Reverse complement motif
Consensus sequence: HDDTGTTKTTKTHHD

20

- l?ITAIIAlI‘"

0.0 T
15
Weslage a4
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Motif ID: UP00067

Motif name: Lefl_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 5

Number of overlap: 11

Similarity score: 0.0242838

Alignment:

DHVDTGATTGATVBDV

————-TTGTTGATTTT-

Original motif Reverse complement motif

Consensus sequence: VDVVATCAATCAHBHD Consensus sequence: DHVDTGATTGATVBDV
o “-“A-—QTHCAAIQ - === . PO - C%AIT@AI?.&;};__

Dataset #: 1 Motif ID: 32 Motif name: Motif 32

Original motif Reverse complement motif

Consensus sequence: TTACWGTTT Consensus sequence: AAACWGTAA
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A

5

Wiskal g a 34

Best Matches for Motif ID 32 (Highest to Lowest)

Motif ID: UP00052
Motif name: Osr2_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 9

Similarity score: 0.0202622
Alignment:

HHVHACRGTAGCHHHD

-—-AAACWGTAA-———-

Original motif
Consensus sequence: HHVHACRGTAGCHHHD

A0ACTAGG

it
5

15
Weblogad 4

0.0

bits

Wekslaga 34

Reverse complement motif
Consensus sequence: HHHHGCTACKGTHVHH

bits

2.0

0.0

—

-~ GGTAGr
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHDHACRGTAGCHVHD
-—-AAACWGTAA-————

UP00027

Osrl_primary

Mus musculus
Reverse Complement
Original Motif
Backward

6

9

0.0205632

Reverse complement motif
Consensus sequence: DHBHGCTACKGTHDHH

Original motif
Consensus sequence: HHDHACRGTAGCHVHD

20 2.0

o - éc IA C_‘.E“::—: - — oo l== — A? TA ? wic= -
Motif ID: UP00073
Motif name: Foxa2_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Original Motif
Reverse Complement
Forward

9

Page 251 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=027
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=073

Number of overlap: 9
Similarity score: 0.0212082

Alignment:
BDVTTTKTTTACWTWHH
———————— TTACWGTTT

Original motif
Consensus sequence: HHWAWGTAAAYAAAVDB

2.0

;oe-‘a‘-'i‘AIAA g é%

0.0-1=

15
Webiiaga 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

2.0

_ I]; A TIAG£I—: .

WebiLags 3.4

Motif ID: UP00061
Motif name: FoxI1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 9

Number of overlap: 9

Similarity score: 0.0213447
Alignment:

VVVWTTGTTTAMATTWD

———————— TTACWGTTT

Original motif

Reverse complement motif
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Consensus sequence: DWAATRTAAACAAWVVB

20

h_%éélA_s g é@ﬁ

5

: 10

Webiiogo 3.4

Consensus sequence: VVWWTTGTTTAMATTWD

3 __;!:I A 8 'Crél:[}-:

0.0
5 10 15
Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHHHTAACGGTTHDHDH
-——-TTACWGTTT----

Original motif

UP00081
Mybl1_primary

Mus musculus
Original Motif
Reverse Complement
Backward

5

9

0.0237771

Consensus sequence: HDDDHAACCGTTAHHHD

20

< alelTe

0.0 = - L= 4
5

Reverse complement motif
Consensus sequence: DHHHTAACGGTTHDHDH

2.0

0.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBVTTTGTTTACATTDD
———————— TTACWGTTT

Original motif

UP00025

Foxkl_primary

Mus musculus
Original Motif
Reverse Complement
Forward

9

9

0.0240192

Consensus sequence: DDAATGTAAACAAAVVB

20

o AAAIAIAA

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

20

§ro 1I W TT_Q@II"’

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00186

Meis1

Mus musculus
Original Motif
Reverse Complement
Backward

4
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9

Number of overlap:
Similarity score: 0.0245505
Alignment:
DBWTTGACAGSTBVTW
-——-TTACWGTTT---
Original motif Reverse complement motif
Consensus sequence: WAVBASCTGTCAAWVH Consensus sequence: DBWTTGACAGSTBVTW
2.0 2.0
A CT T A )\ S
o= __NICW L TR A~ ool A 1| = LCH N &
3 10 fmkoarsa ? 1o oo
Motif ID: UP00092
Motif name: Myb_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5
Number of overlap: 9
Similarity score: 0.0258406
Alignment:
HDDDHAACCGTTAHHHD
-———-AAACWGTAA-—-—--
Reverse complement motif
Page 255 of 752
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Consensus sequence: HDDDHAACCGTTAHHHD

20

e

e e

0.0

< el

Webiiogo 3.4

Consensus sequence: DHHHTAACGGTTHHHDH

20

m I -
“_‘*f‘ﬁ"*-—':ﬁ; --"Al'- e
5 10

0.0
15
Webiloga 3.4

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHWTTGACAGSTBBTW
—-——-TTACWGTTT---

Original motif

UP00226

Mrgl

Mus musculus
Original Motif
Reverse Complement
Forward

5

9

0.0267732

Consensus sequence: WAVBASCTGTCAAWHB

2.

=

L1}
m A C ‘ T L
1.0
o> =1 NIV I V¥V A=
: 5 10 15

Weblogad 4

Reverse complement motif
Consensus sequence: BHWTTGACAGSTBBTW

20

__-___%I - = CEE o
10

0.0 =

W
15
WablLogad

bits
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Motif ID: UP00203

Motif name: Pknox1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5

Number of overlap: 9

Similarity score: 0.0277187
Alignment:

VVWTTGACAGSTSBKD

-———-TTACWGTTT---

Original motif
Consensus sequence: DRVSASCTGTCAAWVV

2

0.

Weblogad 4

Reverse complement motif
Consensus sequence: VVWTTGACAGSTSBKD

2.0

1.0

bits

__-_‘$I| i NCls =

10 15
Weblogodd

Dataset #: 1 Motif ID: 33 Motif name: Motif 33

Original motif
Consensus sequence: TTTAATGTYTTTWA

Reverse complement motif
Consensus sequence: TWAAAKACATTAAA
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2.0

bits

c A

0.0

Welsloge 34

Best Matches for Motif ID 33 (Highest to Lowest)

Motif ID: UP00171
Motif name: Msx3

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3

Number of overlap: 14

Similarity score: 0.0143635
Alignment:

HHVTTAATTKGTTHTV

——TTTAATGTYTTTWA

Original motif
Consensus sequence: VAHAACYAATTAABHH

20

Webilaga 3.4

Reverse complement motif
Consensus sequence: HHVTTAATTKGTTHTV

L lIATT§E11-§_

0.0

Weblogodd
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBTTAATTGDTTYTH
—-—TTTAATGTYTTTWA

Original motif

Consensus sequence: HAMAAHCAATTAABHH

20

b CMTTAs

uP00145

Barhl2

Mus musculus
Original Motif
Reverse Complement
Forward

3

14

0.0149596

15
Weblogad 4

Reverse complement motif
Consensus sequence: HHBTTAATTGDTTYTH

2.0

AAITG Tr..

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00170

Isl2

Mus musculus
Original Motif
Reverse Complement
Forward

3
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Number of overlap: 14
Similarity score: 0.0226802

Alignment:
HWDTTAATYKMTTHHR
-—TTTAATGTYTTTWA

Original motif
Consensus sequence: MHHAAYYMATTAADWH

MﬁﬂeéélgééTTAéf

bits

e
15
Wl

blogad 4

Reverse complement motif
Consensus sequence: HWDTTAATYKMTTHHR

20

= e e, W —
—

Motif ID: UP00119

Motif name: Nkx2-9

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 14

Similarity score: 0.0229232

Alignment:

HDTTBAAGTACTTDAAA

-—-—-TWAAAKACATTAAA

Original motif
Consensus sequence: TTTDAAGTACTTVAADH

Reverse complement motif
Consensus sequence: HDTTBAAGTACTTDAAA
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WebiLags 1.4

5 T g
Motif ID: UP00216

Motif name: Obox1

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.0255021

Alignment:

DDARGGGGATTAACDHH

TWAAAKACATTAAA-——

Original motif
Consensus sequence: DDARGGGGATTAACDHH

2.0

- ‘ ‘ A
S - éf\l_\t_a-p_‘ i1 1 AQ -
5 10 15

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DHDGTTAATCCCCKTDD

2.0

.

0.0

T
C D
40
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5

Motif ID: UP00051
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDATBWATTGTTHHDDD
———-TTTAATGTYTTTWA

Original motif

Sox8_primary
Mus musculus
Original Motif
Original Motif
Forward

4

14
0.0266643

Consensus sequence: DDATBWATTGTTHHDDD

2.0

612\_ATTAILE—:_—_ =
5 10

Reverse complement motif
Consensus sequence: DDDHDAACAATWBATDD

2.0

Wabiogs 3.4

Motif ID: UP00091
Motif name: Sox5_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Original Motif
Reverse Complement
Forward

3

14
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Similarity score:
Alignment:

DHDDWATTGTTCDDHD
——-TTTAATGTYTTTWA

Original motif

0.0288082

Consensus sequence: DHDDGAACAATWDDHD

20

polmm=———c=—mc o8 B 1 W 2 M=

15
Weblogad 4

Reverse complement motif
Consensus sequence: DHDDWATTGTTCDDHD

2.0

o= AL L] | 1 C:Q%‘____ —
5 10

1

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDRGAACAATWWDHW
——TTTAATGTYTTTWA

Original motif

UP00096

Sox13_primary

Mus musculus
Original Motif
Reverse Complement
Backward

1

14

0.0301291

Consensus sequence: DHDRGAACAATWWDHW

Reverse complement motif
Consensus sequence: WHDWWATTGTTCKDHD
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2.0

) # A
e _ R, g o] B
5

0.0

bits

AN BN Ry
10 15

Weblogad 4

20

MeangA-lIAﬁ¢§;A_¢

bits
a

Wablogo 3.4

Motif ID: UP00166
Motif name: Barhl1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3

Number of overlap: 14

Similarity score: 0.0303352
Alignment:

DDVKTAATTGGTTDTH

—-—-TTTAATGTYTTTWA

Original motif
Consensus sequence: HAHAACCAATTARBDH

2.0

ﬁmﬁﬂgéquAAITAé -

0.0

Weblagad 4

Reverse complement motif
Consensus sequence: DDVKTAATTGGTTDTH

Mo .

Weblogod 4

Motif ID: UP00032
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Motif name: Gata3_primary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 8

Number of overlap: 14

Similarity score: 0.0304836

Alignment:

BDHDDADAGATAAGADHBDHVD

-TWAAAKACATTAAA-——————

Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

2
510
00 == =" 1 L W= = W
20

5 10 15

WabLogad 4

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

6 IRV -

=" S . “S—— -l -

0.0-l= — == s

5 10 ’ 15 20

it
P

Dataset #: 1 Motif ID: 34 Motif name: Motif 34

Original motif
Consensus sequence: AAAGATGA

Reverse complement motif
Consensus sequence: TCATCTTT
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Best Matches for Motif ID 34 (Highest to Lowest)

Motif ID: UP00032

Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 8

Similarity score: 0.0235901

Alignment:

HBHDVHDTCTTATCTHTDDHDV

————————— TCATCTTT-----

Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

20

TOATCTTT

ek Lago @

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

1)

TS s e - =B N

o
5 10
Weblogo34
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHVGTGACCTTTDVDD
—-——-TCATCTTT----

uP00048

Rara

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

8

0.0248583

Original motif Reverse complement motif
Consensus sequence: DHBHAAAGGTCACVHD Consensus sequence: HHVGTGACCTTTDVDD

20 2.0

 AAUGIGA. [T .

a.0 —— —

bits
bits

. go—= el -
15 5 15
Wablogod 4 Weblogo 34

Motif ID: UP00009
Motif name: Nr2f2_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Reverse Complement
Forward

5
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Number of overlap: 8
Similarity score: 0.0320787

Alignment:
BHVDTGACCTTTDVDD
-———-TCATCTTT----

Original motif
Consensus sequence: DHBHAAAGGTCAHVHB

2.0

alTon

0.0 s

bits

15
Weblagad 4

Reverse complement motif
Consensus sequence: BHVDTGACCTTTDVDD

20

0.0
15

St thy s O

Wbl

Motif ID: UP00114
Motif name: Homez
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4

Number of overlap: 8

Similarity score: 0.0353395
Alignment:

HDTVAAAACGATRWWHT

—————— AAAGATGA---

Original motif

Reverse complement motif
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Consensus sequence: AHWWMATCGTTTTBADD

20

00— i%i_‘A:A G W III;-_- %“_“

Webiiogo 3.4

Consensus sequence: HDTVAAAACGATRWWHT

20

0.0

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VBBDMYCATCTGVHHBH
————— TCATCTTT--—--

Original motif

UP00046
Tcfe2a_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

5

8

0.0375145

Consensus sequence: HVDDVCAGATGKYHBBV

20

0.0

GT
el =L ngIAT . -_[c__- =

Websiaga 3.4

Reverse complement motif
Consensus sequence: VBBDMYCATCTGVHHBH

2.0

A

0.0 e

5

()
< D>
e
 — |
DCD
ﬁ
|
541
"-

WekiLags 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VHDDTCTTATCWHBDHD
—————— TCATCTTT---

Original motif

UP00100

Gata6_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

8

0.0391681

Consensus sequence: DHDVDWGATAAGADDHV

20

bits
a

.8 AAqéﬁ

0.0

15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VHDDTCTTATCWHBDHD

20

A .

0.0k e — P

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00419
Spic

Mus musculus
Original Motif
Original Motif
Backward

6
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Number of overlap: 8
Similarity score: 0.0437411

Alignment:
VAAAGMGGAAGTWD
-AAAGATGA-—-——--

Original motif
Consensus sequence: VAAAGMGGAAGTWD

2.0

h_éééﬁsg v - A_QII ==

0.0

Webslogo 3.4

Reverse complement motif
Consensus sequence: DWACTTCCRCTTTB

D.0—=

Motif ID: UP00199

Motif name: Six4

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 8

Similarity score: 0.0467222

Alignment:

BBVHVGGTGTCATHDDT

————————— TCATCTTT

Original motif
Consensus sequence: ADDHATGACACCBHBBV

Reverse complement motif
Consensus sequence: BBVHVGGTGTCATHDDT
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2.0

%m CA
- - ALY
X 5 10

2.0

A A _I_-__,._-—'_-'I!__

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DADTGATMATCABTD
—————— TCATCTTT-

Original motif

Consensus sequence: DAVTGATRATCAHTD

2.0

-]:QA i i

UP00219

Cutll_3494.2

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

8

0.0483168

15
Webilaga 34

Reverse complement motif
Consensus sequence: DADTGATMATCABTD

LA Ic AI%-IQﬂéTﬂ

15
WetsLogo 34

bits
5

Motif ID:

UP00208
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VRVAGGGATTAAHTVWV
—-—-AAAGATGA-—-—-——-

Original motif

Obox5_3963.2
Mus musculus
Original Motif

Original Motif

Forward

4

8

0.0488248

Consensus sequence: VRVAGGGATTAAHTVWYV

2.0

a AXXVY | TT.I_ A

0o
5 10

Reverse complement motif

Consensus sequence: VWBAHTTAATCCCTVKB

2.0

=

TIAR Ve

Wabiogs 3.4

Dataset #: 1 Motif ID: 35

Original motif
Consensus sequence: AGATGYTCTTG

Motif name: Motif 35

Reverse complement motif
Consensus sequence: CAAGAKCATCT
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5 10
Weksiaga 34

Best Matches for Motif ID 35 (Highest to Lowest)

Motif ID: UP00079
Motif name: Esrra_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 11

Similarity score: 0.0140765
Alignment:

DHDBCAAGGTCAHVBDH

—-—-—-—-CAAGAKCATCT--

Original motif
Consensus sequence: DHDBCAAGGTCAHVBDH

20

: 10 15

0.0

5
Webiiogo 3.4

Weblaga 34

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

20

bits

=— 91AA e -

0.0 ¥y e W

5 10 15
Webloga 3.4

Page 274 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=079

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVDDVCAGATGKYHBBV
—————— AGATGYTCTTG

Original motif

UP00046
Tcfe2a_secondary
Mus musculus
Original Motif
Original Motif
Forward

7

11

0.0175222

Consensus sequence: HVDDVCAGATGKYHBBV

20

T
o g = -ZCAI‘—AT b 4 —__I__C__. - =

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VBBDMYCATCTGVHHBH

20

B ﬁgCAIQT_Eqi

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00019
Zbtb12_primary
Mus musculus
Original Motif
Original Motif
Backward

6
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Number of overlap: 11
Similarity score: 0.0209646

Alignment:
BDHRBGTTCTAGATCVB
-AGATGYTCTTG—-—-—-—--

Original motif
Consensus sequence: BDHRBGTTCTAGATCVB

2.0

———

A ALQF

0.0-= .

o
=

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BBGATCTAGAACBKHDB

2.0

B AAI A AA =&

WebiLags 3.4

Motif ID: UP00099
Motif name: Ascl2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7

Number of overlap: 11

Similarity score: 0.0302699
Alignment:

BBYVVCAGCTGCBVHHD

—————— AGATGYTCTTG

Original motif

Reverse complement motif
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Consensus sequence: BBYVVCAGCTGCBVHHD

20

L heelle

15

Webiiogo 3.4

Consensus sequence: HHDVVGCAGCTGVBKVB

20

I c ‘
=== - = ) — :——:- —— i W Lt
10 15

0.0 ——
5

bits

Webiloga 3.4

Motif ID: UP00048
Motif name: Rara

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 11

Similarity score: 0.0317546
Alignment:

DHBHAAAGGTCACVHD

—-—-—-—-CAAGAKCATCT-

Original motif
Consensus sequence: DHBHAAAGGTCACVHD

2.0

L AAUGIWA,

0.0

Weblogad 4

Reverse complement motif
Consensus sequence: HHVGTGACCTTTDVDD

 Tokelrm

o3
=

0.0
15

Weblogod.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

UP00025

Foxkl_secondary
Mus musculus
Original Motif
Reverse Complement

Weblogo a4

Direction: Backward

Position number: 5

Number of overlap: 11

Similarity score: 0.0329048

Alignment:

HDDTGTTKTTKTHHD

AGATGYTCTTG——--

Original motif Reverse complement motif

Consensus sequence: HHHAYAAYAACAHHH Consensus sequence: HDDTGTTKTTKTHHD

AQAACAAQA | TTTT 1

e ey =t T & . - - _A-:.___I_\A:'.__ e

Motif ID: UP00538

Motif name: Glil_v016060_primary

Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Original Motif
Original Motif
Forward

9
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Number of overlap: 11
Similarity score: 0.0350601

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
———————— AGATGYTCTTG----

Original motif

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

C c:.:ggﬁ_z T l g?:

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

‘-"A i A A cgs.—..‘_‘? =

bits

WebbLaga 34

C

i —xosLlod _.;_ o :;: gl = ,}._5 =¥ Z =
Motif ID: UP00032
Motif name: Gata3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6
Number of overlap: 11
Similarity score: 0.0366699
Alignment:
HBHDVBWGATHBTATCRVBHHH
—————— AGATGYTCTTG—-———-—

Original motif

Reverse complement motif
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Consensus sequence: HBHDVBWGATHBTATCRVBHHH

20

H
|
{}
|

% : AT ATC
== . I% —t e _--_;!;-_—T..:IQ e —
5 10 15

Consensus sequence: HHHBBMGATAVHATCWVVDHVH

20

v
N AI ATC
O, pSep— XL 111V I_""——
i 5 10 15

20
Weblogo34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBDVHGGTGGTCBKDDB
-———-AGATGYTCTTG--

Original motif

UP00047

Zbtb7b_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

5

11

0.0367981

Consensus sequence: BDDRVGACCACCHBDVB

20

!

bits

0.0 —
5 10

N ==
15

Websiaga 3.4

Reverse complement motif
Consensus sequence: BBDVHGGTGGTCBKDDB

2.0

bits
P

0.0
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Motif ID: UP00539

Motif name: Gli2_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 7

Number of overlap: 11

Similarity score: 0.038145

Alignment:

HTBVVVDGGACCACCCRGRDBG

————— CAAGAKCATCT------

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

00 = === PN ==L v A= "-.“'
: 5 10 15 20

Weblogad 4

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

P g P i il Ll N =

Dataset #: 1 Motif ID: 36 Motif name: Motif 36

Original motif
Consensus sequence: TGGTGTCA

Reverse complement motif
Consensus sequence: TGACACCA
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=0

TGGTGTCA

(o !
Best Matches for Motif ID 36 (Highest to Lowest)
Motif ID: UP00199
Motif name: Six4
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6
Number of overlap: 8
Similarity score: 0
Alignment:
ADDHATGACACCBHBBV
————— TGACACCA----
Original motif Reverse complement motif
Consensus sequence: ADDHATGACACCBHBBV Consensus sequence: BBVHVGGTGTCATHDDT

20 20

Lo CA Lo CA
a - B1 . = = o= - VWWIE AL WE L . =
o ' ' - : i 5

5 10 15 5
Webiiogo 3.4 Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
AHWDHTGATACCCKATD
————— TGACACCA-—-—--

Original motif

UP00388

Six6_2267.4

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

8

0.0335611

Consensus sequence: DATRGGGTATCAHDWHT

20

ao-l== éIﬁA‘__ATA Il

bits

Reverse complement motif
Consensus sequence: AHWDHTGATACCCKATD

Eﬂéé %T AQGQE%I*

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00159

Six2

Mus musculus
Reverse Complement
Reverse Complement
Backward

5
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Number of overlap: 8
Similarity score: 0.0342894

Alignment:
AHWDGTGATACCCMRTD
————— TGACACCA--——-

Original motif Reverse complement motif

Consensus sequence: DAKRGGGTATCACDWHT Consensus sequence: AHWDGTGATACCCMRTD
20 20
o e w15 wu:; i 5 - KO Tw;w“

Motif ID: UP00053

Motif name: Rxra_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 6

Number of overlap: 8

Similarity score: 0.034602

Alignment:

DBHBDTGACCCCDHVHB

————— TGACACCA-—-—-

Original motif Reverse complement motif
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Consensus sequence: DBHBDTGACCCCDHVHB

20

bits

0.0 = ———— ———

e

g~c.—.z... -

15

Webiiogo 3.4

Consensus sequence: VHBHDGGGGTCAHBHBD

20

o)
E 1.0 A
g - =~ A5 19 : =
5 10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VKBBAGGGGTCAHDBBH
-——-TGGTGTCA-—-—-—-—

Original motif

UP00079

Esrra_secondary
Mus musculus
Original Motif
Original Motif
Backward

6

8

0.0349175

Consensus sequence: VKBBAGGGGTCAHDBBH

20

= AV

bits

>

Websiaga 3.4

Reverse complement motif
Consensus sequence: DBBHHTGACCCCTBBYV

2.0

1A mQCI

P ———— — - B 4

= -
5

1
WekiLags 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBVVAGCTGTCAWWVTH
-——-TGGTGTCA-—-—-——

Original motif

UP00122

Tgifl

Mus musculus
Original Motif
Reverse Complement
Backward

6

8

0.0354712

Consensus sequence: DABWWTGACAGCTVVBD

20

bits
a

a Ax i CI

0.0 = - =

5 10

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DBVVAGCTGTCAWWVTH

20

bits

AaV| aX

R — S -c:-.(_:_

0.0 a5
5 10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00192

Six1

Mus musculus
Reverse Complement
Reverse Complement
Forward

6
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Number of overlap: 8
Similarity score: 0.0355547

Alignment:
AVHDHTGATACCCMDHH
————— TGACACCA--——-

Original motif
Consensus sequence: DHDRGGGTATCAHDHBT

2.0

0w
E‘lﬂ A
D EAOD=—A ‘ yer, — K
5 10

o l=—==

Reverse complement motif
Consensus sequence: AVHDHTGATACCCMDHH

2.0

T

o= = =
15
WebiLags 3.4

Motif ID: UP00388

Motif name: Six6_2267.5
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 8

Similarity score: 0.035579

Alignment:

AHWHWTGATACCCKDDD

————— TGACACCA-——-

Original motif

Reverse complement motif
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Consensus sequence: DDDRGGGTATCAWHWHT

20

@ ‘
N A CA
- -':L-’-‘»_J'L_f“_‘l_lx_.n._A | | w e N _,"-'f_“---__--__-___._
5 10 15

Webiiogo 3.4

Consensus sequence: AHWHWTGATACCCKDDD

2.0

| T A C
. LAI PSS LUERNEE P & g= =T
28 5 10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHTTTCACACCTDHBV
————— TGACACCA--—--

Original motif

UP00068

Eomes_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

8

0.0362156

Consensus sequence: BVHDAGGTGTGAAAHHH

20

bits

St 6 TV

Websiaga 3.4

Reverse complement motif
Consensus sequence: HHHTTTCACACCTDHBY

2.0

L _aTICAVAVCT,

0.0

5
WekiLags 3.4
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Motif ID: UP00258

Motif name: Tgif2

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5

Number of overlap: 8

Similarity score: 0.0373826

Alignment:

VBWTTGACAGCTVBTT

-—-—--TGACACCA----

Original motif
Consensus sequence: AABBAGCTGTCAAWVV

Weblogad 4

=
=1

0.0

Reverse complement motif
Consensus sequence: VBWTTGACAGCTVBTT

2.0

Weblogodd

Dataset #: 1 Motif ID: 37 Motif name: Motif 37

Original motif
Consensus sequence: ACTTTGG

Reverse complement motif
Consensus sequence: CCAAAGT
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Best Matches for Motif ID 37 (Highest to Lowest)

Motif ID: UP00066
Motif name: Hnf4a_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 8
Number of overlap: 7
Similarity score: 0
Alignment:
BBHHAAAGTCCAMTHH
--CCAAAGT-————-~-
Original motif Reverse complement motif
Consensus sequence: BBHHAAAGTCCAMTHH Consensus sequence: HHAYTGGACTTTHDBV
—_— i —— < éI — - éT Ig— — —_——
e 3§ o - s S — 5 1w s
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDDAGATCAAAGGKDDD
—————— CCAAAGT-—-—--

Original motif

UP00067

Lefl_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

7

7

0.0128381

Consensus sequence: DDDYCCTTTGATCTDDV

20

- vl M“AIC;-

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

= TC | e
5

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00079
Esrra_primary

Mus musculus
Reverse Complement
Original Motif
Backward

8
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Number of overlap:
Similarity score:

Alignment:
DHDBCAAGGTCAHVBDH
-—--CCAAAGT-—————-

Original motif

7
0.0140846

Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

0w
=10 : ‘ A
— . =
= - - ==
10

0.0
5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

2.0

-1
£10
P C A VE | =
10

15
WebiLags 3.4

5

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDDASATCAAAGGMDDD
—————— CCAAAGT----

Original motif

UP00083
Tcf712_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

7

0.0141156

Reverse complement motif
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Consensus sequence: DDDYCCTTTGATSTDDV

20

0.0

__ EQ:QHT-._AICL -

Webiiogo 3.4

Consensus sequence: BDDASATCAAAGGMDDD

_ﬂ‘t&C IC_ =1

it
a

)

|

0.0
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBBMCTTTGTTHDDBH
-—-——-ACTTTGG—-—————

Original motif

UP00062

Sox4_primary

Mus musculus
Original Motif
Reverse Complement
Forward

5

7

0.0159798

Consensus sequence: HBDDDAACAAAGRVBHH

20

bits

0.0 =

e f}’ﬂ.’-é o AA&-‘:: ’ =

Websiaga 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

0.0
15
WekiLags 3.4

-] L1 1Y) )

Page 293 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=062

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBTMCTTTGTTMDDVH
-———-ACTTTGG—-————-

Original motif

UP00030

Sox11_primary

Mus musculus
Original Motif
Reverse Complement
Forward

5

7

0.0181605

Consensus sequence: HBDDRAACAAAGRABHH

20

10 1

aol= ]

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

20

"L LTIl
= hLEy N —_—s = s

5 10 15
Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00058
Tcf3_primary

Mus musculus
Original Motif
Reverse Complement
Forward

5
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Number of overlap: 7
Similarity score: 0.0200761

Alignment:
HHHKVCTTTGATSTHHH
-——-ACTTTGG-——-—-

Original motif
Consensus sequence: HHHASATCAAAGVRHHH

2.0

_acbToAM

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH

2.0

e ol X1 1 1
W g : 10 5
Motif ID: UP00054
Motif name: Tcf7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5
Number of overlap: 7
Similarity score: 0.0230245
Alignment:
HHHTCCTTTGATSTHHV
-——-ACTTTGG-———--

Original motif

Reverse complement motif
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Consensus sequence: BHHASATCAAAGGAHHH

20

2o A?QIQAAAAﬂﬁ?

a ——

Webiiogo 3.4

Consensus sequence: HHHTCCTTTGATSTHHYV

20

= 5:£g;£;jy}j[qF‘!][ciglp =

0.0

bits

Webiloga 3.4

Motif ID: UP00413

Motif name: Elf4

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 7

Similarity score: 0.0283328

Alignment:

HAWYCCGGAAGTHBRBD

————— CCAAAGT----

Original motif
Consensus sequence: DBBHACTTCCGGKWTH

2.0

o

Weblogad 4

Reverse complement motif
Consensus sequence: HAWYCCGGAAGTHBBD

20

210
o AAEMT C

‘ k EE = —v—__'.l-: P
15
Weblogod.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHAHCCGGAAGTABDVD

Original motif

uP00418

Etv6e

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

7

0.0287289

Consensus sequence: DVHBTACTTCCGGHTHB

20

Ve L

.

0.0 -

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BHAHCCGGAAGTABDVD

20

Dataset #: 1 Motif ID: 38

Original motif

Consensus sequence: ATKAYTTTG

Motif name: Motif 38

Reverse complement motif
Consensus sequence: CAAAKTYAT
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C
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Wiskal g a 34

Best Matches for Motif ID 38 (Highest to Lowest)

Motif ID: UP00079
Motif name: Esrra_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5

Number of overlap: 9

Similarity score: 0.0159205
Alignment:

HHBVHTGACCTTGVDHD

-———-ATKAYTTTG—-—--

Original motif
Consensus sequence: DHDBCAAGGTCAHVBDH

20

£10 C A
: 10 15

0.0

5
Webiiogo 3.4

Wekslaga 34

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

20

bits

1-0 T A

0.0 ¥y e W

5 10 15
Webloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHTCCTTTGATSTHHV
-ATKAYTTTG-—-—————

Original motif

UP00054
Tcf7_primary

Mus musculus
Original Motif
Reverse Complement
Backward

8

9

0.0182772

Consensus sequence: BHHASATCAAAGGAHHH

20

oy :ACQIQAAAA:':ﬁ@ p—

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHYV

20

;ST —-:Iggﬂ,‘ _‘I-&_:AICA" S

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00058
Tcf3_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2
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Number of overlap:
Similarity score:

Alignment:

HHHKVCTTTGATSTHHH
-ATKAYTTTG-—-————-

Original motif

9
0.01865

Consensus sequence: HHHASATCAAAGVRHHH

2.0

ﬁ:_%AQ?QIQAAAé=-

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBBMCTTTGTTHDDBH
-ATKAYTTTG-—————-

Original motif

UP00062

Sox4_primary

Mus musculus
Original Motif
Reverse Complement
Backward

8

9

0.0192718

Reverse complement motif
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Consensus sequence: HBDDDAACAAAGRVBHH

20

0.0 = S

AA&:E:

5

Webiiogo 3.4

Consensus sequence: HHBBMCTTTGTTHDDBH

20

w
£10

-\ ] -

0.0

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHBTMCTTTGTTMDDVH
-ATKAYTTTG-—-—————

Original motif

UP00030

Sox11_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2

9

0.022524

Consensus sequence: HBDDRAACAAAGRABHH

20

bits

0.0l=— o

10 A
re=15.3 $A£_\_é ,
10 1

Websiaga 3.4

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

2.0

it
a

SeIUL,

0.0

WekiLags 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DVHAATTAATTAMYBBG
———————— ATKAYTTTG

Original motif

UP00200

Nkx6-1_2825.1
Mus musculus
Original Motif
Original Motif
Backward

1

9

0.0239738

Consensus sequence: DVHAATTAATTAMYBBG

2.0

bits

== =

0.0

ATIAAITA

15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: CBVMRTAATTAATTHBH

2.0

L ToAlfAar,

o.0== —

bits

15
Webiloga 3.4

5

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00067
Lefl_primary
Mus musculus

Reverse Complement
Reverse Complement

Forward
8
9
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Similarity score: 0.0240474

Alignment:
VDDAGATCAAAGGKDDD
——————— CAAAKTYAT-

Original motif
Consensus sequence: DDDYCCTTTGATCTDDV

vl M“_IC;-

Webiiogo 3.4

bits
a

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

20

it
=

— _-_¢ 8 N P —
5

10 15
Webiloga 3.4

Motif ID: UP00083
Motif name: Tcf712_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 9

Similarity score: 0.0253434
Alignment:

DDDYCCTTTGATSTDDV

-ATKAYTTTG—-=-—————

Original motif
Consensus sequence: DDDYCCTTTGATSTDDV

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD
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Watiloga 3.4
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it
5

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VHRKTAATTAGTTVVV
—————— ATKAYTTTG-

Original motif
Consensus sequence: VVVAACTAATTARKDV

2.0

L THITA.

UP00167

Enl

Mus musculus
Original Motif
Reverse Complement
Backward

2

9

0.0259902

=

15
Weblogod 4

Reverse complement motif
Consensus sequence: VHRKTAATTAGTTVVV

2

MM

a e =
5

Weblogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DVHWATTAATTAVTBBB
———————— ATKAYTTTG

Original motif

UP00238

Nkx6-3

Mus musculus
Original Motif
Original Motif
Backward

1

9

0.0262036

Consensus sequence: DVHWATTAATTAVTBBB

20

=

LT e el S =

* aTIARITA L

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BVVAVTAATTAATWHBH

20

L~ IAR]|AAT.

o == -

bits

Dataset #: 1 Motif ID: 39

Original motif
Consensus sequence: GCTGTGAC

Motif name: Motif 39

Reverse complement motif
Consensus sequence: GTCACAGC
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Best Matches for Motif ID 39 (Highest to Lowest)

Motif ID: UP00122
Motif name: Tgifl

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 8

Similarity score: 0

Alignment:

DABWWTGACAGCTVVBD

--—-GTCACAGC-----

Original motif
Consensus sequence: DABWWTGACAGCTVVBD

20

JACT

a _ Ax | YN

0.0

5 1 15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DBVVAGCTGTCAWWVTH

20
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
AABBAGCTGTCAAWVV
————— GCTGTGAC---

Original motif

UP00258
Tgif2

Mus musculus
Original Motif
Original Motif
Backward

4

8
0.00241817

Consensus sequence: AABBAGCTGTCAAWVV

Reverse complement motif
Consensus sequence: VBWTTGACAGCTVBTT

R i I?._- oo =TS 5 - o ?I
Motif ID: UP00006
Motif name: Zic3_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Original Motif
Backward

7
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8

Number of overlap:
Similarity score:

Alignment:
DDDCACAGCAKGHVD
-GTCACAGC—————-

Original motif
Consensus sequence: DDDCACAGCAKGHVD

0 GAGEash:

0.0

bits
5

0.00553853

15
Webilaga 34

UP00068

Reverse complement motif
Consensus sequence: DVHCYTGCTGTGHDH

2.0
. - TGAQACI,,_ L
5 10

_—
I
15

WetsLogo 34

Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
BVHDAGGTGTGAAAHHH

GCTGTGAC—----

Original motif

Eomes_primary

Mus musculus
Original Motif
Original Motif
Backward

5

8
0.00578189

Reverse complement motif
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Consensus sequence: BVHDAGGTGTGAAAHHH

20

bits

0.0

T aCUIUTGAAs.

Webiiogo 3.4

Consensus sequence: HHHTTTCACACCTDHBY

20

%Lu_ -r:rl gz!; - QEEEEE”

N
5

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

AVDHCGCTGTWAWDVVW
————— GCTGTGAC----

Original motif

UP00193

Rhox11_2205.1
Mus musculus
Original Motif
Original Motif
Backward

5

8

0.00629536

Consensus sequence: AVDHCGCTGTWAWDVVW

20

bits

AP Y] Y] L. TS,

0.0—=

Websiaga 3.4

Reverse complement motif
Consensus sequence: WVVHWTWACAGCGHHVT

2.0

o

N e I
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= 5 10 :
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
AVDVCGCTGTWAWDVVW
————— GCTGTGAC——-—--

Original motif

UP00193
Rhox11_1765.2

Mus musculus
Original Motif
Original Motif
Forward

6

8
0.00666342

Consensus sequence: AVDVCGCTGTWAWDVVW

20

1.0

0.0 = S

5

a = 9 i j&i— ===
10 15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: WVVHWTWACAGCGBHBT

20

w
240

“ I-‘—:‘-_=____.III - <~V = — -_
28 5 10 :

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00205
Pknox2

Mus musculus
Original Motif
Original Motif
Forward

6
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Number of overlap: 8
Similarity score: 0.00747692

Alignment:
HAVSRSCTGTCAATHB
————— GCTGTGAC—---

Original motif
Consensus sequence: HAVSRSCTGTCAATHB

2.0

=2 ‘:ACCI T L

=L
5 15
Weblagad 4

bits
&

Reverse complement motif
Consensus sequence: VHATTGACAGSKSVTH

20

0.0 = 8

eI ] w CIE? ;-_
10 15

Logo 34

Motif ID: UP00102

Motif name: Zicl_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 8

Similarity score: 0.00877453
Alignment:

BHDCVCAGCAGGHVD

-GTCACAGC---—--

Original motif

Reverse complement motif
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Consensus sequence: BHDCVCAGCAGGHVD

2.0

Consensus sequence: DVHCCTGCTGBGDDB

" CcT CI B
0ol -AIEKQA- — e - =

Weblogo a4

Motif ID: UP00186
Motif name: Meis1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 8

Similarity score: 0.00956623
Alignment:

WAVBASCTGTCAAWVH

————— GCTGTGAC---

Original motif
Consensus sequence: WAVBASCTGTCAAWVH

2.

0.0 %A ‘—-’ACCT. . _'T,..___ éx:—'la___

15
Weblogad 4

Reverse complement motif
Consensus sequence: DBWTTGACAGSTBVTW

20

o3
=10
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Motif ID: UP00226
Motif name: Mrgl
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6

Number of overlap: 8

Similarity score: 0.0124611
Alignment:

WAVBASCTGTCAAWHB

————— GCTGTGAC---

Original motif
Consensus sequence: WAVBASCTGTCAAWHB

2

g0 - ACCT T $T

15
Weblogad 4

Reverse complement motif
Consensus sequence: BHWTTGACAGSTBBTW

2.0

1.0 ‘
" __'__:A-_A - - Cﬁf ==
= : 10

5

bits

Dataset #: 1 Motif ID: 40

Original motif
Consensus sequence: AAGTTCA

Motif name: Motif 40

Reverse complement motif
Consensus sequence: TGAACTT
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=0 =0
% 1.0 % 1.0
[ = ! oo
Best Matches for Motif ID 40 (Highest to Lowest)
Motif ID: UuP00048
Motif name: Rara
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5
Number of overlap: 7
Similarity score: 0
Alignment:
DHBHAAAGGTCACVHD
————— AAGTTCA-——-
Original motif Reverse complement motif
Consensus sequence: DHBHAAAGGTCACVHD Consensus sequence: HHVGTGACCTTTDVDD

bits
5

TGhelT

15 15
Weblogad 4 Weblogodd

0
@
ﬂAA S10
5 10

0.0 ———— e — -
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHAYTGGACTTTHDBV
-——-TGAACTT-—-—-—--

Original motif

Consensus sequence: BBHHAAAGTCCAMTHH

20

bits

00—

 aalGT0CA..

UP00066

Hnf4a_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

6

7

0.00516503

Reverse complement motif
Consensus sequence: HHAYTGGACTTTHDBV

2.0

o3
£21.0 |
AN ‘I —
— — EE 15

bLogods

)

H

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00079
Esrra_primary
Mus musculus
Original Motif
Original Motif
Backward

6
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Number of overlap: 7
Similarity score: 0.00773155

Alignment:
DHDBCAAGGTCAHVBDH

Original motif
Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

w0
£10 : ‘ A
— . =
— — = =
10

0.0

15
Webiiaga 3.4

5

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

2.0

e W = A - =

WebiLags 3.4

Motif ID: UP00009
Motif name: Nr2f2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 7

Similarity score: 0.00909243
Alignment:

DHBHAAAGGTCAHVHB

————— AAGTTCA----

Original motif

Reverse complement motif
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Consensus sequence: DHBHAAAGGTCAHVHB Consensus sequence: BHVDTGACCTTTDVDD

MGG  TeAT
Motif ID: UP00019

Motif name: Zbtb12_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 8

Number of overlap: 7

Similarity score: 0.035752

Alignment:

BBGATCTAGAACBKHDB

——————— TGAACTT---

Original motif Reverse complement motif

Consensus sequence: BDHRBGTTCTAGATCVB Consensus sequence: BBGATCTAGAACBKHDB
20 20

iy - - 0

0.0-1= e e

S AIQ e,Al TA AA =&

m
=}

Websiaga 3.4 WekiLags 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
ABDBCTAGTTAACVBBD

Original motif

UP00222

Tcf2

Mus musculus
Original Motif
Reverse Complement
Forward

6

7

0.0379796

Consensus sequence: DBBBGTTAACTAGBHBT

20

bits

i CTA
- = 0 01 A=l nr S
5 10 15

0.0 ==

Webiiogo 3.4

Reverse complement motif
Consensus sequence: ABDBCTAGTTAACVBBD

R QIA i L Ag

15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00042
Gm397_primary

Mus musculus
Original Motif
Reverse Complement
Backward

7
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Number of overlap: 7
Similarity score: 0.0388625

Alignment:
HHRTATGTGCACATHHD
-—-——-AAGTTCA-—-—-——-

Original motif
Consensus sequence: HHDATGTGCACATAMDH

2.0

ﬁ AIHIACACAlég_

0.0 i
15

Reverse complement motif
Consensus sequence: HHRTATGTGCACATHHD

2.0

.. :TAI“IAQACAI

ool K S 5
5

1

WebiLags 3.4

Motif ID: UP00413
Motif name: EIf4

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 7

Similarity score: 0.0421261
Alignment:

DBBHACTTCCGGKWTH

-TGAACTT-——————-

Original motif

Reverse complement motif
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Consensus sequence: DBBHACTTCCGGKWTH

20

YA

Consensus sequence: HAWYCCGGAAGTHBBD

2.0

- C A T
A :
== —C M= -
5 10

15
Weblogodd

-
S - — e e i =

Motif ID: UP00067

Motif name: Lefl_primary

Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDDAGATCAAAGGKDDD
--AAGTTCA-———————

Original motif

Original Motif
Reverse Complement
Backward

9

7

0.0424658

Consensus sequence: DDDYCCTTTGATCTDDV

20

0.0

o LT,

Websiaga 3.4

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

2.0

it
P

0.0 — $_¢ el _‘:—:&ﬁh S Ny
5

10 15
WekiLags 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDHTMTGTGCACADVHD
~-—-AAGTTCA------

Original motif

UP00026

Zscan4_primary

Mus musculus
Original Motif
Reverse Complement
Forward

5

7

0.0427674

Consensus sequence: DHVDTGTGCACAYAHDH

20

" 7

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HDHTMTGTGCACADVHD

20

; AAI?I“IAGACf”

15
Webiloga 3.4

Dataset #: 1 Motif ID: 41

Original motif

Consensus sequence: TGGAGGAAA

Motif name: Motif 41

Reverse complement motif
Consensus sequence: TTTCCTCCA
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=0 =20

bits
9

1.0

bits

0.0 0.0

Wiskal g a 34 Wekslaga 34

Best Matches for Motif ID 41 (Highest to Lowest)

Motif ID: UP00043

Motif name: Bcl6b_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 5

Number of overlap: 9

Similarity score: 0

Alignment:

VHHATTCCTYGAAAGD

-——TTTCCTCCA----

Original motif Reverse complement motif
Consensus sequence: DCTTTCKAGGAATHHV Consensus sequence: VHHATTCCTYGAAAGD

W
X0
i
o]
h'ilo
v
N

n —
|

" oJICCT<lRaA..

Weblogad 4 Wq Logodd
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Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
BWAHSMGGAAGTWD

-—-TGGAGGAAA-—--

Original motif
Consensus sequence: BWAHSMGGAAGTWD

UuP00409

EIf5
Mus musculus

Original Motif
Original Motif
Backward

4

9
0.0103598

Reverse complement motif
Consensus sequence: DWACTTCCRSDTWV

2.0
wr
=10 AA
%A__s;_:g A AI___T =
5 10
Webiloga 3.4

Motif ID: UP00090
Motif name: EIf3_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif Original Motif
Backward
4
Page 323 of 752

Direction:
Position number:
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9
0.0126625

Number of overlap:
Similarity score:

Reverse complement motif
Consensus sequence: TDAMTTCCYYDTD

ITCCTT P .

Alignment:
DAHMMGGAARTDA
-TGGAGGAAA-——
Original motif
Consensus sequence: DAHMMGGAARTDA
20
Lo ~aWRART . e AT
Motif ID: UP00085
Motif name: Sfpil_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
3
9
0.0131092

Position number:
Number of overlap:
Similarity score:

Alignment:
BDAWGVGGAAGTDH
-—-TGGAGGAAA-—-

Original motif

Reverse complement motif
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Consensus sequence: BDAWGVGGAAGTDH

2.0

bits

0.0

oo ‘Q%% = W AAgl _

Welilogo 3.4

Consensus sequence: HDACTTCCBCWTDV

bits

2.0

0.0

,Acllcgz?;;

Webitoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHDWTSAATGAATDDRB
—-——--TGGAGGAAA-—--

Original motif

UP00055
Hbp1l_primary
Mus musculus
Original Motif
Original Motif
Backward

4

9

0.0140163

Consensus sequence: HHDWTSAATGAATDDB

2.

0.

EE T Toaar

15
Weblogad 4

Reverse complement motif
Consensus sequence: VDHATTCATTSAWDDH

bits

20

0.0

?AIICAIICAIﬁ

Weblogod.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DKKWDACCCCCAHTDDV
-—-TTTCCTCCA-———-

Original motif

UP00021

Zfp281_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

4

9

0.0142598

Consensus sequence: DKKWDACCCCCAHTDDV

20

heLxé,écc C A.x

5 10

———
15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VDDAHTGGGGGTHWYYD

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00208
Obox5_2284.1

Mus musculus
Reverse Complement
Reverse Complement
Forward

5
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Number of overlap: 9
Similarity score: 0.0161902

Alignment:
DHHAHTTAATCCCKVDH
-———TTTCCTCCA-—-—--

Original motif
Consensus sequence: HDVRGGGATTAAHTHHH

2.0

'ﬂ‘ll]
=

Reverse complement motif
Consensus sequence: DHHAHTTAATCCCKVDH

20
% 170 A T CQ
- v
5 10

-
5

WebiLags 3.4

o= TSN e N 0 e e ool S
: 10 T—_— 1
Motif ID: UP00419
Motif name: Spic
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4
Number of overlap: 9
Similarity score: 0.0168157
Alignment:
VAAAGMGGAAGTWD
--TGGAGGAAA-—~

Original motif

Reverse complement motif
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Consensus sequence: VAAAGMGGAAGTWD

2.0

0.0

Welilogo 3.4

Consensus sequence: DWACTTCCRCTTTB

-IACTTCC cxXl

Webitoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VWBAHTTAATCCCTVKB
-——-TTTCCTCCA--—--

Original motif

UP00208
Obox5_3963.2

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

9

0.0175071

Consensus sequence: VRVAGGGATTAAHTVWYV

20

.r-..‘.-:..___—._.--._

Websiaga 3.4

Reverse complement motif
Consensus sequence: VWBAHTTAATCCCTVKB

2.0

TLAAI CQIT

_E_

WekiLags 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HWATTAGTACATAV
—-—-TTTCCTCCA-—-—

Original motif

Consensus sequence: BTATGTACTAATWH

ts

b

uP00082

Zfp187_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

9

0.017867

z ;ATEIAgléAT4%

Welilogo 3.4

Reverse complement motif
Consensus sequence: HWATTAGTACATAV

| NTTACTACAT.

il i ——

Webitoga 3.4

Dataset #: 1

Original motif

Consensus sequence: TGAATGAA

Motif ID: 42

Motif name: Motif 42

Reverse complement motif
Consensus sequence: TTCATTCA
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=0

bifs
:

OO

el ago @

Best Matches for Motif ID 42 (Highest to Lowest)

Motif ID: UP00055
Motif name: Hbpl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 8

Similarity score: 0

Alignment:

HHDWTSAATGAATDDB

-——-TGAATGAA----

Original motif
Consensus sequence: HHDWTSAATGAATDDB

2

Tl

1]
15
Weblogad 4

=0

bits

0.0

ek Lago @

Reverse complement motif
Consensus sequence: VDHATTCATTSAWDDH

N ?AIICAIICAIH

Weblogodd

it
5

0.0 ==
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HVTTATTAATKADKHC
————— TGAATGAA--—

Original motif

Consensus sequence: HVTTATTAATKADKHC

2

|

UP00118

Pou4f3

Mus musculus
Original Motif
Original Motif
Forward

6

8

0.0420896

Reverse complement motif
Consensus sequence: GHYHTYATTAATAAVH

=]

2

1

m£¢?gﬁTgA IAAIQé

L1 X - === :-—:‘_.%A
Motif ID: UP00237
Motif name: Otp
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Reverse Complement
Backward

6
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Number of overlap:
Similarity score:

Alignment:
CHDMTTAATTAAKDHVV
-———TTCATTCA-—-——-

Original motif

8
0.0426251

Consensus sequence: VVHDRTTAATTAAYDDG

2.0

bits
a

—_—— S T A e
5 10

00—

|
)

w

Webiiaga 3.4

Reverse complement motif
Consensus sequence: CHDMTTAATTAAKDHVYV

0.0

2.0
c ﬁﬁII . AAZ_ P
5 10 15

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHHWWTTAATTAATTDV
————— TGAATGAA-——-

Original motif

UP00130

Lhx3

Mus musculus
Original Motif
Reverse Complement
Backward

5

8

0.0427891

Reverse complement motif
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Consensus sequence: VDAATTAATTAAWWHHB

20

“WTTRATTAA .

"=-'E";

0.0—=—

Webiiogo 3.4

Consensus sequence: VHHWWTTAATTAATTDV

20

o TTATTA,.

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VDHWTTTAATTAATHHV
————— TTCATTCA----

Original motif

UP00212

Lhx5

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

8

0.044202

Consensus sequence: VDHATTAATTAAAWHHB

20

0.0

" WTIARI AL,

Websiaga 3.4

Reverse complement motif
Consensus sequence: VDHWTTTAATTAATHHY

2.0

I . A‘-III HAAEL

WekiLags 3.4
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Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HWBTTCAWTGAADTH
-——-TTCATTCA-—-—-

Original motif

Consensus sequence: HADTTCAWTGAABWD

2.0

UuP00012

Bbx_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

8

0.0451439

"L TIcA Tcha .

Webiloga 34

Reverse complement motif
Consensus sequence: HWBTTCAWTGAADTH

2.0

o 1lehToha .

10

Weblogo a4

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:
Position number:

UP00142

Uncx4.1

Mus musculus
Original Motif
Reverse Complement
Forward

5
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Number of overlap:
Similarity score:

Alignment:
CVVBTTAATTAATDHDV
-—-——-TGAATGAA-———-

Original motif

8
0.0455949

Consensus sequence: VDHDATTAATTAABVVG

2.0

£
£10
— —_— 5
5 10

0.0

Reverse complement motif
Consensus sequence: CVVBTTAATTAATDHDV

2.0

bits

e

1 lI TAAlfﬁ

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
GDDDBTTAATTAABBVV
————— TGAATGAA-——-

Original motif

UP00172

Prop1

Mus musculus
Original Motif
Reverse Complement
Forward

6

8

0.0460946

Reverse complement motif
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Consensus sequence: VVVVTTAATTAABDDDC

20

bits

 TIAAT s

Consensus sequence: GDDDBTTAATTAABBVYV

20

L 1TAATTA,

bits

Webiloga 3.4

00— o % 0.0
Motif ID: UP00169
Motif name: Lmx1b
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5
Number of overlap: 8
Similarity score: 0.048175

Alignment:
BHDATTAATTAAWWWHB
-——-TGAATGAA-——-——

Original motif

Consensus sequence: VDWWWTTAATTAATDHB

20

0.0
5

— IIXG NN R -
10 1

Websiaga 3.4

Reverse complement motif
Consensus sequence: BHDATTAATTAAWWWHB

2.0

T

0.0
WekiLags 3.4

Page 336 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=169

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
CBDVTTAATTAATTBVV
-——-TTCATTCA-—-—-——

Original motif

UP00149

Phox2b

Mus musculus
Reverse Complement
Reverse Complement
Backward

6

8

0.0491281

Consensus sequence: VVBAATTAATTAABDBG

20

%:f éélI AITAAé? -

5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: CBDVTTAATTAATTBVV

20

%WE ﬂﬁl=AATmAAlxsu?

1
Webiloga 3.4

Dataset #: 1

Original motif

Consensus sequence: AAKGAAAGGCA

Motif ID: 43

Motif name: Motif 43

Reverse complement motif
Consensus sequence: TGCCTTTCYTT
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10 5 10
Weksiaga 34 Webilags 3.4

Best Matches for Motif ID 43 (Highest to Lowest)

Motif ID: UP00074

Motif name: Isgf3g_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 1

Number of overlap: 11

Similarity score: 0.012358

Alignment:

TDAGTTTCGWTTKDV

TGCCTTTCYTT----

Original motif Reverse complement motif
Consensus sequence: VDRAAWCGAAACTDA Consensus sequence: TDAGTTTCGWTTKDV

2.0

?AQIQAAAAC; A ﬁ AJITC&?ILE-

0.0 T
15 15
Webiloga 34 Weblogo a4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BDDASATCAAAGGMDDD
—-—-AAKGAAAGGCA--

Original motif

UP00083
Tcf712_primary

Mus musculus
Original Motif
Reverse Complement
Backward

3

11

0.014351

Consensus sequence: DDDYCCTTTGATSTDDV

20

EqQITTTAICL_

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

20

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00067
Lefl_primary

Mus musculus
Original Motif
Reverse Complement
Forward

5
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Number of overlap: 11
Similarity score: 0.015991

Alignment:
VDDAGATCAAAGGKDDD
—-—-—-—-AAKGAAAGGCA--

Original motif
Consensus sequence: DDDYCCTTTGATCTDDV

V| M“_IC;_

Webiiaga 3.4

bits
a

0.0

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

2.0

Motif ID: UP00054
Motif name: Tcf7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 11

Similarity score: 0.0221257
Alignment:

BHHASATCAAAGGAHHH

-—-—-AAKGAAAGGCA--

Original motif

Reverse complement motif
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Consensus sequence: BHHASATCAAAGGAHHH

20

A

g:_,A?QIgAAAA

=
15

Webiiogo 3.4

Consensus sequence: HHHTCCTTTGATSTHHYV

20

1.0

bits

0.0

IE%QITITAI°1§ﬂ

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBTMCTTTGTTMDDVH
--TGCCTTTCYTT----

Original motif

UP00030
Sox11_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

11

0.0233703

Consensus sequence: HBDDRAACAAAGRABHH

20

bits

aol=— —_——

10 A
re=15.3 $A£_\_é ,
10 1

5
Websiaga 3.4

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

2.0

it
a

0.0

ST,

WekiLags 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHBBMCTTTGTTHDDBH
-—-TGCCTTTCYTT-—-—--

Original motif

UP00062

Sox4_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

11

0.0234975

Consensus sequence: HBDDDAACAAAGRVBHH

20

.
:
=

. e AAéf: .

5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

20

Pt
£1.0

0.0

LSSl

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00058
Tcf3_primary
Mus musculus
Original Motif
Original Motif
Backward

3
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Number of overlap: 11
Similarity score: 0.0239255

Alignment:
HHHASATCAAAGVRHHH
—-—-—-—-AAKGAAAGGCA--

Original motif
Consensus sequence: HHHASATCAAAGVRHHH

2.0

_acbToAM

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH

2.0

= ol =T 11 18
I 3 10 15
Motif ID: UP00079
Motif name: Esrra_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6
Number of overlap: 11
Similarity score: 0.0239781
Alignment:
DHDBCAAGGTCAHVBDH
-AAKGAAAGGCA-———~

Original motif

Reverse complement motif
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Consensus sequence: DHDBCAAGGTCAHVBDH

20

0.0 = ==

"L CHAUUTCA,

Webiiogo 3.4

Consensus sequence: HHBVHTGACCTTGVDHD

20

=— 91AA e -

0.0 ¥y e W

5 10 15
Webloga 3.4

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
MBHTGCADTTTTTHV
—-——-TGCCTTTCYTT-

Original motif

Consensus sequence: VHAAAAADTGCAHBR

20

uP00044

Mafk_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

11

0.0264082

0.0—=—

240 éAAAAIIACA$==A

15
Webiloga 3.4

Reverse complement motif
Consensus sequence: MBHTGCADTTTTTHV

20

5 10 15

0.
Weslage a4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHBGYAATAAAATDHW
————— AAKGAAAGGCA

Original motif

UP00217

Hoxal0

Mus musculus
Original Motif
Original Motif
Backward

1

11
0.0273937

Consensus sequence: DHBGYAATAAAATDHW

2.0

bi

L ﬁé;éAI%AAé

0.0 =2

15
WebLogad 4

Reverse complement motif
Consensus sequence: WDDATTTTATTMCBHD

2.0

E”InéegIIIAlTAQ;%?

00—

WabLoga 3.4

Dataset #: 1 Motif ID: 44

Original motif

Consensus sequence: AATGKAAGAA

Motif name: Motif 44

Reverse complement motif
Consensus sequence: TTCTTYCATT

0.0
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Best Matches for Motif ID 44 (Highest to Lowest)

Motif ID: UP00082

Motif name: Zfp187_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 2

Number of overlap: 10

Similarity score: 0.0293208

Alignment:

BTATGTACTAATWH

-AATGKAAGAA---

Original motif Reverse complement motif
Consensus sequence: BTATGTACTAATWH Consensus sequence: HWATTAGTACATAV

bits

z ;ATSIAQIG

iT. _ATTACTACAT.

o=

Welilogo 3.4 Webitoga 3.4

Motif ID:
Motif name:
Species:

Matching format of first motif:

UP00055
Hbp1l_primary

Mus musculus
Reverse Complement
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Matching format of second motif:

Reverse Complement

Direction: Backward
Position number: 7

Number of overlap: 10
Similarity score: 0.0314105
Alignment:

VDHATTCATTSAWDDH

TTCTTYCATT——————

Reverse complement motif
Consensus sequence: VDHATTCATTSAWDDH

Original motif
Consensus sequence: HHDWTSAATGAATDDB

2. 2.0

- TMTeaar “ aTIOATTeA.

=)

LI X

WabiLogad 4 WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UuP00025

Foxk1_primary
Mus musculus
Original Motif

Original Motif

Backward

6

10

0.0385918
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DDAATGTAAACAAAVVB
—-—-AATGKAAGAA-———-

Original motif
Consensus sequence: DDAATGTAAACAAAVVB

2.0

“ Gl AARCA.

5
Wabiloga 3.4

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

- 1Y TI_QQI%-

Webiloga 3.4

bits
P

0.0

Motif ID: UP00061
Motif name: Foxl1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 10

Similarity score: 0.0392784
Alignment:

DWAATRTAAACAAWVVB

--AATGKAAGAA-———-

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD
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2.0

2.0

Motif ID: UP00157

Motif name: Hmx3

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 7

Number of overlap: 10

Similarity score: 0.0433812

Alignment:

ATBVHTTAATTGCTBBB

-TTCTTYCATT—-—-———-

Original motif
Consensus sequence: VBVAGCAATTAAHVVAT

2.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: ATBVHTTAATTGCTBBB

2.0

%m I A
e 11 |clngl:-:ﬁ:_r
9 5 10 15

WebiLags 3.4

Motif ID: UP00083
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDDYCCTTTGATSTDDV
——-TTCTTYCATT----

Original motif

Tcf712_primary

Mus musculus
Reverse Complement
Original Motif
Backward

5

10

0.0436699

Consensus sequence: DDDYCCTTTGATSTDDV

2.0

0.0

E¢QTTTTAICL )

Watiloga 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

2.0

15
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00067
Lefl_primary

Mus musculus
Reverse Complement
Original Motif
Backward

5

10
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Similarity score: 0.0444106

Alignment:
DDDYCCTTTGATCTDDV
-——TTCTTYCATT----

Original motif
Consensus sequence: DDDYCCTTTGATCTDDV

20

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

20

: $Q SR LS IC; e o — Q—C i —a
Motif ID: UP00155
Motif name: Hmx2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 7
Number of overlap: 10
Similarity score: 0.0454888
Alignment:
ADBVHTTAATTGCTTVB
-TTCTTYCATT-—————

Original motif
Consensus sequence: VVAAGCAATTAAHVVDT

Reverse complement motif
Consensus sequence: ADBVHTTAATTGCTTVB
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2.0

bits

e

i AA TAA
5 10 15

T

.

Watiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDHWTTTTATTGGDKB
-TTCTTYCATT-----

Original motif

UuP00134

Hoxb13

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

10

0.0479046

Consensus sequence: VRHCCAATAAAAWHHV

2.0

0.0

" crah[AMAs

- ——

15
Weblogod 4

Reverse complement motif
Consensus sequence: VDHWTTTTATTGGDKB

2.0

oA

15
Weblogod4
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Motif ID: UP00180

Motif name: Hoxd13

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 2

Number of overlap: 10

Similarity score: 0.0481894

Alignment:
HDHHTTTTATTKKHDD
-TTCTTYCATT-———--

Original motif Reverse complement motif
Consensus sequence: HDHYYAATAAAAHHHH Consensus sequence: HDHHTTTTATTKKHDD

20 2.0

- \ggéATAAAAé- TR s,

0.0 == 0.0
15 5 10
Weblogad 4

Dataset #: 1 Motif ID: 45 Motif name: Motif 45

Original motif Reverse complement motif
Consensus sequence: TAASTCTWTTTTAA Consensus sequence: TTAAAAWAGASTTA
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Welsloge 34

Best Matches for Motif ID 45 (Highest to Lowest)

Motif ID: UP00114
Motif name: Homez
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 14

Similarity score: 0.0426024
Alignment:

AHWWMATCGTTTTBADD

-—TAASTCTWTTTTAA-

Original motif
Consensus sequence: AHWWMATCGTTTTBADD

20

£10 A C TT
a ool mfgmllxgﬁ

0.0 e

Webiiogo 3.4

Webilaga 3.4

Reverse complement motif
Consensus sequence: HDTVAAAACGATRWWHT

20

£10 A T

0.0

Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HBDDDAACAAAGRVBHH
—-——-TTAAAAWAGASTTA

Original motif

UP00062

Sox4_primary

Mus musculus
Reverse Complement
Original Motif
Forward

4

14

0.04935

Consensus sequence: HBDDDAACAAAGRVBHH

20

.
:
=

. e AAéf: .

5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

20

Pt
£1.0

0.0

LSSl

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00061
Foxl1_primary

Mus musculus
Original Motif
Reverse Complement
Backward

5

Page 355 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=062
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=061

Number of overlap: 13
Similarity score: 0.542468

Alignment:
-VVVWTTGTTTAMATTWD

TAASTCTWTTTTAA-———

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

2.0

LAAT| Q ée_

5 10

Webiiaga 3.4

Reverse complement motif
Consensus sequence: VWWWTTGTTTAMATTWD

2.0

____;!?.I A 'cl'é_:!: - -

0.0
5 10 15

WebiLags 3.4

Motif ID: UP00172
Motif name: Prop1
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 13

Similarity score: 0.545182
Alignment:

VVVVTTAATTAABDDDC—

-———-TTAAAAWAGASTTA

Original motif

Reverse complement motif
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Consensus sequence: VVVVTTAATTAABDDDC

20

“ TTHRITA

Consensus sequence: GDDDBTTAATTAABBVYV

20

I__IJAAE -

bits

Webiloga 3.4

i 1 = s ==
Motif ID: UP00212
Motif name: Lhx5
Species: Mus musculus
Matching format of first motif: Original Motif

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
-VDHWTTTAATTAATHHV
TAASTCTWTTTTAA-—-——

Original motif

Reverse Complement
Backward

5

13

0.547386

Consensus sequence: VDHATTAATTAAAWHHB

20

R —

0.0

15

Websiaga 3.4

Reverse complement motif
Consensus sequence: VDHWTTTAATTAATHHY

2.0

. -4‘III & HAA;JL B

WekiLags 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

—-CHDMTTAATTAAKDHVV
—-—--TTAAAAWAGASTTA-

Original motif

UP00237

Otp

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

13

0.548444

Consensus sequence: VVHDRTTAATTAAYDDG

2.0

% 1.0
= 10

0.0t== -

- _
_—

Wabiloga 3.4

Reverse complement motif
Consensus sequence: CHDMTTAATTAAKDHVYV

2.0
c P.:“.II ! AAZ_ e
5 10 15

0.0

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00130

Lhx3

Mus musculus
Reverse Complement
Original Motif
Backward

2

13

0.548839
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Alignment:
-VHHWWTTAATTAATTDV
-——TTAAAAWAGASTTA-

Original motif
Consensus sequence: VDAATTAATTAAWWHHB

2.0

é&lI | IAAA}I&_‘_

Wabiloga 3.4

Reverse complement motif

Consensus sequence: VHHWWTTAATTAATTDV

2.0

it
=

o TTAAT A,

Motif ID: UP00145
Motif name: Barhl2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3

Number of overlap: 12

Similarity score: 1.03054
Alignment:

-—-HAMAAHCAATTAABHH

-—-TAASTCTWTTTTAA--

Original motif
Consensus sequence: HAMAAHCAATTAABHH

Reverse complement motif
Consensus sequence: HHBTTAATTGDTTYTH
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2.0

LiX

. e e

ok CUT

15
Weblogad 4

20

11l IIT_IIIII

5 1 15
Wablogo 3.4

Weblogo a4

Motif ID: UP00109

Motif name: Obox6

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 3

Number of overlap: 12

Similarity score: 1.0344

Alignment:

BHWTAATCCGDTTHT--

-—-TTAAAAWAGASTTA-

Original motif Reverse complement motif

Consensus sequence: AHAADCGGATTAWHB Consensus sequence: BHWTAATCCGDTTHT
2.0 2.0

- - TAATCC

o A ;

oo == &é Wiy MA = ool==T : _._.?_._,—,_I; =
: 5 wﬁ_ﬂgl'ssg i 5 10 15

Motif ID: UP00166

Motif name: Barhl1
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Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position nhumber: 3

Number of overlap: 12

Similarity score: 1.03746

Alignment:

DDVKTAATTGGTTDTH--

—-—-TTAAAAWAGASTTA--

Original motif

Consensus sequence: HAHAACCAATTARBDH

2.0

15
WebLogad 4

Reverse complement motif
Consensus sequence: DDVKTAATTGGTTDTH

2.0

WabLoga 3.4

Dataset #: 1 Motif ID: 46 Motif name: Motif 46

Original motif
Consensus sequence: ATAGGTTTAGYATA

Webiioga 3.4

Reverse complement motif

Consensus sequence: TATKCTAAACCTAT

2.0

bits

A

0.0

Wabioga 3.4
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Best Matches for Motif ID 46 (Highest to Lowest)

Motif ID: UP00111
Motif name: Dmbx1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 14

Similarity score: 0.0364989
Alignment:

WDRWHMGGATTADKBHD

-——-ATAGGTTTAGYATA

Original motif
Consensus sequence: WDRWHMGGATTADKBHD

20

&
=10
PN L - W
M — -~ — 0 B8R B=0=- =
10

15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DHBRDTAATCCRDWKHW

20

=== = r2E =

a8 _ - ==

Webiloga 3.4

Motif ID: UP00061
Motif name: Foxl1_primary
Species: Mus musculus

Matching format of first motif: Reverse Complement
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Matching format of second motif: Original Motif

Direction: Backward
Position number: 3

Number of overlap: 14
Similarity score: 0.0393329
Alignment:

DWAATRTAAACAAWVVB

-TATKCTAAACCTAT--

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

2.0

1 2AATXIN Q &e_

5 10
Wabiloga 3.4

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD

2.0

L LA | AGax T

0.0 —
5 10 15

Webiloga 3.4

Motif ID: UP00068

Motif name: Eomes_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.0394759

Alignment:

VVBVCKACACCTHVBV

TATKCTAAACCTAT--
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Original motif

Consensus sequence: VBVDAGGTGTYGVBBV

T

2.0

m—
o

Reverse complement motif
Consensus sequence: VVBVCKACACCTHVBV

20

. ﬂ¢gAQCAGCl:

15
Weblogod 4

" = = __‘:TI‘_‘_:E-‘F; — L
Motif ID: UP00112
Motif name: Gsc
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVWHRYTAATCCSYDHV
-TATKCTAAACCTAT--

Original motif

Reverse Complement
Original Motif
Backward

3

14

0.0411853

Consensus sequence: HVYWHRYTAATCCSYDHV

2.0

=10

e Xk

0.0

5 10

15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BHDMSGGATTAMMDWBH

2.0

A

____ = M11LIGSE-—%
5 10 15

Wabiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDDAYCGAAACYDVA
ATAGGTTTAGYATA-

Original motif

Consensus sequence: VDDAYCGAAACYDVA

2.0

0.0

UP00018

Irf4_primary

Mus musculus
Original Motif
Reverse Complement
Forward

1

14

0.041683

gmwﬁxA%GAAACQA 5

Webilogo 34

Reverse complement motif
Consensus sequence: TBDKGTTTCGMTDHV

2.0

bits

= —-?L.—A—_F F-= -I;-:’E:—
5 15

10

Weblogo a4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00025
Foxkl_primary

Mus musculus
Reverse Complement
Original Motif
Forward

2
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Number of overlap:
Similarity score:

Alignment:

DDAATGTAAACAAAVVB
—-TATKCTAAACCTAT--

Original motif

14
0.0422263

Consensus sequence: DDAATGTAAACAAAVVB

2.0

G AARCA.

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

2.0

gro II v TT - géll-.g_.-

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDBTKGTTTCGHTHDD
-—-ATAGGTTTAGYATA-

Original motif

UP00011

Irf6_primary

Mus musculus
Original Motif
Reverse Complement
Forward

3

14

0.042495

Reverse complement motif
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Consensus sequence: HDDAHCGAAACYAVDDD

20

bits

A WAARVE..

=
5 5
Webiiogo 3.4

Consensus sequence: DHDBTKGTTTCGHTHDD

20

0.0

Motif ID: UP00125
Motif name: Pitx2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 14

Similarity score: 0.0436835
Alignment:

DDDVRGGATTAATHDDH

-—-ATAGGTTTAGYATA-

Original motif
Consensus sequence: DDDVRGGATTAATHDDH

20

oy
=10
—— —-. —.A = e— i AA re— — _E
10

0.0 m— =
15
Websiaga 3.4

Reverse complement motif
Consensus sequence: DDDDATTAATCCMBDHD

2.0

= élI gz — ==

0.0
15
WekiLags 3.4

bits
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DDDRGGGATTAATWHHB
—-—-ATAGGTTTAGYATA-

Original motif

UP00229

Otx1

Mus musculus
Original Motif
Original Motif
Forward

3

14
0.0443397

Consensus sequence: DDDRGGGATTAATWHHB

20

bits

- —— -;*AEA g = ! lﬂ-— .

5 10

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VHHWATTAATCCCMDHH

20

5 10
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00153
Pitx1

Mus musculus
Original Motif
Original Motif
Backward

1
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14

0.044637

Number of overlap:
Similarity score:

Reverse complement motif
Consensus sequence: HHDRTTAATCCCKHBVH

Alignment:
HBVDRGGGATTAAMDHH
-—--ATAGGTTTAGYATA
Original motif
Consensus sequence: HBYDRGGGATTAAMDHH
2.0 2.0
gol=—m=m ‘:‘_.AA A ‘ ‘ AAgf‘ﬂ 0.0 __—.:T-ﬂ:f-_l - gg'———l&__
5 10 15 SiRhaat 5 10 15 et
Motif ID: 47 Motif name: Motif 47
Reverse complement motif
Consensus sequence: KCCASDAGGTGGCK

Dataset #: 2

Original motif
Consensus sequence: YGCCACCTDSTGGY

Da_., ¥ cgéglml_xf

Best Matches for Motif ID 47 (Highest to Lowest)

Motif ID:
Motif name:

Species:

UP00538

Glil_v016060_secondary

Mus musculus

gjeQCACfA ul CA
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Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Backward

Position number: 7

Number of overlap: 14

Similarity score: 0.0145956

Alignment:

HVBDAGCGBGGGTGGCRDBDDDB

---KCCASDAGGTGGCK-—-—----

Original motif Reverse complement motif

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
20
= - o W Wy »-=I¢'-—‘QAI,-. s ‘%l CCA Qg E:‘:EI-—;
i 5 10 15 20 5 10 15 20

Wetlogo 34 Webhlogo 3.4

Motif ID: UP00539

Motif name: Gli2_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position nhumber: 3

Number of overlap: 14

Similarity score: 0.0188184
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Alignment:
RTHBSYCGCCMCMYVCGBTVDH
—————— YGCCACCTDSTGGY—--

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

e _— - —_— " -8 ¥ AT L= *“.’-“_“-:-—--'*‘?‘g
% 10 8 WebLogad 4 % 10 8 WebLogod4
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 8
Number of overlap: 14
Similarity score: 0.0231104
Alignment:
HGDHVHKGACCACCCGGBGBGDB
——————— YGCCACCTDSTGGY--
Original motif Reverse complement motif

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
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2.0

D ¢ .Q-?.ggA : T l g_j_;_

20

! 5 = :2-; :—Iw:::: 8 :.?-’:‘}_5 — 10 . = %
Motif ID: UP00022
Motif name: Zfp740_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDDTWCCCCCCGGDRVH
-——YGCCACCTDSTGGY

Original motif

Original Motif
Original Motif
Forward

4

14

0.025419

Consensus sequence: DDDTWCCCCCCGGDRVH

2.0

Reverse complement motif
Consensus sequence: HVKDCCGGGGGGWADDD

2.0

it
=

0 EEEQ?E: = #%ééﬁg%

5 10 15

WebiLags 3.4

Motif ID:

UP00540
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDGHHBHRGACCACCCGSVDVG
———————— YGCCACCTDSTGGY

Original motif

Gli3_v016060_primary

Mus musculus
Original Motif
Original Motif
Backward

1

14
0.0278794

Consensus sequence: HDGHHBHRGACCACCCGSVDVG

2.0

bits

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

<

WabiLogod4

= — == = =
5 10 20 e

Motif ID: UP00006

Motif name: Zic3_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.0283962
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Alignment:
BMCCCCCGGGGGGGB
YGCCACCTDSTGGY -

Original motif
Consensus sequence: BMCCCCCGGGGGGGB

2.0

o0 l= Co_ N _—=—T"W _N "N W == _

Reverse complement motif
Consensus sequence: VCCCCCCCGGGGGRB

2.0

B ~<CCCC

P b — W N

oo ===

Wetilogo 3.4

0 ey 0 15
Motif ID: UP00102
Motif name: Zicl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 14

Similarity score: 0.0287857
Alignment:

BHCCCCCGGGGGGG

YGCCACCTDSTGGY

Original motif
Consensus sequence: BHCCCCCGGGGGGG

Reverse complement motif
Consensus sequence: CCCCCCCGGGGGHB
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2.0

bits
B

— —

0.0 =

CccCCe. C

10

_-'_'_ -_-'_' L

Welsloge 34

2o 9ggggc§?$:‘?:{ =

10
Webilaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
MHHHWHYTMCCHCCCACVAABVH
——————— YGCCACCTDSTGGY--

Original motif

UP00538
Glil_v015681_secondary
Mus musculus

Original Motif

Original Motif

Forward

8

14

0.0289988

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

15

20

5 10

WesLago 34

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

0.0-= o e e T - == S

Motif ID:

UP00540
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBSHTCGTGRGTGGKGDBVWMV
—-——-KCCASDAGGTGGCK-—————

Original motif

Gli3_v016060_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

14

0.0297857

Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

e

B T QQQQéGEQAg*Q*?

15
WebiLog 34

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

bits

20

00

5

10

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00057
Zic2_primary
Mus musculus
Original Motif
Original Motif
Forward

1

14
0.0302183
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Alignment:
BMCCCCCGGGGGGGB
YGCCACCTDSTGGY -

Original motif
Consensus sequence: BMCCCCCGGGGGGGB

2.0

=1

1 cclec

a. Co == W N —m o _
10

15
Webiloga 34

Reverse complement motif
Consensus sequence: VCCCCCCCGGGGGRB

2.0

bits
5

o f—_—==

CQQQQCQ‘:?TI;—_L

15
Wetilogo 3.4

Dataset #: 2 Motif ID: 48 Motif name: Motif 48

Original motif
Consensus sequence: GCARRGGSAGS

2.0

£

510 c
AA,_:AQI—-— [ | _AQ

0.0
10

Webilaga 34

Best Matches for Motif ID 48 (Highest to Lowest)

Motif ID: UP00153

Motif name: Pitx1

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement

Reverse complement motif
Consensus sequence: SCTSCCKMTGC

Welilags 3.4

is

b
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Direction: Forward

Position number: 7

Number of overlap: 11
Similarity score: 0.0454693
Alignment:

HHDRTTAATCCCKHBVH

—————— SCTSCCKMTGC

Original motif
Consensus sequence: HBVDRGGGATTAAMDHH

20

bits

0=

5

Reverse complement motif
Consensus sequence: HHDRTTAATCCCKHBVH

2.0

bits

o0 T%Il ggt_——
= 5

—_—
10 15

WekiLags 3.4

Motif ID: UP00085
Motif name: Sfpil_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 11

Similarity score: 0.0458219
Alignment:
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BDAWGVGGAAGTDH
GCARRGGSAGS—--

Original motif
Consensus sequence: BDAWGVGGAAGTDH

2.0

Reverse complement motif
Consensus sequence: HDACTTCCBCWTDV

2.0

o5 - é%ggp_ AAQL - . = AQITCCéW(;;.= X
Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
——————— SCTSCCKMTGC----

Original motif

Reverse Complement
Original Motif
Forward

8

11

0.0463674

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

Reverse complement motif

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK
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2.0

20

bits

Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6

Number of overlap: 11

Similarity score: 0.0465857
Alignment:

BADHBDHCGCCCMCGCAHHDBBV

————— SCTSCCKMTGC-———-—~

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

it
=

a..-_=A_ . 2g:§“ TC @Té;_ b e
: 5 10 15 20

WesLago 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

bits

- I ——

S = AIAQ A gé
== = £ y ¥ =
5 10 15

WebbLaga 34

Motif ID: UP00099

Page 380 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=400
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=099

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBYVVCAGCTGCBVHHD
-SCTSCCKMTGC——----

Original motif

Ascl2_primary

Mus musculus
Reverse Complement
Original Motif
Backward

6

11

0.0473355

Consensus sequence: BBYVVCAGCTGCBVHHD

2.0

0.0

gm_gﬂﬁCAgngLﬁv_

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHDVVGCAGCTGVBKVB

2.0

8
"~ C
= T M- = | Viserw o
: 10 15

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00527
Foxn4_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

11

11
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Similarity score: 0.0487126

Alignment:
VHYTCCDWCCGCGTCMMTHWHV
-SCTSCCKMTGC--——=————~—

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

20

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

R G- PR L = s =V o QTCQHEEQ | Vex A%
Motif ID: UP00010
Motif name: Tcfap2b_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1
Number of overlap: 11
Similarity score: 0.0497623
Alignment:
HHKGCCYSRGGCWAD
-—-——-GCARRGGSAGS

Original motif
Consensus sequence: DTWGCCKSMGGCRHH

Reverse complement motif
Consensus sequence: HHKGCCYSRGGCWAD
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2.0

Wetiloago 3.4

0 —_— =% w3 P ‘Es:_‘_-—-._ﬂ =
5 10 wm_oglscm 10 15
Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVMHHDHKGACCCTCCTSVCBH
——————————— SCTSCCKMTGC

Original motif

Reverse Complement
Reverse Complement
Backward

1

11

0.0507547

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

20

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

ﬂ A C
1]

Weblogo 34

0.0 = == 2= ;E‘:— po === - ; ;
5 10 15 20 G e 5 10 15 20
Motif ID: UP00055
Motif name: Hbp1l_secondary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBTHVACAATGGGMDHD
————— GCARRGGSAGS-

Original motif

Mus musculus
Original Motif

Reverse Complement

Backward
2

11
0.0508648

Consensus sequence: DDDYCCCATTGTVHABH

2.0

bits

-

0.0

1 -EQQQAIIIIﬁ

PaN

Websiags 3.4

Reverse complement motif
Consensus sequence: HBTHVACAATGGGMDHD

2.0

-,

o —_ -_-égA_ATAAP-%i:——»
5 15

10
WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00005
Tcfap2a_primary
Mus musculus
Original Motif
Original Motif
Backward

1

11

0.0512938
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Alignment:
WDHSCCYSRGGSRAD
—-——-GCARRGGSAGS

Original motif
Consensus sequence: WDHSCCYSRGGSRAD

2.0

bits

0.0

1.0 ( :
L C
5 10

Reverse complement motif
Consensus sequence: DTMSCCKSMGGSHDW

2.0

bits

0.0 =

18
Webiloga 34

1.0 ( :
= c =
— =4 W =TSt =n C":- -
5 10

15
WebiLoga 34

Dataset #: 2 Motif ID: 49

Original motif
Consensus sequence: AAAAAAAAAAAAAT

Webiioga 3.4

Motif name: Motif 49

Reverse complement motif

Consensus sequence: ATTTTTTTTTTTTI

2.0

bits

0.0

Wabioga 3.4

Best Matches for Motif ID 49 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

UP00037

Zfp105_primary

Mus musculus
Reverse Complement
Reverse Complement
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Direction: Backward

Position number: 2

Number of overlap: 14
Similarity score: 0.0361736
Alignment:

HHHTTRTTDTTTKDH

ATTTTTTTTTTTTT-

Original motif
Consensus sequence: HDYAAAHAAMAADHD

20

i méAQEAAQAé - ==

o
o
i
|II
i

5
Webiloga 3.4

Reverse complement motif
Consensus sequence: HHHTTRTTDTTTKDH

bits

20

:?-HIIIII?{II%-

15
Weslage a4

Motif ID: UP00061
Motif name: Foxl1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 14

Similarity score: 0.0391439
Alignment:
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DWAATRTAAACAAWVVB
~AAAAAAAAAAAAAT--

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

2.0

LAATHIA Q éé_

5 10

Wabiloga 3.4

Reverse complement motif
Consensus sequence: VWWWTTGTTTAMATTWD

2.0

bits
=

QEJ[ A _s;éilgj[li

5 10 15

0.0 —

Webiloga 3.4

Motif ID: UP00077
Motif name: Srf_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 14

Similarity score: 0.0416036
Alignment:

VBDDAAAAAAAAMVBHH

--AAAAAAAAAAAAAT-

Original motif
Consensus sequence: VBDDAAAAAAAAMVBHH

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV
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2.0

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BDVTTTKTTTACWTWHH
——ATTTTTTTTTTTTT-

Original motif

UP00073

Foxa2_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

14

0.0420875

Consensus sequence: HHWAWGTAAAYAAAVDB

2.0

ood== iﬁe-AQAIAA g é%

5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

x¥ A TIAgglﬁm

WebiLags 3.4

it
5

0.0

Motif ID:

UP00180
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDHHTTTTATTKKHDD
——ATTTTTTTTTTTTT

Original motif

Hoxd13

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

14

0.0424132

Consensus sequence: HDHYYAATAAAAHHHH

2.0

0.0

" ol Al

15
Wabiogad 4

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD

20

¥ A?ITTIAIIAA

0.0 =

15
WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00061
Foxl1_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

2

14
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Similarity score:
Alignment:
HDTYTTGTTWTKDDDT
-ATTTTTTTTTTTTT-

Original motif

0.0424666

Consensus sequence: ADDDYAWAACAAMAHH

20

bits

:é$3?§éAA%AA$A

15
Weblogad 4

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT

2.0

bits

0.0

s IIlIAIIAI L A= X

—

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BBVTTTGTTTACATTDD
-—ATTTTTTTTTTTTT-

Original motif

UP00025
Foxkl_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

14

0.0430608

Consensus sequence: DDAATGTAAACAAAVVB

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD
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15
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2.0 )

- n&AgAIAAN A L ally TT'QQ"I‘

Wetilaga 3.4 o

Motif ID: UP00134

Motif name: Hoxb13

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 1

Number of overlap: 14

Similarity score: 0.0435537

Alignment:

VDHWTTTTATTGGDKB

——ATTTTTTTTTTTTT

Original motif Reverse complement motif

Consensus sequence: VRHCCAATAAAAWHHV Consensus sequence: VDHWTTTTATTGGDKB
20 20

g”_ﬂcgéAIAAAAEL? g”ﬂ+¢lTIIAlIA$ -

0.0 .
5 15
o Wablogo 3.4
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Motif ID:
Motif name:
Species:

Matching format of first motif:

Matching format of second motif:

UP00025

Foxkl_secondary
Mus musculus
Reverse Complement
Reverse Complement

Weblogo a4

Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.043907

Alignment:

HDDTGTTKTTKTHHD

ATTTTTTTTTTTTT-

Original motif Reverse complement motif

Consensus sequence: HHHAYAAYAACAHHH Consensus sequence: HDDTGTTKTTKTHHD
__Aga AAQA | l$ITAIIAlI-H

Motif ID: UP00039

Motif name: Foxj3_primary

Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Original Motif
Original Motif
Backward

3
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Number of overlap: 14
Similarity score: 0.045165

Alignment:
HDHADGTAAACAAAVVH

~AAAAAAAAAAAAAT -

Original motif Reverse complement motif

Consensus sequence: HDHADGTAAACAAAVVH Consensus sequence: DVVTTTGTTTACDTHDH
2.0 2.0
o A‘J‘AA__T_AA Q éé = . = Il A ITAQ_.—I—-— =
5 10 1 SiRhaat 5 10 15 R
Dataset #: 2 Motif ID: 50 Motif name: Motif 50

Original motif Reverse complement motif

Consensus sequence: GGAAM Consensus sequence: YTTCC

GGAAa - =TTCC

N s e

g

L = T

Best Matches for Motif ID 50 (Highest to Lowest)

Motif ID: UP00424
Motif name: Gm4881
Species: Mus musculus
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Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDACCGGAAMTHBVB

Original motif

Consensus sequence: VBBHAYTTCCGGTDDD

2.0

S

0.0 ——

bits

Original Motif
Reverse Complement
Backward

6

5

0

5 10

15
Weblogod 4

Reverse complement motif
Consensus sequence: DHDACCGGAAMTHBVB

2.0

) AQC AaT

=
0.0

15
Weblogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position nhumber:

Number of overlap:

Similarity score:

UP00416

Flil

Mus musculus
Reverse Complement
Original Motif
Backward

7

5

0.00163794
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Alignment:
VBBVAYTTCCGGTDDH

Original motif

Consensus sequence: VBBVAYTTCCGGTDDH

2.0

" gl

0.0
10

15
WabiLogad 4

Reverse complement motif
Consensus sequence: DHDACCGGAAKTBBVV

L0AAsT

m
=1

0o l=——=
15

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VBBHAYTTCCGGTHDH

Original motif

UP00422

Etv3

Mus musculus
Reverse Complement
Original Motif
Forward

6

5

0.00234412

Consensus sequence: VBBHAYTTCCGGTHDH

Reverse complement motif
Consensus sequence: DHHACCGGAAKTHBBB
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2.0

1.0

bits

bl

)

"

) ﬁe$IT

0.0

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VBBVAYTTCCGGTDDB

Original motif
Consensus sequence: VBBVAYTTCCGGTDDB

2.0

0.0

uP00411

Erg

Mus musculus
Reverse Complement
Original Motif
Backward

7

5

0.00589761

Reverse complement motif
Consensus sequence: BDDACCGGAAKTVBVB

20

bits

A

0.0

Motif ID:

uP00418
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVHBTACTTCCGGHTHB

Original motif

Etve

Mus musculus
Reverse Complement
Original Motif
Backward

7

5

0.00691345

Consensus sequence: DVHBTACTTCCGGHTHB

2.0

ke

:-—_C —= IA-_ =

15

Watiloga 3.4

Reverse complement motif
Consensus sequence: BHAHCCGGAAGTABDVD

2.0

0.0-1= — —

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00415

Elk4

Mus musculus
Reverse Complement
Original Motif
Backward

7

5
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Similarity score: 0.00722176

Alignment:
VBBHRYTTCCGGTDDH

Original motif
Consensus sequence: VBBHRYTTCCGGTDDH

20

bits

AC

Reverse complement motif
Consensus sequence: DHDACCGGAAKKHBVB

2

:ﬂ_AQG AQAE-

15
Weblogodd

bits

e R - 5 yix . A
Motif ID: UP00413
Motif name: Elf4
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 7
Number of overlap: 5
Similarity score: 0.0153114
Alignment:
DBBHACTTCCGGKWTH
————— YTTCC-----~-

Original motif
Consensus sequence: DBBHACTTCCGGKWTH

Reverse complement motif
Consensus sequence: HAWYCCGGAAGTHBBD
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2.0

20

G o ST
pple—ste. e W _'_"_‘I'C':-‘:I—EI-.-': - “:“-2%%__ M iAo ==
2 19 R saria 2 10 Rerisoni
Motif ID: UP00404
Motif name: EIf2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 7
Number of overlap: 5
Similarity score: 0.0153458
Alignment:
DBBHACTTCCGGDWDB
————— YTTCC------

Original motif
Consensus sequence: DBBHACTTCCGGDWDB

2.0

1-0 AQI ‘
e i i B T
5 10 :

0.0
15

Wabiogad 4

bits

Reverse complement motif
Consensus sequence: BDWDCCGGAAGTHBBD

2.0

S AAAIU

0.0
15
WabiLogo 34
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VBBHAYWTCCGGTDDB

Original motif

uP00417

Etv4

Mus musculus
Reverse Complement
Original Motif
Forward

6

5

0.0219684

Consensus sequence: VBBHAYWTCCGGTDDB

20

15
Weblogad 4

Reverse complement motif
Consensus sequence: BHHACCGGAWKTHBVV

2.0

0.0

bits

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00419

Spic

Mus musculus
Reverse Complement
Reverse Complement
Backward

7
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5
0.0224017

Number of overlap:
Similarity score:
Alignment:
DWACTTCCRCTTTB
---YTTCC-—---~-
Reverse complement motif
Consensus sequence: DWACTTCCRCTTTB
20
5 10

Original motif
Consensus sequence: VAAAGMGGAAGTWD

0.0

2.0

i A T
h_ééé%ﬁ v PN O -
5 10 .

Dataset #: 3 Motif ID: 51 Motif name: HNF4A
Original motif Reverse complement motif
Consensus sequence: RGGBCAAAGKYCA Consensus sequence: TGMYCTTTGBCCK
- _AT,A-?QAAA%IEQG‘ o0 ;%QECIIIé=:$gE
Best Matches for Motif ID 51 (Highest to Lowest)
Motif ID: UP00058
Motif name: Tcf3_primary
Mus musculus
Page 401 of 752

Species:
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHASATCAAAGVRHHH
—-——-RGGBCAAAGKYCA-

Original motif

Original Motif
Original Motif
Backward

2

13
0.0357776

Consensus sequence: HHHASATCAAAGVRHHH

2.0

ﬁ:_%he?éIGAAAéﬂf

Webriogo 3.4

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH

2.0

%:. -E?QITTTAICLT-H

Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00054
Tcf7_primary
Mus musculus
Original Motif
Original Motif
Backward

2

13
0.0357792
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Alignment:
BHHASATCAAAGGAHHH
-—-—RGGBCAAAGKYCA-

Original motif
Consensus sequence: BHHASATCAAAGGAHHH

2.0

Eilé?AIgAAAA

=T - e
15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHY

2.0

= —-:lggﬂ,‘ _‘I?AIC;I; e

0.0

Webiloga 3.4

Motif ID: UP00067
Motif name: Lefl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 4

Number of overlap: 13

Similarity score: 0.0359011
Alignment:

VDDAGATCAAAGGKDDD

—-——-RGGBCAAAGKYCA-

Original motif
Consensus sequence: DDDYCCTTTGATCTDDV

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD
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2.0 2.0

$¢QITT“AIC; 1 _ ASA|IVARAVs.

0.0
15
Websiags 3.4 WebiLags 1.4

bits
bits
5

Motif ID: UP00083

Motif name: Tcf712_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2

Number of overlap: 13

Similarity score: 0.0360786
Alignment:

BDDASATCAAAGGMDDD

—-——RGGBCAAAGKYCA-

Original motif Reverse complement motif

Consensus sequence: DDDYCCTTTGATSTDDV Consensus sequence: BDDASATCAAAGGMDDD
2.0 2.0
00 = E‘;Q___‘ ‘T-AICZ — = P Ac“:AICE ) ﬁ:.:—*:’f’.\ =
5 10 15 SiRhaat 5 10 15 it
Motif ID: UP00046
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVDDVCAGATGKYHBBV
—-RGGBCAAAGKYCA---

Original motif

Tcfe2a_secondary
Mus musculus
Original Motif
Original Motif
Backward

4

13

0.0405764

Consensus sequence: HVDDVCAGATGKYHBBV

2.0

0.0

g =CAIAT . ___I_-E__. =

Watiloga 3.4

Reverse complement motif
Consensus sequence: VBBDMYCATCTGVHHBH

2.0

3ﬁCAIQT_=T¢

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00062
Sox4_primary
Mus musculus

Reverse Complement
Reverse Complement

Forward
2
13
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Similarity score: 0.0409915

Alignment:
HHBBMCTTTGTTHDDBH
-TGMYCTTTGBCCK-—-—

Original motif
Consensus sequence: HBDDDAACAAAGRVBHH

20

e ":""\-“‘A i AA&—‘;‘_ ; = o=

Webiiogo 3.4

bits

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

20

-

0.0

Motif ID: UP00101

Motif name: Sox12_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 13

Similarity score: 0.0413218

Alignment:

HDTMCTTTGTSTVDREB

TGMYCTTTGBCCK—-—--

Original motif
Consensus sequence: VVDBASACAAAGRADH

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB
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2.0

20

it

— = 0

- WQ,LQCIIIQIQL i

15
Weblogod 4 Weblogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

UP00030

Sox11_primary

Mus musculus
Reverse Complement
Reverse Complement

Direction: Forward

Position number: 2

Number of overlap: 13

Similarity score: 0.0421105

Alignment:

HHBTMCTTTGTTMDDVH

-TGMYCTTTGBCCK---

Original motif Reverse complement motif

Consensus sequence: HBDDRAACAAAGRABHH Consensus sequence: HHBTMCTTTGTTMDDVH

2.0

bits

2.0

it
5

10 A
10 1

0.0 p—
5 5

-y 11 )

Watiloga 3.4 Wabiogs 3.4

0.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDAGAADGGDSCDV
RGGBCAAAGKYCA-

Original motif

Consensus sequence: DDAGAADGGDSCDV

2.0

bits
B

0.0-1=—=

e %&A&’} ———— "=:—“=Q

UP00086
Irf3_secondary
Mus musculus
Original Motif
Original Motif
Backward

2

13

0.0442004

Welilogo 3.4

Reverse complement motif
Consensus sequence: BHGSDCCDTTCTHH

2.0

e
=1.0

Eape— é‘ffscg?;j[lgl- P

Webitoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00082
Zfp187_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

4
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13

Number of overlap:
Similarity score: 0.0446884
Alignment:
VHMDGGACVAGGRCDH
-—--RGGBCAAAGKYCA
Original motif Reverse complement motif
Consensus sequence: DDGMCCTBGTCCHYHV Consensus sequence: VHMDGGACVAGGRCDH
2.0 2.0
Agccl-- .&TTQEE L - AAAquA“A_Ig —
3 10 fmkoarsa ? 1o oo
Dataset #: 3 Motif ID: 52 Motif name: NR2F1
Original motif Reverse complement motif
Consensus sequence: TGAMCTTTGMMCYT Consensus sequence: AKGYYCAAAGRTCA
2.0 210

i — A v IIAA%ég%I - c‘?%r?—l"_—.— ay Tq-.::**-——c
Best Matches for Motif ID 52 (Highest to Lowest)
Motif ID: UP00083

Motif name: Tcf712_primary

Mus musculus
Page 409 of 752

Species:


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=083

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDDYCCTTTGATSTDDV
-TGAMCTTTGMMCYT--

Original motif

Original Motif
Original Motif
Backward

3

14
0.0452364

Consensus sequence: DDDYCCTTTGATSTDDV

2.0

0.0

EqQITTTAICL_

Webriogo 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

bits

2.0

0.0

i,

15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00067
Lefl_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

14

0.0453449
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Alignment:
VDDAGATCAAAGGKDDD
-—-AKGYYCAAAGRTCA-

Original motif Reverse complement motif

Consensus sequence: DDDYCCTTTGATCTDDV Consensus sequence: VDDAGATCAAAGGKDDD
20 20
o ; $Q A1 9 IC; partae o0 . ‘QC LA —_—

% 10 15 Webiloga 3.4 % 10 8 Webioga 3.4

Motif ID: UP00539

Motif name: Gli2_v015681_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 2

Number of overlap: 14

Similarity score: 0.0461358

Alignment:

DVMHHDHKGACCCTCCTSVCBH

——————— TGAMCTTTGMMCYT-

Original motif Reverse complement motif

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH Consensus sequence: DVMHHDHKGACCCTCCTSVCBH
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2.0

20

: A C

w = =H T —— 2 L= I == EAT TV gATS
5 10 15 20 G e 5 10 15 20
Motif ID: UP00054
Motif name: Tcf7_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHHASATCAAAGGAHHH
-—-AKGYYCAAAGRTCA-

Original motif

Reverse Complement
Original Motif
Backward

2

14

0.0461768

Consensus sequence: BHHASATCAAAGGAHHH

2.0

0.0

gm,é?AIQAAAﬂﬂﬂﬁ"

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHY

2.0

bits

s ST Izggm‘ _‘I-_:AICl e

WebiLags 3.4

Motif ID:

UP00058
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHASATCAAAGVRHHH
—-—AKGYYCAAAGRTCA-

Original motif

Tcf3_primary

Mus musculus
Reverse Complement
Original Motif
Backward

2

14

0.0473628

Consensus sequence: HHHASATCAAAGVRHHH

2.0

g:_ﬁhe?AIQAAAé“A

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH

2.0

%T -E?QITITAICZ?'“

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00082

Zfp187_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

14

0.0480188
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Alignment:
DDGMCCTBGTCCHYHV
TGAMCTTTGMMCYT--

Original motif
Consensus sequence: DDGMCCTBGTCCHYHV

ol dles

o
=1

o0 =

Reverse complement motif
Consensus sequence: VHMDGGACVAGGRCDH

2.0

Motif ID: UP00062
Motif name: Sox4_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2

Number of overlap: 14

Similarity score: 0.0495447
Alignment:

HHBBMCTTTGTTHDDBH

-TGAMCTTTGMMCYT-—-

Original motif
Consensus sequence: HBDDDAACAAAGRVBHH

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH
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2.0

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBTMCTTTGTTMDDVH
-TGAMCTTTGMMCYT--

Original motif

UP00030

Sox11_primary

Mus musculus
Original Motif
Reverse Complement
Backward

3

14

0.0499033

Consensus sequence: HBDDRAACAAAGRABHH

2.0

P - -

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

2.0

y

-0
=“CD
P>—i
;5)

0.0

Motif ID:

UP00023
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDBAACAATDRHHHH
—-—-TGAMCTTTGMMCYT

Original motif

Sox30_primary
Mus musculus
Original Motif
Original Motif
Forward

3

14

0.0511534

Consensus sequence: DHDBAACAATDRHHHH

2.0

0.0

k.

15
Wabiogad 4

Reverse complement motif
Consensus sequence: HHHHMHATTGTTBDHD

20

oo l=— - TQ%ATTAIlr—-&- el

0

bits

WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00005
Tcfap2a_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

1

14

0.0516973
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Reverse complement motif
Consensus sequence: BDGHCCWBVGGKDH

Alignment:
BDGHCCWBVGGKDH
AKGYYCAAAGRTCA
2.0
kléggg% _ :—:~A=_—£ —
5 1

0.0

Original motif
Consensus sequence: HHRCCBBWGGDCDB

2.0
W

0 _—_—_-__—‘?lcg_l__ XA—-:—-_..!.__
B 10 Wabilopa 3.4

Dataset #: 3 Motif ID: 53 Motif name: ESR1

Original motif Reverse complement motif

Consensus sequence: VDBHMAGGTCACCCTGACCY Consensus sequence: MGGTCAGGGTGACCTRDBHYV

20
4A A TCa0C;
a0 e W e e T T W
5 10 15 wm_qjg‘

20

_QEAIQICAgngkéCCT

UP00538

Best Matches for Motif ID 53 (Highest to Lowest)
Glil_v016060_secondary

Motif ID:
Motif name:
Species: Mus musculus
Original Motif
Reverse Complement
Page 417 of 752

Matching format of first motif:
Matching format of second motif:
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Direction: Backward

Position number: 4

Number of overlap: 20
Similarity score: 0.0658405
Alignment:

BDDHVDKGCCACCCVCGCTDBVH
VDBHMAGGTCACCCTGACCY——--

Original motif

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

20

Lo TuCa,

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

0.01== — = "._“E‘¢-5=I_"—=_x N =t 0 =B S = = === 20D ‘"‘""‘3:.:"—‘“
5 e I T 5 o b 2
Motif ID: UP00098
Motif name: Rfx3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1
Number of overlap: 20
Similarity score: 0.0689748

Alignment:
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BDBBVBVGTAWCCAAGVBHBAGB
VDBHMAGGTCACCCTGACCY—--

Original motif

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

{ ex CTTA,_IT

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

Webloga 3.4

Motif ID: UP00539

Motif name: Gli2_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 20

Similarity score: 0.0701247

Alignment:

CBDMCMGGGTGGTCCHVBVBAH

MGGTCAGGGTGACCTRDBHV--

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH
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2.0 20

0 ﬂl = - [ | __QA:-_-—;.?.:-: = . c é?ggé A Q__?_.L é L
5 e B B 5 b T B
Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3
Number of overlap: 20
Similarity score: 0.0711267
Alignment:

HVGVSAGGAGGGTCYHHHHYVH
MGGTCAGGGTGACCTRDBHV--

Original motif Reverse complement motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

2.0 20

| C | C
510 A T E‘lﬂ A T
: =4 y- -'=A$$ =_ e 2AT ¥V TAQQI-_:_- &=
10 15

20
WebLogad 4 Weblogod4

Motif ID: UP00540
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Gli3_v016060_primary
Mus musculus

Original Motif

Reverse Complement

Direction: Forward
Position number: 2
Number of overlap: 20
Similarity score: 0.0742427
Alignment:
CVHBSCGGGTGGTCMHVHHCDH
—-VDBHMAGGTCACCCTGACCY-
Original motif Reverse complement motif
Consensus sequence: HDGHHBHRGACCACCCGSVDVG Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH
2.0 2.0
e .8 A A AC _G L __cel T _ I -
5 10 20 e 5 10 15 20 S i
Motif ID: UP00540
Motif name: Gli3_v015681_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Original Motif
Original Motif
Backward

2

20
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Similarity score:

Alignment:
ABBBBVVRGACCACCCACRDBBM
-—-VDBHMAGGTCACCCTGACCY-

Original motif

0.0747053

Consensus sequence: ABBBBVVRGACCACCCACRDBBM

it
P

AAA Ac

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

bits
b=

e = ——

~ e | TTI 1

Weblaga 3.4

0.0 = — _-_ﬁ_f—_—_—‘= Te—= (= A ""‘A‘T\—-—-?é 0.0 -E:*—_z‘;_!_kn s mam mih A = —t =
Motif ID: UP00538
Motif name: Glil_v016060_primary

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
—-——-VDBHMAGGTCACCCTGACCY

Original motif

Mus musculus
Original Motif
Original Motif
Forward

4

20
0.0749165

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
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2.0

; < QGQQA T lgx

20

o = R T e lgﬂ b L =W _ T ==
5 10 20 i 5 10 15 20
Motif ID: UP00538
Motif name: Glil_v015681_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBBDVVRGACCACCCAVGABBAB
—-VDBHMAGGTCACCCTGACCY--

Original motif

Original Motif
Original Motif
Forward

2

20
0.0759307

Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

0.0

I

i
i
[

AN ¥ = i

A‘;‘

e ——

5 10 15

20

WebiLog 34

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

bits

iroae TIMIWIVe. .

10 20

Weblagn 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVVDHHTGCGYGGGCGDHVHHTR
-MGGTCAGGGTGACCTRDBHV-—

Original motif

UuP00400

Zif268

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

20

0.0762689

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

20

A C A CA

= VT T

5 10

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

10

bits

=L "%lﬁg TA _gél -I:

0.0 =

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UuP00034

Sox7_secondary
Mus musculus
Original Motif
Original Motif
Forward

1
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Number of overlap: 20
0.0780113

Similarity score:

Alignment:
GTVBDAATTGTVTGHGDDHKVB
VDBHMAGGTCACCCTGACCY--

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

m T
J=X "_:IéAéIé_I__ xe =
5 10 15 20
Wablogad 4

bits

Motif name: Esrrb

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC
2.0

m = < Q?HQQA%lIﬁEM

aC

Weblogod4

bits

5

Reverse complement motif

Dataset #: 3 Motif ID: 54

Original motif
Consensus sequence: VBBYCAAGGTCA

R o

bits

UP00079

Consensus sequence: TGACCTTGMBBB

2.0
10] | ACC ‘ L
— o .
0.0 — . = e———
5 10
Wetilaga 34

ts

b

Best Matches for Motif ID 54 (Highest to Lowest)

Motif ID:
Esrra_primary
Mus musculus

Motif name:
Species:
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Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HHBVHTGACCTTGVDHD
————— TGACCTTGMBEB

Original motif

Reverse Complement
Reverse Complement
Forward

6

12

0

Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

2
=10 C

0.0

5

CARUTCA,

15
Webriogo 3.4

Reverse complement motif

Consensus sequence: HHBVHTGACCTTGVDHD

bits

2.0

0.0

<=
L=

o, M

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position nhumber:

Number of overlap:

Similarity score:

UP00009
Nr2f2_primary
Mus musculus
Original Motif
Original Motif
Backward

5

12

0.0205471
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Alignment:
DHBHAAAGGTCAHVHB
VBBYCAAGGTCA-—---

Original motif
Consensus sequence: DHBHAAAGGTCAHVHB

2.0

o aiTeA

WabiLogad 4

Reverse complement motif
Consensus sequence: BHVDTGACCTTTDVDD

TG

5 10 15
WablLogo 34

bits
P

0.0—=

Motif ID: UP00048
Motif name: Rara

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 12

Similarity score: 0.0214372
Alignment:

DHBHAAAGGTCACVHD

VBBYCAAGGTCA-—-—-

Original motif
Consensus sequence: DHBHAAAGGTCACVHD

Reverse complement motif
Consensus sequence: HHVGTGACCTTTDVDD
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2.0

T
=
- —

20

Motif ID: UP00009

Motif name: Nr2f2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5

Number of overlap: 12

Similarity score: 0.0430759

Alignment:

HVBVTGACCCSGBVBV

-—-—--TGACCTTGMBBB

Original motif Reverse complement motif

Consensus sequence: VBVBCSGGGTCAVBBH

2.0

Consensus sequence: HVBVTGACCCSGBVBV

20

o
=
ool= — L e OF-SE - —
5 140

it
o

15
Weblogod 4

Motif ID: UP00066
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BDBVMGGGGTCAABHDV
VBBYCAAGGTCA-———-

Original motif

Hnf4a_primary
Mus musculus
Original Motif

Original Motif

Forward

1

12

0.0451776

Consensus sequence: BDBVMGGGGTCAABHDV

2.0

bits
a

—

F-N
06 . Zan
5

|vha

15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BHHVTTGACCCCYVVDB

2.0
m CC
=10
il .
- — = i N N ===
5 10

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00079
Esrra_secondary
Mus musculus
Original Motif
Original Motif
Backward

6

12

0.0482496
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Alignment:
VKBBAGGGGTCAHDBBH
VBBYCAAGGTCA-—-—-—-

Original motif

Consensus sequence: VKBBAGGGGTCAHDBBH

2.0

bits

- AVG

0.0—=
5 10

15
Wabiloga 3.4

Reverse complement motif
Consensus sequence: DBBHHTGACCCCTBBYYV

2.0

0.0 —

bits

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DBHBDTGACCCCDHVHB
————— TGACCTTGMBBB

Original motif

UP00053
Rxra_primary

Mus musculus
Reverse Complement
Original Motif
Backward

1

12

0.0499025

Consensus sequence: DBHBDTGACCCCDHVHB

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD
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2.0

0.0 — == —

Websiags 3.4

2.0

Motif ID: UP00539

Motif name: Gli2_v015681_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 8

Number of overlap: 12

Similarity score: 0.0525354

Alignment:

DVMHHDHKGACCCTCCTSVCBH

——————— TGACCTTGMBBB---

Original motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

= IéTA v QIQQI= <
10 15

20
Weblogod4

Motif ID: UP00066
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHAYTGGACTTTHDBV
-—-—-TGACCTTGMBBB

Original motif

Hnf4a_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

1

12

0.0580553

Consensus sequence: BBHHAAAGTCCAMTHH

2.0

0.0

EW_I_QAA TG

Reverse complement motif
Consensus sequence: HHAYTGGACTTTHDBV

2.0

—7
(i
q

|

AT

0.0= e = Sy W —— e - ==

5
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00098
Rfx3_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

9

12

0.0609738
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Alignment:
BDBBVBVGTAWCCAAGVBHBAGB
———————— TGACCTTGMBBB---

Original motif
Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

n
-_E'H]

GI_S? CIIA“ITH'; =

20
WebiLogo 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

Al
labeh G,

Webloga 3.4

Dataset #: 3 Motif ID: 55 Motif name: ZEB1

Original motif
Consensus sequence: CACCTD

--cACCT_

W s Loy S

Best Matches for Motif ID 55 (Highest to Lowest)

Motif ID: UP00068

Motif name: Eomes_secondary
Species: Mus musculus
Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Reverse complement motif
Consensus sequence: HAGGTG

=_
EAE

(==

bifs
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Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VVBVCKACACCTHVBV
——————— CACCTD---

Original motif

Backward
4
6
0

Consensus sequence: VBVDAGGTGTYGVBBV

2.0

bits

1 AckTlr

0.0 == = ———

Reverse complement motif
Consensus sequence: VVBVCKACACCTHVBV

20

: ﬂ¢gAgCAGCI=-?

Weblogod.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00199

Six4

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

6

0.00433068
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BBVHVGGTGTCATHDDT
~--HAGGTG--—--—-~-

Original motif
Consensus sequence: ADDHATGACACCBHBBV

= A A QA —_—— ==

15

5
Wabiloga 3.4

bits
a

0.0

Reverse complement motif
Consensus sequence: BBVHVGGTGTCATHDDT

2.0

- CA
— e y AN 4 _I_f_i-#-_I
10 15

Webiloga 3.4

Motif ID: UP00068

Motif name: Eomes_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 9

Number of overlap: 6

Similarity score: 0.00524081
Alignment:

HHHTTTCACACCTDHBV

———————— CACCTD---

Original motif
Consensus sequence: BVHDAGGTGTGAAAHHH

Reverse complement motif
Consensus sequence: HHHTTTCACACCTDHBY
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2.0
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Aa. %m_ I CA __Ql

2.0

0.0 ==

e e P-4
5

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDBHGCACCTGBDDVB

Original motif

Consensus sequence: VBHHVCAGGTGCDVDHD

2.0

UP00046
Tcfe2a_primary

Mus musculus
Original Motif
Reverse Complement
Forward

7

6

0.00911301

Reverse complement motif
Consensus sequence: DHDBHGCACCTGBDDVB

2.0

a
=
= vi— —
10 15

0.0 —=

Motif ID:

uP00047
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BDDRVGACCACCHBDVB
———————— CACCTD---

Original motif

Zbtb7b_secondary
Mus musculus
Original Motif
Original Motif
Backward

4

6

0.0233556

Consensus sequence: BDDRVGACCACCHBDVB

2.0

bits
a

0.0 = =

e = — A N e
10 15

5

Watiloga 3.4

Reverse complement motif
Consensus sequence: BBDVHGGTGGTCBKDDB

2.0

e O Wi W A —

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00538
Glil_v016060_primary
Mus musculus

Reverse Complement
Original Motif
Backward

11

6
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Similarity score: 0.0233928

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH

Original motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

20

e

0.0

cm??ggﬁa T lgx C

=

WesLogo 34

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

Weblaga 3.4

Motif ID: UP00539
Motif name: Gli2_v015681_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 12

Number of overlap: 6

Similarity score: 0.0254338
Alignment:

HTBVVVDGGACCACCCRGRDBG

——————————— CACCTD-----

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH
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P — = F St — 00

Motif ID: UP00540
Motif name: Gli3_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6
Number of overlap: 6
Similarity score: 0.0290143
Alignment:
HDGHHBHRGACCACCCGSVDVG
——————————— CACCTD-—-—-—--
Original motif Reverse complement motif
Consensus sequence: HDGHHBHRGACCACCCGSVDVG Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH
20 20
T _ =AN A A mc‘eg T o C -?,:,95':;? L T ¥ I gl,-.; _ g,f 2
19 18 2 WabLogad & : 10 8 2 WebLogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVDBAACAGBTGBYHB
—————— HAGGTG----

Original motif

Consensus sequence: VVDBAACAGBTGBYHB

20

bits

AA

UP00036

Myf6_primary

Mus musculus
Reverse Complement
Original Motif
Forward

7

6

0.0309673

Reverse complement motif
Consensus sequence: BDKVCABCTGTTBDBV

2

Ol

Weblogodd

Motif ID: UP00249
Motif name: Nkx2-5
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6
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Number of overlap: 6
Similarity score: 0.031502

Alignment:
HDADCCACTTRAAWTT

Reverse complement motif
Consensus sequence: AAWTTMAAGTGGHTDH

20

A = CCAC IAAQIEE = 6+Il$A ¥ Ac:._?;é ;

5 10 15

Original motif
Consensus sequence: HDADCCACTTRAAWTT

2.0

2,
£

0
e
a.0 — =

Weblagad 4

Dataset #: 3 Motif ID: 56 Motif name: Mycn

Reverse complement motif

Original motif
Consensus sequence: GCCACGTGSD

Consensus sequence: HSCACGTGGC

2.0

~__GACGxGe. *Lc0aClTl.

0.0
5 10 10
ek e a3 4

Best Matches for Motif ID 56 (Highest to Lowest)

Motif ID: UP00060
Motif name: Max_primary
Species: Mus musculus
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Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 3

Number of overlap: 10

Similarity score: 0

Alignment:

DDASCACGTGBTBVDD

--HSCACGTGGC----

Original motif Reverse complement motif

Consensus sequence: DDASCACGTGBTBVDD Consensus sequence: HHVBABCACGTGSTHD
20 20
e = éFCAGAT_ . A _jl._ . oo l== é_ CAGAT_ ® -«_:I-E

% 19 Wik o & L ke

Motif ID: UP00050

Motif name: Bhlhb2_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward

Position nhumber: 7

Number of overlap: 10

Similarity score: 0.00783793
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Alignment:
ACHRBHDTCCACGTGYAHHBMHM

Original motif
Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

%'\.U T A
i o _,__AA -~ g ,}___ETQI

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20

WA AVILIWWL

e

15 20

Webloga 3.4

Motif ID: UP00050

Motif name: Bhlhb2_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 7

Number of overlap: 10

Similarity score: 0.0132858

Alignment:

DDHBHBSTCACGTGAHBBDHHM

—————— GCCACGTGSD------

Original motif
Consensus sequence: RDHDBVDTCACGTGASBHVHDH

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM
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2.0

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VBHHVCAGGTGCDVDHD
~--GCCACGTGSD---~-

Original motif

UP00046
Tcfe2a_primary

Mus musculus
Reverse Complement
Original Motif
Backward

5

10

0.0227933

Consensus sequence: VBHHVCAGGTGCDVDHD

2.0

0.0 e = C< g"“

Reverse complement motif
Consensus sequence: DHDBHGCACCTGBDDVB

2.0

-1
£10
: L= =
10 15

WebiLags 3.4

Motif ID:

UP00060
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBGHCACGCGACDD
-—-HSCACGTGGC--

Original motif

Max_secondary
Mus musculus
Original Motif
Original Motif
Forward

3

10

0.0257011

Consensus sequence: BBGHCACGCGACDD

2.0

Webiioga 3.4

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB

2.0

JIQéCAI v E&

Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00165

Titf1l

Mus musculus
Reverse Complement
Original Motif
Backward

4

10
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0.0344833

Similarity score:
Alignment:
BVABCCACTTGAMHTT
---GCCACGTGSD---
Original motif Reverse complement motif
Consensus sequence: BVABCCACTTGAMHTT Consensus sequence: AAHYTCAAGTGGBTBV
N$HA“AQA léAéggg n-éézIQA WI¥M T
Motif ID: UP00231
Motif name: Nkx2-2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5
Number of overlap: 10
Similarity score: 0.035228
Alignment:
HDVRCCACTTGARADBD
---GCCACGTGSD----
Reverse complement motif
Consensus sequence: DVDTKTCAAGTGGKBDH
Page 446 of 752
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2.0

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVVDVRYACGTRYVBHB
-—-—-GCCACGTGSD---

Original motif

Consensus sequence: BHBBKKACGTMMVDBVB

2.0

bits

—_ -

AWla.

uP00084
Gmeb1l_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

10

0.0358581

Reverse complement motif
Consensus sequence: BVVDVRYACGTRYVBHB

2.0

TA

0.0

0.0 ==

5

15
Watiloga 3.4

e . S

5

la.
CCOC=

1

5
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHMACKACGTMGBVCD
-—-—-HSCACGTGGC---

Original motif

UP00084
Gmeb1_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

4

10

0.03725

Consensus sequence: DGVBCRACGTYGTYHH

20

Reverse complement motif
Consensus sequence: HHMACKACGTMGBVCD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00526
Foxnl_primary
Mus musculus
Original Motif
Original Motif
Forward

7
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Number of overlap: 10
Similarity score: 0.0383187

Alignment:
WHVBVVMACGCGCGTCDYHWDH

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

2.0

. 1A-»c_-::-._T_ﬁ - EAQQ - ___.gex-crg ExE - = ".;':AQA o ___.Qex-cr.--.___--:é_-;xz
Dataset #: 3 Motif ID: 57 Motif name: REST

Reverse complement motif
Consensus sequence: GGYGCTGTCCATGGTGCTGAA

2.0

20
E10 c S10

" __':l,-.;____.,_g VALVVEE ,,QIEQ - - =28 A L2398 =V .f_e-&é

: 5 10 15 20 20

Original motif
Consensus sequence: TTCAGCACCATGGACAGCKCC

5 10 15

Weblaga 34 Weiloga 34

Best Matches for Motif ID 57 (Highest to Lowest)

Motif ID: UP00538
Motif name: Glil_v015681_primary
Species: Mus musculus
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Matching format of first motif: Original Motif

Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 21

Similarity score: 0.0699178
Alignment:

BBBDVVRGACCACCCAVGABBAB
—-—-TTCAGCACCATGGACAGCKCC

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

20

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

2

Webhlogo 3.4

N — .,,¢;=A1é__ A VA Ga_.a Lx__xc TV T 1 O
5 10 15 20 i 5 10 15
Motif ID: UP00540
Motif name: Gli3_v015681_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1
Number of overlap: 21
Similarity score: 0.0734685
Alignment:
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VMYDHDGMCCHCCKBGVVAAVH
GGYGCTGTCCATGGTGCTGAA-

Original motif Reverse complement motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

2.0 20

Ell Q_,._gl b 4 E_.T::-IQ A,:‘{‘:E___ P A lég 9 ‘?‘GQA_L:-: = AA_._

0.0-== = = g ———m o

5

20
WabLogad 4 WablLogo 34

Motif ID: UP00540

Motif name: Gli3_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 2

Number of overlap: 21

Similarity score: 0.0740652

Alignment:

VYWVVHCRCCACMCACGAHSBHH
-TTCAGCACCATGGACAGCKCC-

Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
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2.0

Lx gAQQéggCACRQ%?

= - —_——

WesLaga 34

20

.x,ngyejﬁgﬁgzzfrq;[¢axg;e £ =
5 10 15 20

Webblaga 3.4

Motif ID: UP00538

Motif name: Glil_v015681_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 3

Number of overlap: 21

Similarity score: 0.0750152

Alignment:

MHHHWHYTMCCHCCCACVAABVH
—-—-TTCAGCACCATGGACAGCKCC

Original motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

5 10

WesLago 34

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

Motif ID: UP00538
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
GGYGCTGTCCATGGTGCTGAA--

Original motif

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

Glil_v016060_primary
Mus musculus

Reverse Complement
Original Motif
Backward

3

21

0.0751449

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

. cffg‘?g%& v — \ g;‘; = 9.{‘- 0 == "-*A , AF=T = e e
5 10 15 20 i 5 10 15
Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Original Motif
Reverse Complement
Backward

2

21
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Similarity score: 0.075832

Alignment:
BDDHVDKGCCACCCVCGCTDBVH
-TTCAGCACCATGGACAGCKCC-

Original motif

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

20

A CA

bits

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

| CC C
£40
= = Acg A AQAE:‘:ET

20
Weblaga 3.4

0.0-4== B — T”;' ‘E‘I_:]_x ’“G"_"T_'_ SRS = e ———=
Motif ID: UP00539
Motif name: Gli2_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 21
Similarity score: 0.0773446
Alignment:

DTVBDDRGACCACCCAGDWDGBH
—-—-TTCAGCACCATGGACAGCKCC

Original motif
Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBAK
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2.0

20

w ngl T T?

bits

Webblaga 3.4

P == = A Y < }‘4}%‘:‘?’:—*5 go === A o =TT - -
5 0 I T 5 e 15 P
Motif ID: UP00050
Motif name: Bhlhb2_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
Number of overlap: 21
Similarity score: 0.0775367

Alignment:
YDYBDHTMCACGTGGADDBMDGT
-—-TTCAGCACCATGGACAGCKCC

Original motif
Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

@
=10 T
A c
== === = = &~ — = w — = =N
5

XL

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20
TA
ALl =3 —t
15 20

T %

po-=== == —_— - = e -

WebbLaga 34

Motif ID: UP00528
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DCATDBTGHGCATKMTTBRSWR
-GGYGCTGTCCATGGTGCTGAA

Original motif

Foxm1_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

1

21

0.077977

Consensus sequence: MWSMBAARRATGCDCABHATGD

2.0

I A
SRR AA LYV A1S ISe c cgl
10 20 e m
Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Reverse Complement
Original Motif
Backward

1

21

0.0785969

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR
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Alignment:
VVVDHHTGCGYGGGCGDHVHHTB
-—GGYGCTGTCCATGGTGCTGAA

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

P~ ==L T T _=. =
5 10 15 20

WebiLogo 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

0.0 - = _—— e

. ;elﬂngA e@, T

Webloga 3.4

Dataset #: 3 Motif ID: 58 Motif name: Myc

Original motif
Consensus sequence: VGCACGTGGH

2.0

o 1
~ o CAC I -
== J S8 . L W _—
5

— e

10
Wabloga 3 4

Best Matches for Motif ID 58 (Highest to Lowest)

Motif ID: UP00060

Motif name: Max_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif

Reverse complement motif
Consensus sequence: DCCACGTGCV

ﬂkQGAQA_I_ L=

WabLoga 3 4
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Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDASCACGTGBTBVDD
--VGCACGTGGH----

Original motif

Consensus sequence: DDASCACGTGBTBVDD

2.0
0

&
=1

Backward
5

10

0

= e

0.0

o AGETE <

Weblogad 4

Reverse complement motif
Consensus sequence: HHVBABCACGTGSTHD

20

&
=10
== = — - =i o=
5 10 15
WabiLaga

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UP00050

Bhlhb2_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

8

10

0.00631885
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ACHRBHDTCCACGTGYAHHBMHM

Original motif
Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

m
E10 T

A A c L

v - = P-4 ey

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20

nAA = =

e

15 20

Webloga 3.4

Motif ID: UP00050

Motif name: Bhlhb2_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 7

Number of overlap: 10

Similarity score: 0.00821668
Alignment:

DDHBHBSTCACGTGAHBBDHHM

—————— DCCACGTGCV—-—-—---

Original motif
Consensus sequence: RDHDBVDTCACGTGASBHVHDH

Reverse complement motif

Consensus sequence: DDHBHBSTCACGTGAHBBDHHM
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2.0

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DHDBHGCACCTGBDDVB
~---VGCACGTGGH--~-

Original motif

UP00046
Tcfe2a_primary

Mus musculus
Original Motif
Reverse Complement
Backward

4

10

0.0140005

Consensus sequence: VBHHVCAGGTGCDVDHD

2.0

0.0 e = C< g"“

Reverse complement motif
Consensus sequence: DHDBHGCACCTGBDDVB

2.0

-1
£10
: L= =
10 15

WebiLags 3.4

Motif ID:

UP00060
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBGHCACGCGACDD
--VGCACGTGGH--

Original motif

Max_secondary
Mus musculus
Original Motif
Original Motif
Backward

3

10

0.0308912

Consensus sequence: BBGHCACGCGACDD

2.0

Webiioga 3.4

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB

2.0

JIQéCAI v E&

Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00165

Titf1l

Mus musculus
Reverse Complement
Original Motif
Backward

4

10
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0.0311723

Similarity score:
Alignment:
BVABCCACTTGAMHTT
---DCCACGTGCV---
Original motif Reverse complement motif
Consensus sequence: BVABCCACTTGAMHTT Consensus sequence: AAHYTCAAGTGGBTBV
M&ﬂA“AgA léAé$;; n-éézIQA iYW T _
Motif ID: UP00249
Motif name: Nkx2-5
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4
Number of overlap: 10
Similarity score: 0.031308
Alignment:
HDADCCACTTRAAWTT
---DCCACGTGCV---
Reverse complement motif
Consensus sequence: AAWTTMAAGTGGHTDH
Page 462 of 752
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PN N 4 B o

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDVRCCACTTGARADBD
-—--DCCACGTGCV----

Original motif

UP00231

Nkx2-2

Mus musculus
Reverse Complement
Original Motif
Forward

4

10

0.0334845

Consensus sequence: HDVRCCACTTGARADBD

2.0

0.0

210 T _
_ S ggA- Cé—-—ié—"_—-— —
5 10 15

Watiloga 3.4

Reverse complement motif
Consensus sequence: DVDTKTCAAGTGGKBDH

2.0

g TEACA

e — - - o AAQQ“"—“:’I‘:

0.0 T
5 10 15
Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDADCCACTTAAVHTT
—-—--DCCACGTGCV---

Original motif

Consensus sequence: DDADCCACTTAAVHTT

20

bi

0.0

uP00147

Nkx2-6

Mus musculus
Reverse Complement
Original Motif
Backward

4

10

0.0345548

o “AGCA IAAEQ%E

Weblogad 4

Reverse complement motif

Consensus sequence: AAHVTTAAGTGGHTDD

=]

2.0

Y TT

g ==t == AC
5

Wi I

10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00527
Foxn4_secondary
Mus musculus
Original Motif
Original Motif
Forward

6
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Number of overlap: 10
0.0363818

Similarity score:

Alignment:
VDWDARRGACGCGGWHGGAKHV

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

T A VIVVIYXERA _VoF
20

15
WebLogad 4

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

it
=

= QI‘EQﬂLEQ VA= X

0.0

Dataset #: 3 Motif ID: 59

Original motif
Consensus sequence: VHRGGTCABDBTGMCCTB

2.0

Motif name: ESR2

Reverse complement motif
Consensus sequence: BAGGYCABHBTGACCKHV
2.0

1 AbGCA | ACQEI

0.0 R e —_——-———
5 10
Webloga 34

bits

Best Matches for Motif ID 59 (Highest to Lowest)

Motif ID: UP00034
Motif name: Sox7_secondary
Mus musculus

Species:
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Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 2

Number of overlap: 18

Similarity score: 0.0443894

Alignment:

GTVBDAATTGTVTGHGDDHKVB

—-——-VHRGGTCABDBTGMCCTB-

Original motif Reverse complement motif

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB Consensus sequence: VVYDDDCHCAVACAATTDBVAC

2.0 2.0

1.0

bits

1.0

R . -:TQAII%I xs = ¥ 1 & <€ c?$gAﬁAs-lIAEé§

20 5 20
WebLogod 4 Weblogo 34

bits

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement
Direction: Forward

Position nhumber: 4

Number of overlap: 18

Similarity score: 0.049219
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Alignment:
BDDHVDKGCCACCCVCGCTDBVH
-——-VHRGGTCABDBTGMCCTB--

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

Webloga 3.4

ko= e e e e N SSEL
5 0 18 2 WebiLogn 34

Motif ID: UP00050
Motif name: Bhlhb2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3
Number of overlap: 18
Similarity score: 0.0509182
Alignment:
DDHBHBSTCACGTGAHBBDHHM
——VHRGGTCABDBTGMCCTB--

Original motif
Consensus sequence: RDHDBVDTCACGTGASBHVHDH

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM
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2.0 20

Motif ID: UP00540

Motif name: Gli3_v015681_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 2

Number of overlap: 18

Similarity score: 0.0527075

Alignment:

DVTTVVCVYGGHGGYCHHDMYB

-BAGGYCABHBTGACCKHV---

Original motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

oh ﬁll_ Qﬁg:fx;:-:ﬂ@§§ A?%E-:_

WebLogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

A TAC A Garf An

e e e s = e —

5 10 15 20

Weblogod4

Motif ID: UP00034
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WBHHHHHMDATTGTTHDHDVHH
-BAGGYCABHBTGACCKHV---

Original motif

Sox7_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

18

0.0541044

Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

R - *9% 1 B e

WabiLogod4

= e A v = - £ = v
:k - _5_ = 10 --2‘0?-““__“: f 5 10 15
Motif ID: UP00098
Motif name: Rfx3_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Reverse Complement
Original Motif
Forward

3

18
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Similarity score: 0.0541108

Alignment:
VCTBHBVCTTGGWTACVVVVVDB
—-—-BAGGYCABHBTGACCKHV—--—

Original motif
Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

20

=10

0.0 c:l=_ = C:—-';IA—XT M =

20
WesLogo 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

bits
b=

>

Y I — ),
5 10 15 20

0.0-=

Weblaga 3.4

Motif ID: UP00527
Motif name: Foxn4_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 18

Similarity score: 0.0543733
Alignment:

VDWDARRGACGCGGWHGGAKHV
—-——-VHRGGTCABDBTGMCCTB-

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV
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Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5
Number of overlap: 18
Similarity score: 0.0548087
Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
-BAGGYCABHBTGACCKHV—-—-—--

Original motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

X == = — = L - N - s e W

@«
=
E“"A
g

WebiLog 34

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

UG

n b — = Ao =

5 10 15 20

it
b=

00

Weblagn 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DCATDBTGHGCATKMTTBRSWR
—-——-VHRGGTCABDBTGMCCTRB

Original motif

UP00528

Foxm1_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

5

18

0.055453

Consensus sequence: MWSMBAARRATGCDCABHATGD

20

bits

AA

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

c@-:.—g A e el A;g 06 = ;
Motif ID: UP00032
Motif name: Gata3_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Original Motif
Original Motif
Backward

4
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Number of overlap: 18

Similarity score: 0.0566426

Alignment:

HBHDVBWGATHBTATCRVBHHH

-VHRGGTCABDBTGMCCTB—---

Original motif Reverse complement motif

Consensus sequence: HBHDVBWGATHBTATCRVBHHH Consensus sequence: HHHBBMGATAVHATCWVVDHVH
2.0 2.0
0.0 == I%’.‘-Al = ;;ATIQQ:—_-:_? = . pole==— = _—_%‘Q‘AI‘G;’-; AIQI’“"_— ===
z 5 10 15 20 o 5 10 15 20 T

Dataset #: 3 Motif ID: 60 Motif name: NR1H2RXRA

Original motif Reverse complement motif

Consensus sequence: AAAGGTCAAAGGTCAAC Consensus sequence: GTTGACCTTTGACCTTT

2.0

w0
£10 A
0.0 —- . -
5

Best Matches for Motif ID 60 (Highest to Lowest)

e 1] AOETTTAC e

WebiLags 3.4

Webiiaga 3.4

Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus
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Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVMHHDHKGACCCTCCTSVCBH
————— GTTGACCTTTGACCTTT

Original motif

Reverse Complement
Reverse Complement
Backward

1

17

0.0538452

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

, = =8d—T7 V= = g XA
2 19 Weblogad 4 3

Motif ID: UP00032

Motif name: Gata3_primary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

Original Motif
Original Motif
Backward

1

17
0.0545098
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BDHDDADAGATAAGADHBDHVD

————— AAAGGTCAAAGGTCAAC
Original motif Reverse complement motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD Consensus sequence: HBHDVHDTCTTATCTHTDDHDV
2.0
00 - _-;Ie___A_ ) S QA‘_‘ e E e e P e _-_-_!—:IC__,_n ! I:T:;;'—‘:——_;— = -
5 10 15 20 o 5 10 15 20 R o
Motif ID: UP00067
Motif name: Lefl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2
Number of overlap: 16
Similarity score: 0.521114
Alignment:
VDDAGATCAAAGGKDDD-
-AAAGGTCAAAGGTCAAC
Original motif Reverse complement motif
Consensus sequence: DDDYCCTTTGATCTDDV Consensus sequence: VDDAGATCAAAGGKDDD
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2.0

bits

0.0
15

Websiags 3.4

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
—-DDDYCCTTTGATSTDDV
GTTGACCTTTGACCTTT-

Original motif

UP00083
Tcf712_primary

Mus musculus
Reverse Complement
Original Motif
Backward

2

16

0.527825

Consensus sequence: DDDYCCTTTGATSTDDV

2.0

| E?QHTQAICZ |

0.0

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

2.0

Py
15
WebiLags 3.4

bits

Motif ID:

UP00054
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHASATCAAAGGAHHH-
—AAAGGTCAAAGGTCAAC

Original motif

Tcf7_primary
Mus musculus
Original Motif
Original Motif
Forward

2

16

0.531154

Consensus sequence: BHHASATCAAAGGAHHH

2.0

0.0

gm_:A?QIQAAAA“ﬂt'

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHYV

2.0

. =S —-:Iggﬂ‘ 4‘.I*.=AIC1&"JP ey

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00058
Tcf3_primary
Mus musculus
Original Motif
Original Motif
Backward

2

16

0.531876
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Alignment:
-HHHASATCAAAGVRHHH
AAAGGTCAAAGGTCAAC-

Original motif

Consensus sequence: HHHASATCAAAGVRHHH

2.0

ﬂ:_%ie?AIQAAAéﬂf

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH

I 1]y

bits
=

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HBDDRAACAAAGRABHH-
-AAAGGTCAAAGGTCAAC

Original motif

UP00030

Sox11_primary
Mus musculus
Original Motif
Original Motif
Forward

2

16

0.544403

Consensus sequence: HBDDRAACAAAGRABHH

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH
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2.0

0.0

Motif ID: UP00062

Motif name: Sox4_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 16

Similarity score: 0.544565

Alignment:

-HHBBMCTTTGTTHDDBH

GTTGACCTTTGACCTTT-

Original motif
Consensus sequence: HBDDDAACAAAGRVBHH

2.0

| @'é_ﬂaé i AAé_f: — =

0.0 ==
5

bits

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

- U] 1]} .

0.0
15
WebiLags 3.4

Motif ID: UP00019
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
-BBGATCTAGAACBKHDB
GTTGACCTTTGACCTTT-

Original motif

Zbtb12_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

16

0.550511

Consensus sequence: BDHRBGTTCTAGATCVB

2.0

bits
a

=

0.0-= et e W

o0
=t

Al%,

Watiloga 3.4

Reverse complement motif
Consensus sequence: BBGATCTAGAACBKHDB

2.0

e

0.0

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00046
Tcfe2a_secondary
Mus musculus
Original Motif
Original Motif
Forward

2

16

0.552064
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Alignment:
HVDDVCAGATGKYHBBV-
-AAAGGTCAAAGGTCAAC

Original motif
Consensus sequence: HVDDVCAGATGKYHBBV

2.0

A _Iﬁ__ TC

0.0
Wabiloga 3.4

Reverse complement motif
Consensus sequence: VBBDMYCATCTGVHHBH

2.0

» ﬁECAIQ-E¢é

0.0
15
Webiloga 3.4

bits

Dataset #: 3 Motif ID: 61 Motif name: NR4A2

Original motif
Consensus sequence: AAGGTCAC

W 1;(: <

5

Waebiiaoa 38

Best Matches for Motif ID 61 (Highest to Lowest)

Motif ID: UP00048
Motif name: Rara

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif

Reverse complement motif
Consensus sequence: GTGACCTT

=0
M.—,-:l ,_T X

L e e
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Direction: Backward

Position number: 4
Number of overlap: 8
Similarity score: 0
Alignment:

DHBHAAAGGTCACVHD

————— AAGGTCAC---

Reverse complement motif
Consensus sequence: HHVGTGACCTTTDVDD

20

AAA " TT
—== i o ¢ e — - ==_0 W — =
10

Original motif
Consensus sequence: DHBHAAAGGTCACVHD

2.0

bits
&

0.0 — :
5 15 5 10 15
Weblogad 4 Weblogod.4

Motif ID: UP00009

Motif name: Nr2f2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 8

Similarity score: 0.0074527
Alignment:

Page 482 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=009

DHBHAAAGGTCAHVHB
————— AAGGTCAC---

Original motif

Consensus sequence: DHBHAAAGGTCAHVHB

2.0

walTon

15
WabiLogad 4

Reverse complement motif
Consensus sequence: BHVDTGACCTTTDVDD

2.0

< ToAGCr

5 10 15
WablLogo 34

its
[}

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDBCAAGGTCAHVBDH
————— AAGGTCAC----

Original motif

UuP00079

Esrra_primary
Mus musculus
Original Motif
Original Motif
Backward

5

8

0.01542

Consensus sequence: DHDBCAAGGTCAHVBDH

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD
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2.0

“L_ CATCA,

0.0 == ———

15
Websiags 3.4

2.0

WebiLags 1.4

Motif ID: UP00009
Motif name: Nr2f2_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6

Number of overlap: 8

Similarity score: 0.0395644
Alignment:

VBVBCSGGGTCAVBBH

————— AAGGTCAC---

Original motif
Consensus sequence: VBVBCSGGGTCAVBBH

2.0

Reverse complement motif
Consensus sequence: HVBVTGACCCSGBVBV

15
Weblogod 4

it
o

0.0l= —-— W
5

Motif ID: UP00082
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDGMCCTBGTCCHYHV
GTGACCTT--———-——-

Original motif

Zfp187_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

9

8

0.0407874

Consensus sequence: DDGMCCTBGTCCHYHV

2.0
o
£1.0

00 l=

001 6le

= =

15
Wabiogad 4

Reverse complement motif
Consensus sequence: VHMDGGACVAGGRCDH

20

N = AAAQL““A b L !EIQ -

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00053
Rxra_primary

Mus musculus
Reverse Complement
Original Motif
Backward

6

8
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Similarity score: 0.0422933

Alignment:
DBHBDTGACCCCDHVHB
-——-GTGACCTT-----

Original motif
Consensus sequence: DBHBDTGACCCCDHVHB

20

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD

20

—— A -r__CA'E

—
—— o S —=
5 15

Webiloga 3.4

Motif ID: UP00079
Motif name: Esrra_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 8

Similarity score: 0.0447444
Alignment:

VKBBAGGGGTCAHDBBH

————— AAGGTCAC——---

Original motif
Consensus sequence: VKBBAGGGGTCAHDBBH

Reverse complement motif
Consensus sequence: DBBHHTGACCCCTBBYV
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2.0

34;

2.0

Tl

Wabiogs 3.4

Motif ID: UP00066
Motif name: Hnf4a_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6

Number of overlap: 8

Similarity score: 0.0481418
Alignment:

BBHHAAAGTCCAMTHH

————— AAGGTCAC---

Original motif
Consensus sequence: BBHHAAAGTCCAMTHH

2.0

o AabCTOOR,..

Wabiogad 4

Reverse complement motif
Consensus sequence: HHAYTGGACTTTHDBV

2.0

AT

15
WabiLogo 34
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDHHTTAATGACCBHV
——————— GTGACCTT-

Original motif

Consensus sequence: VDVGGTCATTAAHHDB

20

bi

0.0

a0 *4%1§ATIAA%ﬁ

UP00197

Hoxc9

Mus musculus
Reverse Complement
Reverse Complement
Forward

8

8

0.0497679

15
Weblogad 4

Reverse complement motif
Consensus sequence: VDHHTTAATGACCBHV

2.0

ETMT?ITAAITAQQ“

15
Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00035

Hicl_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

5
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Number of overlap: 8

Similarity score: 0.0500062
Alignment:
DBDDRTGCCCAWDHDV
--—--GTGACCTT----
Original motif Reverse complement motif
Consensus sequence: DBDDRTGCCCAWDHDV Consensus sequence: VHHDWTGGGCAMDHBH
2.0 2.0
Py — J‘_\TACCCé$ o -Ar_f_.: AR LD QA% B —
3 10 fmkoarsa ? 1o oo
Dataset #: 3 Motif ID: 62 Motif name: RORA_1
Original motif Reverse complement motif
Consensus sequence: AWVDAGGTCA Consensus sequence: TGACCTDVWT

bits

;:Lx%._{\ TQA E;:MCQL,_@%

L e ek e a3 4

Best Matches for Motif ID 62 (Highest to Lowest)

Motif ID: UP00009
Motif name: Nr2f2_primary
Species: Mus musculus
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Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHBHAAAGGTCAHVHB
—-—AWVDAGGTCA----

Original motif

Original Motif
Original Motif
Backward

5

10
0.0154749

Consensus sequence: DHBHAAAGGTCAHVHB

2.0

it
&

15
Weblogod 4

Reverse complement motif
Consensus sequence: BHVDTGACCTTTDVDD

it
5

00—

ToMCo

~ AAGGIOA

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position nhumber:

Number of overlap:

Similarity score:

UP00079
Esrra_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

10

0.0176661
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Alignment:
HHBVHTGACCTTGVDHD
————— TGACCTDVWT--

Original motif
Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

w
=10 : ‘ A
—— . =
e — - =
10

0.0

15
Wabiloga 3.4

5

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

2.0

0.0

Webiloga 3.4

Motif ID: uP00048
Motif name: Rara

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 10

Similarity score: 0.0189599
Alignment:

DHBHAAAGGTCACVHD

——AWVDAGGTCA----

Original motif
Consensus sequence: DHBHAAAGGTCACVHD

Reverse complement motif
Consensus sequence: HHVGTGACCTTTDVDD
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Motif ID: UP00009

Motif name: Nr2f2_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 10

Similarity score: 0.0331999
Alignment:

VBVBCSGGGTCAVBBH

--AWVDAGGTCA-—---

Original motif Reverse complement motif

Consensus sequence: VBVBCSGGGTCAVBBH

2.0

Consensus sequence: HVBVTGACCCSGBVBV

20

it
o
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=
ool= — L e OF-SE - —
5 140

15
Weblogod 4

Motif ID: UP00066
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDBVMGGGGTCAABHDV
—-—AWVDAGGTCA-—-—-—--

Original motif

Hnf4a_primary
Mus musculus
Original Motif

Original Motif

Forward

3

10

0.0341771

Consensus sequence: BDBVMGGGGTCAABHDV

2.0

bits
a
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5

|vAa
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o

Watiloga 3.4

Reverse complement motif
Consensus sequence: BHHVTTGACCCCYVVDB

2.0
m CC
210
il L
5 10

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00053
Rxra_primary

Mus musculus
Reverse Complement
Original Motif
Forward

6

10
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Similarity score: 0.0363566

Alignment:
DBHBDTGACCCCDHVHB
————— TGACCTDVWT-—

Original motif
Consensus sequence: DBHBDTGACCCCDHVHB

20

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD

20

@ ( :
N s A A
D S & = i =
5 10

15
Webiloga 3.4

Motif ID: UP00079
Motif name: Esrra_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 10

Similarity score: 0.0391284
Alignment:

VKBBAGGGGTCAHDBBH

-—-AWVDAGGTCA-—-——-

Original motif
Consensus sequence: VKBBAGGGGTCAHDBBH

Reverse complement motif
Consensus sequence: DBBHHTGACCCCTBBYV
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2.0

2.0

e

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DBDDRTGCCCAWDHDV
————— TGACCTDVWT-

Original motif

UP00035

Hicl_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

2

10

0.0444205

Consensus sequence: DBDDRTGCCCAWDHDV

2.0

0.0

e ATACCCé$

Wabiogad 4

Reverse complement motif
Consensus sequence: VHHDWTGGGCAMDHBH

2.0

it
5

0.0

1z QAQ FE—

5
WabiLogo 34
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDHBHBSTCACGTGAHBBDHHM
AWVDAGGTCA-—-——————————

Original motif

UP00050

Bhlhb2_primary

Mus musculus
Original Motif
Reverse Complement
Forward

1

10

0.0461434

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

20

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

i A

0.0 = By =i = — 0 - (.-':-“ =
5 10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00538
Glil_v016060_primary
Mus musculus

Reverse Complement
Original Motif
Backward

3
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Number of overlap: 10
Similarity score: 0.0489571

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
——————————— TGACCTDVWT--

Original motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

bits
=

C.

WesLago 34

(F__g._:(;%% y T l g;_-: .

5

g

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

AN A A c“}’F.m? =

- = =
10 15 20

bits

P

od|

P =t =
WebbLaga 34

Dataset #: 3 Motif ID: 63 Motif name: MIZF

Original motif
Consensus sequence: BAACGTCCGC

:“$AQTIQ Ve

10
L e

ts

b

Best Matches for Motif ID 63 (Highest to Lowest)

Motif ID: UP00419
Motif name: Spic
Species: Mus musculus

Reverse complement motif
Consensus sequence: GCGGACGTTV
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Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VAAAGMGGAAGTWD
BAACGTCCGC—----

Original motif

Consensus sequence: VAAAGMGGAAGTWD

2.0

bits

Original Motif
Reverse Complement
Forward

1

10

0

0.0 —A—éééﬁ;‘:g A AA_EII ==

Webiioga 3.4

Reverse complement motif
Consensus sequence: DWACTTCCRCTTTB

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UP00409

EIf5

Mus musculus
Original Motif
Reverse Complement
Forward

1

10

0.00379999
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DWACTTCCRSDTWV
BAACGTCCGC—-—---

Original motif
Consensus sequence: BWAHSMGGAAGTWD

2.0

T a bk

0.0

Webiioga 3.4

Reverse complement motif
Consensus sequence: DWACTTCCRSDTWV

+ AeTTCCs. 1.

Wabioga 3.4

bits

= 1.0

0.0

Motif ID: uP00413
Motif name: Elf4

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 10

Similarity score: 0.0124101
Alignment:

DBBHACTTCCGGKWTH

--BAACGTCCGC----

Original motif
Consensus sequence: DBBHACTTCCGGKWTH

Reverse complement motif
Consensus sequence: HAWYCCGGAAGTHBBD
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2.0

20

P SN 2 25 oo = = S Ml A— -
2 10 orkoarsis ? L L
Motif ID: UP00404
Motif name: EIf2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
Number of overlap: 10
Similarity score: 0.0128348
Alignment:
DBBHACTTCCGGDWDB
--BAACGTCCGC----

Original motif
Consensus sequence: DBBHACTTCCGGDWDB

2.0

e

0.0 == =
10 15

Weblagad 4

bits

Reverse complement motif
Consensus sequence: BDWDCCGGAAGTHBBD

20

o OOl

0

it
o

Weblogod 4

Motif ID: UP00085
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

Sfpil_primary
Mus musculus
Original Motif
Reverse Complement

Direction: Backward

Position number: 5

Number of overlap: 10

Similarity score: 0.0141516

Alignment:

HDACTTCCBCWTDV

BAACGTCCGC—----

Original motif Reverse complement motif

Consensus sequence: BDAWGVGGAAGTDH Consensus sequence: HDACTTCCBCWTDV
2.0 2.0

o A%SQA AAQl = == AQITCCEC‘ ;

°° _.'5-_ 1-5 Wabilogo .4 e ) E L B

Motif ID: uP00423

Motif name: Gmb5454

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Reverse Complement
Forward

5

10
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0.0144665

Similarity score:
Alignment:
DVHACCGGAAGTHDDV
-—-—--GCGGACGTTV--
Original motif Reverse complement motif
Consensus sequence: VDHHACTTCCGGTHVH Consensus sequence: DVHACCGGAAGTHDDV

aol= ﬂA‘crI . 4 .=; R o d== QCG QAI == =

Motif ID: UP00412

Motif name: Etv5

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3
Number of overlap: 10
Similarity score: 0.0155825
Alignment:
DHHACCGGAWGTTDDV
-—-—-GCGGACGTTV--
Reverse complement motif
Consensus sequence: DHHACCGGAWGTTDDYV
Page 502 of 752
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Consensus sequence: VDHAACWTCCGGTHHH


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=412
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20

w
210

e

e ——

15
Wabiogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VBDABCCGGAAGTDD
————— GCGGACGTTV

Original motif

Consensus sequence: VBDABCCGGAAGTDD

égﬁAAA;%ﬁ

2.0

«
£10

00—

UP00015

Ehf_primary

Mus musculus
Reverse Complement
Original Motif
Forward

6

10

0.0162018

Reverse complement motif

Consensus sequence: DDACTTCCGGBTHBB

2.0

~lllle.

p §

WetiLoga 34

15
WabiLogo 34

10
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVHBTACTTCCGGHTHB
—-—--BAACGTCCGC——-—--

Original motif

uP00418

Etvée

Mus musculus
Original Motif
Original Motif
Forward

4

10
0.0171234

Consensus sequence: DVHBTACTTCCGGHTHB

20

.

t-—_C—_:_—li_ —
15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BHAHCCGGAAGTABDVD

20

" _a ChURACT.

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00421

Etvl

Mus musculus
Reverse Complement
Original Motif
Forward

6
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Number of overlap: 10
Similarity score: 0.0184147

Alignment:
MVHBACCGGAAGTVDVH
————— GCGGACGTTV--

Original motif
Consensus sequence: MVHBACCGGAAGTVDVH

2.0

"L a0AAT.

0.0
15
Webiiaga 3.4

'L
.I'

Reverse complement motif
Consensus sequence: HBDBACTTCCGGTBHVY

2.0

AT

0.0

Dataset #: 3 Motif ID: 64 Motif name: PPARGRXRA

Original motif
Consensus sequence: BTRGGDCARAGGKCA

2.0

T Lall o AAAILQQ

=R S =l A

5

15
Webilaga 34

Best Matches for Motif ID 64 (Highest to Lowest)

Motif ID: UP00067
Motif name: Lefl_primary
Species: Mus musculus

Reverse complement motif
Consensus sequence: TGRCCTKTGHCCKAB

_ “TaallTxla G-

Wm;_.g :u

a.0
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Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

VDDAGATCAAAGGKDDD
—BTRGGDCARAGGKCA-

Original motif

Original Motif

Reverse Complement

Backward
2

15
0.0304954

Consensus sequence: DDDYCCTTTGATCTDDV

2.0

bits
a

vl AH_IC;-

5

Webriogo 3.4

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

2.0

= TC = N -

0.0
5 10 15

Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position nhumber:
Number of overlap:
Similarity score:

UP00058
Tcf3_primary
Mus musculus
Original Motif
Original Motif
Forward

2

15
0.0319475
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Alignment:
HHHASATCAAAGVRHHH
-BTRGGDCARAGGKCA-

Original motif

Consensus sequence: HHHASATCAAAGVRHHH

2.0

ﬂ:_%ie?AIQAAAéﬂf

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH

I 1]y

bits
=

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BHHASATCAAAGGAHHH
-BTRGGDCARAGGKCA-

Original motif

UP00054
Tcf7_primary
Mus musculus
Original Motif
Original Motif
Backward

2

15

0.032779

Consensus sequence: BHHASATCAAAGGAHHH

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHYV
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-

2.0

" schToMls..

Websiags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHMDGGACVAGGRCDH
BTRGGDCARAGGKCA-

Original motif

Consensus sequence: DDGMCCTBGTCCHYHV

2.0

UP00082

Zfp187_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

2

15

0.0334185

Reverse complement motif
Consensus sequence: VHMDGGACVAGGRCDH

20

s TS :-:Iggm‘ _‘I.;:AIC; e

WebiLags 1.4

Motif ID:

UP00062
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Motif name: Sox4_primary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 15

Similarity score: 0.0352539
Alignment:

HBDDDAACAAAGRVBHH

—-BTRGGDCARAGGKCA-

Original motif
Consensus sequence: HBDDDAACAAAGRVBHH

2.0

= "“‘"‘—“‘A el AA&:& e —
10

5 15
Watiloga 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

- {1 1)

0.0 ===
15

Wabiogs 3.4

Motif ID: UP00030

Motif name: Sox11_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 15
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Similarity score: 0.0358782

Alignment:
HBDDRAACAAAGRABHH
-BTRGGDCARAGGKCA-

Original motif
Consensus sequence: HBDDRAACAAAGRABHH

20

10 1

0.0—= T
5

5
Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

20

LLseniull
> hLEy N =5 =

bits

0.0
5 10 15
Webloga 3.4

Motif ID: UP00101

Motif name: Sox12_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 15

Similarity score: 0.0374729

Alignment:

HDTMCTTTGTSTVDREB

TGRCCTKTGHCCKAB-

Original motif
Consensus sequence: VVDBASACAAAGRADH

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB
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2.0

20

0

15
Weblogod4

Motif ID: UP00083

Motif name: Tcf712_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2

Number of overlap: 15

Similarity score: 0.0379757
Alignment:

BDDASATCAAAGGMDDD

-BTRGGDCARAGGKCA-

Original motif
Consensus sequence: DDDYCCTTTGATSTDDV

2.0

E?QTTTTAICIH_

0.0

Watiloga 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

2.0

i ACa‘-AIC_ MU See

Page 511 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=083

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHHDGGGCGRGGKHBH
BTRGGDCARAGGKCA-

Original motif

UP00093
KIf7_primary

Mus musculus
Original Motif
Reverse Complement
Backward

2

15

0.0382733

Consensus sequence: HBDRCCMCGCCCHHHD

20

1.0

bits

AWk

00—
5 10

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH

TYME =~

10 15
WebLoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00055

Hbpl_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

1

15
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Similarity score: 0.0397168

Alignment:
DDDYCCCATTGTVHABH

BTRGGDCARAGGKCA--
Original motif

Consensus sequence: DDDYCCCATTGTVHABH

2.0

J—

bits

ﬁII-,[,H A__
10

|
15

0.0
Wabiloga 3.4

Reverse complement motif
Consensus sequence: HBTHVACAATGGGMDHD

2.0
—_— T -_-égA_AIAa-%ﬂn.
5 15

bits
=

10
Webiloga 3.4

Dataset #: 3 Motif ID: 65

Original motif
Consensus sequence: CCAGYYHVADCCRG

2.0

0.0 ge— ~£;—;—-—~ AAC:Q&__—

10

Webiioga 3.4

Best Matches for Motif ID 65 (Highest to Lowest)

Motif ID: UP00032
Motif name: Gata3_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Motif name: Tcfcp2l1

Reverse complement motif
Consensus sequence: CKGGDTBDMMCTGG

2.0

bits
5

XN LI A~ le.:.

0.0
5 10
Wabioga 3.4
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Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBHDVBWGATHBTATCRVBHHH
-——-CCAGYYHVADCCRG——---

Original motif

Consensus sequence: HBHDVBWGATHBTATCRVBHHH

2.0

" AT ATC,

Original Motif
Backward

5

14
0.0527249

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH

20

o AG

= o == =

[EE1]

20
WabLogad 4 WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
———————— CCAGYYHVADCCRG

UP00539

Gli2_v016060_secondary
Mus musculus

Original Motif

Original Motif

Backward

1

14

0.0551691
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Original motif

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

TA

5

S ?;%cﬂggécggﬁ S

20
WebLogad 4

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

A C C T

-2 ¥ AT EecsCtan=s_~Ac
5 10 15

Weblogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHRCCBBWGGDCDB
CCAGYYHVADCCRG

Original motif

Consensus sequence: HHRCCBBWGGDCDB

2.0

»
™
10O
M

)

j
;O

UP00005
Tcfap2a_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

14

0.0560983

Reverse complement motif
Consensus sequence: BDGHCCWBVGGKDH

2.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
CYDBYWTCCSMHBVVH
CCAGYYHVADCCRG--

Original motif

UP00013
Gabpa_secondary
Mus musculus
Original Motif
Original Motif
Backward

3

14

0.0566467

Consensus sequence: CYDBYWTCCSMHBVVH

2.0

it
&

0.0

Eq: _L%Ilgg‘???_-_ S —
5 10

Reverse complement motif
Consensus sequence: DBVVDRSGGAWKVHKG

20

00 — —_—— e S = —

Weblogod 4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00075

Sox15_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

1
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Number of overlap: 14
Similarity score: 0.0577636

Alignment:
BBVAATGDMATTHVA
—-CCAGYYHVADCCRG

Original motif
Consensus sequence: BBVAATGDMATTHVA

2.0

bits

0=

Reverse complement motif
Consensus sequence: TVDAATYDCATTVVV

2.0

1.0

bits

0.0 = = = —— -

15
Wetilogo 3.4

Motif ID: UP00096

Motif name: Sox13_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 4

Number of overlap: 14

Similarity score: 0.0587893
Alignment:

DDDHTGGGTGGGHAHHD

—-——CKGGDTBDMMCTGG

Original motif

Reverse complement motif
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Consensus sequence: DDDHTGGGTGGGHAHHD

20

Consensus sequence: DHHTHCCCACCCAHDDH

20

N T e %IAALTII = f%‘% = i ood= = —— = —
Motif ID: UP00034
Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3
Number of overlap: 14
Similarity score: 0.0590238
Alignment:
VVYDDDCHCAVACAATTDRBVAC
-—-CCAGYYHVADCCRG—==——-

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

1.0

=28 ?Iééllél_ X = 0 3
: 5 K B

bits

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

240

bits

20
WeblLogod4

5

Page 518 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=034

Motif ID: UP00540

Motif name: Gli3_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 9

Number of overlap: 14

Similarity score: 0.0596904

Alignment:

VYWVVHCRCCACMCACGAHSBHH

———————— CCAGYYHVADCCRG-

Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20 20

bits

E:Ezg QQQQéQEQAQAQ%G

&8 =L ol a‘EE‘?‘Ig‘%cIT?Ié.FEe . 28
Motif ID: UP00538
Motif name: Glil_v015681_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward

Position number: 1
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Number of overlap: 14
Similarity score: 0.0597695

Alignment:
BBBDVVRGACCACCCAVGABBAB
————————— CCAGYYHVADCCRG

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

bits

0.0 =—=== =

5 10 15

= W e

WesLago 34

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

bits

T.=l-.£g,__]c:,_._T T _1 9-:.‘--_- s

P = —
20

WebbLaga 34

Motif ID: UP00539

Motif name: Gli2_v015681_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 2

Number of overlap: 14

Similarity score: 0.0598357

Alignment:

HVGVSAGGAGGGTCYHHHHYVH

——————— CKGGDTBDMMCTGG-

Original motif

Reverse complement motif
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Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

20

g

-—
Wil

a4

Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

bits

: 10 15 y

=

00l e

5 20

Weblogo34

Dataset #: 3 Motif ID: 66 Motif name: CTCF

Original motif
Consensus sequence: YDRCCASYAGRKGGCRSYV

20

- e-c Ag% VAT _IQAE_Qrf:

5 10 15

WebLagn 34

Best Matches for Motif ID 66 (Highest to Lowest)

Motif ID: UP00400

Motif name: Zif268

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 1

Number of overlap: 19

Similarity score: 0.0409369

Alignment:

Reverse complement motif
Consensus sequence: BMSMGCCYMCTKSTGGMHM

20

@
=y

0.0 -&"_‘«;:919 & gg ___.-_\(;l i ¥ <_A

£ |:r|

Logad 4
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VVVDHHTGCGYGGGCGDHVHHTB
—-—-—-BMSMGCCYMCTKSTGGMHM

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

bits

A C ACA

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

]

- _elﬂg XWvie2
5 10 15

Webloga 3.4

s == - = 1.10_ o ?TLT—E e -‘I:Ma‘ ol === =
Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4
Number of overlap: 19
Similarity score: 0.0409815
Alignment:
HVBDAGCGBGGGTGGCRDBDDDB
—YDRCCASYAGRKGGCRSYV—-——

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

WesLaga 34

20

=

Webblaga 3.4

Motif ID: UP00540

Motif name: Gli3_v015681_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 19

Similarity score: 0.0431951

Alignment:

VMYDHDGMCCHCCKBGVVAAVH

-—--BMSMGCCYMCTKSTGGMHM

Original motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

oh ﬁll_ Qﬁg:fx;:-:ﬂ@§§ A?%E-:_

WebLogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

A TAC A Garf An

e e e s = e —

5 10 15 20

Weblogod4

Motif ID: UP00539
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
———-BMSMGCCYMCTKSTGGMHM

Original motif

Gli2_v016060_secondary
Mus musculus

Reverse Complement
Original Motif

Forward

4

19

0.0469794

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Reverse complement motif

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

S _w_ _— e — el é.__‘g.;!._ = AT&I‘FI - AA-:-—-A‘?E
g ] 10 15 — & g 2 A 5 o n - 15 g
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Original Motif
Original Motif
Backward

5

19
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Similarity score: 0.0482204

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
YDRCCASYAGRKGGCRSYV—-——--

Original motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

20

cm??ggﬁa T lgx C

e

0.0

=

WesLogo 34

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

Weblaga 3.4

Motif ID: UP00540

Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 19

Similarity score: 0.0491604

Alignment:

HHBSHTCGTGRGTGGKGDBVWMV

-YDRCCASYAGRKGGCRSYV—---

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
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2.0

. QQQQQGQQAQAQ*?
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15
WebiLog 34

20

T
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5 10 15 20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBBDVVRGACCACCCAVGABBAB
——--BMSMGCCYMCTKSTGGMHM-

Original motif

UP00538
Glil_v015681_primary
Mus musculus

Reverse Complement
Original Motif
Backward

2

19

0.0511535

Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

JAWA

|
il
(
{
.’

A —VV< =

A éA A‘:‘a

—_

5 10

15 20
WebiLog 34

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

a
:E‘IU

Jexxe TWY I 1,¥¢T

10

2

Weblagn 3.4

Motif ID:

UP00539
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVGVSAGGAGGGTCYHHHHYVH
YDRCCASYAGRKGGCRSYV—-—--

Original motif

Gli2_v015681_secondary
Mus musculus

Original Motif

Original Motif

Forward

1

19

0.0520741

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

=2 TATAQIQQIL <
10 15

WablLogo 34

. = = = =1 A —_— . polemmm i —
2 19 Weblogad 4 3
Motif ID: UP00538
Motif name: Glil_v015681_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Original Motif
Reverse Complement
Backward

5

19

0.0532334
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Alignment:
DVVTTVGTGGGHGGYAMHWHHHY
YDRCCASYAGRKGGCRSYV——--

Original motif

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

=K ___=—

a ITIIé_ - GAQ A—AI =

WebiLogo 34

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

Motif ID: UP00050

Motif name: Bhlhb2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 19

Similarity score: 0.0535675

Alignment:

ACHRBHDTCCACGTGYAHHBMHM

—--BMSMGCCYMCTKSTGGMHM--

Original motif
Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM
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2.0

; o TtAS A T—.—IA W T .
é 20

WesLaga 34

20

Dataset #: 4 Motif ID: 67 Motif name: TgTGgTGTCACAGTGCTCC

Original motif
Consensus sequence: TGTGGTGTCACAGTGCTCC

20

“1TeJGTCACACTecTeg

Best Matches for Motif ID 67 (Highest to Lowest)

Motif ID: UP00098

Motif name: Rfx3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 19

Similarity score: 0.043204

Alignment:

Reverse complement motif
Consensus sequence: GGAGCACTGTGACACCACA

2.

ﬁtléA&QAQIAITAGA%QAgé

0.
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BDBBVBVGTAWCCAAGVBHBAGB
—-—-TGTGGTGTCACAGTGCTCC-

Original motif

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

{ ex CTTA,_IT B

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

Webloga 3.4

Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6

Number of overlap: 18

Similarity score: 0.553914
Alignment:

HVBDAGCGBGGGTGGCRDBDDDB-

————— TGTGGTGTCACAGTGCTCC

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

e o e

WesLaga 34

20

Motif ID: UP00192

Motif name: Six1

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 17

Similarity score: 1.04528

Alignment:

—-—-AVHDHTGATACCCMDHH

GGAGCACTGTGACACCACA

Original motif
Consensus sequence: DHDRGGGTATCAHDHBT

2.0

m TA L)
E‘I.ﬂ
e Y V-C -V == = ===
5

10 15
Webriogo 3.4

Reverse complement motif
Consensus sequence: AVHDHTGATACCCMDHH

2.0

wl
£1.0 ‘ C
5 10 15

0.0

Webloga 3.4

Motif ID: UP00193
Motif name: Rhox11 2205.1
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

——AVDHCGCTGTWAWDVVW
TGTGGTGTCACAGTGCTCC

Original motif

Mus musculus
Original Motif
Reverse Complement
Backward

1

17

1.0459

Consensus sequence: AVDHCGCTGTWAWDVVW

2.0

0.0—=

& < 9 L @Aic-ﬁ%

Wabiloga 3.4

Reverse complement motif
Consensus sequence: WVVHWTWACAGCGHHVT

2.0

[}
=10

=]
I
== _._ A Tl i ¥ = =— K
5 10

0.0
15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00193
Rhox11_1765.2

Mus musculus
Original Motif
Reverse Complement
Backward

1

17

1.0462

Page 532 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=193

Alignment:
——WVVHWTWACAGCGBHBT
TGTGGTGTCACAGTGCTCC

Original motif
Consensus sequence: AVDVCGCTGTWAWDVVW

2.0

(%]
=10

ne\ %gaééli\ =

0.0 = —— B R e e

5

15
Wabiloga 3.4

Reverse complement motif
Consensus sequence: WVVHWTWACAGCGBHBT

2.0

[}
=10

- I"T—'_=____.III i C= VW ~ _= I
i 5 10

15
Webiloga 3.4

Motif ID: UP00068

Motif name: Eomes_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 17

Similarity score: 1.04631
Alignment:

HHHTTTCACACCTDHBV--

GGAGCACTGTGACACCACA

Original motif
Consensus sequence: BVHDAGGTGTGAAAHHH

Reverse complement motif
Consensus sequence: HHHTTTCACACCTDHBY
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Websiags 3.4 WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

—--VDDAGATCAAAGGKDDD
GGAGCACTGTGACACCACA-

Original motif

Consensus sequence: DDDYCCTTTGATCTDDV

2.0

UP00067

Lefl_primary

Mus musculus
Reverse Complement
Original Motif
Backward

2

17

1.04807

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

2.0

A

i g?CITTVAIC;”

— | (; ] N
5

10 15

Webriogo 3.4 Webloga 3.4

Motif ID:
Motif name:

UP00540

Gli3_v015681_primary

Page 534 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=067
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=540

Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

YBVDMGTGGGTGGTCKVVBVBBT --
—-—-GGAGCACTGTGACACCACA-—-—--

Original motif

Mus musculus

Reverse Complement

Original Motif
Forward

3

17

1.04831

Consensus sequence: ABBBBVVRGACCACCCACRDBBM

2.0

bits

G p——— - P C ] L=

Cxe &

5 10

WebiLogo 34

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

bits
P

1| T; 1

oSz EFSE VTN —a
5

—_—— —_—

20
Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00053

Rxra_primary
Mus musculus
Original Motif
Original Motif
Backward

3

17

1.04867
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——-DBHBDTGACCCCDHVHB
TGTGGTGTCACAGTGCTCC--

Original motif

Consensus sequence: DBHBDTGACCCCDHVHB

2.0

bits

0.0 — e e

i CC
T
10

.

Wabiloga 3.4

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD

2.0

o ( :
N = A A
e . - _
5 10

0.0 — — —

15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
AHWDHTGATACCCKATD--
—-—-GGAGCACTGTGACACCACA

Original motif

UP00388

Six6_2267.4

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

17

1.0491

Consensus sequence: DATRGGGTATCAHDWHT

Reverse complement motif
Consensus sequence: AHWDHTGATACCCKATD
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2.0

2.0

o TRIAOCG.r

WebiLags 1.4

il éIf‘A‘.T-A A X I .
Dataset #: 4 Motif ID: 68 Motif name: sscCCCGCGcs

Original motif
Consensus sequence: BSCCCCGCGBS

2.0

1 cCCC Cﬁ?%

Watiiaga 34

Best Matches for Motif ID 68 (Highest to Lowest)

Motif ID: UP00000

Motif name: Smad3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5

Number of overlap: 11

Similarity score: 0.00934222
Alignment:

Reverse complement motif
Consensus sequence: SBCGCGGGGSB

Z.0
a.0 — ‘ :‘ :‘::: e ——
5 10

Weblaga 34

bits
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BHBHDTGGCGGGGBDHD
—-———-SBCGCGGGGSB--

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

: = = ‘E‘:QQC-,L:CC& e

bits

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

=
=1k

gl = e e

5 10 15

— = ===

Webiloga 3.4

Motif ID: UP00006
Motif name: Zic3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 11

Similarity score: 0.0105793
Alignment:

BMCCCCCGGGGGGGR

-BSCCCCGCGBS---

Original motif
Consensus sequence: BMCCCCCGGGGGGGB

Reverse complement motif
Consensus sequence: VCCCCCCCGGGGGRB
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2.0

- ccCCC

- D ot e

10

15
Webiloga 3.4
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AGE‘I. e _ N .

15
Websloge 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BMCCCCCGGGGGGGB
-BSCCCCGCGBS—---

Original motif

Consensus sequence: BMCCCCCGGGGGGGB

2.0

w
=10

1 —ec0CC

I-—:—-:——T_-——-—c

UP00057

Zic2_primary
Mus musculus
Original Motif
Original Motif
Backward

4

11
0.0112489

10

15
Webilaga 34

Reverse complement motif
Consensus sequence: VCCCCCCCGGGGGRB

20

bits

GQQQCCQ¢ETTT_

15
WetsLogo 34

Motif ID:

uP00400
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVVDHHTGCGYGGGCGDHVHHTRB

Original motif

Zif268

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

11

0.014467

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

a0 Qé

bits

- = -
e — = =

- i =

=

5 10

WebiLog 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

10

bits

R elAQ WG, 1

0.0 =t

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00526

Foxnl_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

11
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Similarity score: 0.0150561

Alignment:
HDWHMHGACGCGCGTRBVVBHW
———————— SBCGCGGGGSB-—--

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

20

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

" AC QT x

pol= 2 a2 IAV Tace <acxA

5 10 15 20
Webiaga 3.4

Motif ID: UP00065

Motif name: Zfpl161_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4

Number of overlap: 11

Similarity score: 0.0169049
Alignment:

DMMDGMGCGCGCGCHD

--BSCCCCGCGBS---

Original motif
Consensus sequence: DDGCGCGCGCRCHYRD

Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD
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2.0

20

Motif ID: UP00102
Motif name: Zicl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 11

Similarity score: 0.0186112
Alignment:

BHCCCCCGGGGGGG

-BSCCCCGCGBS--

Original motif
Consensus sequence: BHCCCCCGGGGGGG

2.0

1 _celCe C

—

o6 = - W

10

Webiioga 3.4

Reverse complement motif
Consensus sequence: CCCCCCCGGGGGHB

2.0

: QQQQQCE-,:ﬁTI a_

BT .

10

@
=51

0.

Wabioga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHYTCCDWCCGCGTCMMTHWHV
-—---BSCCCCGCGBS-————-—-

Original motif

UP00527

Foxn4_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

8

11

0.0192401

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

20

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

0.0 E%I = ﬁ——’:"-:-—'- — ‘?;!;2% =2 - 0.0 = =i e S LI
Motif ID: UP00022
Motif name: Zfp740_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Reverse Complement
Forward

3
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Number of overlap: 11
Similarity score: 0.0204596

Alignment:
BHHDYGGGGGGGGBVD
--SBCGCGGGGSB—--

Original motif
Consensus sequence: HVBCCCCCCCCMHHHB

2.0

o oelllle..

0.0 =
15
Weblagad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

20

Weblogod 4

Motif ID: UP00526

Motif name: Foxnl_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 11

Similarity score: 0.0232114
Alignment:

DDRMHBACGCGYGCGTDGBBDB

——————— SBCGCGGGGSB-—--

Original motif

Reverse complement motif
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Consensus sequence: DDRMHBACGCGYGCGTDGBBDB Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

20 20
%1.0 %10
A C g C Q
a2 € g_ﬁ _=_ X = A == - — = T oAt T ¥ __ Iz- e
5 10 15 5 10

15

20
Weblogad 4 WebLog

Dataset #: 4 Motif ID: 69 Motif name: atactttggc
Original motif Reverse complement motif
Consensus sequence: ATACTTTGGC Consensus sequence: GCCAAAGTAT

WL g 3 Wl oo 3 4

Best Matches for Motif ID 69 (Highest to Lowest)

Motif ID: UP00156

Motif name: Msx2

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 10

Similarity score: 0.0221581
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Alignment:
ADHKCTAATTKGTCDBV
-——-ATACTTTGGC---

Original motif
Consensus sequence: VVDGACYAATTAGYDHT

2.0

ACC

— ==
0.0 e~ e

I‘EI—_—: I

5 10 15
Wabiloga 3.4

Reverse complement motif
Consensus sequence: ADHKCTAATTKGTCDBY

2.0

bits

10

P e
15

Motif ID: UP00101
Motif name: Sox12_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif:

Direction: Backward
Position number: 6

Number of overlap: 10

Similarity score: 0.027519
Alignment:

HDTMCTTTGTSTVDBB

-ATACTTTGGC—————

Original motif
Consensus sequence: VVDBASACAAAGRADH

Reverse Complement

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB
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2.0

bits

0o ===

1 éqégAAAﬁé

= ==

- —— == -

20

5 10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBHHAAAGTCCAMTHH
-GCCAAAGTAT-----

Original motif

Consensus sequence: BBHHAAAGTCCAMTHH

2.0

UP00066

Hnf4a_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

6

10

0.0285786

Reverse complement motif
Consensus sequence: HHAYTGGACTTTHDBV

20

E”_I*BAA TCCAéIm* "1 a=lUVA IITﬁﬂ

Weblagad 4 Weblogod 4

Motif ID:

uP00418
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHAHCCGGAAGTABDVD
—-—-—--GCCAAAGTAT---

Original motif

Etve

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

10

0.030488

Consensus sequence: DVHBTACTTCCGGHTHB

2.0

ke

:-—_C —= IA-_ =

15

Watiloga 3.4

Reverse complement motif
Consensus sequence: BHAHCCGGAAGTABDVD

2.0

0.0 e

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00083
Tcf712_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

10
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Similarity score: 0.0314685

Alignment:
BDDASATCAAAGGMDDD
————— GCCAAAGTAT--

Original motif
Consensus sequence: DDDYCCTTTGATSTDDV

20

EqQITTTAICL_

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

20

bits

0.0
15
Webiloga 3.4

Motif ID: UP00030

Motif name: Sox11_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3

Number of overlap: 10

Similarity score: 0.0317293
Alignment:

HHBTMCTTTGTTMDDVH

--ATACTTTGGC————-

Original motif
Consensus sequence: HBDDRAACAAAGRABHH

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH
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2.0

)

)
=

o>

<D
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>

2.0

a1 1))
. o T —SE_ = =

Watiloga 3.4 Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBBMCTTTGTTHDDBH
--ATACTTTGGC—-—----

Original motif

Consensus sequence: HBDDDAACAAAGRVBHH

2.0

bits

UP00062

Sox4_primary

Mus musculus
Original Motif
Reverse Complement
Forward

3

10

0.031914

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

bits

0.0 =
5

10 A A
= ar_--'.'e‘l_p-'.'= ] Aé_f: .
10

15

R 111 1

— = ;
15
Watiloga 3.4 Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBBATGCCAACCHVHH
————— GCCAAAGTAT-

UP00035

Hicl_primary

Mus musculus
Reverse Complement
Original Motif
Forward

6

10

0.0323012

Reverse complement motif
Consensus sequence: DDBHGGTTGGCATVBD

Original motif
Consensus sequence: DBBATGCCAACCHVHH

A Aécg o Yvix I
20 - ] 5 = = 10 = = —1_5_ - 20 — r_‘i_é__ﬁ-_“_ T -. 15
Motif ID: UP00146
Motif name: Poubfl_3733.1

Species:
Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Mus musculus
Original Motif
Original Motif
Backward

4
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Number of overlap: 10
Similarity score: 0.032571

Alignment:
VHHVATAATGAGSTDDH
-———-ATACTTTGGC—---

Original motif
Consensus sequence: VHHVATAATGAGSTDDH

2.0

5 10 15

— N N f T o c:l'_-“ —_—

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DHDASCTCATTATVHHB

2.0

———

CAI AT
- @-A?, VAN I VN
5

10 15

Motif ID: UP00067
Motif name: Lefl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 10

Similarity score: 0.0330221
Alignment:

DDDYCCTTTGATCTDDV

-—-ATACTTTGGC————-

Original motif

Reverse complement motif
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Consensus sequence: DDDYCCTTTGATCTDDV Consensus sequence: VDDAGATCAAAGGKDDD

20 20

0.0 - s?gcﬂ“,—- = IC; —_— 0.0 — éC ] P — -

Webiiogo 3.4 Webiloga 3.4

Dataset #: 4 Motif ID: 70 Motif name: CagTGCTCCACTGTGgT
Original motif Reverse complement motif
Consensus sequence: CAGTGCTCCACTGTGBT Consensus sequence: ABCACAGTGGAGCACTG

en TOTGOAeTTE . OhoncT ik ghers

Webiiogo 3.4 Webiloga 3.4

Best Matches for Motif ID 70 (Highest to Lowest)

Motif ID: UP00539

Motif name: Gli2_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 17

Similarity score: 0.0419306

Page 553 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=539

Alignment:
CBDMCMGGGTGGTCCHVBVBAH

--ABCACAGTGGAGCACTG---
Original motif Reverse complement motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

2.0 20

T C D C e c A

= = A IV L o= -~ e =S § AP =__
% 10 8 2 WebLogad 4 % 10 8 WebLogod4
Motif ID: UP00034
Motif name: Sox7_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 17
Similarity score: 0.0501904
Alignment:
HHBDHDDAACAATDRHHHHHBW
————— ABCACAGTGGAGCACTG
Original motif Reverse complement motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW Consensus sequence: WBHHHHHMDATTGTTHDHDVHH
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2.0

20

== = ‘:‘:—‘:6":‘- L 2 —_I_—._ % 0 = S = 5 Anﬁfg = =S = ==
g 5 10 15 20 R g 5 10 15 20
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HGDHVHKGACCACCCGGBGBGDB
-—-CAGTGCTCCACTGTGBT----

Original motif

Original Motif
Reverse Complement
Forward

3

17

0.0504778

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

D Q__%-T—.Q%% _ I l gz;_

C.

1

g

WesLago 34

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

e —V V=

5 10 15 20

bits

WebbLaga 34

Motif ID:

UP00022
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDDTWCCCCCCGGDRVH
CAGTGCTCCACTGTGBT

Original motif
Consensus sequence: DDDTWCCCCCCGGDR

2.0

Zfp740_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

17

0.0513094

VH

P ——— = :IIQGCCCC?-F ‘f‘-‘i‘ e

15

Wabiloga 3.4

Reverse complement motif

Consensus sequence: HVYKDCCGGGGGGWADDD

2.0

_ EEEQ?Q: A4S 4 4%4é§£:}5

5 10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00540
Gli3_v015681_secondary
Mus musculus

Original Motif

Reverse Complement
Forward

2

17

0.0516506
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Alignment:
VMYDHDGMCCHCCKBGVVAAVH
-CAGTGCTCCACTGTGBT—---

Original motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

o = - =

5

Ell Q:«gf_.u;s:ﬂl_-.%g ok

WabLogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

E10 A
S — TA_.A . ‘?‘&QA_LI == -:A_._
10 15

P ————

WablLogo 34

Motif ID: UP00528

Motif name: Foxm1_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 17

Similarity score: 0.0523515

Alignment:

VHVRCAYGATGCATCDTVVADTH

--ABCACAGTGGAGCACTG----

Original motif
Consensus sequence: HADTBVADGATGCATCMTGMVHB

Reverse complement motif
Consensus sequence: VHVRCAYGATGCATCDTVVADTH
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2.0

WesLaga 34

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
CVHBSCGGGTGGTCMHVHHCDH
-—-ABCACAGTGGAGCACTG---

Original motif

UP00540

Gli3_v016060_primary
Mus musculus

Reverse Complement
Reverse Complement
Forward

3

17

0.053668

Consensus sequence: HDGHHBHRGACCACCCGSVDVG

2.0

it:
b=

SAWAC.

e

0.0 e ==
5

=

10 15

s+

WebLogad 4

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

Motif ID:

UP00050
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
YDYBDHTMCACGTGGADDBMDGT
————— ABCACAGTGGAGCACTG-

Original motif

Bhlhb2_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

6

17

0.0539016

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

@
10 T
A
=y - =3 &=
5

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20
TA
AL == £
15

%WAQ Tel

e

20
Weblagn 3.4

o . | A8 s i =X X =F_ VL
10 15 = 5 10
Motif ID: uP00042
Motif name: Gm397_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Reverse Complement
Reverse Complement
Backward

1

17
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Similarity score: 0.0558205

Alignment:

HHRTATGTGCACATHHD

ABCACAGTGGAGCACTG

Original motif Reverse complement motif

Consensus sequence: HHDATGTGCACATAMDH Consensus sequence: HHRTATGTGCACATHHD

| éIHIACACélég_ | rAIéI“T&Q .Al?

Motif ID: UP00526

Motif name: Foxnl_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 5

Number of overlap: 17

Similarity score: 0.0558674

Alignment:

BDVBCDACGCKCGCGTBHRKHD

—-———-CAGTGCTCCACTGTGBT-

Original motif Reverse complement motif

Consensus sequence: DDRMHBACGCGYGCGTDGBBDB Consensus sequence: BDVBCDACGCKCGCGTBHRKHD
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20
WabLogad 4

20
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bits

Dataset #: 4 Motif ID: 71 Motif name: AMTGTGACACCACAGT

Original motif
Consensus sequence: AMTGTGACACCACAGT

10| GACACCACA.T

15
WabiLogad 4

Best Matches for Motif ID 71 (Highest to Lowest)

Motif ID: UP00020
Motif name: Atf1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 16

Similarity score: 0.0273934
Alignment:

Reverse complement motif
Consensus sequence: ACTGTGGTGTCACART

Tl GelGTCACA. =

15
WablLogo 34

Page 561 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=020

DBDRTGACGTCAYHRD
AMTGTGACACCACAGT

Original motif
Consensus sequence: DBDRTGACGTCAYHRD

2.0

. JeAGGTed,

bits

0.0 — — -

WabiLogad 4

Reverse complement motif
Consensus sequence: DMDMTGACGTCAKHBD

+ ToACiTeh.

g

bits
P

15
WablLogo 34

0.0

Motif ID: UP00159
Motif name: Six2

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2

Number of overlap: 16

Similarity score: 0.0303245
Alignment:

AHWDGTGATACCCMRTD

-AMTGTGACACCACAGT

Original motif
Consensus sequence: DAKRGGGTATCACDWHT

Reverse complement motif
Consensus sequence: AHWDGTGATACCCMRTD

Page 562 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=159

2.0

V-9 §

_—— W

=
15
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Motif ID: UP00103
Motif name: Jundm2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 16
Similarity score: 0.0344928
Alignment:
BBGATGACGTCAYCVH
AMTGTGACACCACAGT

Original motif
Consensus sequence: BBGATGACGTCAYCVH

2.

) smﬁTTACAIQAzc?

LiX

Weblagad 4

Reverse complement motif
Consensus sequence: HVGMTGACGTCATCBB

2.

| _alGAGCTeh. .

0.
Weblogod 4

Motif ID: UP00122
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBVVAGCTGTCAWWVTH
ACTGTGGTGTCACART-

Original motif

Tgifl

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

16

0.0348371

Consensus sequence: DABWWTGACAGCTVVBD

2.0

Reverse complement motif
Consensus sequence: DBVVAGCTGTCAWWVTH

2.0

0.0 ‘i_‘;#_x » b CI__ - T 0o-l== = _"=é¢_:_ — %Iﬂh;
5 10 ek 5 10 15 ras
Motif ID: UP00195
Motif name: Six3
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Reverse Complement
Original Motif
Backward

2

16
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Similarity score:
Alignment:
DATRGGGTATCAHHWHT
ACTGTGGTGTCACART-

Original motif

0.0349083

Consensus sequence: DATRGGGTATCAHHWHT

20

bits
a

T 6

Reverse complement motif
Consensus sequence: AHWHDTGATACCCKATH

2.0
% 1-0 L T ACGC
o % = _..:.T ! T“—éél"f
28 5 10 15

Webiloga 3.4

x I
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Motif ID: UP00388
Motif name: Six6_2267.4
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DATRGGGTATCAHDWHT
ACTGTGGTGTCACART-

Original motif

Reverse Complement
Original Motif
Backward

2

16

0.0354092

Consensus sequence: DATRGGGTATCAHDWHT

Reverse complement motif
Consensus sequence: AHWDHTGATACCCKATD
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Motif ID: UP00192
Motif name: Six1
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1
Number of overlap: 16
Similarity score: 0.0354313
Alignment:
AVHDHTGATACCCMDHH
ACTGTGGTGTCACART-

Original motif
Consensus sequence: DHDRGGGTATCAHDHBT

20

w1
210 ‘ A
et W A@:’EA AN TR ——— ,____I
5 10

0.0 = RE

Reverse complement motif
Consensus sequence: AVHDHTGATACCCMDHH

A IAQCQQQI%

5 15

WebiLags 1.4

Motif ID: UP00199
Motif name: Six4
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
ADDHATGACACCBHBBV
-AMTGTGACACCACAGT

Original motif

Mus musculus
Original Motif
Original Motif
Forward

2

16
0.0355151

Consensus sequence: ADDHATGACACCBHBBV

2.0

bits

= ’}_--;_é-.._- L A QA e

0.0
5

Websiags 3.4

Reverse complement motif
Consensus sequence: BBVHVGGTGTCATHDDT

2.0

%m CA
=== — = 4 PAN w8 I e E
10 15

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00053
Rxra_primary
Mus musculus
Original Motif
Original Motif
Forward

2

16
0.0362492
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Alignment:
DBHBDTGACCCCDHVHB
-AMTGTGACACCACAGT

Original motif

Consensus sequence: DBHBDTGACCCCDHVHB

2.0

bits

0.0 — e e

i CC
=
10

.

5

Wabiloga 3.4

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD

2.0

w ( :
N s A A
0.0 S T e - v =
5 10

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDDRGGGTATCAWHWHT
-AMTGTGACACCACAGT

Original motif

UP00388
Six6_2267.5

Mus musculus
Original Motif
Reverse Complement
Backward

1

16

0.0374881

Consensus sequence: DDDRGGGTATCAWHWHT

Reverse complement motif
Consensus sequence: AHWHWTGATACCCKDDD
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2.0

— O M b A

- _._

Websiags 3.4

2.0

Dataset #: 4 Motif ID: 72

Original motif

Motif name: CACTGTGrYrtCACAGTGswsCAcCT

Consensus sequence: CACTGTGRTRTCACAGTGSWSCACT

cACT T JirvAvL | veTevAc|

15

WebLagad 4

Best Matches for Motif ID 72 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHBDHDDAACAATDRHHHHHBW—-—---
—-——-CACTGTGRTRTCACAGTGSWSCACT

UP00034

Sox7_primary
Mus musculus
Original Motif
Original Motif
Forward

5

21
0.0558366

Reverse complement motif
Consensus sequence: AGTGSWSCACTGTGAMAMCACAG

AUNG] U [UaCA, I

M«;g__TQIQ” X aal o Esv-AlPARF Sy
5 10 15 20 25
Wablogadd

bits
P
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Original motif

Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

JE = agé A =X = -
5 1 15 20

Weblogod4

Motif ID: UP00540

Motif name: Gli3_v015681_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 20

Similarity score: 0.55477

Alignment:

————— VMYDHDGMCCHCCKBGVVAAVH
AGTGSWSCACTGTGAMAMCACAGTG-———-

Original motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

20

0.0-= ﬁlls Q_ngllzﬂq.lg AT.‘:-:E.___

10 15 20

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

o oalbll . M

po == _-_"-"" » F o
5 10 15 20
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Motif ID: UP00539

Motif name: Gli2_v016060_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 5

Number of overlap: 19

Similarity score: 1.05722

Alignment:

—————— DTVBDDRGACCACCCAGDWDGBH
AGTGSWSCACTGTGAMAMCACAGTG———-

Original motif
Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

20

UAWVAWWAA.

e W

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBAFK

20

st T et e 2 e e
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 7
Number of overlap: 19
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Similarity score: 1.05946

Alignment:
HGDHVHKGACCACCCGGBGBGDB-—-—-—-—--
—————— AGTGSWSCACTGTGAMAMCACAGTG

Original motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

bits
=

o6 e | - S

5

c <.Ceil T lgx c

4

WebiLogo 34

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

Motif ID: UP00539

Motif name: Gli2_v015681_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 8

Number of overlap: 18

Similarity score: 1.5496

Alignment:

HTBVVVDGGACCACCCRGRDBG-——-—-—-—--
——————— CACTGTGRTRTCACAGTGSWSCACT

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH
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2.0

20

0 il = A i1 __QAE-?-I = . i AVT _=_
5 e B B 5 b T P
Motif ID: UP00528
Motif name: Foxm1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6
Number of overlap: 18
Similarity score: 1.55149
Alignment:

——————— VHVRCAYGATGCATCDTVVADTH
CACTGTGRTRTCACAGTGSWSCACT————-

Original motif

Consensus sequence: HADTBVADGATGCATCMTGMVHB

2.0

_——

WesLago 34

Reverse complement motif
Consensus sequence: VHVRCAYGATGCATCDTVVADTH

20

%10
P = I‘EAI_A_A _V lggl é:—‘l -
5 15

10

WebbLaga 34

Motif ID: UP00540
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HDGHHBHRGACCACCCGSVDVG—-——-—--
-———-AGTGSWSCACTGTGAMAMCACAGTG

Original motif

Gli3_v016060_primary

Mus musculus
Reverse Complement
Original Motif
Forward

5

18

1.55607

Consensus sequence: HDGHHBHRGACCACCCGSVDVG

2.0

bits

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

<

WabiLogod4

i = i = == =
. 2 19 & Wablogad 4 ‘
Motif ID: UP00228
Motif name: Bapx1
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Reverse Complement
Original Motif
Forward

2

17

2.04247
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Alignment:

DTBVITAAGTGGTTHHV--——-———-
—AGTGSWSCACTGTGAMAMCACAGTG

Original motif

Consensus sequence: VHHAACCACTTAAVVAH

2.0

bits

SO ) [

Wabiloga 3.4

Reverse complement motif
Consensus sequence: DTBVTTAAGTGGTTHHY

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDBBBCACTGCABRTBBB-———-———-—

—————— CACTGTGRTRTCACAGTGSWSCACT

Original motif

UP00031

Zbtb3_primary

Mus musculus
Original Motif
Reverse Complement
Forward

7

17

2.04316

Consensus sequence: DDBBBCACTGCABTBBB

Reverse complement motif
Consensus sequence: BBBAVTGCAGTGBBVDD
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2.0

£
£10
i
=== —_—— = - _
5 10

0.0

2.0

WebiLags 1.4

Motif ID: UP00193
Motif name: Rhox11_1765.2
Species: Mus musculus

Matching format of first motif:

Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 17

Similarity score: 2.04346
Alignment:

WVVHWTWACAGCGBHBT-———————-

———AGTGSWSCACTGTGAMAMCACAGTG

Original motif
Consensus sequence: AVDVCGCTGTWAWDVVW

2.0

%]
=10

o < 9 _ %gg_-_— ==
T o 15

5

0.0 — =—

Webriogo 3.4

Reverse Complement

Reverse complement motif
Consensus sequence: WVVHWTWACAGCGBHBT

2.0

2]
=1.0

. xJIAVAG
: 5 10

_— = BN
15

Webloga 3.4

Dataset #: 4 Motif ID: 73 Motif name:

TGGAGCACTGTGACACCACAGTGg
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Original motif
Consensus sequence: TGGAGCACTGTGACAVCACAGTGG

20

Toccchel o[ AG.CAC

g T
5

e S w—]

20

——
15

Waslogo 34

Best Matches for Motif ID 73 (Highest to Lowest)

Motif ID: UP00098

Motif name: Rfx3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 21

Similarity score: 0.0391954

Alignment:

BDBBVBVGTAWCCAAGVBHBAGB---
-——CCACTGTGVTGTCACAGTGCTCCA

Original motif
Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

WL EX CTTA_IT

e i LAl S W = ==

20

5
WebiLog 34

Reverse complement motif
Consensus sequence: CCACTGTGVTGTCACAGTGCTCCA

20
jivea ]
il
i g c CQA
e =T & . =3 485 =3 C oy T=.C
5 15 20
WeLaga 24

T

X 2-N

10

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

bits
b=

— ==
20

Aheh
g _%:T v g = 1:_:9 s A

0.0

Weblagn 3.4

Page 577 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=098

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
YBVDMGTGGGTGGTCKVVBVBBT ——-
——CCACTGTGVTGTCACAGTGCTCCA

Original motif

UP00540
Gli3_v015681_primary
Mus musculus

Reverse Complement
Reverse Complement
Forward

3

21

0.0400271

Consensus sequence: ABBBBVVRGACCACCCACRDBBM

20

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

~ e | TTI 1

.0-= ﬁ:"—_z‘; lI s w W ¥ e ——— —
5 10 20

Weblaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00539

Gli2_v016060_primary
Mus musculus

Reverse Complement
Reverse Complement
Backward

5

20
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Similarity score:

Alignment:

————-DBCDWHCTGGGTGGTCMDHBBAH
CCACTGTGVTGTCACAGTGCTCCA-——-

Original motif

0.535486

Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

2.0

o A A A
o Ve u_a

= A e

!

o

5 10 15

(LT

WebiLogo 34

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBALF

20

1 £ TUNTWTLe

e by i = =
5 10 15

bits

L e D=
20

Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
-———-BTBVTCVTGGGTGGTCMVVDVBB

CCACTGTGVTGTCACAGTGCTCCA-——-

Original motif

UP00538
Glil_v015681_primary
Mus musculus

Reverse Complement
Reverse Complement
Backward

5

20

0.536069

Consensus sequence: BBBDVVRGACCACCCAVGABBAB

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB
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2.0 20

" — - ===\ w =WV e e = e X =1 V=V ¥ =
3 10 L & WebsLago 3.4 3 10 12 2 Weblaga 3.4
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 20
Similarity score: 0.539704
Alignment:

————HGDHVHKGACCACCCGGBGBGDB
TGGAGCACTGTGACAVCACAGTGG---

Original motif Reverse complement motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
2.0 20
- (;_E;E-T—-g%%_ T ) I g:—!: e 9!_'- = _— = _ ’-"A W A A c-“}’F.m? =
é 5 10 15 20 i 5 10 15 20 i
Motif ID: UP00540
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Motif name: Gli3_v015681_secondary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 7

Number of overlap: 18

Similarity score: 1.53819

Alignment:

—————— DVTTVVCVYGGHGGYCHHDMYB
TGGAGCACTGTGACAVCACAGTGG—————-

Original motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

0.0-== = =

5

Ell Q:«gf_.u;s:ﬂl_-.%g ok

WabLogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

E10 A
S — TA_.A . ‘?‘&QA_LI == -:A_._
10 15

P ————

WablLogo 34

Motif ID: UP00122
Motif name: Tgifl

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 17

Similarity score: 2.02534
Alignment:
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——————— DABWWTGACAGCTVVBD
TGGAGCACTGTGACAVCACAGTGG--

Original motif
Consensus sequence: DABWWTGACAGCTVVBD

2.0

bits
a

Reverse complement motif
Consensus sequence: DBVVAGCTGTCAWWVTH

2.0

1 a Ax | VIOVNY CI o 1= AGVIVIVALX
5 10 15 Saaah 5 10 15 Sas
Motif ID: UP00159
Motif name: Six2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6
Number of overlap: 17
Similarity score: 2.02571
Alignment:
——————— AHWDGTGATACCCMRTD

CCACTGTGVTGTCACAGTGCTCCA-——-—-

Original motif
Consensus sequence: DAKRGGGTATCACDWHT

Reverse complement motif
Consensus sequence: AHWDGTGATACCCMRTD
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2.0

15
WebiLags 1.4

£10
JelxaX WX e X =
: 5 10 15 e
Motif ID: UP00192
Motif name: Six1
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
——————— AVHDHTGATACCCMDHH

CCACTGTGVTGTCACAGTGCTCCA-———-

Original motif

Reverse Complement
Original Motif
Backward

6

17

2.02892

Consensus sequence: DHDRGGGTATCAHDHBT

2.0

£L10 ‘ A
e Y V-C -V ==
: 5

Reverse complement motif
Consensus sequence: AVHDHTGATACCCMDHH

2.0

" :AQC ==
5 10 15

Webloga 3.4

e — st T
Motif ID: UP00076
Motif name: Rfxdc2_secondary
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Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 17

Similarity score: 2.0292

Alignment:

HDDVSGTRTCMADGBVB———————

—-——-CCACTGTGVTGTCACAGTGCTCCA

Original motif Reverse complement motif
Consensus sequence: BBVCDTRGAKACSVDDH Consensus sequence: HDDVSGTRTCMADGBVB

2.0 2.0

¢ lAéTACE e - ‘_:éIch“":“

0.0 0.0
5 5 15
Webilaga 1.4

bits
bits

Wabiloga 3.4

Dataset #: 4 Motif ID: 74 Motif name: ssCCCCGCSssk
Original motif Reverse complement motif
Consensus sequence: SBCCCCGCCSBB Consensus sequence: BBSGGCGGGGBS
2.0 2.0—_
ool - G - ‘ﬁif_i,QCA ccé—;g
5 10 5 10

Watiloga 3.4 Webiloga 3.4
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Best Matches for Motif ID 74 (

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHHBCCCCGCCAHHRBHB
-—-SBCCCCGCCSBB-—--

Original motif

Highest to Lowest)

UP00000
Smad3_secondary
Mus musculus
Original Motif
Original Motif
Forward

3

12

0.0114847

Consensus sequence: DHHBCCCCGCCAHHBHB

20

bits
a

o — SH
15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

20

ccliCC,

Motif name:
Species:
Matching format of first motif:

UP00093
KIf7_primary
Mus musculus
Original Motif
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Matching format of second motif: Original Motif

Direction: Forward
Position number: 3

Number of overlap: 12
Similarity score: 0.0165262
Alignment:

HBDRCCMCGCCCHHHD

-—-SBCCCCGCCSBB--

Original motif
Consensus sequence: HBDRCCMCGCCCHHHD

2.0

. Aggg ¥ A . & =

0.01==
15

WabiLogad 4

Reverse complement motif

Consensus sequence: DHHDGGGCGRGGKHBH

2.0

C

00 — l}%e |

bits

TYME = _
10 15

WablLogo 34

Motif ID: UP00022

Motif name: Zfp740_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 12

Similarity score: 0.0276137
Alignment:
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HVBCCCCCCCCMHHHB
--SBCCCCGCCSBB--

Original motif
Consensus sequence: HVYBCCCCCCCCMHHHB

2.0

t%gggcccggé% _

0.
15
WabiLogad 4

bits

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

2.0

oA . - = —

10 15
WablLogo 34

Motif ID: UP00003
Motif name: E2F3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2

Number of overlap: 12

Similarity score: 0.0328578
Alignment:

WHSGCGCGCCHTDHB

-SBCCCCGCCSBB--

Original motif
Consensus sequence: VHDADGGCGCGCSHW

Reverse complement motif
Consensus sequence: WHSGCGCGCCHTDHB
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Webiloga 3.4

Motif ID: UP00033

Motif name: Zfp410_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 2

Number of overlap: 12

Similarity score: 0.0336734

Alignment:

BHHBHCCGCCCCDHHHH

-SBCCCCGCCSBB-—-—

Original motif Reverse complement motif
Consensus sequence: BHHBHCCGCCCCDHHHH Consensus sequence: HHHHDGGGGCGGDBHDV

2.0

0.0

. _ CceGCCC

===__ - fod= - -
5

2.0

= —_—

10

15
WebiLags 3.4

Motif ID:

UP00001
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHVGCGCGCCKTDHB
-SBCCCCGCCSBB--

Original motif

Consensus sequence: VHDARGGCGCGCVHH

2.0

E2F2_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2

12

0.0345737

Reverse complement motif
Consensus sequence: HHVGCGCGCCKTDHB

2.0

29 — _5 B - 10 ‘::;;i e 5 — 10 - 15
Motif ID: UP00099
Motif name: Ascl2_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Reverse Complement
Backward

3

12
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Similarity score:
Alignment:
HVDVGGGHGGGGDBHB
-—-BBSGGCGGGGBS--

Original motif

Consensus sequence: BHVYDCCCCDCCCBDBH

20

bits

0.0

0.0347468

10

. .cCCc Ccc

15
Weblogad 4

Reverse complement motif
Consensus sequence: HVDVGGGHGGGGDBHB

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHHHWGGGGCGGBRBVH
--BBSGGCGGGGBS—--

Original motif

uP00043

Bcl6b_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

3

12

0.0358124

Consensus sequence: HBBBCCGCCCCWHHHV

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH
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10

15
Wabiogad 4

20

5 10 15
WabLogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BADHBDHCGCCCMCGCAHHDBRBV
———————— SBCCCCGCCSBB——--

Original motif

UuP00400

Zif268

Mus musculus
Original Motif
Original Motif
Forward

9

12
0.0365354

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

it
P

A C A

. - =T WY FTCVav__
= 5 15

A

e
-_—

e

5 10

20

WebiLog 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

bits

- ?elAQmTA.W%%. I

- —

Weblagn 3.4
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Motif ID: UP00526

Motif name: Foxnl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 12

Similarity score: 0.0389727

Alignment:

HDWHMHGACGCGCGTRBVVBHW

————— BBSGGCGGGGBS———-——

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

20

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

Dataset #: 4 Motif ID: 75 Motif name: wwCCAMAGTCmt

Original motif
Consensus sequence: DDCCAMAGTCHB

Reverse complement motif
Consensus sequence: VDGACTRTGGDD
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Best Matches for Motif ID 75 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDBCAAGGTCAHVBDH
-DDCCAMAGTCHB-—-—--

Original motif

Consensus sequence: DHDBCAAGGTCAHVBDH

20

: 10 15

UP00079

Esrra_primary
Mus musculus
Original Motif
Original Motif
Backward

5

12
0.00927341

Y

Reverse complement motif

20

bits

ol

- » e B

Wetiloga 34

Consensus sequence: HHBVHTGACCTTGVDHD

i _l €= .

0.0

0.0
5

Webiiogo 3.4

5

10

15

Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BBHHAAAGTCCAMTHH
DDCCAMAGTCHB----

Original motif

UP00066

Hnf4a_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

12

0.0157554

Consensus sequence: BBHHAAAGTCCAMTHH

2.0

0.0

- AalTOfA.

WabiLogad 4

Reverse complement motif
Consensus sequence: HHAYTGGACTTTHDBV

2.0

bits

00—=

I (6

=R = > ' § —— e = — ==

5
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00023
Sox30_primary

Mus musculus
Reverse Complement
Original Motif
Forward

3

12
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Similarity score:

Alignment:
DHDBAACAATDRHHHH

—-—-VDGACTRTGGDD--

Original motif

0.0218941

Consensus sequence: DHDBAACAATDRHHHH

20

T

bits

[ EE=—————

uP00028

Reverse complement motif
Consensus sequence: HHHHMHATTGTTBDHD

20
1.0 ‘
o —_— = ; = ‘ o ‘ o 0 - .
= 5 10 15
WebLoga 34

bits

Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
DTHGCCTSAGGCHHH

—--DDCCAMAGTCHB-

Tcfap2e_primary
Mus musculus
Original Motif
Reverse Complement
Backward

2
12
0.023236

Original motif
Consensus sequence: HHHGCCTSAGGCDAD

Reverse complement motif
Consensus sequence: DTHGCCTSAGGCHHH
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2 19 wa:_nqlsan V 2 10 ws:_uglszu
Motif ID: UP00034
Motif name: Sox7_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHBDHDDAACAATDRHHHHHBW

Original motif

Reverse Complement
Original Motif
Backward

6

12

0.0235871

Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

4]
2= ——— =N A ey

AN
o

N e P e
5 10 15

20

WabLogad 4

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

2.0

o b= e Ag—ﬁr I A.ﬁ_ﬁfg =3 —
1

0 15 20
WabiLogod4
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Motif ID: UP00095

Motif name: Zfp691_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 12

Similarity score: 0.0240897
Alignment:

VHBDDAGGAGTCWBBTD

-—-DDCCAMAGTCHB---

Original motif
Consensus sequence: DABBWGACTCCTHDVHV

20

=
£1.0
o e W A o= i
5 10

-
0.0 = . =

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VHBDDAGGAGTCWBBTD

Motif ID: UP00004

Motif name: Sox14_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 2
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12

0.025783

Number of overlap:
Similarity score:

Alignment:
BKBASACAATRGHEB

—-—-VDGACTRTGGDD-

Original motif
Consensus sequence: BKBASACAATRGHBB

< MM

15
Webilaga 34

UP00081

Reverse complement motif
Consensus sequence: BBDCMATTGTSTBRB

2.0
E 1.0 A T
~ QET“=A?Ié
5 10 2 153

a.0

bits

Motif ID:
Motif name:

Species:
Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
HDDDHAACCGTTAHHHD

—-—-VDGACTRTGGDD--

Original motif

Mybl1_primary
Mus musculus
Reverse Complement
Original Motif
Backward
3

12
0.026472

Reverse complement motif
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Consensus sequence: HDDDHAACCGTTAHHHD Consensus sequence: DHHHTAACGGTTHDHDH

- g —?AACC e _IA - :1'?% 0.0 = ;A C.‘.Gll:q_ e ==

Motif ID: UP00052

Motif name: Osr2_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 2

Number of overlap: 12

Similarity score: 0.027027

Alignment:

HHHHGCTACKGTHVHH

—-—-—-DDCCAMAGTCHB-

Original motif Reverse complement motif

Consensus sequence: HHVHACRGTAGCHHHD Consensus sequence: HHHHGCTACKGTHVHH
20 20

it
o
bit

- = e

0.0

Ml - (MG

15
Weblogad 4 Weblogod.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVHBVTGTCTGGDDHDD
—--VDGACTRTGGDD---

Original motif

UP00000

Smad3_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

12

0.0270662

Consensus sequence: HDHDDCCAGACABBHVH

20

5

" ooAHa.

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HVHBVTGTCTGGDDHDD

20

Dataset #: 4 Motif ID: 76

Original motif

Motif name: CAcCACAGTGGAGCAct

Consensus sequence: CAHCACAGTGGAGCACT

Reverse complement motif
Consensus sequence: AGTGCTCCACTGTGDTG
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Websiags 3.4

Best Matches for Motif ID 76 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
CBDMCMGGGTGGTCCHVBVBAH
—-CAHCACAGTGGAGCACT----

Original motif

UP00539

Gli2_v015681_primary
Mus musculus

Original Motif

Reverse Complement
Forward

2

17

0.0381337

Consensus sequence: HTBVVVDGGACCACCCRGRDBG

20

A N oo

20
Weblogad 4

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

bits

| 9 Cc c A,

S L : ¥ f =— ==
10 15 20
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BBBAVTGCAGTGBBVDD
AGTGCTCCACTGTGDTG

Original motif

UP00031

Zbtb3_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

17

0.0393208

Consensus sequence: DDBBBCACTGCABTBBB

2.0

15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BBBAVTGCAGTGBBVDD

2.0

£~ — M = T = -

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00034
Sox7_primary
Mus musculus
Original Motif
Original Motif
Backward

2

17
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Similarity score: 0.0441166

Alignment:
HHBDHDDAACAATDRHHHHHBW
-—-—-CAHCACAGTGGAGCACT-
Original motif Reverse complement motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW Consensus sequence: WBHHHHHMDATTGTTHDHDVHH
ARVAR| ~ .
== == _—:_:::".3*,}_ - 1:] i S W ?:—r:: .-_;!-_-.-_g]__ % 0.0 Ly - : Ag‘f__i ¥ 1 AA?fEJ—A—-‘; =
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 4
Number of overlap: 17
Similarity score: 0.0477617
Alignment:
HGDHVHKGACCACCCGGBGBGDB
-—-—-AGTGCTCCACTGTGDTG---
Original motif Reverse complement motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
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2.0

20

15
WebiLags 1.4

a - s S — = —— == o L A =1 O =
5 10 15 20 i 5 10 15 20
Motif ID: UP00231
Motif name: Nkx2-2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 17
Similarity score: 0.0479423
Alignment:
HDVRCCACTTGARADBD
CAHCACAGTGGAGCACT
Original motif Reverse complement motif
Consensus sequence: HDVRCCACTTGARADBD Consensus sequence: DVDTKTCAAGTGGKBDH
2.0 2.0
o _.-H_Q‘?‘QQA, IéTﬁA"—‘_! i F‘rulEIgA VAAS =S ~
= 5 10 15 . s 5 10 :
Motif ID: UP00528
Motif name: Foxm1_primary
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Species: Mus musculus

Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 6

Number of overlap: 17

Similarity score: 0.0484681

Alignment:

VHVRCAYGATGCATCDTVVADTH

—CAHCACAGTGGAGCACT——-—--

Original motif
Consensus sequence: HADTBVADGATGCATCMTGMVHB

2.0

i A_-.— ﬁAAA Igél

Reverse complement motif
Consensus sequence: VHVRCAYGATGCATCDTVVADTH

t?AIAA l—g—él

it
b=

Webblaga 3.4

L o R T% ?;;M oo s S S=x.
Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1
Number of overlap: 17
Similarity score: 0.0487437
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Alignment:
HHBSHTCGTGRGTGGKGDBVWMV

AGTGCTCCACTGTGDTG-——-—~
Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

2.0 20

Et Ty QgggégggAg*ééc

bits
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Motif ID: UP00046
Motif name: Tcfe2a_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1
Number of overlap: 17
Similarity score: 0.048891
Alignment:
DHDBHGCACCTGBDDVB
AGTGCTCCACTGTGDTG
Original motif Reverse complement motif
Consensus sequence: VBHHVCAGGTGCDVDHD Consensus sequence: DHDBHGCACCTGBDDVB
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Motif ID: UP00540
Motif name: Gli3_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 5
Number of overlap: 17
Similarity score: 0.0491352
Alignment:
CVHBSCGGGTGGTCMHVHHCDH
-CAHCACAGTGGAGCACT----

Original motif
Consensus sequence: HDGHHBHRGACCACCCGSVDVG

e

L === Wie=\ B

10 15

it:
b=

0.0

(=8}

WebLogad 4

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

Motif ID: UP00540
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Motif name: Gli3_v015681_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 4

Number of overlap: 17

Similarity score: 0.0515016

Alignment:

DVTTVVCVYGGHGGYCHHDMYB

-—-—-CAHCACAGTGGAGCACT--

Original motif Reverse complement motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

2.0

20

“u w
E10 T E10 C CQ A
o o Elﬁ___ Q:—»g:l; - E_,??IQ _Ar_.:_éz_-_ i rbﬁ__'___-__ - W T Vo ¥AA - = ,_:,.=A_._
5 10 15 20 10 15

5
WabLogad 4 WabiLogod4

Dataset #: 4 Motif ID: 77

Original motif

Motif name: AGgTGCTCCACTGTGgTGTCACAgT

Reverse complement motif

Consensus sequence: AGTGCTCCACTGTGGTGTCACAGT Consensus sequence: ACTGTGACACCACAGTGGAGCACT
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Best Matches for Motif ID 77 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BTBVTCVITGGGTGGTCMVVDVBB-
ACTGTGACACCACAGTGGAGCACT

Original motif

UP00538

Glil_v015681_primary
Mus musculus

Reverse Complement
Original Motif

Forward

1

23

0.0509731

Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

0.0 -

I

\|
(d
l
i

AW =W - =

Aq:

5 10 15

WebiLogo 34

20

. i)

OAC | CACCher

Wesloga 34

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

00 _ﬁ:'j‘fflg__li.\"— I ! _1 i 9";:‘_‘ —_—
5 10 15

20
Webloga 3.4

Motif ID:

UP00539
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
——-DBCDWHCTGGGTGGTCMDHBBAH
AGTGCTCCACTGTGGTGTCACAGT--

Original motif

Gli2_v016060_primary
Mus musculus

Original Motif

Reverse Complement
Backward

3

21

1.0488

Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

2.0

JAGVALULA

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBAK

20

1 2 JUNTWNTL

bits

B
20

Weblagn 3.4

= TR :¥A — R e e 201== e By gk s W e
5 10 15 20 i 5 10 15
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Reverse Complement
Reverse Complement
Backward

4

21

1.05087
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Alignment:
—-——-HGDHVHKGACCACCCGGBGBGDB
ACTGTGACACCACAGTGGAGCACT---

Original motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

[iMle,

bits
=

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

0.0 c-—g‘r—'g%& | T 00 — = e
5 10 20 o 10 15 20
Motif ID: UP00539
Motif name: Gli2_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 7
Number of overlap: 18
Similarity score: 2.54748
Alignment:

CBDMCMGGGTGGTCCHVBVBAH-———--
—————— ACTGTGACACCACAGTGGAGCACT

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH
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20
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Motif ID: UP00045
Motif name: Mafb_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 17

Similarity score: 3.0367
Alignment:

——————— HAAWDTGCTGACDWARH

AGTGCTCCACTGTGGTGTCACAGT

Original motif Reverse complement motif

Consensus sequence: HAAWDTGCTGACDWARH Consensus sequence: DMTWDGTCAGCADWTTH
2.0 2.0
0.0 :e:éél?:I = GT - = g—':’xeﬁ‘h 0.0 E¥$£& CA . - %61; ——
5 10 15 SiRhaat 5 10 15 i
Motif ID: UP00055
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Motif name: Hbp1_secondary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 7

Number of overlap: 17

Similarity score: 3.04028
Alignment:

——————— DDDYCCCATTGTVHABH

AGTGCTCCACTGTGGTGTCACAGT——-—-——--

Original motif
Consensus sequence: DDDYCCCATTGTVHABH

2.0

w -EQQQAIIIIh .

bits

00 o =

15
Wabiloga 3.4

Reverse complement motif
Consensus sequence: HBTHVACAATGGGMDHD

2.0

i —_ -_-égA_ATAagﬂ_g.
5 15

-,

10

Webiloga 3.4

Motif ID: UP00031

Motif name: Zbtb3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 17

Similarity score: 3.04347
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Alignment:
BBBAVTGCAGTGBBVDD———-————
AGTGCTCCACTGTGGTGTCACAGT

Original motif Reverse complement motif
Consensus sequence: DDBBBCACTGCABTBBB Consensus sequence: BBBAVTGCAGTGBBVDD
2.0 2.0
g ol=——— = GAC CA-'::'_ e oo== - W L L =
5 10 15 Saaah 5 10 15 Sas
Motif ID: UP00067
Motif name: Lefl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 4
Number of overlap: 17
Similarity score: 3.04662
Alignment:
VDDAGATCAAAGGKDDD—-=——————

—-——-ACTGTGACACCACAGTGGAGCACT

Original motif Reverse complement motif
Consensus sequence: DDDYCCTTTGATCTDDV Consensus sequence: VDDAGATCAAAGGKDDD
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

——————— DDBVHATAGGGGRBRMB
AGTGCTCCACTGTGGTGTCACAGT

Original motif

Consensus sequence: DDBVHATAGGGGRBRMB

2.0

e e ]

—ane E : *:_:':QT__;EE CQIAI _

UP00070

Gcm1l_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

7

17

3.04663

Reverse complement motif
Consensus sequence: BYMBKCCCCTATDVBHD

2.0

15
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15

Webriogo 3.4 Webloga 3.4

Motif ID:
Motif name:

UuP00148
Hdx
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Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 1

Number of overlap: 17

Similarity score: 3.04907

Alignment:

DDKDHGAAATCAHHBHV-—-————--

ACTGTGACACCACAGTGGAGCACT

Original motif
Consensus sequence: DDKDHGAAATCAHHBHV

2.0

- I_SAéAAICA*

15
Websiags 3.4

Reverse complement motif
Consensus sequence: BDBDHTGATTTCDHYDD

2.0

L Tkl

15
WebiLags 1.4

Dataset #: 4 Motif ID: 78 Motif name: ssGCkTGCssk

Original motif
Consensus sequence: SSGCKTGCSSK

= CC “ ‘ Ccc
0o 5 10 -[

Watiiaga 34

Reverse complement motif
Consensus sequence: YSSGCAYGCSS

%ACC “AA “cc
e C 5 10

Weblaga 34

is

b
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UP00003
E2F3_primary

Best Matches for Motif ID 78 (Highest to Lowest)
Mus musculus

Motif ID:
Motif name:

Species:

Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward

5
11
0.00463328

Position number:
Number of overlap:
Similarity score:

Alignment:
VHDADGGCGCGCSHW

--—--SSGCKTGCSSK
Original motif
Consensus sequence: VHDADGGCGCGCSHW

2.0

— N e W : : <= : —_—
—

5 10
Webiloga 34
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15
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UuP00094

Reverse complement motif
Consensus sequence: WHSGCGCGCCHTDHB

2.0

Motif ID:
Motif name: Zfp128_primary
Mus musculus
Original Motif

Species:
Matching format of first motif:
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Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHHDKGGCGTACCCBHD
—-——-SSGCKTGCSSK--

Original motif

Original Motif
Backward

3

11
0.00482124

Consensus sequence: BHHDKGGCGTACCCBHD

2.0

bits
a

Reverse complement motif
Consensus sequence: DHVGGGTACGCCRDHDV

2.0

IQ& -
10 15

Webiloga 3.4

06 =7~ — — = =
5 10 Saaah 5
Motif ID: UP00035
Motif name: Hicl_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

Reverse Complement
Reverse Complement
Forward

6

11

0.00562779
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VHHDWTGGGCAMDHBH
————— YSSGCAYGCSS

Original motif

Consensus sequence: DBDDRTGCCCAWDHDV

2.0

0.0

— ATACCCé$

15
WabiLogad 4

Reverse complement motif
Consensus sequence: VHHDWTGGGCAMDHBH

2.0

-AI-T I % B -
5 10 15

0.0 —— .

bits

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDGCGCGCGCRCHYRD
--SSGCKTGCSSK---

Original motif

UP00065

Zfpl61_primary
Mus musculus
Original Motif
Original Motif
Forward

3

11

0.00595984

Consensus sequence: DDGCGCGCGCRCHYRD

Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD
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2.0

20

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHVGCGCGCCKTDHB
-SSGCKTGCSSK—-—--

Original motif

Consensus sequence: VHDARGGCGCGCVHH

el

2.0

bits
5

UP00001

E2F2_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2

11

0.00821725

(e

0.0

15
Webilaga 34

Reverse complement motif

Consensus sequence: HHVGCGCGCCKTDHB

20

p

a.0

J}IE%CGC__CEZ'::I— =

15
WetsLogo 34

Motif ID:

UP00060
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBGHCACGCGACDD
-—-—-SSGCKTGCSSK

Original motif

Consensus sequence: BBGHCACGCGACDD

2.0

Max_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

1

11

0.0109259

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB

2.0

ol __TlgécAI Q:_,_E_,

Wabioga 3.4

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00527
Foxn4_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

9

11

0.0150199
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Alignment:
VHYTCCDWCCGCGTCMMTHWHV
———————— SSGCKTGCSSK---

Original motif

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

; ==X A==V i q;qz‘%u—r_-_t_-,\_j:ik

WabLogad 4

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

it
p=

S8 IEQ ViVe. x A€

15

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHDGBCACGCCTWDB
-YSSGCAYGCSS—--

Original motif

Consensus sequence: BDWAGGCGTGBCHHD

UuP00002

Sp4_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

11

0.0160778

Reverse complement motif
Consensus sequence: HHDGBCACGCCTWDB
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2.0

%1.0 A Q T
- _6% AAl LF S 4l« _A.___g_-:—r
; 5 10

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HDWHMHGACGCGCGTRBVVBHW
————————— SSGCKTGCSSK--

Original motif

UP00526

Foxnl_primary

Mus musculus
Original Motif
Reverse Complement
Backward

3

11

0.0171602

Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

2.0

Q_QAT"___ — E_.AQA s —__Q_‘glg =
15

5 10

Reverse complement motif

Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

-
15 20
Weblogod4

E10
s AI: i 7 T
Jemfe? A TAVY TAaCs —=.xn
5 10

Motif ID:

UP00528
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Motif name: Foxm1_secondary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 7
Number of overlap: 11
Similarity score: 0.0172713
Alignment:
DCATDBTGHGCATKMTTBRSWR
—————— YSSGCAYGCSS——---
Original motif Reverse complement motif
Consensus sequence: MWSMBAARRATGCDCABHATGD Consensus sequence: DCATDBTGHGCATKMTTBRSWR
2.0 2.0
I A
geog 8:00lWeca axc | eax Ige c cTle IS
10 15 20 e 5 m 20 S i

Dataset #: 4 Motif ID: 79 Motif name: cCGCGGrCACG
Original motif Reverse complement motif
Consensus sequence: CCGCGGRCACG Consensus sequence: CGTGKCCGCGG
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2.0

10 CECACAQA

Watiiaga 34

Best Matches for Motif ID 79 (Highest to Lowest)

Motif ID: UP00065
Motif name: Zfpl161_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 11

Similarity score: 0.0220206
Alignment:

DDGCGCGCGCRCHYRD

-—-—-—-CCGCGGRCACG-

Original motif
Consensus sequence: DDGCGCGCGCRCHYRD

20

-

>

0
<O
<
0

;+

is

b

:CCICgCC C%é

Weblaga 34

Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD

2.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHYTCCDWCCGCGTCMMTHWHV
-—--CGTGKCCGCGG———————~

Original motif

UP00527

Foxn4_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

9

11

0.024575

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

20

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

0.0 E%I = ﬁ——’:"-:-—'- — ‘?;!;2% =2 - 0.0 = =i e S LI
Motif ID: UuP00042
Motif name: Gm397_second
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Original Motif
Original Motif
Backward

4
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Number of overlap: 11
Similarity score: 0.0279366

Alignment:
DVMVGCACACACKCVH
—-—-CCGCGGRCACG—--

Original motif Reverse complement motif

Consensus sequence: DVMVGCACACACKCVH Consensus sequence: HBGYGTGTGTGCVRVD

2.0 20

bits
it

0.0-1=

0.0

15
Weblagad 4

10

Motif ID: UP00007

Motif name: Egrl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 2

Number of overlap: 11

Similarity score: 0.0285381

Alignment:

VHTGCGGGGGCGGH

—~CCGCGGRCACG--

Original motif Reverse complement motif
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Consensus sequence: HCCGCCCCCGCAHB Consensus sequence: VHTGCGGGGGCGGH

i Q—GACCCQCTTT e o0 t=—— —1‘_.el_-=_e=g T !\ Qe-_—-!:
Motif ID: UP00050
Motif name: Bhlhb2_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 5
Number of overlap: 11
Similarity score: 0.0335378
Alignment:
ACHRBHDTCCACGTGYAHHBMHM
———————— CCGCGGRCACG----
Original motif Reverse complement motif
Consensus sequence: YDYBDHTMCACGTGGADDBMDGT Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM
2.0 20
e, IéA 3 ,,J:—.—Ig = A=K o “-\Qn_?:xf? : IQA s ,J:Tlé. —e
5 10 15 20 5 10 20

Weslaga 3.4 Webblaga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVVDHHTGCGYGGGCGDHVHHTR

Original motif

UuP00400

Zif268

Mus musculus
Original Motif
Reverse Complement
Backward

6

11

0.0340428

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

20

e & QA

St
==

T L

A

5 10 15

WesLogo 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

10

bits

0.0 ——

= __“_“lf_kg TA _gé_._ = I =

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00065

Zfp161_secondary
Mus musculus
Original Motif
Original Motif
Forward

2
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Number of overlap: 11
Similarity score: 0.0345855

Alignment:
GYCGCGCARBGCVB
—-CCGCGGRCACG--

Original motif
Consensus sequence: GYCGCGCARBGCVB

2.0

Reverse complement motif
Consensus sequence: VVGCVYMTGCGCGKC

2.0

- — c - %Iécﬁche%‘

Webitaga 3.4

e S - — e = = = 0.0 === = ==
Motif ID: UP00097
Motif name: Mtfl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3
Number of overlap: 11
Similarity score: 0.0350434
Alignment:

DBDHCGTGTGCAAMDH
—-——CCGCGGRCACG--

Original motif

Reverse complement motif
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Consensus sequence: DBDHCGTGTGCAAMDH

20

0.

St

15
Weblogad 4

Consensus sequence: HDYTTGCACACGDHBH

2.0

[

bLogodd

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDDVSGTRTCMADGBVB
—-——-—-CGTGKCCGCGG—-

Original motif

UP00076

Rfxdc2_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

3

11

0.0359928

Consensus sequence: BBVCDTRGAKACSVDDH

20

0.0

5

Websiaga 3.4

Reverse complement motif
Consensus sequence: HDDVSGTRTCMADGBVB

2.0

. AICQ_“QH

A = = e

WekiLags 3.4
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Motif ID: UP00526

Motif name: Foxnl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3

Number of overlap: 11

Similarity score: 0.0361963
Alignment:

HDWHMHGACGCGCGTRBVVBHW

————————— CCGCGGRCACG--

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

20

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

Dataset #: 4 Motif ID: 80 Motif name: taaacgatgcc

Original motif
Consensus sequence: TAAACGATGCC

Reverse complement motif
Consensus sequence: GGCATCGTTTA
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10
Watiiaga 34

Best Matches for Motif ID 80 (Highest to Lowest)

Motif ID: UP00114
Motif name: Homez
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3

Number of overlap: 11

Similarity score: 0.0207645
Alignment:

HDTVAAAACGATRWWHT

-—-—--TAAACGATGCC--

Original motif
Consensus sequence: AHWWMATCGTTTTBADD

20

A || My A

0.0 — =

Webiiogo 3.4

Weblaga 34

Reverse complement motif
Consensus sequence: HDTVAAAACGATRWWHT

20

SOV |

0.0

Webiloga 3.4

Page 633 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=114

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVVWTTGTTTAMATTWD
GGCATCGTTTA-—-———-

Original motif

UP00061

Foxl1_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

11

0.0294316

Consensus sequence: DWAATRTAAACAAWVVB

20

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD

20

bits
=

_;I.I A . 'CI"&IIX

5 10 15
Webloga 3.4

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00039
Foxj3_primary
Mus musculus
Original Motif
Original Motif
Backward

1
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Number of overlap:
Similarity score:

Alignment:

HDHADGTAAACAAAVVH
—————— TAAACGATGCC

Original motif

11
0.030091

Consensus sequence: HDHADGTAAACAAAVVH

2.0

bits

0.0

_ slAMAGha

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

2.0

%:_ I; A IIAQ“TT*

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBVTTTGTTTACATTDD
GGCATCGTTTA-—-—-——-

Original motif

UP00025

Foxkl_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

11

0.0306614

Reverse complement motif
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Consensus sequence: DDAATGTAAACAAAVVB

20

o AAAIAIAA

Consensus sequence: BBVTTTGTTTACATTDD

20

E1j 1I W TT g Q‘.%I;‘—z—"

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBBVDDDRTRGCGTCBBYTHGA
————————— GGCATCGTTTA--

Original motif

UP00527
Foxn4_primary

Mus musculus
Reverse Complement
Original Motif
Forward

10

11

0.0342477

Consensus sequence: DBBVDDDRTRGCGTCBBYTHGA

2.0

==

% 1.0
B N—— .?Tg
i i 10

Reverse complement motif
Consensus sequence: TCDAMVBGACGCMAKDDDVBBD

20

e —_—
W

20

blogads
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDKGTTTCGKTWDDD
--GGCATCGTTTA--

Original motif

Consensus sequence: DDDWAYCGAAACYDV

2.0

bits

0.0

uP00040

Irf5_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

11

0.0345017

§ AQ%CAQACQA;

Webiloga 34

Reverse complement motif
Consensus sequence: BDKGTTTCGKTWDDD

2.0

s

0.0

Weblogo a4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00528
Foxm1_primary

Mus musculus
Original Motif
Reverse Complement
Forward

3
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Number of overlap: 11
Similarity score: 0.0351616

Alignment:
VHVRCAYGATGCATCDTVVADTH
-—-TAAACGATGCC—-—=——=—————

Original motif

Consensus sequence: HADTBVADGATGCATCMTGMVHB

2.0

“a . alalMTeT

Reverse complement motif
Consensus sequence: VHVRCAYGATGCATCDTVVADTH

20

E ~ S AT AM lggl A T

. i 1A - _ o= HESSACSA ‘
5 o p — ; o
Motif ID: UP00232
Motif name: Dobox4
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2
Number of overlap: 11
Similarity score: 0.0371486
Alignment:
DAWKGGGTATCTAWHWH
————— GGCATCGTTTA-

Original motif

Reverse complement motif
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Consensus sequence: HWHWTAGATACCCYWTD

20

"L aTAG léccggrlv

Webiiogo 3.4

Consensus sequence: DAWKGGGTATCTAWHWH

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDVTTTKTTTACWTWHH
GGCATCGTTTA-————-—

Original motif

UP00073

Foxa2_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

11

0.0384798

Consensus sequence: HHWAWGTAAAYAAAVDB

20

. 2= %‘-’*A?AIAA h g é% 5

5

Websiaga 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

=L 1X TIAQEIT_u

WekiLags 3.4

it
a

0.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDBTKGTTTCGHTHDD
————— GGCATCGTTTA-

Original motif

UP00011

Irf6_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

11

0.0388532

Consensus sequence: HDDAHCGAAACYAVDDD

20

bits

A

=
5

_VURAAVE.

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DHDBTKGTTTCGHTHDD

20

Dataset #: 4 Motif ID: 81

Original motif

Consensus sequence: CTATACGGACG

Motif name: ctatacggacg

Reverse complement motif
Consensus sequence: CGTCCGTATAG
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2.0
p]
=10
a.0
5 10
Webhlaga 34

Best Matches for Motif ID 81 (Highest to Lowest)
Motif ID: UP00038
Spdef_primary
Mus musculus
Original Motif

Motif name:
Species:

Matching format of first motif:

Matching format of second motif: Reverse Complement

Direction: Forward
3
11
0.027939

Position number:
Number of overlap:
Similarity score:

Alignment:
VVHHATCCGGATGKHV

--CTATACGGACG—---
Original motif
Consensus sequence: VHRCATCCGGATHHBB

20

bits

2.0

1.0
Weblaga 34

0.0

Reverse complement motif
Consensus sequence: VVHHATCCGGATGKHV,

20
ool A;,ﬁh 2 Aéz st
2 L Wooaias
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDWDARRGACGCGGWHGGAKHV
CTATACGGACG-———————————

Original motif

UP00527

Foxn4_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

11

0.0308121

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

20

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

=k A V] SR Foaw ool QIEQ,_QAZEQ ViVe.x AT
Motif ID: UP00413
Motif name: Elf4
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1
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Number of overlap: 11
Similarity score: 0.0328673

Alignment:
HAWYCCGGAAGTHBBD
CTATACGGACG——-—--

Original motif
Consensus sequence: DBBHACTTCCGGKWTH

2.0

Weblagad 4

Reverse complement motif

Consensus sequence: HAWYCCGGAAGTHBBD

20

AT

Motif ID: UP00418
Motif name: Etve

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7

Number of overlap: 11

Similarity score: 0.0334005
Alignment:

DVHBTACTTCCGGHTHB

—————— CGTCCGTATAG

Original motif

Reverse complement motif
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Consensus sequence: DVHBTACTTCCGGHTHB

20

5 10

Ve L
15

Webiiogo 3.4

Consensus sequence: BHAHCCGGAAGTABDVD

20

"o UL,

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BWAHSMGGAAGTWD
CTATACGGACG——--

Original motif

Consensus sequence: BWAHSMGGAAGTWD

2.0

UP00409

EIf5

Mus musculus
Original Motif
Original Motif
Forward

1

11
0.0336391

A st

WelsLage 3.4

Reverse complement motif
Consensus sequence: DWACTTCCRSDTWV
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBDHCGTGTGCAAMDH
—-———CGTCCGTATAG-

Original motif

UP00097

Mtfl_primary

Mus musculus
Reverse Complement
Original Motif
Backward

2

11

0.0346533

Consensus sequence: DBDHCGTGTGCAAMDH

2

0.

S

15
Weblogad 4

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH

2

Tk

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00135

Hoxcl2

Mus musculus
Original Motif
Reverse Complement
Backward

3
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Number of overlap:
Similarity score:

Alignment:
DDVHWTTTACGACCKHH
-—-—-—-CTATACGGACG—--

Original motif

11
0.0360998

Reverse complement motif

Consensus sequence: HHRGGTCGTAAAWHBDH Consensus sequence: DDVHWTTTACGACCKHH

2.0

2.0

ool = | W o = e ool
5 10 Skt
Motif ID: UP00084
Motif name: Gmebl_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BVVDVRYACGTRYVBHB
-——-CGTCCGTATAG--

Original motif

Reverse Complement
Reverse Complement
Backward

3

11

0.0365466

Reverse complement motif
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Consensus sequence: BHBBKKACGTMMVDBVB

20

— W .

0.0 —————
5

Consensus sequence: BVVDVRYACGTRYVBHB

20

) TAYUla,

0.0 'E"'_.'I_'_
5 10

bits

1

5

Webiloga 3.4

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VBDABCCGGAAGTDD
-CTATACGGACG—-—--

Original motif

UP00015
Ehf_primary
Mus musculus
Original Motif
Original Motif
Forward

2

11
0.0367131

Consensus sequence: VBDABCCGGAAGTDD

20

bits

0.0—=— —

1 a QU AAA;ﬂﬂ

Webiloga 3.4

Reverse complement motif
Consensus sequence: DDACTTCCGGBTHBB

20

S ([

10 15
Weslage a4
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Motif ID: uP00421
Motif name: Etvl
Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward
Position number: 2
Number of overlap: 11
Similarity score: 0.0373
Alignment:

HBDBACTTCCGGTBHVY

————— CGTCCGTATAG-

Original motif
Consensus sequence: MVHBACCGGAAGTVDVH

éélzﬂr

o A_\CG

5
Webiiogo 3.4

0.0

1

Reverse complement motif
Consensus sequence: HBDBACTTCCGGTBHVY

20

0.0 — =5

Motif ID: 82 Motif name: gCGCGCsCgsG

Dataset #: 4

Original motif
Consensus sequence: GCGCGCSCGCG

Reverse complement motif
Consensus sequence: CGCGSGCGCGC
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bits

0.0

Watiiaga 34

Best Matches for Motif ID 82 (Highest to Lowest)

Motif ID: UP00065

Motif name: Zfpl161_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 11

Similarity score: 0

Alignment:

DDGCGCGCGCRCHYRD

-CGCGSGCGCGC——--

Original motif
Consensus sequence: DDGCGCGCGCRCHYRD

20

-

>

0
<o
.)o
©

;+

2.0

10
Weblaga 34

Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD

2.0
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Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WHSGCGCGCCHTDHB
CGCGSGCGCGC———-

Original motif

UP00003
E2F3_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

11

0.0102009

Consensus sequence: VHDADGGCGCGCSHW

2.0

bits

0.0 —

e == W =t WY W o i =
5 10 15

Webiloga 34

Reverse complement motif
Consensus sequence: WHSGCGCGCCHTDHB

2.0

bits

:é-GAC3009f115

Weblogo a4

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:
Position number:

UP00001
E2F2_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

1
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Number of overlap:
Similarity score:

Alignment:
HHVGCGCGCCKTDHB
CGCGSGCGCGC——--

Original motif

Consensus sequence: VHDARGGCGCGCVHH

=
10
o e = L= = f-:_=-__I_—_—-—
15

2.0

bits

0.0

) “g?ﬁﬂc CG

11
0.0124455

Reverse complement motif

Consensus sequence: HHVGCGCGCCKTDHB

Webilaga 34

10 15
WetsLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WHVBVVMACGCGCGTCDYHWDH
-—-—-CGCGSGCGCGC———————

Original motif

UP00526
Foxnl_primary

Mus musculus
Reverse Complement
Original Motif
Backward

8

11

0.0192204

Reverse complement motif
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Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

20

Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

" 1A‘_e_-:-__—-_—_._ E TA - Q g —__= :.2:-—__ . _._$—¢—f=-; &_AQA < ___.Qex-t;r_-._ = . A
Motif ID: UP00526
Motif name: Foxnl_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 8
Number of overlap: 11
Similarity score: 0.0231982
Alignment:
DDRMHBACGCGYGCGTDGRBBDB
——————— CGCGSGCGCGC——---

Original motif
Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

2.0

" e____lx_g‘l, A‘;ﬁcégq‘-gel = B
5 10 15

20

Reverse complement motif
Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

20

L heteelCT
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HCCGCCCCCGCAHB
-GCGCGCSCGCG—-

Original motif
Consensus sequence: HCCGCCCCCGCAHB

2.0

bits

0.0

UuP00007

Egrl_primary
Mus musculus
Original Motif
Original Motif
Backward

3

11
0.0289369

10

QQEGCCQCTQQh_

Reverse complement motif
Consensus sequence: VHTGCGGGGGCGGH

2.0

1.0

bits

eV CUG

0.0

5 10
Webitoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00400
Zif268

Mus musculus
Original Motif
Original Motif
Forward

7
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Number of overlap: 11
Similarity score: 0.0297254

Alignment:
BADHBDHCGCCCMCGCAHHDBBV

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

A C Qé Ca

Iy — = = ¥ ST K o=

5 10 15 20

bits

WesLago 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

=t _“_‘IAQ TA : gé.-_ - -I__-

0.0 - = =

WebbLaga 34

Motif ID: UP00088

Motif name: Plagll_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 11

Similarity score: 0.0316913
Alignment:

BHDGGGGSSCCCCBVV

-CGCGSGCGCGC——--

Original motif

Reverse complement motif
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Consensus sequence: BHDGGGGSSCCCCBVV

20

bits

0.0—== T

otledee.

15
Weblogad 4

Consensus sequence: VBVGGGGSSCCCCHHV

2.0

C CCQ
— 4?%?!5 - 4 (3:u_r--£%EE

15
Weblogodd

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BVVHAGGGGGCGRDHHB
-———-CGCGSGCGCGC--

Original motif

UP00002

Sp4_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

11

0.0323627

Consensus sequence: BDHHMCGCCCCCTHVBB

20

. <A

Reverse complement motif
Consensus sequence: BWWHAGGGGGCGRDHHB

2.0

=== - B = T.—'-. EE—

WekiLags 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHYTCCDWCCGCGTCMMTHWHV

Original motif

UP00527

Foxn4_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

7

11

0.039112

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

20

'EA.XI_‘S‘ = unl Al -.:s;:%‘

s

20
Weblogad 4

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

bits
b=

AQIEQGEEQ ViVe . x a¢

Weblogo34

Dataset #: 4 Motif ID: 83

Original motif

Consensus sequence: SRACYCCGAYR

Motif name: srACyCCGAyr

Reverse complement motif
Consensus sequence: KKTCGGKGTKS
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E%CAA“C““ ACA

Watiiaga 34

Best Matches for Motif ID 83 (Highest to Lowest)

Motif ID: UP00024
Motif name: Glis2_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:

Direction: Forward
Position number: 3

Number of overlap: 11
Similarity score: 0.0129914
Alignment:

HKBBGGGGGGTCVHHH

—-—KKTCGGKGTKS—--

Original motif
Consensus sequence: HHHVGACCCCCCVBRD

20

a.0 i LS - W - =

a4

%”#I_ %ACCCCQ§A=T:

£l

Reverse Complement
Reverse Complement

2.0

Reverse complement motif
Consensus sequence: HKBBGGGGGGTCVHHH

2.0
IQ -
s - e e E
10

15
Weblogodd

Page 657 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=024

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDWDARRGACGCGGWHGGAKHV

Original motif

UP00527

Foxn4_secondary
Mus musculus
Original Motif
Original Motif
Forward

7

11

0.013032

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

20

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

0.0 == === EE B oil &

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00070
Gcm1_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

5
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Number of overlap: 11
Similarity score: 0.0132459

Alignment:
BYMBKCCCCTATDVBHD
-—-SRACYCCGAYR-—-—--

Original motif Reverse complement motif

Consensus sequence: DDBVHATAGGGGRBRMB Consensus sequence: BYMBKCCCCTATDVBHD
20 20
G || E O L WlTAT
3 19 12 Watsiaga 3.4 2 19 e WabsLaga 3.4
Motif ID: UP00070
Motif name: Gcm1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
Number of overlap: 11
Similarity score: 0.0135374
Alignment:
HVVHACCCGCATVDHD
—-—-SRACYCCGAYR-—-

Original motif Reverse complement motif
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Consensus sequence: HVVHACCCGCATVDHD

20

bits

8.0 — e e =

el

15
Weblogad 4

Consensus sequence: DHDVATGCGGGTHVVH

2.0

1.0

bits

0.0

_ gTACTW T

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DKKWDACCCCCAHTDDV
-—-SRACYCCGAYR---

Original motif

UP00021

Zfp281_secondary
Mus musculus
Original Motif
Original Motif
Forward

4

11

0.0136908

Consensus sequence: DKKWDACCCCCAHTDDV

20

0.

: &;.;I‘—E‘— = ACG CC&‘?I ==

Websiaga 3.4

Reverse complement motif
Consensus sequence: VDDAHTGGGGGTHWYYD

2.0

it
P

0.0

e _* . . - S 4 _—

a I S

T W o

i

5 10 15
WekiLags 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHWTTHGGGGGGVDD
—-—KKTCGGKGTKS--

Original motif

UP00047
Zbtb7b_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

11

0.0146089

Consensus sequence: DDVCCCCCCHAAWHB

2.0

bits

0.0

; HQCCCCg?é§$Q?

10
Webiloga 34

Reverse complement motif
Consensus sequence: VHWTTHGGGGGGVDD

2.0

N - W W vice_—

Weblogo a4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00040
Irf5_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

5
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Number of overlap:
Similarity score:

Alignment:
BDKGTTTCGKTWDDD
—-———-KKTCGGKGTKS

Original motif

Consensus sequence: DDDWAYCGAAACYDV

2.0

bits

0.0

A 0MAGe i hi[xRE

11
0.0148195

Reverse complement motif
Consensus sequence: BDKGTTTCGKTWDDD

2.0

10 15

Webilaga 34 WetsLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
ABBBBVVRGACCACCCACRDBBM
———————— SRACYCCGAYR-——-—

Original motif

UP00540
Gli3_v015681_primary
Mus musculus

Original Motif

Original Motif

Forward

9

11

0.014859

Reverse complement motif
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Consensus sequence: ABBBBVVRGACCACCCACRDBBM

20

bits

= GV

5 10 15

Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

ek S —

sl T Tml T

= . oW g ¥ — =

20
Weblaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
GKRGGGGGGGGGGBD
KKTCGGKGTKS——--—

Original motif

Consensus sequence: DBCCCCCCCCCCMYC

20

S

UP00021

Zfp281_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

11

0.0153296

15
Webiloga 3.4

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

20

bits

e uy s o LB AR LD AT - e s —
5 10 15

0.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DBCDWHCTGGGTGGTCMDHBRBAH
-—-—-KKTCGGKGTKS———-==———-—

Original motif

UP00539

Gli2_v016060_primary
Mus musculus

Reverse Complement
Reverse Complement
Backward

10

11

0.0155548

Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

20

o BVUAVAA,

N —

R

=

5 10 15

WesLogo 34

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBAFK

20

Dataset #: 5 Motif ID: 84

Original motif
Consensus sequence: GCACTG

Motif name: TFW3

Reverse complement motif
Consensus sequence: CAGTGC
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Best Matches for Motif ID 84 (Highest to Lowest)

Motif ID: UP00031

Motif name: Zbtb3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 8

Number of overlap: 6

Similarity score: 0

Alignment:

BBBAVTGCAGTGBBVDD

——————— CAGTGC----

Original motif
Consensus sequence: DDBBBCACTGCABTBBB

20

£
=10
—— -
—— — - =
5 10

0.0

15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BBBAVTGCAGTGBBVDD

20

bits
=

= R A = =
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDHVCAGTGCTCMBHDD
-—-—--CAGTGC—-—————-

Original motif

UP00095

Zfp691_primary

Mus musculus
Reverse Complement
Original Motif
Backward

8

6

0.020963

Consensus sequence: BDHVCAGTGCTCMBHDD

20

bits

. = A

AN
C"_:‘ __T._

——

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DDHBYGAGCACTGBHHB

20

-

—— -_—— e =

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00031
Zbtb3_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

4
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Number of overlap: 6
Similarity score: 0.0248871

Alignment:
DDHHTBCCAGTGABHG
——————— CAGTGC---

Original motif
Consensus sequence: CHVTCACTGGBADHDD

2.0

“_cACT

0.0 =

bits

= == ——
=

Reverse complement motif

Consensus sequence: DDHHTBCCAGTGABHG

20

- N _—
15
WabLoga 3

10 Wosk 003
Motif ID: UP00065
Motif name: Zfp161_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3
Number of overlap: 6
Similarity score: 0.0303167
Alignment:
VVGCVMTGCGCGKC
—--GCACTG------

Original motif

Reverse complement motif
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Consensus sequence: GYCGCGCARBGCVB

2.0

———

bits

CA_

e

0 — _-_".F_.-T-_ ——
: 5

L1}
Welilogo 3.4

Consensus sequence: VVGCVMTGCGCGKC

2.0

o _gﬁqTécﬁC¢¢§

bits

— e, L S

Webitoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVHCYTGCTGTGHDH
——————— CAGTGC--

Original motif

UP00006
Zic3_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

6

0.0420592

Consensus sequence: DDDCACAGCAKGHVD

20

bits
5

0.0

C.OAGGagh.

15
Webiloga 3.4

Reverse complement motif
Consensus sequence: DVHCYTGCTGTGHDH

20

TcglACI - =

bits

0.0 — —— T
15
Weslage a4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHDCVCAGCAGGHVD
--GCACTG—-—————-

UP00102

Zicl_secondary
Mus musculus
Original Motif
Original Motif
Forward

3

6

0.0499082

Reverse complement motif
Consensus sequence: DVHCCTGCTGBGDDB

Original motif
Consensus sequence: BHDCVCAGCAGGHVD

2.0

0 (AGea = CerclTh 6
- ST =V o W 1T - g —— AI?QA-- == |

Webiloga 34 Weblogo a4

Motif ID: UP00231
Motif name: Nkx2-2
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Reverse Complement
Forward

8
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Number of overlap: 6
Similarity score: 0.0507672

Alignment:
DVDTKTCAAGTGGKBDH
——————— CAGTGC—---

Original motif

Consensus sequence: HDVRCCACTTGARADBD

2.0

bits
a

PP

AAQQA, léT§A¢_

15

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DVDTKTCAAGTGGKBDH

2.0

) _;EAQA

—

= = W
P % -

0.0 -
5 10 15
Webiiaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
AAWYTMAAGTGGVTDH
—————— CAGTGC----

Original motif

UP00107

Nkx2-4

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

6

0.0519322

Reverse complement motif
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Consensus sequence: HDAVCCACTTRAMWTT

20

=

0.0

_QQQQAC léAéggg

Weblogad 4

Consensus sequence: AAWYTMAAGTGGVTDH

Y A= =

I
i

o

10 1

H

bLogods

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WVVHWTWACAGCGHHVT
———————— CAGTGC---

Original motif

UP00193

Rhox11_2205.1

Mus musculus
Reverse Complement
Reverse Complement
Forward

9

6

0.0530479

Consensus sequence: AVDHCGCTGTWAWDVVW

20

1.0

bits

0.0—=

= - &

Cl\V[AAa
=1 31 ] - ===

Websiaga 3.4

Reverse complement motif
Consensus sequence: WVVHWTWACAGCGHHVT

2.0

w
=40

o == I_, I , A i E=0 &= — -
= 5 10
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Motif ID: UP00057

Motif name: Zic2_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 8

Number of overlap: 6

Similarity score: 0.0539075

Alignment:

HHDCVCAGCAKGVVD

--GCACTG-—---——-

Original motif Reverse complement motif

Consensus sequence: HHDCVCAGCAKGVVD Consensus sequence: DVBCYTGCTGBGDDD
ol ¢g , C_A.__QAT ! e GQIACI_._ -

Dataset #: 5 Motif ID: 85 Motif name: TFW1

Original motif Reverse complement motif

Consensus sequence: TTGCGCAA Consensus sequence: TTGCGCAA
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=0

1.0

bits

Best Matches for Motif ID 85 (Highest to Lowest)

Motif ID: UP00045

Motif name: Mafb_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 5

Number of overlap: 8

Similarity score: 0.00957029

Alignment:

HDWWTTTTGCAADBD

-——-TTGCGCAA---

Original motif Reverse complement motif
Consensus sequence: HVDTTGCAAAAWWDH Consensus sequence: HDWWTTTTGCAADBD

2.0

2
a1

- %Illllagéé )

15
Weblogo a4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBDHCGTGTGCAAMDH
————— TTGCGCAA-—--

Original motif

UP00097

Mtfl_primary
Mus musculus
Original Motif
Original Motif
Backward

4

8

0.0184619

Consensus sequence: DBDHCGTGTGCAAMDH

2

0.

o CorirlCh

15
Weblogad 4

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH

2.0

S [

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00259
Hoxb6

Mus musculus
Original Motif
Original Motif
Backward

8
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Number of overlap: 8
Similarity score: 0.0226004

Alignment:
WWTDBGTAATTACVDB

~TTGCGCAA--——--—~-

Original motif
Consensus sequence: WWTDBGTAATTACVDB

2.0

ex <TAAITAG

0.0 —

bits

Weblagad 4

Reverse complement motif
Consensus sequence: VDVGTAATTACBDAWW

. IIAATTAQ -5

=2 10
s
0o

0. —
i

Weblogod 4

Motif ID: UP00528

Motif name: Foxm1_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 6

Number of overlap: 8

Similarity score: 0.0239956
Alignment:

DCATDBTGHGCATKMTTBRSWR

————— TTGCGCAA-—-————--

Original motif

Reverse complement motif
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Consensus sequence: MWSMBAARRATGCDCABHATGD

20

BN A A

04‘39 A 11 =V =

AT

Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

10 20 =

S S ool == ‘
Motif ID: UP00035
Motif name: Hicl_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHHDWTGGGCAMDHBH
-——-TTGCGCAA-—-—--

Original motif

Reverse Complement
Reverse Complement
Backward

5

8

0.0261465

Consensus sequence: DBDDRTGCCCAWDHDV

2.0

bits

0.0

I

15
Weblogad 4

Reverse complement motif
Consensus sequence: VHHDWTGGGCAMDHBH

2.0
LWl g
5 10

it
5

0.0
Weblogod.4
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F—

Weblogo a4

Motif ID: UP00004

Motif name: Sox14_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 2

Number of overlap: 8

Similarity score: 0.0272314

Alignment:

BKBASACAATRGHBB

-TTGCGCAA-—-—-——-

Original motif Reverse complement motif

Consensus sequence: BKBASACAATRGHBB Consensus sequence: BBDCMATTGTSTBRB
ﬁ‘;‘:‘ACAAT%_A . QEA__ =I?I =

Motif ID: UP00055

Motif name: Hbp1l_secondary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Original Motif
Reverse Complement
Backward

9
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Number of overlap: 8
Similarity score: 0.0278778

Alignment:
HBTHVACAATGGGMDHD
-TTGCGCAA-———————

Original motif
Consensus sequence: DDDYCCCATTGTVHABH

2.0

L octhTler

15
Webiiaga 3.4

Reverse complement motif
Consensus sequence: HBTHVACAATGGGMDHD

2.0

e

Motif ID: UP00138
Motif name: Bsx

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 8

Number of overlap: 8

Similarity score: 0.0281625
Alignment:

VVRDYAATTRBYBVAD

——————— TTGCGCAA-

Original motif

Reverse complement motif
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Consensus sequence: VVRDYAATTRBYBVAD

20

bits

A

0.0

M7
==z CONLIG =t

15
Weblogad 4

Consensus sequence: HTVVKBKAATTMHMBYV

2.0

T EAATTAE%T'

0.0 e

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VVDRTAATTABHHHAB
——————— TTGCGCAA-

Original motif

UP00126
DIx2

Mus musculus
Original Motif
Original Motif
Backward

2

8

0.030109

Consensus sequence: VVDRTAATTABHHHAB

2.0

=1

Ml

Weblogad 4

Reverse complement motif
Consensus sequence: BTDHHBTAATTAKDVV

20

”_;_AAHIAATTAEﬁ:?

00— pm s e e e

5 1

bits

1

(-]

Weblogod.4
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Motif ID: UP00182
Motif name: Hoxa6
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 8

Similarity score: 0.0308523
Alignment:

AMGKTAATTACCHHAD

——————— TTGCGCAA-

Original motif
Consensus sequence: AMGKTAATTACCHHAD

S|

Mugad

Reverse complement motif
Consensus sequence: DTHHGGTAATTAYCYT

2.0

0.0

D-|

e TIITA..

Dataset #: 5 Motif ID: 86 Motif name: TFW2
Original motif

Consensus sequence: YGGACTTACG

Reverse complement motif
Consensus sequence: CGTAAGTCCK

Page 680 of 752

Loga
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2.0

M}ELAGIAQ? - =

bits

bLts
S
O

Wl R B = e 1-094
Best Matches for Motif ID 86 (Highest to Lowest)
Motif ID: UP00066
Motif name: Hnf4a_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 5
Number of overlap: 10
Similarity score: 0
Alignment:
HHAYTGGACTTTHDBV
--—--YGGACTTACG--
Original motif Reverse complement motif
Consensus sequence: BBHHAAAGTCCAMTHH Consensus sequence: HHAYTGGACTTTHDBV
e AAA TCCAéI _ _ AL TII = —_—
RET 5 o - s S — 5 1w s

H

Weblogad 4 blogodd
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VDVGTAATTACBDAWW
-—YGGACTTACG—-—---

Original motif

UP00259

Hoxb6

Mus musculus
Original Motif
Reverse Complement
Backward

5

10

0.0133265

Consensus sequence: WWTDBGTAATTACVDB

20

bits

0.0 S i

ex <IAA[TAG

15
Weblogad 4

Reverse complement motif
Consensus sequence: VDVGTAATTACBDAWW

2.0

M .

15
Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00228

Bapx1

Mus musculus
Reverse Complement
Reverse Complement
Backward

5
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Number of overlap:
Similarity score:

Alignment:

DTBVTTAAGTGGTTHHV
~-—CGTAAGTCCK----

Original motif

Consensus sequence: VHHAACCACTTAAVVAH

2.0

L9 A A 244

) C N
e A e m) —.—éaf £ o —

5 10 15 :

10
0.0145352

Reverse complement motif

2.0

Consensus sequence: DTBVTTAAGTGGTTHHY

-

0.0

Webiiaga 3.4

10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHTTAAGTACTTAAMK
-CGTAAGTCCK-——--

Original motif

UP00190

Nkx2-3

Mus musculus
Reverse Complement
Reverse Complement
Backward

6

10

0.0167419

Reverse complement motif
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Consensus sequence: YYTTAAGTACTTAAHD

20

EIEZILAAMIACIIQA

15
Weblogad 4

Consensus sequence: HHTTAAGTACTTAAMK

2.0

MM

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDTTTAAGTACTTDDDD
--CGTAAGTCCK-—-—-—--

Original motif

UP00389

Nkx3-1

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

10

0.0201669

Consensus sequence: DDHDAAGTACTTAAADB

20

0.0

Em_ﬁthcIAClléé%x

Websiaga 3.4

Reverse complement motif
Consensus sequence: BDTTTAAGTACTTDDDD

2.0

ML

WekiLags 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHAHCCGGAAGTABDVD
————— YGGACTTACG—--

Original motif

uP00418

Etvée

Mus musculus
Original Motif
Reverse Complement
Forward

6

10

0.0206612

Consensus sequence: DVHBTACTTCCGGHTHB

20

.

t-—_C—_:_—li_ —
15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BHAHCCGGAAGTABDVD

20

" _a ChURACT.

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00112

Gsc

Mus musculus
Original Motif
Reverse Complement
Backward

4
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Number of overlap:
Similarity score:

Alignment:
BHDMSGGATTAMMDWBH
-———-YGGACTTACG—-—--

Original motif

10
0.0208429

Consensus sequence: HVYWHRYTAATCCSYDHV

2.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BHDMSGGATTAMMDWBH

2.0

—-—-_.A(_? ] cl-‘:_,,_'% -

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDTHGGGCGTATBHBB
-——-YGGACTTACG---

Original motif

UP00093

KIf7_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

4

10

0.0217998

Reverse complement motif
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Consensus sequence: VVDBATACGCCCHAHHD

20

%]
1

L .aTAVA

Webiiogo 3.4

Consensus sequence: DHDTHGGGCGTATBHBB

TAr.

Webiloga 3.4

it
=

00—

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDWDCCGGAAGTHRBBD
————— CGTAAGTCCK-

Original motif

uP00404

EIf2

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

10

0.0220676

Consensus sequence: DBBHACTTCCGGDWDB

2.0

bits

T

0.0 - o

eI

15
Weblogad 4

Reverse complement motif
Consensus sequence: BDWDCCGGAAGTHBBD

20

E”ﬂﬁA%GQ AAALH

0.0
15
Weblogod.4
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Motif ID: UP00413

Motif name: Elf4

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 6

Number of overlap: 10

Similarity score: 0.0221416

Alignment:

HAWYCCGGAAGTHBBD

————— CGTAAGTCCK-

Original motif Reverse complement motif

Consensus sequence: DBBHACTTCCGGKWTH Consensus sequence: HAWYCCGGAAGTHBBD
s I - = w8 e o= < AAA e

Dataset #: 5 Motif ID: 87 Motif name: TFF1

Original motif Reverse complement motif

Consensus sequence: AGGACAAAGAVV Consensus sequence: VVTCTTTGTCCT
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2.0

bits
=

0o———————
10

Wetiloga 34

2.0

bits
5

0.0

%;:(;;II__IQ - l

Wetiloga 34

Best Matches for Motif ID 87 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HBDDDAACAAAGRVBHH
—-—AGGACAAAGAVV--

Original motif

UP00062

Sox4_primary
Mus musculus
Original Motif
Original Motif
Backward

3

12
0.0258536

Reverse complement motif

Consensus sequence: HBDDDAACAAAGRVBHH

20

e ":""\-I-“'A i AA&—‘_—& ; = o=

Webiiogo 3.4

Consensus sequence: HHBBMCTTTGTTHDDBH

20

0.0
15
Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DDHTACGACAAAWDDB
—-——--AGGACAAAGAVV

Original motif

UP00072
IRC900814_primary

Mus musculus
Original Motif
Original Motif
Backward

1

12
0.0258585

Consensus sequence: DDHTACGACAAAWDDB

2.0

bits

0.0

o ACUAchs,

15
WabiLogad 4

Reverse complement motif
Consensus sequence: BHDWTTTGTCGTAHDD

2.0

15
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00030
Sox11_primary
Mus musculus
Original Motif
Original Motif
Backward

3

12
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Similarity score: 0.0284165

Alignment:
HBDDRAACAAAGRABHH
—-——-AGGACAAAGAVV--

Original motif
Consensus sequence: HBDDRAACAAAGRABHH

20

eu.—-.A i QA&Q . -
10 1

0.0—= T
5

5
Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

20

- (1 1))
& hLEy N == _

bits

0.0
5 10 15
Webloga 3.4

Motif ID: UP00101
Motif name: Sox12_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 12

Similarity score: 0.0317868
Alignment:

VVDBASACAAAGRADH

—-—--AGGACAAAGAVV-

Original motif
Consensus sequence: VVDBASACAAAGRADH

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB
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2.0

20

15
Weblogod4

oo l=== = S —— B 53 &
2 19 Eﬂ_oga:].d
Motif ID: UP00067
Motif name: Lefl_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VDDAGATCAAAGGKDDD
—-——-AGGACAAAGAVV--

Original motif

Consensus sequence: DDDYCCTTTGATCTDDV

2.0

Original Motif
Reverse Complement
Backward

3

12

0.0318041

Reverse complement motif

2.0

it
5

Consensus sequence: VDDAGATCAAAGGKDDD

A

0.

o CTTTOATe,.

S 0.0

Watiloga 3.4

A VI
8

PN — -

; — % — P N
10 15

Wabilogo 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHASATCAAAGVRHHH
—-——-AGGACAAAGAVV--

Original motif

UP00058
Tcf3_primary
Mus musculus
Original Motif
Original Motif
Forward

4

12
0.0329392

Consensus sequence: HHHASATCAAAGVRHHH

20

_acbToA

PN

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00054
Tcf7_primary
Mus musculus
Original Motif
Original Motif
Forward

4
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Number of overlap: 12
Similarity score: 0.0344802

Alignment:
BHHASATCAAAGGAHHH
—-——-AGGACAAAGAVV--

Original motif
Consensus sequence: BHHASATCAAAGGAHHH

2.0

EW,A?AIQAAA‘ﬂﬁﬁ

0.0 —

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHY

2.0

- = E:Eﬁ;g;j,}j[q;l!][(:g[ig_ﬁ

Motif ID: UP00026
Motif name: Zscan4_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:

Direction: Backward
Position number: 4

Number of overlap: 12
Similarity score: 0.0344812
Alignment:

BHHHTTGTGTGCKHVD

-VVTCTTTGTCCT—--—

Original motif

Reverse Complement
Reverse Complement

Reverse complement motif
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Consensus sequence: HVHRGCACACAAHHHV

20

E -ﬁ‘z‘A“QAGAgéA .

Weblogad 4

Consensus sequence: BHHHTTGTGTGCKHVD

2.0

. — = IIeT. TTCEI$
G 5 15

10

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDDYCCTTTGATSTDDV
--VVTCTTTGTCCT---

Original motif

UP00083
Tcf712_primary

Mus musculus
Reverse Complement
Original Motif
Backward

4

12

0.0344876

Consensus sequence: DDDYCCTTTGATSTDDV

20

0.0

__ g*?QHT-._AICl -

Websiaga 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

2.0

P ACAIC_ 5 =7

)

|

WekiLags 3.4
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UP00020
Atfl_secondary

Mus musculus

Motif ID:
Motif name:

Species:

Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward

1
12
0.0352035

Position number:
Number of overlap:
Similarity score:

Alignment:
VDATGACGADYADH
—-—-AGGACAAAGAVV

Original motif
Consensus sequence: VDATGACGADYADH

2.0

alG

— e -
5

O ——

Motif name: TFF11

Reverse complement motif
Consensus sequence: DDTMDTCGTCATDV

2.0

£ 4.0 T
Iécf_;:; géﬁgécf__ﬂ_
5 10

0.0

Reverse complement motif
Consensus sequence: HVCDBBDBCAGCAG

Dataset #: 5 Motif ID: 88

Original motif
Consensus sequence: CTGCTGBDBBDGBD
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2.0

Welsloge 34

Best Matches for Motif ID 88 (Highest to Lowest)

Motif ID: UP00193

Motif name: Rhox11_1765.2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.054015

Alignment:

WVVHWTWACAGCGBHBT

HVCDBBDBCAGCAG—-—--

Original motif
Consensus sequence: AVDVCGCTGTWAWDVVW

2.0

w
=10

B ¥ 1] - -

. A —_——— e = =

0.0 e e
15

5
Wabiloga 3.4

G - =

Webilaga 3.4

Reverse complement motif
Consensus sequence: WVVHWTWACAGCGBHBT

2.0

w
=1.0

N e III i <= - _= I
5 10

0.0
15
Webiloga 3.4

Motif ID: UuP00193
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WVVHWTWACAGCGHHVT
HVCDBBDBCAGCAG---

Original motif

Rhox11_2205.1

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

14

0.0543852

Consensus sequence: AVDHCGCTGTWAWDVVW

2.0

= 1.0

bits

0.0

S %,}9 A_QA%__ e

Watiloga 3.4

Reverse complement motif
Consensus sequence: WVVHWTWACAGCGHHVT

2.0

2]
= 1.0

=]
TII
= N vy iIse=_F —~ — L
5 10 T

0.0
15

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00027

Osrl_primary

Mus musculus
Original Motif
Reverse Complement
Backward

1

14

0.0554469
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Reverse complement motif
Consensus sequence: DHBHGCTACKGTHDHH

Alignment:
HHDHACRGTAGCHVHD
—-—CTGCTGBDBRBDGBD
Original motif
Consensus sequence: HHDHACRGTAGCHVHD
2.0 2.0

o — ; c AA Cﬂ:ﬁ: hl\fu_‘?::a ° = - A? T - ?__ T &rfu_ o34
Motif ID: UP00052

Motif name: Osr2_secondary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3
Number of overlap: 14
Similarity score: 0.0576412
Alignment:
VDWRKAKGTAGCHHDT
HVCDBBDBCAGCAG--
Reverse complement motif
Consensus sequence: VDWRKAKGTAGCHHDT
Page 699 of 752
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20

5 To -
Motif ID: UP00099

Motif name: Ascl2_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.0581121

Alignment:

BBYVVCAGCTGCBVHHD

HVCDBBDBCAGCAG——-

Original motif Reverse complement motif

Consensus sequence: BBYVVCAGCTGCBVHHD Consensus sequence: HHDVVGCAGCTGVBKVB

2.0

0.0

" - ~$&£A¢QT g;':':_“* ”

2.0

it
=

- 0.0

D = - ‘:—-:...._1-._ L -
15

Webiiaga 3.4

5

10
WebiLags 3.4

Motif ID:

UP00027
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHDHKWKGTAGCHHDK
HVCDBBDBCAGCAG--

Original motif

Osrl_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

14

0.0586391

Consensus sequence: RHHHGCTACYWRHDHV

2.0

EWA¢%CIAQ$IA3

0.0 = —

5 10

Reverse complement motif
Consensus sequence: VHDHKWKGTAGCHHDK

20

= 1.0

1§4ATlA¢g_ -

0.0

15
WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00122

Tgifl

Mus musculus
Reverse Complement
Original Motif
Forward

1

14

Page 701 of 752


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=122

Similarity score: 0.0592876

Alignment:
DABWWTGACAGCTVVBD

HVCDBBDBCAGCAG—-—--

Original motif
Consensus sequence: DABWWTGACAGCTVVBD

20

bits
a

VALCT

5 10 15
Webiiogo 3.4

A
2 X

0.0

Reverse complement motif
Consensus sequence: DBVVAGCTGTCAWWVTH

20

bits

ALV| aX

o= ]
28 5 10 15

Motif ID: UP00052
Motif name: Osr2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3

Number of overlap: 14

Similarity score: 0.0610328
Alignment:

HHHHGCTACKGTHVHH

--CTGCTGBDBBDGBD

Original motif
Consensus sequence: HHVHACRGTAGCHHHD

Reverse complement motif
Consensus sequence: HHHHGCTACKGTHVHH
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2.0

Wabiogad 4

5 10 15
WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHHDVVGTTGCTAHGGDHBAHH
———————— CTGCTGBDBBDGBD-

Original motif

UuP00098

Rfx3_primary

Mus musculus
Original Motif
Reverse Complement
Forward

9

14

0.0628447

Consensus sequence: HDTBHHCCHTAGCAACVVDHHHH

2.0

it
P

0.0

L e &S TA\ -
- S —— B

e

20

WebiLog 34

Reverse complement motif
Consensus sequence: HHHHDVVGTTGCTAHGGDHBAHH

20

1.0 ‘
=== - — o — - '_=_iq.—- —

5 10 15 20

bits

Weblagn 3.4
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Motif ID: UP00047

Motif name: Zbtb7b_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 14

Similarity score: 0.0632938
Alignment:

BBDVHGGTGGTCBKDDB

—-——CTGCTGBDBBDGBD

Original motif
Consensus sequence: BDDRVGACCACCHBDVB

20

o
=10 C
= — = CA | e gt
10 15

0.0 = T =
5
Webiiogo 3.4

Reverse complement motif
Consensus sequence: BBDVHGGTGGTCBKDDB

20

Webiloga 3.4

Dataset #: 5 Motif ID: 89 Motif name: TFM1

Original motif
Consensus sequence: CACACACACACWCACACA

Reverse complement motif
Consensus sequence: TGTGTGWGTGTGTGTGTG
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2.0

GG CAQA04geCé§A9 B

WebLaga 3.4

Best Matches for Motif ID 89 (Highest to Lowest)

Motif ID: UP00540

Motif name: Gli3_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 1

Number of overlap: 18

Similarity score: 0.0442064

Alignment:

VYWVVHCRCCACMCACGAHSBHH

————— CACACACACACWCACACA

Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20 20

Lx gAQQéGEQACRQé?

e = e ey

it
b=

5 10 15 20
WesLogo 34 Weblaga 3.4

00
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDDHVDKGCCACCCVCGCTDBVH
TGTGTGWGTGTGTGTGTG—————

Original motif

UP00538
Glil_v016060_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

1

18

0.0448118

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

WebiLogo 34

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00034
Sox7_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

1

18
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Similarity score:

Alignment:
GTVBDAATTGTVTGHGDDHKVB
TGTGTGWGTGTGTGTGTG———-

Original motif

0.0469936

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

20

1.0

bits

5.8 GT;éAlI%_I_ s

Reverse complement motif

Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

=140

bits

20
Weblogo34

g = T "
Motif ID: UP00538
Motif name: Glil_v015681_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
MHHHWHYTMCCHCCCACVAABVH
—-—CACACACACACWCACACA-—--

Original motif

Original Motif
Original Motif
Forward

3

18
0.0474757

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

Reverse complement motif
Consensus sequence: DVWTTVGTGGGHGGYAMHWHHHY
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2.0

20

= 0= == i = e e e

WebiLog 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
-—-—CACACACACACWCACACA-

Original motif

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

UP00539

Gli2_v016060_secondary
Mus musculus

Original Motif

Original Motif

Backward

2

18

0.0483565

Reverse complement motif

2.0

a_¥S _-_AI%I,I_:‘FI?A‘}-;-—_-AAG
10

=== _ 0 p— T e

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

15

=g |
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BADHBDHCGCCCMCGCAHHDBRBV
————— CACACACACACWCACACA

Original motif

UP00400
Zif268

Mus musculus
Original Motif
Original Motif
Forward

6

18
0.0502008

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

20

A C A CA

= VT T

5 10

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

10

bits

= __“_“lf_kg TA _gé_._ = I =

0.0 ——

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00526

Foxnl_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

4
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Number of overlap: 18
Similarity score: 0.0557575

Alignment:
BDVBCDACGCKCGCGTBHRKHD
-—-TGTGTGWGTGTGTGTGTG-

Original motif
Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

2.0

S, A_E‘, A¢;—:Gégqgel = e —

5 10 15 20

WebLogad 4

Reverse complement motif
Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

20

i o, — AQ#}QAQAC==:__T~ = II_ =
g 5 10 15 20

WabiLago

.

< | |

Motif ID: UP00096

Motif name: Sox13_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1

Number of overlap: 17

Similarity score: 0.549115
Alignment:

—DHHTHCCCACCCAHDDH

CACACACACACWCACACA

Original motif

Reverse complement motif
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Consensus sequence: DDDHTGGGTGGGHAHHD

20

Consensus sequence: DHHTHCCCACCCAHDDH

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBBDVVRGACCACCCAVGABBAB-

------ CACACACACACWCACACA

Original motif

Consensus sequence: BBBDVVRGACCACCCAVGABBAB

20

_2/AWA

0.0 —_—— ====43 e W = o=

e = = .
— 0.0-= ———— =

UP00538

Glil_v015681_primary
Mus musculus

Original Motif

Original Motif

Forward

7

17

0.550082

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

5 10 15

A_ N T__ 1€ -Ig- T .c[ %c:--_. s

=1 Ys=
2

Weslaga 3.4 Webblaga 3.4
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Motif ID: UuP00228

Motif name: Bapx1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 17

Similarity score: 0.553591
Alignment:

-VHHAACCACTTAAVVAH

CACACACACACWCACACA-

Original motif
Consensus sequence: VHHAACCACTTAAVVAH

2.0

S i

Wabiloga 3.4

Reverse complement motif
Consensus sequence: DTBVTTAAGTGGTTHHY

2.0

bits

0.0 I = W TaAc:Il‘e"I__
5 10 15

Webiloga 3.4

Dataset #: 5 Motif ID: 90 Motif name: TFM2

Original motif
Consensus sequence: CHHCHBTCCTSCYTCTGC

2.0

; c¥ggg$;9QT CCTcI c

0.0

Webiloga 3.4

Reverse complement motif
Consensus sequence: GCAGAKGSAGGABDGHDG

2.0

bit
5

001X =_— = ===

15

CécA Céégééxﬂ%kn

Webiioga 34
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Best Matches for Motif ID 90 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
CHHCHBTCCTSCYTCTGC-—-—--

Original motif

UP00539
Gli2_v016060_secondary
Mus musculus

Original Motif

Original Motif

Forward

1

18

0.0498793

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

=X AT ECans ~Ac
5 10 15

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

UP00528
Foxm1_primary

Mus musculus
Reverse Complement
Original Motif
Backward
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Position number:
Number of overlap:
Similarity score:

Alignment:

HADTBVADGATGCATCMTGMVHB
————— GCAGAKGSAGGABDGHDG

Original motif

Consensus sequence: HADTBVADGATGCATCMTGMVHB

2.0

“a aal AT

== _ RS
: 15

1
18

0.0564418

gélwg

Reverse complement motif

20

——

Consensus sequence: VHVRCAYGATGCATCDTVVADTH

T

—_——

e

5 10

2

WebiLogo 34

.

X1 W
10

lggl

a8
2

Weblag 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVMHHDHKGACCCTCCTSVCBH
CHHCHBTCCTSCYTCTGC----

UP00539

Gli2_v015681_secondary
Mus musculus

Original Motif

Reverse Complement
Backward

5

18

0.0565957
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Original motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

bits
=

a e 11;1J\ gz[gx;1;= =

Weblogod4

g = 5 e i B B
Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6
Number of overlap: 18
Similarity score: 0.0573354
Alignment:
BDDHVDKGCCACCCVCGCTDBVH
CHHCHBTCCTSCYTCTGC————-—

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

WebiLogo 34

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

AGQCCA e..c.

R

Webloga 3.4
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Motif ID: UP00540

Motif name: Gli3_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 6

Number of overlap: 18

Similarity score: 0.0598613

Alignment:

VYWVVHCRCCACMCACGAHSBHH

CHHCHBTCCTSCYTCTGC-=-———

Original motif Reverse complement motif

Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
20 20
o0 5 A ggggégggﬁg-kéé?_--_—ﬁﬂ == AEQ?IQ‘EIIT“FIA« XLA  =8-

% 0 i & Weblag 3.4 ? 10 L 20 Weblogn 1.4

Motif ID: UP00538

Motif name: Glil_v015681_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward
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Position number: 4

Number of overlap: 18
Similarity score: 0.0598775
Alignment:

MHHHWHYTMCCHCCCACVAABVH
—-—-CHHCHBTCCTSCYTCTGC—---

Original motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

S e }Zg%gé 'V .. Qég éAT = e X oA TV .. VY T"}ﬂe—A .-
3 19 % Webtag 3.4 3 10 8 A Weblagn 3.4
Motif ID: UP00034
Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
Number of overlap: 18
Similarity score: 0.0606451
Alignment:
GTVBDAATTGTVTGHGDDHKVB
--GCAGAKGSAGGABDGHDG--
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Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

a
E10 T
2.8 ‘:‘-IéAeI%_I__. e = p oS
é 5 10 1

5 20

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

210

bits

5 20
Weblogod4

Motif ID: UP00540

Motif name: Gli3_v015681_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 18

Similarity score: 0.0626287

Alignment:

VMYDHDGMCCHCCKBGVVAAVH

—CHHCHBTCCTSCYTCTGC—--

Original motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

a
F10 T
00 El‘sf Qfgllgn@lg = _ak
5 10 15 20

Wablogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

£10 Q A
00 A:A-T_—.ﬂ‘ TAA o 8.8 O . -_:A_._
10 15

5

WablLogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHYTCCDWCCGCGTCMMTHWHV
—-CHHCHBTCCTSCYTCTGC---

Original motif

UP00527

Foxn4_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

4

18

0.0626567

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

2.0

=X A JIIVIVESS _FoaS

20
WebLogad 4

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

it
=

s QIEQ Igg A L A9 AGE

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00032
Gata3_primary

Mus musculus
Original Motif
Reverse Complement
Backward
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Position number: 4

Number of overlap: 18
Similarity score: 0.064761
Alignment:

HBHDVHDTCTTATCTHTDDHDV
—-CHHCHBTCCTSCYTCTGC---

Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

@

51.0
" e e TR == = -
0 T - : :

10 15 20

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

10/ IV =

e e T3 | e

5 10 15 20

0= R

WabiLogod 4

Dataset #: 5 Motif ID: 91 Motif name: TFM3

Original motif
Consensus sequence: KTTTTTTKTTTTTTDAAB

I,

Wetiloga 3.4

Best Matches for Motif ID 91 (Highest to Lowest)

Motif ID: UP00032
Motif name: Gata3_primary

Reverse complement motif
Consensus sequence: BTTHAAAAAAYAAAAAAR

ST

00—

WetrLoga 3.4
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBHDVHDTCTTATCTHTDDHDV
BTTHAAAAAAYAAAAAAR-——-

Mus musculus
Reverse Complement
Original Motif
Forward

1

18

0.0426153

Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

e AR AACA e TOLIRIV

e A I Ilc = = o= e N R | o

P ==  _ —— N

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

5 10 15 20 5 10 15 20
WabLogad 4 WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00034
Sox7_primary

Mus musculus
Reverse Complement
Original Motif
Backward

3

18

0.0478771
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Alignment:
HHBDHDDAACAATDRHHHHHBW
--BTTHAAAAAAYAAAAAAR--

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

E e - Ag;% 1 | ==

— A AT __I___ e —

5 10 15

WablLogo 34

Motif ID: UP00034

Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 18

Similarity score: 0.0564691

Alignment:

VVYDDDCHCAVACAATTDRBVAC

BTTHAAAAAAYAAAAAAR-——-

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

Reverse complement motif

Consensus sequence: VVYDDDCHCAVACAATTDBVAC
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2.0

1.0

bits

20

=38 cIéAlIé_I__ xe =
: 5 K B

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

—HHVBYTTTTTTTTDDVV
KTTTTTTKTTTTTTDAAB

Original motif

Consensus sequence: VBDDAAAAAAAAMVBHH

2.0

UP00077

Srf_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

1

17

0.52452

Reverse complement motif

2.0

Consensus sequence: HHVBYTTTTTTTTDDVV

e e S P e

0.0

WebiLags 3.4

Motif ID:

UP00090
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
-DDHBTTTTTTTTHDAVH
KTTTTTTKTTTTTTDAAB

Original motif

EIf3_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

1

17

0.531868

Consensus sequence: DBTHHAAAAAAAAVHDH

2.0

bits

= — =

-VV.Y.1.V.V- V.

5

Watiloga 3.4

Reverse complement motif
Consensus sequence: DDHBTTTTTTITTHDAVH

2.0

1.0

bits

- . _._?IIIIF[I - .:f_‘.% S

0.0

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00121

Hoxd10

Mus musculus
Original Motif
Reverse Complement
Backward

1

17
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Similarity score: 0.539211

Alignment:
—-HDDDATTTTATTKVRDB
KTTTTTTKTTTTTTDAAR

Original motif
Consensus sequence: VDKVYAATAAAATDDDH

20

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB

20

B TI‘TATT
— :—*:ﬁ-= AATIACGA &= -
10 15

0.0 =
5

Webiloga 3.4

Motif ID: UP00073

Motif name: Foxa2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2

Number of overlap: 17

Similarity score: 0.539687
Alignment:

HHWAWGTAAAYAAAVDB-

—KTTTTTTKTTTTTTDAAB

Original motif
Consensus sequence: HHWAWGTAAAYAAAVDB

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH
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2.0 2.0

ool= ““-‘“A‘%‘AIAA g é%

bits
bits
5

x¥ A TIAgglf_h

Websiags 3.4 WebiLags 1.4

15

Motif ID: UP00039

Motif name: Foxj3_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 1

Number of overlap: 17

Similarity score: 0.542507

Alignment:

DVVTTTGTTTACDTHDH-

BTTHAAAAAAYAAAAAAR

Original motif Reverse complement motif

Consensus sequence: HDHADGTAAACAAAVVH Consensus sequence: DVVTTTGTTTACDTHDH
2.0 2.0

£L10 TAA £10 TTA
o —,-—JE‘\‘"-"—T—A.‘,C: - N é@; : p— o II A AP g_.-.}'—?—_f: -

5 10 15 s 5 10 15 S
Motif ID: UP00061
Motif name: Foxl1_primary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
-VVVWTTGTTTAMATTWD
BTTHAAAAAAYAAAAAAR-

Original motif

Mus musculus
Reverse Complement
Original Motif
Backward

2

17

0.547029

Consensus sequence: DWAATRTAAACAAWVVB

2.0

~AATX A Q éé_

0.01== =

5 10

Wabiloga 3.4

Reverse complement motif
Consensus sequence: VWWWTTGTTTAMATTWD

2.0

R ;!:I A _'CI'AIII

0.0 — =

5 10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00051

Sox8_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

17

0.547298
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—-DDDHDAACAATWBATDD
BTTHAAAAAAYAAAAAAR-

Original motif
Consensus sequence: DDATBWATTGTTHHDDD

2.0

’E“I;‘.\_AITAIIE_-_ e
10

0.0 = ——
5 15
Wabiloga 3.4

Reverse complement motif
Consensus sequence: DDDHDAACAATWBATDD

2.0

Webiloga 3.4

>

Dataset #: 5 Motif ID: 92 Motif name: TFM11

Original motif
Consensus sequence: CAMACACACACAYDCACACA

{achAchciac, Chol

Webtlaga 3.4

Best Matches for Motif ID 92 (Highest to Lowest)

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif

Direction: Forward

Position number: 1

Number of overlap: 20

Reverse complement motif
Consensus sequence: TGTGTGDKTGTGTGTGIRTG

aaﬁ?IATCEAln_ TA; TGATT,___TTTQA

10

WebtLaga 3.4
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Similarity score: 0.0426758

Alignment:
BDDHVDKGCCACCCVCGCTDBVH
TGTGTGDKTGTGTGTGTRTG——--

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

== B e e N - = A O o T
: e " H s 5 o 15 P
Motif ID: UP00034
Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3
Number of overlap: 20
Similarity score: 0.0439623
Alignment:
GTVBDAATTGTVTGHGDDHKVB
TGTGTGDKTGTGTGTGTRTG—-

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC
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2.0 20

4]
1.0

EM =X GféAlI%_I__ e 2 1 | X < C?_QQA%II:“.E _Q“_QQ

bits

Motif ID: UP00540

Motif name: Gli3_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 1

Number of overlap: 20

Similarity score: 0.0449001

Alignment:

VYWVVHCRCCACMCACGAHSBHH

—-——CAMACACACACAYDCACACA

Original motif Reverse complement motif

Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
2.0 20
JeZx Qgggégggﬁghgéemﬁg o= xGOIUTMIVMIY oo

5 10 15 20 Vi 5 10 15 20 e
Motif ID: UP00538
Motif name: Glil_v015681_secondary
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Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 1

Number of overlap: 20

Similarity score: 0.0492241

Alignment:

MHHHWHYTMCCHCCCACVAABVH

CAMACACACACAYDCACACA---

Original motif Reverse complement motif

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY
20 20
" = :.!-:}:.:E;é , &\ N Gég__é—g—r = o= ﬂl__':-_-e-Ie—.—___—_-_.—__ g T‘}ﬂe% .

3 0 8 2 WebiLogo 34 3 10 L A Webloga 3.4

Motif ID: UP00539

Motif name: Gli2_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 2

Number of overlap: 20

Similarity score: 0.0524009
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Alignment:
RTHBSYCGCCMCMYVCGBTVDH
-CAMACACACACAYDCACACA-

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

X = ":Eggggécggﬁ c2

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

[ . -%--!:_ﬁ: = é.“ . AI:.E?:_‘FI ‘“.\“."-:—*:-—-A‘?‘g
24 5 20 o £ 5 10 15 R o
Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 20
Similarity score: 0.0527926

Alignment:
BADHBDHCGCCCMCGCAHHDBRBV
—-——-CAMACACACACAYDCACACA

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBV

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB
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2.0 20

Motif ID: UP00050

Motif name: Bhlhb2_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 2

Number of overlap: 20

Similarity score: 0.0547661

Alignment:

ACHRBHDTCCACGTGYAHHBMHM
—-CAMACACACACAYDCACACA--

Original motif Reverse complement motif
Consensus sequence: YDYBDHTMCACGTGGADDBMDGT Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

2.0 20

w 0
E10 T E10
A A C TC TA
= = o= IPWLWFTS - X T =AM — e -
5 15 20

XL

WebbLaga 34

Motif ID: UP00526
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Motif name: Foxnl_secondary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 20

Similarity score: 0.0575159
Alignment:

DDRMHBACGCGYGCGTDGRBEBDB
—-CAMACACACACAYDCACACA-

Original motif

Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

2.0

o A% A%LQQQJ ——

5 10 15 20
WabLogad 4

Reverse complement motif

Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

20

= & AQ@QAC;‘C=
! ) ) i} 1

bi

5

5

I 2 —rl__.x
20

WabiLogod4

Motif ID: UP00538

Motif name: Glil_v015681_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward

Position number: 2

Number of overlap: 19

Similarity score: 0.551038
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Alignment:
—-BBBDVVRGACCACCCAVGABBAB
-—-—CAMACACACACAYDCACACA-

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

20

Webloga 3.4

o6 — :.:-ﬁAIé = A :;A-—-éé‘iqé? a6 ::I'f_.’:lsg._.lz_x'{ I v ; 9"-':-_-
Motif ID: UP00527
Motif name: Foxn4_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2
Number of overlap: 19
Similarity score: 0.551577
Alignment:
—-VDWDARRGACGCGGWHGGAKHV
—-—CAMACACACACAYDCACACA-

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHV

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV
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2.0

20

&6 E“.\I - ﬁa!}.-.:._-_ A 1 'r?_'!;“‘%'fE-:-QI-_- = Ty e o —_—n A =
Dataset #: 5 Motif ID: 93 Motif name: TFM12

Original motif
Consensus sequence: RAGKGMAGVRRGSRCASAGV

Best Matches for Motif ID 93 (Highest to Lowest)

Motif ID: UP00528
Motif name: Foxm1_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 20

Similarity score: 0.0465838
Alignment:

MWSMBAARRATGCDCABHATGD
RAGKGMAGVRRGSRCASAGV--

Reverse complement motif
Consensus sequence: VCTSTGKSCMKBCTRCYCTK

20

| CI(?%QE?QQI . CL%Q$QL§

0.0
10
Websloga 1.4
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Original motif

Consensus sequence: MWSMBAARRATGCDCABHATGD

2.0

1.0

bits

AA

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

m 20

HER2E o B4 JS°L NI RS % A5
10 20 i 5
Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVMHHDHKGACCCTCCTSVCBH
-—-VCTSTGKSCMKBCTRCYCTK

Original motif

Reverse Complement
Reverse Complement
Backward

1

20

0.0472219

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

Agé L=_

Wablogad 4

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

w
- A CT
10 15

WablLogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
RTHBSYCGCCMCMYVCGBTVDH
VCTSTGKSCMKBCTRCYCTK--

Original motif

UP00539

Gli2_v016060_secondary
Mus musculus

Reverse Complement
Original Motif

Forward

1

20

0.0477526

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

=

0.0

. ?;gggcAcggﬂg‘-‘?-’[

=

5 10

WebLogad 4

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

0o - . g;-:_-_ AT=T—== -et“.“-:-—--}‘?‘g
5 10 15 20
WabLogod 4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00034
Sox7_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward
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Position number: 3

Number of overlap: 20
Similarity score: 0.0479772
Alignment:

VVYDDDCHCAVACAATTDBVAC
VCTSTGKSCMKBCTRCYCTK—--

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

1.0

J=X CIéAlI%I e = -
5 10

15 20
WabLogad 4

bits

0.

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

2.0

10

bits

2 o oo AMATT, ac

5 20
WabiLogod 4

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 20

Similarity score: 0.0487318

Alignment:

BDDHVDKGCCACCCVCGCTDBVH
VCTSTGKSCMKBCTRCYCTK---

Original motif

Reverse complement motif
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Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

20

TuuCa _

Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

1 ACQCCA (e .

bits

20

Weblaga 3.4

ol - DG T o nca%-f CE TN e e ECSCT
Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4
Number of overlap: 20
Similarity score: 0.0495675
Alignment:

VYWVVHCRCCACMCACGAHSBHH
VCTSTGKSCMKBCTRCYCTK-—--

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

20

) S 7\ CACCCAC paoe .

e )

Weslaga 3.4

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

it
b=

o= ,._‘E-:—_?"'I_’*Ig'i‘-crIT"FI-#JI'-.E’} = 28

5 10 15 20
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VMYDHDGMCCHCCKBGVVAAVH
VCTSTGKSCMKBCTRCYCTK--

Original motif

UP00540

Gli3_v015681_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

20

0.0506701

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

20

o= EIIE Q:«%:;; .-L:;_,?r.-%g ;-;,:?E___

Weblogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

| C C
N Q A
,ﬂ-;__.__ =~ lﬂ,& e B O _:=.-=A_._
= 10 15

20
Weblogo34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UuP00400

Zif268

Mus musculus
Original Motif
Reverse Complement
Forward

1

20
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Similarity score: 0.0532516

Alignment:
BADHBDHCGCCCMCGCAHHDBBV
RAGKGMAGVRRGSRCASAGV---

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

bits

A C ACA

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

. TuCuIMWMes. 1

Webloga 3.4

s == - = 1.10_ o ?TLT—E e -‘I:Ma‘ ol === =
Motif ID: UP00526
Motif name: Foxnl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2
Number of overlap: 20
Similarity score: 0.0536082
Alignment:
HDWHMHGACGCGCGTRBVVBHW
-VCTSTGKSCMKBCTRCYCTK-

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

Reverse complement motif

Consensus sequence: HDWHMHGACGCGCGTRBVVBHW
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Motif ID: UP00098
Motif name: Rfx3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 4
Number of overlap: 20
Similarity score: 0.0554568

Alignment:
BDBBVBVGTAWCCAAGVBHBAGB
—-——-RAGKGMAGVRRGSRCASAGV

Original motif
Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

“
10

WL EL . o CTTA“IT_ﬁ -

20

WesLago 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

Dataset #: 5 Motif ID: 94 Motif name: TFM13
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Original motif
Consensus sequence: TTTTTTTKTTKTTTAATTHW

WebLaga 34

Best Matches for Motif ID 94 (Highest to Lowest)

Motif ID: UP00032

Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 2

Number of overlap: 20

Similarity score: 0.0558709

Alignment:

BDHDDADAGATAAGADHBDHVD
-WHAATTAAARAARAAAAAAA-

Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

Reverse complement motif
Consensus sequence: WHAATTAAARAARAAAAAAA

éAﬁAé Aﬁ

WebsLoga 3.4

20

%%ééI;AA cA:

0.0 -

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV
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2.0

Motif ID: UP00034
Motif name: Sox7_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HHBDHDDAACAATDRHHHHHBW
WHAATTAAARAARAAAAAAA--

Original motif

Reverse Complement
Original Motif
Backward

3

20

0.0604961

Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

T = AL\ P, . - B P 2 L 1B S
5 10 15 20 5 10 15 20
WabLagad 4 Wablogo 34
Motif ID: UP00032
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBHDVBWGATHBTATCRVBHHH
-TTTTTTTKTTKTTTAATTHW-

Original motif

Gata3_secondary
Mus musculus
Original Motif
Original Motif
Backward

2

20

0.0784238

Consensus sequence: HBHDVBWGATHBTATCRVBHHH

2.0

% m AT ATC
= Ié e _-_-:‘—I::-?__-:.Ie e T
5 10 -:';-

B

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH

20

% : AI ATC
e %‘eﬂ:’ "6;"‘-; - s I_""V
5 10 15

00

WabiLogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00034

Sox7_secondary
Mus musculus
Original Motif
Original Motif
Backward

1

20

0.0790353
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Alignment:
GTVBDAATTGTVTGHGDDHKVEB
-—TTTTTTTKTTKTTTAATTHW

Original motif

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

0.0 LI N ?IéAI-I%-I-- £
5 T 10

bits

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

10

bits

WablLogo 34

=7 B 0 ol o
12 i Weblogad 4 3
Motif ID: UP00528
Motif name: Foxm1_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
-MWSMBAARRATGCDCABHATGD
WHAATTAAARAARAAAAAAA-——

Original motif

Reverse Complement
Original Motif
Backward

4

19

0.574613

Consensus sequence: MWSMBAARRATGCDCABHATGD

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR
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Motif ID: UP00077

Motif name: Srf_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 4

Number of overlap: 17

Similarity score: 1.5444

Alignment:

HHVBYTTTTTTTTDDVV——--—

-—-WHAATTAAARAARAAAAAAA

Original motif Reverse complement motif
Consensus sequence: VBDDAAAAAAAAMVBHH Consensus sequence: HHVBYTTTTTTTTDDVV

2.0

0.0 = ————-—— E S o
15
Webloga 3.4

ST .

Motif ID: UP00262
Motif name: Lhx1
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

———-BHTWWTTAATTAATDVV
TTTTTTTKTTKTTTAATTHW

Original motif

Mus musculus
Original Motif
Reverse Complement
Backward

1

17

1.54972

Consensus sequence: VVDATTAATTAAWWAHB

2.0

= ‘egcz _1n
5

15

10

Websiags 3.4

Reverse complement motif
Consensus sequence: BHTWWTTAATTAATDVV

2.0

I AA
_ i II—*‘-"—(;E i ASE =
5 10 15

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00188

Lmx1la

Mus musculus
Original Motif
Reverse Complement
Forward

4

17

1.55162
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Alignment:
CVHHTTAATTAAWWWHB---

———-TTTTTTTKTTKTTTAATTHW

Original motif

Consensus sequence: CVHHTTAATTAAWWWHB

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BDWWWTTAATTAAHHVG

2.0

ELAAATTAATTAA .

15
Webiloga 3.4

=3

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
-—-BAATHAATTAATAAHWW
TTTTTTTKTTKTTTAATTHW-

Original motif

UP00244

TIx2

Mus musculus
Original Motif
Reverse Complement
Backward

2

17

1.55254

Consensus sequence: BAATHAATTAATAAHWW

Reverse complement motif
Consensus sequence: WWDTTATTAATTHATTV
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2.0 2.0
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bits

Websiags 3.4 WebiLags 1.4

Motif ID: UP00169

Motif name: Lmx1b

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 4

Number of overlap: 17

Similarity score: 1.55258

Alignment:

—-——BHDATTAATTAAWWWHB

WHAATTAAARAARAAAAAAA-—-

Original motif Reverse complement motif
Consensus sequence: VDWWWTTAATTAATDHB Consensus sequence: BHDATTAATTAAWWWHB

2.0 2.0

= 0.

Webriogo 3.4 Webloga 3.4
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Results created by MOTIFSIM on 06-18-2018 15:05:43
Runtime: 848.838 seconds

MOTIFSIM is written by Ngoc Tam L. Tran
Motif logo generated by weblogo
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