MOTIFSIM - MOTIF SIMilarity Detection Tool

Version 2.2

INPUT

Input Parameters

Number of files: 2

Number of top significant motifs: 10

Number of best matches: 5

Similarity cutoff >= 0.75

Matching motif database: UniProbe Mus Musculus
Motif tree: Yes

Combined similar motifs: Yes

Output file type: All

Output file format: All

Input files and motif counts

File name Count of motifs Dataset number
W-ChIPMotifs_ DM230.txt 11 1
RSAT_peak-motifs_DM230.txt 10 2
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RESULTS

Best Matches in Database for Each Motif (Highest to Lowest)

Dataset #: 1 Motif ID: 1 Motif name: TFW1

Original motif
Consensus sequence: GTCGCG
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Best Matches for Motif ID 1 (Highest to Lowest)
Motif ID: UP00065
Motif name: Zfp161_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position humber: 9
Number of overlap: 6
Similarity score: 0
Alignment:
GYCGCGCARBGCVB
GTCGCG————————

Reverse complement motif
Consensus sequence: CGCGAC
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Original motif

Consensus sequence: GYCGCGCARBGCVB
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Reverse complement motif
Consensus sequence: VVGCYMTGCGCGKC
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BBGHCACGCGACDD
—————— CGCGAC--

Original motif

UP00060
Max_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

3

6

0.00875457

Consensus sequence: BBGHCACGCGACDD
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Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WHSGCGCGCCHTDHB
-——-CGCGAC——-——--

Original motif

Consensus sequence: VHDADGGCGCGCSHW
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UP00003

E2F3_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

6

6

0.0102952

Webilaga 34

Reverse complement motif
Consensus sequence: WHSGCGCGCCHTDHB
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00526
Foxnl_primary

Mus musculus
Reverse Complement
Original Motif
Backward
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Position number: 7

Number of overlap: 6
Similarity score: 0.0119605
Alignment:

WHVBVVMACGCGCGTCDYHWDH

—————————— CGCGAC—————--

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

2.0

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW
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Motif ID: UP00527
Motif name: Foxn4_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 10
Number of overlap: 6
Similarity score: 0.014366
Alignment:
VDWDARRGACGCGGWHGGAKHV
——————— GTCGCG—————————
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Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV
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Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV
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Dataset #: 1 Motif ID: 2 Motif name: TFW2

Original motif
Consensus sequence: SCGCGCGG
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Best Matches for Motif ID 2 (Highest to Lowest)

Motif ID: UP00526

Motif name: Foxnl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 8

Number of overlap: 8

Similarity score: 0

Reverse complement motif
Consensus sequence: CCGCGCGS
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Alignment:
HDWHMHGACGCGCGTRBVVBHW

Original motif

Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

2.0

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW
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Motif ID: UP00065
Motif name: Zfp161_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVGCVMTGCGCGKC
————— CCGCGCGS-

Original motif
Consensus sequence: GYCGCGCARBGCVB

Reverse Complement
Reverse Complement
Backward

2

8

0.00228411

Reverse complement motif
Consensus sequence: VVGCVMTGCGCGKC
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Motif ID: UP00003
Motif name: E2F3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif Reverse Complement
Backward
7
8
0.00337853

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
WHSGCGCGCCHTDHB

Reverse complement motif
Consensus sequence: WHSGCGCGCCHTDHB

20
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-CCGCGCGS

Original motif
Consensus sequence: VHDADGGCGCGCSHW
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHVGCGCGCCKTDHB
-CCGCGCGS——=——-

Original motif

Consensus sequence: VHDARGGCGCGCVHH

2.0

E2F2_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

8

0.00399923

Reverse complement motif
Consensus sequence: HHVGCGCGCCKTDHB
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Motif ID: UP00065
Motif name: Zfp161_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Original Motif
Backward

5

8
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Similarity score: 0.00484534

Alignment:
DDGCGCGCGCRCHYRD
-—-—--CCGCGCGS——-—--

Original motif
Consensus sequence: DDGCGCGCGCRCHYRD

20

Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD

2.0

Dataset #: 1 Motif ID: 3 Motif name: TFW3

Original motif
Consensus sequence: CGGCYBCGCG
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Best Matches for Motif ID 3 (Highest to Lowest)

Motif ID: UP00400

Motif name: Zif268

Species: Mus musculus
Matching format of first motif: Reverse Complement

Reverse complement motif
Consensus sequence: CGCGBMGCCG

2.0

o
o c C
A C
_— L em—j S e
5

Page 10 of 90


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=400

Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVVDHHTGCGYGGGCGDHVHHTB

Original motif

Reverse Complement
Backward

8

10

0.0331859

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV
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Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

UuP00007

Egrl_primary
Mus musculus
Original Motif
Original Motif
Backward

3

10
0.0342114
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HCCGCCCCCGCAHB
--CGGCYBCGCG--

Original motif

Consensus sequence: HCCGCCCCCGCAHB
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Reverse complement motif
Consensus sequence: VHTGCGGGGGCGGH
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBBVDDDRTRGCGTCBBYTHGA
——————————— CGGCYBCGCG-

Original motif

UuP00527

Foxn4_primary
Mus musculus
Original Motif
Original Motif
Forward

12

10

0.0356548

Consensus sequence: DBBVDDDRTRGCGTCBBYTHGA

Reverse complement motif
Consensus sequence: TCDAMVBGACGCMAKDDDVBBD
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Motif ID: UP00526
Motif name: Foxnl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 11
Number of overlap: 10
Similarity score: 0.041792
Alignment:
HDWHMHGACGCGCGTRBVVBHW

—————————— CGCGBMGCCG--

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH
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Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW
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Motif ID: UP00065
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Motif name: Zfpl161_primary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 2

Number of overlap: 10

Similarity score: 0.041904

Alignment:

DDGCGCGCGCRCHYRD

————— CGCGBMGCCG-

Original motif
Consensus sequence: DDGCGCGCGCRCHYRD

2.0

Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD

20

Dataset #: 1 Motif ID: 4 Motif name: TFF1

Original motif
Consensus sequence: CGGVGCCGCVGC

Reverse complement motif
Consensus sequence: GCVGCGGCBCCG
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Best Matches for Motif ID 4 (Highest to Lowest)

E2F3_secondary

Mus musculus

Motif ID:
Motif name:

Species:

Matching format of first motif Original Motif
Matching format of second motif Original Motif
Direction: Forward

5
12
0.0423593

Position number:
Number of overlap
Similarity score:

Alignment:
HBHWYGGCGCCAMDVBB

—-—-——CGGVGCCGCVGC-

Original motif
Consensus sequence: HBHWYGGCGCCAMDVBB
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Reverse complement motif
Consensus sequence: BBBDYTGGCGCCKWDBD
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVBWYGGCGCCAADVBB
—-——-—-CGGVGCCGCVGC-

Original motif

UP00001
E2F2_secondary
Mus musculus
Original Motif
Original Motif
Forward

5

12

0.046515

Consensus sequence: HVBWYGGCGCCAADVBB

20
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Webiiogo 3.4

Reverse complement motif
Consensus sequence: BBBDTTGGCGCCKWVVD
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00088

Plagll_primary
Mus musculus

Reverse Complement

Original Motif
Forward

1

12
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Similarity score: 0.0472704

Alignment:
VBVGGGGSSCCCCHHV
GCVGCGGCBCCG———-

Original motif
Consensus sequence: BHDGGGGSSCCCCBVV
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Reverse complement motif
Consensus sequence: VBVGGGGSSCCCCHHV
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Motif ID: UP00099
Motif name: Ascl2_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 12

Similarity score: 0.0476914
Alignment:

BBYVVCAGCTGCBVHHD

-——-GCVGCGGCBCCG-

Original motif
Consensus sequence: BBYVVCAGCTGCBVHHD

Reverse complement motif
Consensus sequence: HHDVVGCAGCTGVBKVB
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Motif ID: UP00043

Motif name: Bcl6b_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5

Number of overlap: 12

Similarity score: 0.0508178
Alignment:

HBBBCCGCCCCWHHHV

GCVGCGGCBCCG—---

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH

20

Original motif
Consensus sequence: HBBBCCGCCCCWHHHV
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Dataset #: 1 Motif ID: 5 Motif name: TFF11
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Original motif
Consensus sequence: GGMGGRGGCGGVGC

CUG_Ve
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Best Matches for Motif ID 5 (Highest to Lowest)

Motif ID: UP00000

Motif name: Smad3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 1

Number of overlap: 14

Similarity score: 0.0294317
Alignment:

BHBHDTGGCGGGGBDHD

---GCVCCGCcecMeeyYee

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

15
Watiloga 3.4

Reverse complement motif
Consensus sequence: GCVCCGCCMCCYCC

L6 0e.06

Webitaga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDHHMCGCCCCCTHVBB
—-GCVCCGCCMCCYCC—--

Original motif

UP00002

Sp4_primary

Mus musculus
Reverse Complement
Original Motif
Forward

2

14

0.0308559

Consensus sequence: BDHHMCGCCCCCTHVBB

20

Reverse complement motif
Consensus sequence: BVWWHAGGGGGCGRDHHB

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00033
Zfp410_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

3
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Number of overlap:
Similarity score:

Alignment:
BHHBHCCGCCCCDHHHH
-—-GCVCCGCCMCCYCC-

Original motif

14
0.0379479

Consensus sequence: BHHBHCCGCCCCDHHHH

2.0

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

2.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HBBBCCGCCCCWHHHV
-GCVCCGCCcMCCYCC-

Original motif

uP00043

Bcléb_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

2

14

0.0383359

Reverse complement motif
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Consensus sequence: HBBBCCGCCCCWHHHV

20
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Consensus sequence: BHHHWGGGGCGGBBVH

2.0

Weblogodd

Motif ID: UP00021

Motif name: Zfp281_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2

Number of overlap: 14

Similarity score: 0.0388307
Alignment:

GKRGGGGGGGGGGBD

GGMGGRGGCGGVGC-

Original motif
Consensus sequence: DBCCCCCCCCCCMYC

20

S

15
Webiloga 3.4

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

20
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Dataset #: 1 Motif ID: 6 Motif name: TFM2

Original motif
Consensus sequence: RGRGGAGRRGGHGGDG

5 10 15
WabiLlogad 4

Best Matches for Motif ID 6 (Highest to Lowest)

Motif ID: UP00033

Motif name: Zfp410_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 2

Number of overlap: 16

Similarity score: 0.0508679
Alignment:

BHHBHCCGCCCCDHHHH

CHCCBCCKMCTCCKCM-

Original motif
Consensus sequence: BHHBHCCGCCCCDHHHH

Reverse complement motif
Consensus sequence: CHCCBCCKMCTCCKCM

2.0
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Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

Page 23 of 90


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=033

2.0

2.0

T CQIQQQCA = PO I e 195_—1:_; == =
10 15 i 5 10 15 S
Motif ID: UP00007
Motif name: Egrl_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 16
Similarity score: 0.0564739
Alignment:
BBHBGAGTGGGAHHDB
RGRGGAGRRGGHGGDG

Original motif
Consensus sequence: BBHBGAGTGGGAHHDB

2.0

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV

2.0
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Motif ID: UP00400
Motif name: 2if268
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Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BADHBDHCGCCCMCGCAHHDBBV
—-——-CHCCBCCKMCTCCKCM-—--

Original motif

Mus musculus
Reverse Complement
Original Motif
Backward

4

16

0.0588056

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20
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Motif ID: UP00539

Motif name: Gli2_v016060_secondary

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Reverse Complement
Original Motif
Forward

4

16

0.0589361
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Alignment:
RTHBSYCGCCMCMYVCGBTVDH
—-——CHCCBCCKMCTCCKCM---

Original motif

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHDYGGGGGGGGBVD
RGRGGAGRRGGHGGDG

Original motif

UuP00022

Zfp740_primary

Mus musculus
Original Motif
Reverse Complement
Forward

1

16

0.0599837

Consensus sequence: HVBCCCCCCCCMHHHB

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD
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20

Dataset #: 1 Motif ID: 7 Motif name: TFM1

Original motif
Consensus sequence: WTKTTTTTHWTTTTTTBT

TTI %ITI

Best Matches for Motif ID 7 (Highest to Lowest)

0.0

b 7

WebLaga 3.4

Motif ID: UP00034

Motif name: Sox7_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 5

Number of overlap: 18

Similarity score: 0.0406097

Alignment:

Reverse complement motif
Consensus sequence: ABAAAAAAWHAAAAARAW

2.0
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HHBDHDDAACAATDRHHHHHBW
—-——-—-ABAAAAAAWHAAAAARAW

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

bits

AR . .

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

WablLogo 34

ol el 1 Q = S g " X AQ% | 1 YVl ==x .. 5
5 o 5 D ; I pe
Motif ID: UP00032
Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2
Number of overlap: 18
Similarity score: 0.0549239
Alignment:
HBHDVHDTCTTATCTHTDDHDV
———WTKTTTTTHWTTTTTTBT-

Original motif
Consensus sequence: BDHDDADAGATAAGADHBDHVD

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

Page 28 of 90


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=032

2.0

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VVYDDDCHCAVACAATTDBVAC
—-—-ABAAAAAAWHAAAAARAW-

Original motif

UP00034
Sox7_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

18

0.0554316

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

1.0

s 2 ¥ ‘:‘-IéAlIé_I__ s =
: 5 K 15

bits

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

10

bits

5 20

Weblogod4

Motif ID:

UP00528
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

MWSMBAARRATGCDCABHATGD
—-ABAAAAAAWHAAAAARAW---

Original motif

Foxm1_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

2

18

0.0582891

Consensus sequence: MWSMBAARRATGCDCABHATGD

2.0

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

cax II.QA-lgl; XS

20
WabiLogod4

Cé E A F=N - .;:A:-__AQA—_ A;Q — 4
5 10 — — 15 - _2'? i ik 5 = _m
Motif ID: UP00032
Motif name: Gata3_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Original Motif
Backward

3

18
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Similarity score: 0.0594078

Alignment:
HBHDVBWGATHBTATCRVBHHH
-—-ABAAAAAAWHAAAAARAW--
Original motif Reverse complement motif
Consensus sequence: HBHDVBWGATHBTATCRVBHHH Consensus sequence: HHHBBMGATAVHATCWVVDHVH
= === ITAAT ATC £ = e —_— TA-:IA ATCAA
oo =T = , e .
Dataset #: 1 Motif ID: 8 Motif name: TFM3
Original motif Reverse complement motif
Consensus sequence: WWHTTTTTCABAAWTTWA Consensus sequence: TWAAWTTVTGAAAAAHWW

2.0+ 20

gﬁT%ATgTIlgéﬁAAQ%IIA i AAA TTnAA é AATT

Webilogo 3.4 Wetiloga 3.4

Best Matches for Motif ID 8 (Highest to Lowest)

Motif ID: UP00034

Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
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Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVYDDDCHCAVACAATTDBVAC
WWHTTTTTCABAAWTTWA-——-—

Original motif

Reverse Complement
Forward

1

18

0.0560226

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

bits

1.0 T
= L *:‘-IéA e_Ié_I_ xS &3
24 5 B 15

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

bits

20

1.0

aC

1y T I
i WabiLogad 4 3
Motif ID: UP00032
Motif name: Gata3_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

Original Motif
Original Motif
Backward

2

18

0.065044
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BDHDDADAGATAAGADHBDHVD
——-WWHTTTTTCABAAWTTWA-

Original motif

Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

)
E10
0.0 _-__,!__—;Ie___A_ ! f._.QA‘_“A:_ =

5 10

WabLogad 4

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

101 [AIV] &

e N SRR = ]

pol—== —— N

5 10 15 20
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HBHDVBWGATHBTATCRVBHHH
————-WWHTTTTTCABAAWTTWA

Original motif

UP00032
Gata3_secondary
Mus musculus
Original Motif
Original Motif
Backward

1

18

0.0697095

Consensus sequence: HBHDVBWGATHBTATCRVBHHH

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH
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2.0

20

10 AI ATC
o %'ﬂ.\‘: e:‘. = e I_"""_._
g 10 15

bits

= e R — = == S
5 10 15 20 G e 5
Motif ID: UP00034
Motif name: Sox7_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

WBHHHHHMDATTGTTHDHDVHH
TWAAWTTVTGAAAAAHWW-————

Original motif

Reverse Complement
Reverse Complement
Forward

1

18

0.071426

Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

.
e R oy . x._ 2 ol = =X LB e s
5 10 15 20 5 10 15 20
Wablogad 4 WabLogod 4
Motif ID: UP00528
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DCATDBTGHGCATKMTTBRSWR
——WWHTTTTTCABAAWTTWA--

Original motif

Foxm1_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

3

18

0.0731314

Consensus sequence: MWSMBAARRATGCDCABHATGD

2.0

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

0.0 —_—

cax llqu-Tgl; XS
15

WabiLogod4

Dataset #: 1 Motif ID: 9

Original motif

Motif name: TFM12

Consensus sequence: CYYCBBCYYYTCCHCCTYYY

Reverse complement motif
Consensus sequence: KKKAGGDGGAKKMGBBGKMG
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bits

0.0
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Weblaga 34

Best Matches for Motif ID 9 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDBABCGBKRGYGGCGMSBHAK
—-—KKKAGGDGGAKKMGBBGKMG

Original motif

UP00539
Gli2_v016060_secondary
Mus musculus

Reverse Complement
Reverse Complement
Backward

1

20

0.0528574

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

g ?E%

Egcécg9?9¢LI

—

5 10

WabLogad 4

20

A A A
JAAmaAS. AASAADAS Saf

Websloga 1.4

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

B2 ¥ _ AT ?"‘:I:‘F"‘A = ey e
; 10 15 20
Wablogo 3.4

Motif ID:

UuP00540
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VYWVVHCRCCACMCACGAHSBHH
CYYCBBCYYYTCCHCCTYYY-—--

Original motif

Gli3_v016060_secondary
Mus musculus

Original Motif

Original Motif

Forward

1

20

0.0585594

Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

2.0

Reverse complement motif

Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

bits

00

= o ‘EE‘?‘Igfch’FI&

5 10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00538

Glil_v016060_secondary
Mus musculus

Reverse Complement
Original Motif

Backward

3

20
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Similarity score: 0.0625384

Alignment:
HVBDAGCGBGGGTGGCRDBDDDB

—-KKKAGGDGGAKKMGBBGKMG--
Original motif

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

20

A CA

bits

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

| CC C
£40
= = Acg A AQAE:‘:ET

20
Weblaga 3.4

pl e __LI::-:HGL%T ZE= o o=
Motif ID: UP00528
Motif name: Foxm1_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1
Number of overlap: 20
Similarity score: 0.0639685
Alignment:

DCATDBTGHGCATKMTTBRSWR
—-—-KKKAGGDGGAKKMGBBGKMG

Original motif
Consensus sequence: MWSMBAARRATGCDCABHATGD

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR
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2.0

20

__'__QII

20
WabiLogod4

| eax 1130_191;

ucfe“_:g AGE i ¥ o £ > Q;Q 0 = Fas Ao
4 e 5 D 5 »
Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3
Number of overlap: 20
Similarity score: 0.0648037
Alignment:
DVMHHDHKGACCCTCCTSVCBH
CYYCBBCYYYTCCHCCTYYY—--

Original motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

o _ = e = WA N FaN = =
0 ; . =

WabLogad 4

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

2.0

0]
N . A ‘ l C I CQT —
AN —a W A e
: 1 15 y

lineaeeslssS

1r|

5

=3

20
WabiLogod4
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Dataset #: 1 Motif ID: 10 Motif name: TFM13

Original motif
Consensus sequence: ATKAAWTTTTRMAABAHHTW

"I AMT[rTankA A T8

TTTA.:A

Wm_uguaﬂ

Best Matches for Motif ID 10 (Highest to Lowest)

Motif ID: UP00034

Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 20

Similarity score: 0.0556257

Alignment:

VVYDDDCHCAVACAATTDRBVAC

-WAHHTVTTYKAAAAWTTRAT -

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

Reverse complement motif
Consensus sequence: WAHHTVTTYKAAAAWTTRAT

2.0

TAlxlﬁTTTQAA &IA

A
j K= A<
10

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC
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2.0

4]
1.0

E TI
=38 ?Iéé.e_-_ -é_I__ e = ..
: 5 0 B

20

Motif ID: UP00032

Motif name: Gata3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 20

Similarity score: 0.0642682

Alignment:

HHHBBMGATAVHATCWVVDHVH
-ATKAAWTTTTRMAABAHHTW-

Original motif
Consensus sequence: HBHDVBWGATHBTATCRVBHHH

2.0

Reverse complement motif
Consensus sequence: HHHBBMGATAVHATCWVVDHVH

20

w
- AI ATC
P~
I B =L .._..?%I_’“r__
10 15

5

)

Motif ID: UP00034
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Motif name: Sox7_primary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 20

Similarity score: 0.064945

Alignment:

WBHHHHHMDATTGTTHDHDVHH

——WAHHTVTTYKAAAAWTTRAT

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

= _.__-:_._,_.:e,}_A o =3 A " L *9% 1V NN .
% 19 8 & WabLogad 4 : 10 8 WebLagod4
Motif ID: UP00032
Motif name: Gata3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3
Number of overlap: 20
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Similarity score:

Alignment:
HBHDVHDTCTTATCTHTDDHDV
ATKAAWTTTTRMAABAHHTW-—-

Original motif

0.0651681

Consensus sequence: BDHDDADAGATAAGADHBDHVD

20

)
E10
o :_-?:._—;:ﬂ:e_-_A_ s —.—._.QA‘}—';— e

5 10

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

: 10! [RIV] +

pol=m = - S g% 8 A

5 10 ) 15 20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BDBBVBVGTAWCCAAGVBHBAGB
-ATKAAWTTTTRMAABAHHTW--

Original motif

UP00098
Rfx3_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

3

20

0.0670788

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB
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2.0
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20

2t —_10‘_ N 20 Vo 5 10 15 20 Wiinniai
Dataset #: 1 Motif ID: 11 Motif name: TFM11
Original motif Reverse complement motif
Consensus sequence: HDWVAAAHAAAAAMAAAMWWWHBWA Consensus sequence: TWVHWWWYTTTYTTTTTHTTTVWE

240

5
WeblLagod 4

Best Matches for Motif ID 11 (Highest to Lowest)

Motif ID: UP00098
Motif name: Rfx3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 23

Similarity score: 0.0760601
Alignment:

——HDTBHHCCHTAGCAACVVDHHHH
HDWVAAAHAAAAAMAAAMWWWHBWA -

20

a
E10

LY qziIII TI
5 10
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Original motif Reverse complement motif

Consensus sequence: HDTBHHCCHTAGCAACVVDHHHH Consensus sequence: HHHHDVVGTTGCTAHGGDHBAHH
2.0 20
P I-—--—.—_—_-Q e TA,H === e = _= — I = === = '_=_ﬁ—_— —

5 10 15 20 PR 5 10 15 20 e

Motif ID: UP00540

Motif name: Gli3_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 3

Number of overlap: 23

Similarity score: 0.0803516

Alignment:

—--VYWVVHCRCCACMCACGAHSBHH
HDWVAAAHAAAAAMAAAMWWWHBWA--

Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20 20

Ex QQQQéQECACRQé?

it
b=

L=, = = A‘EQTIQTCIT?I-#LE’} - 8-

5 10 15 20
WesLogo 34
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Motif ID: UP00528

Motif name: Foxm1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 23

Similarity score: 0.0808735
Alignment:

HADTBVADGATGCATCMTGMVHB--
—HDWVAAAHAAAAAMAAAMWWWHBWA

Original motif Reverse complement motif

Consensus sequence: HADTBVADGATGCATCMTGMVHB Consensus sequence: VHVRCAYGATGCATCDTVVADTH
2.0 20
i ‘_h&:u:': éeAA‘_; e Igél-.~g . P -:FEAIAA,T lgél é:‘l -

5 10 15 20 o 5 10 15 20 i

Motif ID: UP00538

Motif name: Glil_v015681_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 3

Number of overlap: 23

Similarity score: 0.0812213
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Alignment:
—-—-MHHHWHYTMCCHCCCACVAABVH
HDWVAAAHAAAAAMAAAMWWWHBWA-—

Original motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

a ITIIé_ - GAQ A—AI =

=K ___=—

WebiLogo 34

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

Motif ID: UP00098

Motif name: Rfx3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 23

Similarity score: 0.0813067

Alignment:

BDBBVBVGTAWCCAAGVBHBAGB-—
HDWVAAAHAAAAAMAAAMWWWHBWA

Original motif
Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB
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20

WesLaga 34

20

sheh
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Dataset #: 2 Motif ID: 12 Motif name: csGCCCCGCCCCsc

Original motif
Consensus sequence: HVGCCCCGCCCCBB

- oe000ac00e.

Welsloge 34

Best Matches for Motif ID 12 (Highest to Lowest)

Motif ID: UP00093
Motif name: KIf7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 14

Similarity score: 0

Alignment:

Reverse complement motif
Consensus sequence: BBGGGGCGGGGCVD

2.0

£
E1.0
0.0 - s N, = e

= e — z e _— T

Webilaga 3.4
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HBDRCCMCGCCCHHHD
—-HVGCCCCGCCCCBB-

Original motif
Consensus sequence: HBDRCCMCGCCCHHHD

2.0

. Aggg ¥ A . & =

0.01==
15

WabiLogad 4

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH

2.0

bits

1.0 c
0.0 = l—\%e N T_.-_—__-_:If- ==

5 10 15
WablLogo 34

Motif ID: UP00000
Motif name: Smad3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 14

Similarity score: 0.0106621
Alignment:

DHHBCCCCGCCAHHBHB

-HVGCCCCGCCCCBB--

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD
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2.0

bits
=
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
GKRGGGGGGGGGGBD
BBGGGGCGGGGCVD-

Original motif
Consensus sequence: DBCCCCCCCCCCMYC

2.0

UP00021

Zfp281_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

1

14

0.017761

- eclU0C...c

Webilaga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

20

Motif ID:

UP00022
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVBCCCCCCCCMHHHB
HVGCCCCGCCCCBB--

Original motif

Zfp740_primary
Mus musculus
Original Motif
Original Motif
Forward

1

14

0.0181905

Consensus sequence: HVBCCCCCCCCMHHHB

2.0

bits

s,

15
Wabiogad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00033

Zfp410_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

14
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Similarity score: 0.0225788
Alignment:

BHHBHCCGCCCCDHHHH

HVGCCCCGCCCCBB---

Original motif
Consensus sequence: BHHBHCCGCCCCDHHHH

20

%]
=10

__CcCCCC .

-—

= — = =—
15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

20

Dataset #: 2 Motif ID: 13 Motif name: tkAAATAATAtw
Original motif

Consensus sequence: HDAAATAATAHW

2.0

t_gAQIAATAE*

a

bits

Wekiloga A4

Best Matches for Motif ID 13 (Highest to Lowest)

Motif ID: UP00121
Motif name: Hoxd10
Species: Mus musculus

Matching format of first motif: Reverse Complement

Reverse complement motif
Consensus sequence: WHTATTATTTDH

iQeTAlléllgﬁ

ts

b

0.0

Wetiloga 34
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Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDDDATTTTATTKVRDB
-——WHTATTATTTDH--

Original motif

Reverse Complement
Backward

3

12

0.00353196

Consensus sequence: VDKVYAATAAAATDDDH

2.0

bits

i ggAIAAAAEL

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB

2.0

——

.

élHIAITA S

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00244

TIx2

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

12

0.00646023
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WWDTTATTAATTHATTV
--WHTATTATTTDH---

Original motif

Consensus sequence: BAATHAATTAATAAHWW

2.0

— - _———

“ pae AATTAALA,

Wabiloga 3.4

Reverse complement motif
Consensus sequence: WWDTTATTAATTHATTV

2.0

eI

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DDDHDAACAATWBATDD
-—-HDAAATAATAHW---

Original motif

UP00051

Sox8_primary

Mus musculus
Original Motif
Reverse Complement
Backward

4

12

0.0120674

Consensus sequence: DDATBWATTGTTHHDDD

Reverse complement motif
Consensus sequence: DDDHDAACAATWBATDD
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2.0

bits

2.0

S|

WebiLags 1.4

bits

o0 Q‘I_—_: - £ = O~ ===
5 10 15 S
Motif ID: UP00180
Motif name: Hoxd13
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:

Reverse Complement
Reverse Complement

15
Weblogod 4

Direction: Forward

Position number: 3

Number of overlap: 12

Similarity score: 0.0123772

Alignment:

HDHHTTTTATTKKHDD

-—-WHTATTATTTDH--

Original motif Reverse complement motif

Consensus sequence: HDHYYAATAAAAHHHH Consensus sequence: HDHHTTTTATTKKHDD
2.0 2.0
6 g QQEATAAAA%—'— - A?ITIAl AIAAﬁ =

5 10 \:.Eb,aguan 5 10
Motif ID: UP00037
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HHHTTRTTDTTTKDH
—-—-WHTATTATTTDH-

Original motif

Consensus sequence: HDYAAAHAAMAADHD

2.0

Zfp105_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

12

0.0129559

00=—=

e AEAAQEAAQAé e

WetiLoga 34

Reverse complement motif
Consensus sequence: HHHTTRTTDTTTKDH

2.0

IT | ‘ | T
T e W e = Y e
10

5 15
Wetiloago 3.4

Dataset #: 2 Motif ID: 14

Original motif

Consensus sequence: BCCGCCCCGCCCCBB

Motif name: cccGCCCCGCCCCsb

Reverse complement motif
Consensus sequence: BBGGGGCGGGGCGGB
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0.0

_oeCobeueeee

Webiloga 3.4

Best Matches for Motif ID 14 (Highest to Lowest)

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HBDRCCMCGCCCHHHD
BCCGCCCCGCCCCBB-

Original motif

UP00093

KIf7_primary
Mus musculus
Original Motif
Original Motif
Backward

2

15
0.00481788

Consensus sequence: HBDRCCMCGCCCHHHD

20

Weblogad 4

1.0

bits

Reverse complement motif

Consensus sequence: DHHDGGGCGRGGKHBH

2.0

it
5

—
o = S
0 =

TYWEL =~

10 15
Weblogodd
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Motif ID: UP00000

Motif name: Smad3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 15

Similarity score: 0.0108117
Alignment:

DHHBCCCCGCCAHHBHB

BCCGCCCCGCCCCRBB--

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

20

.
15

bits

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

20

Motif ID: UP00021

Motif name: Zfp281_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 15
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Similarity score: 0.0154152

Alignment:
GKRGGGGGGGGGGBD
BBGGGGCGGGGCGGB

Original motif
Consensus sequence: DBCCCCCCCCCCMYC

2.0

* L0000

15
Webiloga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

2.0

Motif ID: UP00022
Motif name: Zfp740_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 15

Similarity score: 0.018287
Alignment:

HVBCCCCCCCCMHHHB

BCCGCCCCGCCCCBB-

Original motif
Consensus sequence: HVBCCCCCCCCMHHHB

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD
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2.0 20

%"Eggccccgé% e ol = ===V WIVIWVIW S
5 10 5

0.0
15
Weblogad 4 Wablogo 3.4

Motif ID: UP00002
Motif name: Sp4_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1
Number of overlap: 15
Similarity score: 0.0247447
Alignment:
HHDGBCACGCCTWDB
BBGGGGCGGGGCGGR
Original motif Reverse complement motif
Consensus sequence: BDWAGGCGTGBCHHD Consensus sequence: HHDGBCACGCCTWDB
2.0 2.0
= _‘E‘*%A_? _-.Q_-.Ten___gf:— - — AQEQA:G.:—CCIIZ_:
: f e : t -
Dataset #: 2 Motif ID: 15 Motif name: kCAGCCAATmMr
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Original motif
Consensus sequence: DCAGCCAATVR

2.0

bitg

0.0 —

10
Wetiiaga 34

Best Matches for Motif ID 15 (Highest to Lowest)

Motif ID: UP00033

Motif name: Zfp410_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3

Number of overlap: 11

Similarity score: 0.000708728
Alignment:

BDDYYCATCCCATDDRBD

—-———-DCAGCCAATVR--

Original motif
Consensus sequence: DVDDATGGGATGKMDDV

Reverse complement motif
Consensus sequence: MBATTGGCTGH

Webiaga 34

Reverse complement motif
Consensus sequence: BDDYYCATCCCATDDBD
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2.0

2.0

2y 0.0

- éT
S S e = § W Il A T=
5 10

15

Websiags 3.4

Motif ID: UP00004
Motif name: Sox14_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4
Number of overlap: 11
Similarity score: 0.00658734
Alignment:
BKBASACAATRGHBB
-DCAGCCAATVR---
Original motif Reverse complement motif
Consensus sequence: BKBASACAATRGHBB Consensus sequence: BBDCMATTGTSTBRB
20 20
- . éEACAATeﬁ == . QE‘AI‘“$I-§=I =
5 o e B 5 To s
Motif ID: UP00249

Page 62 of 90


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=004
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=249

Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

AAWTTMAAGTGGHTDH
————— MBATTGGCTGH

Original motif

Nkx2-5
Mus musculus

Reverse Complement
Reverse Complement

Backward

1

11
0.00805715

Consensus sequence: HDADCCACTTRAAWTT

2.0

=1

a.0 . —

) AA,GCAC lﬁAgxég

WabiLogad 4

Reverse complement motif
Consensus sequence: AAWTTMAAGTGGHTDH

2.0

m
:E‘I.I:I

- - S
10 15
WablLogo 34

0.0

6+1l$

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

upP00147
Nkx2-6

Mus musculus
Original Motif
Original Motif
Backward

6

11
0.0128272
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Alignment:
DDADCCACTTAAVHTT
DCAGCCAATVR-—-—-—-—

Original motif

Consensus sequence: DDADCCACTTAAVHTT

2.0

bi

0.0

- AGCA IAAEﬂ%;

WabiLogad 4

Reverse complement motif
Consensus sequence: AAHVTTAAGTGGHTDD

2.0

w
= 1.0

fiﬂr:c][(3 n —_—= ][

0.0 —

5 10 15
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

AAHYTCAAGTGGBTBV
————— MBATTGGCTGH

Original motif

Consensus sequence: BVABCCACTTGAMHTT

UP00165

Titf1

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

11

0.0131729

Reverse complement motif
Consensus sequence: AAHYTCAAGTGGBTBV
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2.0

A CQA a L1X

P e

bits

Weblogad 4

20

0.0 e

AA TIQA AA?LI

o34

Dataset #: 2 Motif ID: 16 Motif name: kcACCTGCAgc

Original motif
Consensus sequence: BCACCTGCABC

240

Watiiaga 34

Best Matches for Motif ID 16 (Highest to Lowest)

Motif ID: UP00070

Motif name: Gcm1_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 11

Similarity score: 0

Alignment:

Reverse complement motif
Consensus sequence: GBTGCAGGTGB

. TEOAGET.

b|ts

weu_agu-_z-a
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DHDVATGCGGGTHVVH
-—--GBTGCAGGTGB--

Original motif
Consensus sequence: HVVHACCCGCATVDHD

AWWekr

WabiLogad 4

bits
5

0.0 ——

Reverse complement motif
Consensus sequence: DHDVATGCGGGTHVVH

2.0

T Al

0.0

bits

Motif ID: UP00031

Motif name: Zbtb3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 11

Similarity score: 0.000503863
Alignment:

BBBAVTGCAGTGBBVDD

---GBTGCAGGTGB---

Original motif
Consensus sequence: DDBBBCACTGCABTBBB

Reverse complement motif
Consensus sequence: BBBAVTGCAGTGBBVDD
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2.0

2.0

0.0

Websiags 3.4 WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DHDBHGCACCTGBDDVB
————— BCACCTGCABC-

Original motif

Consensus sequence: VBHHVCAGGTGCDVDHD

2.0

bits

UP00046
Tcfe2a_primary

Mus musculus
Original Motif
Reverse Complement
Forward

6

11

0.000557448

Reverse complement motif
Consensus sequence: DHDBHGCACCTGBDDVB

2.0

a
=
3 vi— =
10 15

0.0 —=

15
WebiLags 3.4

Motif ID:

UP00099
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBYVVCAGCTGCBVHHD
-—-—--BCACCTGCABC--

Original motif

Ascl2_primary
Mus musculus
Original Motif
Original Motif
Backward

3

11
0.00842747

Consensus sequence: BBYVVCAGCTGCBVHHD

2.0

0.0

gm_gﬂﬁCAgngLﬁv_

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHDVVGCAGCTGVBKVB

2.0

8
"~ C
= T M- = | Viserw o
: 10 15

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00420
Elk3

Mus musculus
Original Motif
Original Motif
Backward

5

11
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Similarity score: 0.0111732

Alignment:
DVBBACCGGAAGYDVVV

—-BCACCTGCABC----

Original motif
Consensus sequence: DVBBACCGGAAGYDVVV

20

Reverse complement motif
Consensus sequence: VBVDMCTTCCGGTVBVD

20

ACT \x

e -V N W = S

5 10 15

Dataset #: 2 Motif ID: 17 Motif name: wwAAATAATAtw

Original motif
Consensus sequence: HDAAATAATADD

2.0

“ aaATAATA

Pl = LS
5

Wekiloga A4

Best Matches for Motif ID 17 (Highest to Lowest)

Motif ID: UP00244

Motif name: TIx2

Species: Mus musculus
Matching format of first motif: Reverse Complement

Reverse complement motif
Consensus sequence: DDTATTATTTDH

2.0

| TATTATzr

Wetiloga 34
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Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WWDTTATTAATTHATTV
--DDTATTATTTDH---

Original motif

Reverse Complement
Backward

4

12

0.00576686

Consensus sequence: BAATHAATTAATAAHWW

2.0

— - _———

“ pae AATTAALA,

Wabiloga 3.4

Reverse complement motif
Consensus sequence: WWDTTATTAATTHATTV

2.0

“ Al

5

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00121

Hoxd10

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

12

0.00673636
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HDDDATTTTATTKVRDB
—-——-DDTATTATTTDH--

Original motif
Consensus sequence: VDKVYAATAAAATDDDH

2.0

L k[,

bits

0.0 —_——
15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HDDDATTTTATTKVRDB

2.0

— =211 L AlbAGA =
3 10 15

0.0 e

Webiloga 3.4

Motif ID: UP00180

Motif name: Hoxd13

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 12

Similarity score: 0.00685179
Alignment:

HDHHTTTTATTKKHDD

—--DDTATTATTTDH--

Original motif
Consensus sequence: HDHYYAATAAAAHHHH

Reverse complement motif
Consensus sequence: HDHHTTTTATTKKHDD
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2.0

20

el MM :

Weblogad 4

A?ITTIAIIAA

15
Wablogo 3.4

Weblogo a4

Motif ID: UP00073

Motif name: Foxa2_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 1

Number of overlap: 12

Similarity score: 0.0108327

Alignment:

VVDAATAACAAAVVB

HDAAATAATADD——-

Original motif Reverse complement motif

Consensus sequence: VVDAATAACAAAVVB Consensus sequence: BVVTTTGTTATTDBB
2.0 2.0

£10 L0
e s 10 T 22 5 10 T 15

Motif ID: UP00134

Motif name: Hoxb13
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Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 12

Similarity score: 0.0121723

Alignment:

VDHWTTTTATTGGDKB

-—-DDTATTATTTDH--

Original motif
Consensus sequence: VRHCCAATAAAAWHHV

2.0

Tl

a.0 ———
15
Weblogad 4

Reverse complement motif
Consensus sequence: VDHWTTTTATTGGDKB

20

m“+¢1TIIATIA$ s

bits

0.0
Wablogo 3.4

Dataset #: 2 Motif ID: 18 Motif name: sSGTCACGTGACSs

Original motif
Consensus sequence: SGGTCACGTGACCS

Reverse complement motif
Consensus sequence: SGGTCACGTGACCS
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Best Matches for Motif ID 18 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
RDHDBVDTCACGTGASBHVHDH
-———-SGGTCACGTGACCS——-—--

Original motif

UP00050
Bhlhb2_primary
Mus musculus
Original Motif
Original Motif
Backward

5

14

0

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

20

bits

T A

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

i A

iz e cYIIVVIVCS - ol - SCYIWVIYC. . &= =
Motif ID: UP00060
Motif name: Max_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:

Original Motif
Reverse Complement
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Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDASCACGTGBTBVDD
-—-SGGTCACGTGACCS

Original motif

Backward
1

14
0.0226905

Consensus sequence: DDASCACGTGBTBVYDD

2.

LI X

= =

écCACAT

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HHVBABCACGTGSTHD

2.0

_~

el

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBGHCACGCGACDD
SGGTCACGTGACCS

UP00060
Max_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

1

14

0.0240371
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Original motif

Consensus sequence: BBGHCACGCGACDD

2.0

Webslogo 3.4

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB

Gelelle

Webitaga 3.4

bits
5

00—

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBGATGACGTCAYCVH
-SGGTCACGTGACCS-

Original motif

UP00103
Jundm2_primary
Mus musculus
Original Motif
Original Motif
Backward

2

14

0.0253986

Consensus sequence: BBGATGACGTCAYCVH

2.

LI X

- G-ﬂTTAQAIQALCK

WabiLogad 4

Reverse complement motif
Consensus sequence: HVGMTGACGTCATCBB

2.

_TokeTgh...

bits

0.

WablLogo 34
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Motif ID: UP00020
Motif name: Atf1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 14

Similarity score: 0.0259163
Alignment:

DBDRTGACGTCAYHRD

-SGGTCACGTGACCS~-

Original motif
Consensus sequence: DBDRTGACGTCAYHRD

2.0

%1,0
A -
PPEIE= = L_ "W .. T
5 15

N

10

Weblagad 4

Reverse complement motif
Consensus sequence: DMDMTGACGTCAKHBD

+TACCTeh,.

N

10

it
o

5
Weblogod 4

0.0

Dataset #: 2 Motif ID: 19 Motif name: wsTACWGTAsw
Original motif

Consensus sequence: HVTACWGTABD

Reverse complement motif
Consensus sequence: DBTACWGTAVH
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10
Watiiaga 34

Best Matches for Motif ID 19 (Highest to Lowest)

Motif ID: UP00052

Motif name: Osr2_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5

Number of overlap: 11

Similarity score: 0

Alignment:

HHHHGCTACKGTHVHH

—-———-DBTACWGTAVH-

Original motif
Consensus sequence: HHVHACRGTAGCHHHD

Al

it
&

—_——— e =
15
Weblogad 4

0.0

Weblaga 34

Reverse complement motif
Consensus sequence: HHHHGCTACKGTHVHH

2.0

S [ bt

bits

00—

Weblogodd
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHBHGCTACKGTHDHH
—-——-DBTACWGTAVH-

UP00027

Osrl_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

11

0.00480574

Reverse complement motif
Consensus sequence: DHBHGCTACKGTHDHH

Original motif
Consensus sequence: HHDHACRGTAGCHVHD

20 2.0

o - éc IA C_‘.E“::—: - — oo l== — A? TA ? wic= -
Motif ID: UP00031
Motif name: Zbtb3_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Original Motif
Reverse Complement
Forward

4
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Number of overlap: 11

Similarity score: 0.0165381

Alignment:
BBBAVTGCAGTGBBVDD
—-——-HVTACWGTABD---

Original motif
Consensus sequence: DDBBBCACTGCABTBBB

2.0

£
£10
- — T e =
5 10

15

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BBBAVTGCAGTGBBVDD

2.0

—_— e M e T == ——

5 10 15

WebiLags 3.4

Motif ID: UP00034
Motif name: Sox7_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 7

Number of overlap: 11

Similarity score: 0.0248017
Alignment:

HHBDHDDAACAATDRHHHHHBW

————— DBTACWGTAVH-—-—-———

Original motif

Reverse complement motif
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Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

Consensus sequence: HHBDHDDAACAATDRHHHHHBW
210 A £10
0= = ‘.’::_’-I':@J_".e.'--" o 2 It\fl\—_ﬁ-_- B R % 0.0 I = - -‘Er . Angfg—-—i—’l‘
Motif ID: UP00023
Motif name: Sox30_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
3
11
0.0294174

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHHMHATTGTTBDHD

-—--HVTACWGTABD--

Original motif
Consensus sequence: DHDBAACAATDRHHHH

20
o !;
h A AAI
= e W . ] e ——
5 10 15
Weblogad .4

0.0 —

Reverse complement motif
Consensus sequence: HHHHMHATTGTTBDHD

2.0
210 ‘
— e ; == o 58 -
5 10 15
Weblogod.4

0.0
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Dataset #: 2 Motif ID: 20 Motif name: dhACATTCTkh

Original motif Reverse complement motif
Consensus sequence: DHACATTCTGH Consensus sequence: HCAGAATGTHD
2.0 2.0
T T e AC T, T
"o 5 10 o s 10

Wehiiogo 34 Wabhiaga 34

Best Matches for Motif ID 20 (Highest to Lowest)

Motif ID: UP00038

Motif name: Spdef_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 4

Number of overlap: 11

Similarity score: 0.00581553

Alignment:

VDWYTAGGATGTHVDH

—-—-—HCAGAATGTHD--

Original motif Reverse complement motif
Consensus sequence: DDBHACATCCTAKWDV Consensus sequence: VDWYTAGGATGTHVDH
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2.0 20

. o = - Pt = A S = _
? L L
Motif ID: UP00528
Motif name: Foxm1_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 8
Number of overlap: 11
Similarity score: 0.00582895
Alignment:
DCATDBTGHGCATKMTTBRSWR
——————— DHACATTCTGH----
Original motif Reverse complement motif

Consensus sequence: MWSMBAARRATGCDCABHATGD Consensus sequence: DCATDBTGHGCATKMTTBRSWR

2.0 20

— =
0.0
20
WabLagad 4

Weblogod4

Motif ID: UP00023
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Motif name:

Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
HHHHMHATTGTTBDHD

—-DHACATTCTGH---

Sox30_primary
Mus musculus
Original Motif
Reverse Complement
Backward

4

11
0.00613057

Original motif
Consensus sequence: DHDBAACAATDRHHHH

bit

20
w
m AQAAI
| . e N N
S
5 10 15
WebiLogad 4

0.0

UuP00034

Reverse complement motif
Consensus sequence: HHHHMHATTGTTBDHD

20

bits

1.0

TQEATTAIL;__

0.0

Sox7_primary
Mus musculus

Motif ID:
Motif name:

Species:

Matching format of first motif: Original Motif

Matching format of second motif Reverse Complement
Forward
6
11

Direction:

Position number:
Number of overlap:
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Similarity score: 0.0119275

Alignment:
WBHHHHHMDATTGTTHDHDVHH

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

20

bits

A

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

Weblogo34

ey o 28 : ‘e‘i\? = I}"_{ £ " xr = g AQ% x 1 An%?g,‘_ﬁz_g =
Motif ID: UP00030
Motif name: Sox11_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3
Number of overlap: 11
Similarity score: 0.0122803
Alignment:
HHBTMCTTTGTTMDDVH
--DHACATTCTGH----

Original motif
Consensus sequence: HBDDRAACAAAGRABHH

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH
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2.0

210 A
0ol == B AA&Q =

Watiloga 3.4

2.0

Dataset #: 2 Motif ID: 21 Motif name: wbgTAAATAww

Original motif
Consensus sequence: DBGTAAATAHD

2.0

= *TAQAIAN_

0.0

Webilaga 34

Best Matches for Motif ID 21 (Highest to Lowest)

Motif ID: UP00242

Motif name: Hoxc8

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 11

Similarity score: 0

Alignment:

Reverse complement motif
Consensus sequence: DHTATTTACBD

2.0

mlAlTIAgm*

bits

o0

Welilags 3.4
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AHDHTAATTACHHHHV
—--DHTATTTACBD---

Original motif
Consensus sequence: BHDDDGTAATTAHHDT

2.0

UM

0.0 ———
15

WabiLogad 4

bits

Reverse complement motif
Consensus sequence: AHDHTAATTACHHHHV

Motif ID: UP00073
Motif name: Foxa2_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 11

Similarity score: 0.00453517
Alignment:

HHWAWGTAAAYAAAVDB

-—--DBGTAAATAHD---

Original motif
Consensus sequence: HHWAWGTAAAYAAAVDB

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH
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2.0

IAANQ As

Websiags 3.4

2.0

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDHADGTAAACAAAVVH
-—--DBGTAAATAHD---

Original motif

UP00039

Foxj3_primary
Mus musculus
Original Motif
Original Motif
Forward

4

11
0.00490457

Consensus sequence: HDHADGTAAACAAAVVH

2.0

“_ qlAMAGAa,

15

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

2.0

il

WebiLags 3.4

bits

Motif ID:

UP00041
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDHRTAAACAAAHDDD
-DBGTAAATAHD----

Original motif

Foxjl_primary
Mus musculus
Original Motif
Original Motif
Backward

5

11
0.00656547

Consensus sequence: HDHRTAAACAAAHDDD

2.0

bits

S TmACA.

0.0—=

15
Wabiogad 4

Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH

20

¥ ;IIATITAQ -

15
WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

uP00182

Hoxab

Mus musculus
Original Motif
Reverse Complement
Forward

4

11
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Similarity score: 0.0086354

Alignment:

DTHHGGTAATTAYCYT

---DBGTAAATAHD--

Original motif Reverse complement motif

Consensus sequence: AMGKTAATTACCHHAD Consensus sequence: DTHHGGTAATTAYCYT

2.0

0.0

T e e M.

Mugad Logodd

Results created by MOTIFSIM on 06-18-2018 21:47:01
Runtime: 633.592 seconds

MOTIFSIM is written by Ngoc Tam L. Tran
Motif logo generated by weblogo
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