MOTIFSIM - MOTIF SIMilarity Detection Tool

Version 2.2

INPUT

Input Parameters

Number of files: 2

Number of top significant motifs: 10

Number of best matches: 10

Similarity cutoff >= 0.75

Matching motif database: UniProbe Mus Musculus
Motif tree: Yes

Combined similar motifs: Yes

Output file type: All

Output file format: All

Input files and motif counts

File name Count of motifs Dataset number
MEME-ChIP_DM721.txt 11 1
PScanChIP_DM721.txt 37 2
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RESULTS

Best Matches in Database for Each Motif (Highest to Lowest)

Dataset #: 1 Motif ID: 1 Motif name: Motif 1

Original motif
Consensus sequence: RGGAAR

= i

bis
:

5
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Best Matches for Motif ID 1 (Highest to Lowest)

Motif ID: UP00090

Motif name: EIf3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 5

Number of overlap: 6

Similarity score: 0

Alignment:

TDAMTTCCYYDTD

——-MTTCCK----

Reverse complement motif
Consensus sequence: MTTCCK

<[ TCCx

LTS S S T B W
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=090

Original motif
Consensus sequence: DAHMMGGAARTDA

2.0

Reverse complement motif
Consensus sequence: TDAMTTCCYYDTD

2.0

”lTAQTTCCT
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Motif ID: UP00085
Motif name: Sfpil_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BDAWGVGGAAGTDH

Original motif
Consensus sequence: BDAWGVGGAAGTDH

2.0

Ao~

Original Motif
Original Motif
Forward

6

6
0.00351709

o — = & =

Webiioga 3.4

Reverse complement motif
Consensus sequence: HDACTTCCBCWTDV

2.0

 pel 106
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=085

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDBAMTTCCGGTDHDHB
-——-MTTCCK--————-

Original motif

uP00414

Ets1

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

6

0.00356242

Consensus sequence: BDDDHACCGGAARTVDD

2.0

0.0

B o Acg AA;_

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DDBAMTTCCGGTDHDHB

2.0

oAl

10 15
WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00409

EIf5

Mus musculus
Original Motif
Original Motif
Backward
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=414
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=409

Position number:
Number of overlap:
Similarity score:

Alignment:
BWAHSMGGAAGTWD
————— RGGAAR---

Original motif
Consensus sequence: BWAHSMGGAAGTWD

2.0

4
6
0.00439981

A AT

Webiioga 3.4

Reverse complement motif
Consensus sequence: DWACTTCCRSDTWV

Wabioga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDACTTCCGGRBTHBB
-——-MTTCCK-—--—---

UP00015
Ehf_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

6

0.00655644
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=015

Original motif

Consensus sequence: VBDABCCGGAAGTDD

2.0

bits
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Webilaga 34

Reverse complement motif
Consensus sequence: DDACTTCCGGBTHBB

MaQIchT¢I _

WetsLogo 34

"@‘Il]
s
0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHHHACTTCCGGTHHBD

Original motif

UP00013

Gabpa_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

6

0.00663687

Consensus sequence: HVHHACCGGAAGTDHHV

2.0

bits

| ,_J;\c

00— ==
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Wabiloga 3.4

Reverse complement motif
Consensus sequence: BHHHACTTCCGGTHHBD

AcflVviir

15
Wabiloga 3.4

bits
=

0.0
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=013

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBBHACTTCCGGKWTH

Original motif

uP00413

Elf4

Mus musculus
Reverse Complement
Original Motif
Forward

6

6

0.00896416

Consensus sequence: DBBHACTTCCGGKWTH

Reverse complement motif
Consensus sequence: HAWYCCGGAAGTHBBD

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

UP00419
Spic

Mus musculus
Original Motif
Original Motif
Forward
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=413
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=419

Position number: 6

Number of overlap: 6

Similarity score: 0.00975526
Alignment:

VAAAGMGGAAGTWD

————— RGGAAR-—-

Original motif
Consensus sequence: VAAAGMGGAAGTWD

2.0

0.0 P—ééé%g A A AAEQI ==

Webiioga 3.4

Reverse complement motif
Consensus sequence: DWACTTCCRCTTTB

2.0
£
S 1.0

0.0

-EACITCCE?ILI_

Wabioga 3.4

Motif ID: UP00418
Motif name: Etv6

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7

Number of overlap: 6

Similarity score: 0.0103447
Alignment:

DVHBTACTTCCGGHTHB

—————— MTTCCK-=—--
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=418

Original motif
Consensus sequence: DVHBTACTTCCGGHTHB

2.0

Reverse complement motif
Consensus sequence: BHAHCCGGAAGTABDVD

2.0

) Aékcc ] AA A : =

bits

00—

Motif ID: UP00404
Motif name: EIf2

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6

Number of overlap: 6

Similarity score: 0.010491
Alignment:

DBBHACTTCCGGDWDB

————— MTTCCK-———-—

Original motif
Consensus sequence: DBBHACTTCCGGDWDB

2.0

m A I ‘
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5 10

0.0
15
WabiLogad 4

Reverse complement motif
Consensus sequence: BDWDCCGGAAGTHBBD

20

OO

WablLogo 34

bits
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=404

Dataset #: 1 Motif ID: 2 Motif name: Motif 2

Original motif
Consensus sequence: AMACA

== _v3

[ = = =
Best Matches for Motif ID 2 (Highest to Lowest)
Motif ID: UuP00042
Motif name: Gm397_second
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7
Number of overlap: 5
Similarity score: 0
Alignment:
DVMVGCACACACKCVH
—————— AMACA-—-—---

Original motif
Consensus sequence: DVMVGCACACACKCVH

Reverse complement motif
Consensus sequence: TGTRT

N s e W

Reverse complement motif
Consensus sequence: HBGYGTGTGTGCVRVD
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=042
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDAATGTAAACAAAVVB

Original motif

UP00025
Foxkl_primary
Mus musculus
Original Motif
Original Motif
Forward

8

5

0.00605402

Consensus sequence: DDAATGTAAACAAAVVB

2.0

00 *Eéiéij[)hflflill

é@

15
Webiiaga 3.4

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

1139

WebiLags 3.4

it
5

0.0

Motif ID:

UP00041
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=025
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=041

Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDHRTAAACAAAHDDD

Original motif

Foxjl_primary
Mus musculus
Original Motif
Original Motif
Forward

6

5

0.00753267

Consensus sequence: HDHRTAAACAAAHDDD

2.0

bits

0.0—=

S TmACA.

15
Wabiogad 4

Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH

20

= ;IIATITAQH'

WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00039
Foxj3_primary
Mus musculus
Original Motif
Original Motif
Forward

8

5

Page 12 of 385


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=039

Similarity score: 0.00965634

Alignment:
HDHADGTAAACAAAVVH

Original motif
Consensus sequence: HDHADGTAAACAAAVVH

20

D; ﬁa?ATAAm ééﬁ -

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH

20

S 11113

Webiloga 3.4

Motif ID: UP00061
Motif name: Foxl1_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 5

Similarity score: 0.00989492
Alignment:

DWAATRTAAACAAWVVB

——————— AMACA-—-—--—-

Original motif
Consensus sequence: DWAATRTAAACAAWVVB

Reverse complement motif
Consensus sequence: VVWWWTTGTTTAMATTWD
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=061

2.0

0.0 —

2 10 18 Webiloga 14
Motif ID: UP00004
Motif name: Sox14_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 5
Similarity score: 0.0116453
Alignment:
BBDCMATTGTSTBRB
——————— TGTRT——--

Original motif
Consensus sequence: BKBASACAATRGHBB

2.0

Ny = éEACAAIA}ﬁ

WebiLogo 34

Reverse complement motif
Consensus sequence: BBDCMATTGTSTBRB

2.0

B , Qgéﬂ%:.?l

18
Webhlogo 34
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=004

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHWAWGTAAAYAAAVDB

Original motif

UP00073

Foxa2_primary
Mus musculus

Original Motif

Original Motif

Backward

6

5

0.0143122

Consensus sequence: HHWAWGTAAAYAAAVDB

20

- AA?AIAA n g é—‘?—‘ .

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BDVTTTKTTTACWTWHH

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00026
Zscan4_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

6
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=073
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=026

Number of overlap:
Similarity score:

Alignment:
BHHHTTGTGTGCKHVD

Original motif

Consensus sequence: HVHRGCACACAAHHHV

2.0

o (OACAcs

5
0.0153228

0.0 =

15
Weblagad 4

Reverse complement motif
Consensus sequence: BHHHTTGTGTGCKHVD

20

0.
5 10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDBTKGTTTCGHTHDD

Original motif

UP00011

Irf6_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

5

0.024195

Reverse complement motif
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=011

Consensus sequence: HDDAHCGAAACYAVDDD

20

bits
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Webiiogo 3.4

Consensus sequence: DHDBTKGTTTCGHTHDD

20

LsWllw sz

0.0 =

Motif ID: UP00000
Motif name: Smad3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 5

Similarity score: 0.0255974
Alignment:

HDHDDCCAGACABBHVH

——————— AMACA-----

Original motif
Consensus sequence: HDHDDCCAGACABBHVH

20

Py : | E—

Reverse complement motif
Consensus sequence: HVHBVTGTCTGGDDHDD

2.0

8
=1 1.0
= = ml £ B
5 10

0.0
WekiLags 3.4
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=000

Dataset #: 1 Motif ID: 3 Motif name: Motif 3

Original motif
Consensus sequence: AGSCWGG

=0

=
= 1.0 T

5
W L o o T

Best Matches for Motif ID 3 (Highest to Lowest)

Motif ID: UP00035
Motif name: Hicl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 7

Number of overlap: 7

Similarity score: 0

Alignment:

DDBHGGTTGGCATVEBD

-——-AGSCWGG--—----

Original motif
Consensus sequence: DBBATGCCAACCHVHH

Reverse complement motif
Consensus sequence: CCWGSCT

“0CaGsCT

Wk ey T8

bits
:

Reverse complement motif
Consensus sequence: DDBHGGTTGGCATVBD
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=035
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20
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Weblogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDVATGCGGGTHVVH
-——-AGSCWGG-——---

Original motif

Consensus sequence: HVVHACCCGCATVDHD

2.0

bits

0.0 ———— S ¥

el

UP00070

Gcm1_primary

Mus musculus
Original Motif
Reverse Complement
Forward

5

7

0.00560414

Reverse complement motif
Consensus sequence: DHDVATGCGGGTHVVH

20

bits

15
Wablogo 3.4

T Al

0.0

5

Weblagad 4

Motif ID:

UP00095
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=070
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=095

Motif name: Zfp691_secondary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 9

Number of overlap: 7

Similarity score: 0.0109149

Alignment:

VHBDDAGGAGTCWBBTD

———————— AGSCWGG--

Original motif
Consensus sequence: DABBWGACTCCTHDVHV

2.0

o
=10
e w8} W O - i
5 10

Watiloga 3.4

Reverse complement motif
Consensus sequence: VHBDDAGGAGTCWBBTD

2.0
S_N_ W AQI eu: —_— B
10 15

5

bits
P

0.0===

Wabiogs 3.4

Motif ID: UP00006

Motif name: Zic3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 7
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=006

0.0109242

Similarity score:
Alignment:
DVHCYTGCTGTGHDH
--CCWGSCT------
Original motif Reverse complement motif
Consensus sequence: DDDCACAGCAKGHVD Consensus sequence: DVHCYTGCTGTGHDH
s THQAQACIHE—-—% ,

2.0

%Af“ AT T Tl .
° ° webtoge 34

0.0

bits

UP00000
Smad3_primary
Mus musculus

Motif ID:
Motif name:
Species:
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
6
7
0.0114503

Position number:

Number of overlap:
Similarity score:
Alignment:
HDHDDCCAGACABBHVH
CCWGSCT-—----
Reverse complement motif
Consensus sequence: HVHBVTGTCTGGDDHDD
Page 21 of 385

Original motif
Consensus sequence: HDHDDCCAGACABBHVH


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=000

2.0

M QQA AL _

Watiloga 3.4

]

=
——4
>

)

Wabiogs 3.4

Motif ID: UP00539

Motif name: Gli2_v015681_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 6

Number of overlap: 7

Similarity score: 0.0115258

Alignment:

CBDMCMGGGTGGTCCHVBVBAH

————— AGSCWGG———==————-

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

2.0

= £ __A gAﬁ —
0.0 - ;T‘: — AN — =3 AN A =~ -
5 10 15 )

WabLogad 4

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

2.0

| 9 Ce c A

=% =wu < U ¥ AF= | i — . —t

5 10 15 20
WabiLogod4
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=539

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

UP00538

Glil_v016060_primary
Mus musculus

Reverse Complement
Reverse Complement

Direction: Backward

Position number: 8

Number of overlap: 7

Similarity score: 0.0117486

Alignment:

HGDHVHKGACCACCCGGBGBGDB

————————— CCWGSCT---——--

Original motif Reverse complement motif

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

0.0

e

20

= e = =

=

: BRI

WesLogo 34 Weblaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00540
Gli3_v016060_primary
Mus musculus

Original Motif

Reverse Complement
Forward

6
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=540

Number of overlap: 7
Similarity score: 0.0131676

Alignment:
CVHBSCGGGTGGTCMHVHHCDH

Original motif
Consensus sequence: HDGHHBHRGACCACCCGSVDVG

2.0

o= = AWEIN VoS . =

WebLogad 4

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

e el TIQL

<

Weblogod4

Motif ID: UP00081

Motif name: Mybl1l_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 7

Number of overlap: 7

Similarity score: 0.0136026
Alignment:

BHCGGCAGTTGGBBB

--AGSCWGG------

Original motif

Reverse complement motif
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=081

Consensus sequence: BBVCCAACTGCCGHB

2.0

bits

0.0

2.0

= 0.0

Consensus sequence: BHCGGCAGTTGGBBB

oot

15
Webiloga 34

% ”] CA ‘ T
— - = —:—%I# = e .
5 10 :

15

Weblogo a4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVBCYTGCTGBGDDD
-—-CCWGSCT-————-

Original motif

Consensus sequence: HHDCVCAGCAKGVVD

20

N

UP00057
Zic2_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

7

7

0.0139558

Reverse complement motif

Consensus sequence: DVBCYTGCTGBGDDD

¢ CAGEa

15
Webiloga 3.4

2.0
o) |
. C I C -
== g l———— _ 3 g___hA — . W =
- 5 10
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=057

Dataset #: 1 Motif ID: 4 Motif name: Motif 4

Original motif Reverse complement motif
Consensus sequence: CTCTGY Consensus sequence: KCAGAG

= i = i
=
£ 1.0 T c 1.0 ﬂ
[ = = [ = =
L=

R P = " e Ry o

bis

Best Matches for Motif ID 4 (Highest to Lowest)

Motif ID: UP00031

Motif name: Zbtb3_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward

Position number: 7

Number of overlap: 6

Similarity score: 0

Alignment:

BBBAVTGCAGTGBBVDD

—————— KCAGAG-----

Original motif Reverse complement motif
Consensus sequence: DDBBBCACTGCABTBBB Consensus sequence: BBBAVTGCAGTGBBVDD
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=031

2.0

2.0

-_— TP

WebiLags 1.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:

uP00018

Irf4_secondary

Mus musculus
Reverse Complement
Reverse Complement

Direction: Backward

Position number: 7

Number of overlap: 6

Similarity score: 0.00610915

Alignment:

BHHWCCGAGAMTVVB

-—-—-KCAGAG-——---—--

Original motif Reverse complement motif

Consensus sequence: VVBAYTCTCGGWHDB Consensus sequence: BHHWCCGAGAMTVVB
2.0 2.0
. égIgl_AﬂA - N ?égggéﬁéel

2 Wabtrat ve ? 10 Wtooh be
Motif ID: UP00095
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http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=018
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=095

Motif name: Zfp691_secondary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5

Number of overlap: 6

Similarity score: 0.00648219
Alignment:

VHBDDAGGAGTCWBBTD

--—--KCAGAG---—-—---

Original motif
Consensus sequence: DABBWGACTCCTHDVHV

2.0

o
=10
e w8} W O - i
5 10

Watiloga 3.4

Reverse complement motif
Consensus sequence: VHBDDAGGAGTCWBBTD

2.0
S_N_ W AQI eu: —_— B
10 15

5

bits
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0.0===

Wabiogs 3.4

Motif ID: UP00006

Motif name: Zic3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 8

Number of overlap: 6
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0.00853125

Similarity score:

Alignment:
DDDCACAGCAKGHVD
-—-KCAGAG-——-————-

Original motif
Consensus sequence: DDDCACAGCAKGHVD

2.0

%Af“ AT T Tl .
° ° webtoge 34

0.0

bits

UuP00007

Reverse complement motif
Consensus sequence: DVHCYTGCTGTGHDH

2.0
m TC I CI LN
210
pole = VWACCAWLTE T
5 10 15
WebLogo 3.4

Motif ID:
Egrl_secondary
Mus musculus
Original Motif

Motif name:
Species:
Matching format of first motif:
Matching format of second motif: Reverse Complement
Direction: Backward
2
6
0.00895004

Position number:
Number of overlap:
Similarity score:
Alignment:
BHHDTCCCACTCRDRBRV
CTCTGY-

Original motif
Consensus sequence: BBHBGAGTGGGAHHDB

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV
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2.0

20

WabiLogo 34

oo = PSR LEP- W Le s oo =4 }
2 19 R saria 2 10 5
Motif ID: UP00095
Motif name: Zfp691_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 9
Number of overlap: 6
Similarity score: 0.00955889
Alignment:
DDHBYGAGCACTGBHHB
———————— CTCTGY---

Original motif
Consensus sequence: BDHVCAGTGCTCMBHDD

2.0

c 2.

o o~ — y w e

5 10 15

Watiloga 3.4

Reverse complement motif
Consensus sequence: DDHBYGAGCACTGBHHB

2.0

. —
_——

5 10 15

i ——

Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDDAGATCAAAGGKDDD

Original motif

UP00067

Lefl_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

6

6

0.0106184

Consensus sequence: DDDYCCTTTGATCTDDV

20

- vl M“AIC;-

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

= TC | e
5

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00102
Zicl_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

8
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Number of overlap:
Similarity score:

Alignment:
BHDCVCAGCAGGHVD
--KCAGAG-—————-

Original motif
Consensus sequence: BHDCVCAGCAGGHVD

2.0

10 CAGeacl

6
0.0122635

Webilaga 34

Reverse complement motif
Consensus sequence: DVHCCTGCTGBGDDB

2.0

@ T
Fro
LV = ;

ool — = B 4 =
15
WetsLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDDASATCAAAGGMDDD

Original motif

UP00083
Tcf712_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

6

6

0.0131237

Reverse complement motif
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Consensus sequence: DDDYCCTTTGATSTDDV

20

0.

: __ quHT___AICL -

Webiiogo 3.4

Consensus sequence: BDDASATCAAAGGMDDD

20

bits

)

|

T achICARAG

5

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHDCVCAGCAKGVVD
-—-KCAGAG-—————-—-

Original motif

Consensus sequence: HHDCVCAGCAKGVVD

20

N

UP00057

Zic2_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

3

6

0.0136526

¢ CAGEa

15
Webiloga 3.4

Reverse complement motif
Consensus sequence: DVBCYTGCTGBGDDD

Webiloga 3.4

20
m C C
- I | =
S~ — — . g_ﬁA =5 A =
5 10
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Dataset #: 1

Original motif
Consensus sequence: ATKTM

=_ar

Motif ID: 5

Motif name: Motif 5

C

L=
et n o e S =

Best Matches for Motif ID 5 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VVBHRAGATATCWDHBB
———-RARAT------—-

Original motif

UP00080
Gata5_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

9

5

0

Consensus sequence: VVBHRAGATATCWDHBB

Reverse complement motif
Consensus sequence: RARAT

=_{

R T P

Reverse complement motif
Consensus sequence: VVHHWGATATCTMHBBV
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2.0 2.0

w1
210 A A
—_= = =%

gol==——r == —
5

Websiags 3.4

Motif ID: UP00148
Motif name: Hdx

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 8

Number of overlap: 5

Similarity score: 0.00279496
Alignment:

DDKDHGAAATCAHHBHV

————— RARAT-----—-—

Original motif Reverse complement motif

Consensus sequence: DDKDHGAAATCAHHBHV Consensus sequence: BDBDHTGATTTCDHYDD
2.0 2.0
o - T AéAATCA—-— g — == e AI%AIng ﬁ_—g
5 10 15 SiRhaat 5 10 15 i
Motif ID: UP00032
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDHDDADAGATAAGADHBDHVD

Original motif

Gata3_primary

Mus musculus
Reverse Complement
Original Motif
Backward

12

5

0.00967655

Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

)
EN0
00 :'_.?:._—;Ie_—_A_ A —.—._.QA‘_‘—';-_

o e

5 10

WabLogad 4

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

TCHRIVT -

=" S . “S—— -l -

0.0-l= — == s

5 10 ’ 15 20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00250

Irx5

Mus musculus
Original Motif
Original Motif
Backward

6

5
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Similarity score: 0.0116566

Alignment:
DDDHWACATGTWHDABW

Original motif
Consensus sequence: DDDHWACATGTWHDABW

20

A,
e~ ALIWINL VLY _ & =

15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: WVTDHWACATGTWHDDD

20

A

A
= S -n--nI = ===

Webiloga 3.4

Motif ID: UP00236
Motif name: Irx2

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 5

Similarity score: 0.0120196
Alignment:

WDDDTACATGTADDWBW

——————— ATKTM—-—-——-

Original motif
Consensus sequence: WDDDTACATGTADDWBW

Reverse complement motif
Consensus sequence: WVWWDDTACATGTADDDW
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2.0

00 N, o #IA - TA& st I

15

Watiloga 3.4

2.0

1.0

0.0

bits

- —

AT

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HAHDTACATGTAVDWHT

Original motif

UP00150

Irx6

Mus musculus
Original Motif
Original Motif
Forward

8

5

0.0120601

Consensus sequence: HAHDTACATGTAVDWHT

2.0

[i]a .

i i

-

. TAGAT

Watiloga 3.4

Reverse complement motif
Consensus sequence: AHWDBTACATGTADHTH

2.0

. TRATUTa

Wabiogs 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDDHTACATGTAVWDHD

Original motif

UP00223

Irx3_2226.1
Mus musculus
Original Motif
Original Motif
Forward

8

5

0.0124884

Consensus sequence: DDDHTACATGTAVWDHD

20

I.-‘_‘-Il-l"‘ e

" THCATLT

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DHDWBTACATGTAHDDD

20

T A
oo AL AI v IT e
= 5 10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00033
Zfp410_primary
Mus musculus
Original Motif
Original Motif
Forward

10
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Number of overlap: 5
Similarity score: 0.0150044

Alignment:
DVDDATGGGATGKMDDV
————————— ATKTM---

Original motif
Consensus sequence: DVDDATGGGATGKMDDV

2.0

. _:séle ‘XWig:réa S

0.0
5
Webiiaga 3.4

Reverse complement motif
Consensus sequence: BDDYYCATCCCATDDBD

2.0

=10

C

T

:'_AT A
5

-
- e
1

Motif ID: UP00223
Motif name: Irx3_0920.1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 6

Number of overlap: 5

Similarity score: 0.0150192
Alignment:

DDDDTACATGTAVWWHD

——————— ATKTM-----

Original motif

Reverse complement motif
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Consensus sequence: DDDDTACATGTAVWWHD

20

a1

Webiiogo 3.4

Consensus sequence: DDWWBTACATGTADDDD

20

bits
=

—— =

T

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
MWSMBAARRATGCDCABHATGD

Original motif

UP00528

Foxm1_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

12

5

0.0166075

Consensus sequence: MWSMBAARRATGCDCABHATGD

2.0

1.0

bits

C@ 9 AA A _6___1.;();

10

Reverse complement motif

Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

20
Weblogo3.4
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Dataset #: 1 Motif ID: 6 Motif name: Motif 6

Original motif
Consensus sequence: CMGCRGC

' Cé C‘?

W L o o T

Best Matches for Motif ID 6 (Highest to Lowest)

Motif ID: UP00052

Motif name: Osr2_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 5

Number of overlap: 7

Similarity score: 0

Alignment:

HHHHGCTACKGTHVHH

-—-—--GCKGCYG—-----

Original motif
Consensus sequence: HHVHACRGTAGCHHHD

Reverse complement motif
Consensus sequence: GCKGCYG

0x(Cx

Wk ey T8

bits
:

Reverse complement motif
Consensus sequence: HHHHGCTACKGTHVHH

Page 42 of 385


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=052

2.0 20

)
4

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

UP00027

Osrl_primary
Mus musculus
Reverse Complement
Reverse Complement

Direction: Backward

Position number: 6

Number of overlap: 7

Similarity score: 0.00108105

Alignment:

DHBHGCTACKGTHDHH

-——-GCKGCYG—-——---

Original motif Reverse complement motif

Consensus sequence: HHDHACRGTAGCHVHD Consensus sequence: DHBHGCTACKGTHDHH
2.0 2.0
6 . _5_ c IA Q_‘.E—"_‘ﬁ Em‘:: o = - _-!_T T - ? i = ____

Motif ID: UP00099
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BBYVVCAGCTGCBVHHD
——————— GCKGCYG---

Original motif

Ascl2_primary

Mus musculus
Reverse Complement
Original Motif
Forward

8

7

0.00905497

Consensus sequence: BBYVVCAGCTGCBVHHD

2.0

0.0

gm_gﬂﬁCAgngLﬁv_

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHDVVGCAGCTGVBKVB

2.0

o
") C
= T Mc=C = 0 TS =0
10 15

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00102
Zicl_secondary
Mus musculus
Original Motif
Original Motif
Backward

4

7
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Similarity score:

Alignment:
BHDCVCAGCAGGHVD
————— CMGCRGC—---

Original motif
Consensus sequence: BHDCVCAGCAGGHVD

0.0111061

Reverse complement motif
Consensus sequence: DVHCCTGCTGBGDDB

o0 —-——‘?QHCA" gAT- = == P = GAlACI _--Ié -
Motif ID: UP00057
Motif name: Zic2_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHDCVCAGCAKGVVD
————— CMGCRGC—---

Original motif
Consensus sequence: HHDCVCAGCAKGVVD

Original Motif
Original Motif
Forward

6

7

0.0126897

Reverse complement motif
Consensus sequence: DVBCYTGCTGBGDDD
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S

15
WetiLoga 34

UP00006

g CEI (T4 G,

N

15
Wetiloago 3.4

Motif ID:
Motif name:

Species:
Matching format of first motif
Matching format of second motif

Direction:
Position number:

Number of overlap
Similarity score:

Alignment:
DVHCYTGCTGTGHDH

——-GCKGCYG-----

Zic3_secondary

Mus musculus
Reverse Complement

Reverse Complement
Backward

6

7
0.0137402

Original motif
Consensus sequence: DDDCACAGCAKGHVD

20
E1.0 ( :
%A‘i‘ o e s - . A
5 10 15
WetiLoga 3.4

0.0

Reverse complement motif
Consensus sequence: DVHCYTGCTGTGHDH

- Lerd(TuG.

Wetiloago 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DMTWDGTCAGCADWTTH
——————— CMGCRGC—---

Original motif

uP00045

Mafb_primary

Mus musculus
Original Motif
Reverse Complement
Backward

4

7

0.0253076

Consensus sequence: HAAWDTGCTGACDWARH

20

PN

e JTGHG

—

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DMTWDGTCAGCADWTTH

20

% 1.0
o0 E;%Ea CA - W . %$1; —
5 10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00193
Rhox11_1765.2

Mus musculus
Original Motif
Reverse Complement
Forward

9
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Number of overlap:
Similarity score:

Alignment:

WVVHWTWACAGCGBHBT
———————— CMGCRGC-~-

Original motif

7
0.0292668

Consensus sequence: AVDVCGCTGTWAWDVVW

2.0

Reverse complement motif

Consensus sequence: WVWVHWTWACAGCGBHBT

2.0

a
=

X

15

o6 = == %__.._9 —_ %gi_;_—_ e " IS';=_=_,__.III W =V -—
! 5 10 18] o =y ’ 5 10

Motif ID: UP00193

Motif name: Rhox11_2205.1

Species: Mus musculus

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

WVVHWTWACAGCGHHVT
———————— CMGCRGC--

Original motif

Original Motif
Reverse Complement
Backward

3

7

0.0298083

Reverse complement motif
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Consensus sequence: AVDHCGCTGTWAWDVVW

20

bits

0.0—=
5

P Y] Y] L. S

Webiiogo 3.4

Consensus sequence: WVVHWTWACAGCGHHVT

20

w
N o — II = —_ - .
o L . —— i = e = -
28 5 10 :

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DABWWTGACAGCTVVBD
———————— CMGCRGC--

Original motif

UP00122
Tgifl

Mus musculus
Original Motif
Original Motif
Backward

3

7

0.0332976

Consensus sequence: DABWWTGACAGCTVVBD

20

0.0
5 1

JAVAVCT

15

Websiaga 3.4

Reverse complement motif
Consensus sequence: DBVVAGCTGTCAWWVTH

2.0
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Dataset #: 1 Motif ID: 7 Motif name: Motif 7

Original motif
Consensus sequence: CCCRCCCC

=20

bits
:

0.0

WelLaogo 3

Best Matches for Motif ID 7 (Highest to Lowest)

Motif ID: UP00093

Motif name: KIf7_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 8

Similarity score: 0

Alignment:

DHHDGGGCGRGGKHBH

---GGGGMGGG-----

Original motif
Consensus sequence: HBDRCCMCGCCCHHHD

Reverse complement motif
Consensus sequence: GGGGMGGG

2.0

=2
=10

, -
T

WeLago 3

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH
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2.0

1 AQQEA

bits

20

a. o o — - — =
10 Eu_ma 5 10
Motif ID: UP00002
Motif name: Sp4_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVVHAGGGGGCGRDHHB
—————— GGGGMGGG—---

Original motif

Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

0.0

Reverse Complement
Reverse Complement
Forward

7

8

0.00490878

Reverse complement motif

2.0

bits

= 0 W

YW T

Consensus sequence: BVWHAGGGGGCGRDHHB

= . ol=—

Motif ID:

UP00007
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Motif name: Egrl_primary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 8

Similarity score: 0.0101441
Alignment:

HCCGCCCCCGCAHB

CCCRCCCC-=——-=

Original motif
Consensus sequence: HCCGCCCCCGCAHB

2.0

g ATACCCQCTTT--

Webiioga 3.4

Reverse complement motif
Consensus sequence: VHTGCGGGGGCGGH

2.0

bits
5

P =

Motif ID: UP00021

Motif name: Zfp281_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 8
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Similarity score:
Alignment:
DBCCCCCCCCCCMYC
—-—-—-CCCRCCCC—=—-

Original motif

Consensus sequence: DBCCCCCCCCCCMYC

2.0

0.0106908

“oLe0000C..c

Webiloga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBBBCCGCCCCWHHHV
-—-—-CCCRCCCC—=——~

Original motif

UP00043
Bcl6b_secondary
Mus musculus
Original Motif
Original Motif
Forward

4

8

0.0152681

Consensus sequence: HBBBCCGCCCCWHHHV

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH
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2.0 20

I 2]
ELCI Cgc E'l.ﬂ
5

° 77 N o - E;‘ T R Rerisoni
Motif ID: UP00538
Motif name: Glil_v015681_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 9
Number of overlap: 8
Similarity score: 0.0252184
Alignment:
MHHHWHYTMCCHCCCACVAABVH
———————— CCCRCCCC-———=—-
Original motif Reverse complement motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

2.0 20

00 = E=F = e =—*.5 - 0= E=c = = B A e b L e - -

15 20 5 10 15 20
WebiLago 3.4 Wabiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVBCCCCCCCCMHHHB
—-—-CCCRCCCC—==——~-

Original motif

UuP00022

Zfp740_primary
Mus musculus
Original Motif
Original Motif
Backward

7

8

0.0258528

Consensus sequence: HVBCCCCCCCCMHHHB

20

=

0.0

eeslllle.

15
Weblogad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

2.0

A . - = e Ty

5 10 15
Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00007
Egrl_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

6
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Number of overlap:
Similarity score:

Alignment:
BHHDTCCCACTCBDBV
————— CCCRCCCC—---

Original motif

8
0.0318239

Consensus sequence: BBHBGAGTGGGAHHDB

2.0

bits

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV

20

0.0 == ———B & o, — W Sem 0.0
3 10 fmkoarsa
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HGDHVHKGACCACCCGGBGBGDB

Original motif

Original Motif
Reverse Complement
Backward

8

8

0.0333599

Reverse complement motif
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Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20 20

"o ellime, e Lo AN

it
b=

=== - =

=
0.0 T T

20 5 10 15 20
WesLogo 34 Weblaga 3.4

Motif ID: UP00033
Motif name: Zfp410_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Reverse Complement
Reverse Complement

Direction: Forward

Position number: 6

Number of overlap: 8

Similarity score: 0.0336185

Alignment:

HHHHDGGGGCGGDBHDV

————— GGGGMGGG----

Original motif Reverse complement motif

Consensus sequence: BHHBHCCGCCCCDHHHH Consensus sequence: HHHHDGGGGCGGDBHDV

20 2.0

0.0 = — == =
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Dataset #: 1 Motif ID: 8

Original motif
Consensus sequence: CTGGGA

= i

s

Motif name: Motif 8

Reverse complement motif

Consensus sequence: TCCCAG

=

=

R P =

Best Matches for Motif ID 8 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVDDATGGGATGKMDDV
-——-CTGGGA--————-

Original motif

Consensus sequence: DVDDATGGGATGKMDDV

UP00033

Zfp410_primary
Mus musculus
Original Motif
Original Motif
Backward

8

6

0

=
.

(=

TCCCa

" e Ry o

Reverse complement motif

Consensus sequence: BDDYYCATCCCATDDBD
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2.0

- éT A
S S e = § W Il AT=
5 10

Websiags 3.4

2.0

Motif ID: UP00216

Motif name: Obox1

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 9

Number of overlap: 6

Similarity score: 0.000600574
Alignment:

DHDGTTAATCCCCKTDD

———————— TCCCAG---

Original motif
Consensus sequence: DDARGGGGATTAACDHH

2.0

- ‘ ‘ ‘!
= ;-téﬁl_\&p_--‘- 1 B Ag_r_ﬂ*:_
5 10 15

0.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DHDGTTAATCCCCKTDD

2.0

it
5

0.0 ——
15
WebiLags 3.4

.Iﬂgl Gggzlﬂ

Motif ID: UP00229
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VHHWATTAATCCCMDHH
————————— TCCCAG--

Original motif

Otx1

Mus musculus
Reverse Complement
Reverse Complement
Forward

10

6

0.0140775

Consensus sequence: DDDRGGGATTAATWHHB

2.0

bits

-"TAEA

0.0 - = _

| |IAAT

5 10

Watiloga 3.4

Reverse complement motif
Consensus sequence: VHHWATTAATCCCMDHH

2.0

Wabiogs 3.4

10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00160

Obox3

Mus musculus
Reverse Complement
Reverse Complement
Forward

9

6
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Similarity score: 0.0142192

Alignment:
HHWGTTAATCCCCCBBH
———————— TCCCAG—---

Original motif
Consensus sequence: HBVGGGGGATTAACWHH

20

Reverse complement motif
Consensus sequence: HHWGTTAATCCCCCBBH

20

15
Webiloga 3.4

ool —=ao VU111 AAQI#:% = ;-_;‘QIL s v ggg_--__ .
Motif ID: UP00239
Motif name: Obox2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 6
Similarity score: 0.0184594
Alignment:
HTARTTAATCCCCCKBD

———————— TCCCAG---

Original motif
Consensus sequence: DBRGGGGGATTAAMTAH

Reverse complement motif
Consensus sequence: HTARTTAATCCCCCKBD
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2.0

2.0

bits
5

0.0

s o9 4l ST E Lo R -TO-GUAALE. Iggzﬁﬂ
5 10 15 ' 5 10 15

Watiloga 3.4 Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDACCGGAAKTBBVV
-——-CTGGGA--—-—---

Original motif

Consensus sequence: VBBVAYTTCCGGTDDH

2.0

UP00416

Flil

Mus musculus
Original Motif
Reverse Complement
Backward

7

6

0.018604

Reverse complement motif
Consensus sequence: DHDACCGGAAKTBBVV

2.

— a.

0.0

- agTTO00GE

10

uacg ARL

15
Wabiogad 4 WabiLogo 34
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Motif ID:
Motif name:

Species:
Matching format of first motif:
Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
BDDACCGGAAKTVRBVB

~---CTGGGA----—-

uP00411

Erg
Mus musculus

Original Motif
Reverse Complement
Backward

7

6
0.0196433

Original motif
Consensus sequence: VBBVAYTTCCGGTDDB

S |

| =
15
Weblogad 4

5

Reverse complement motif
Consensus sequence: BDDACCGGAAKTVBVB

20
- eee ACQ A _
& L Wooaias

bits

0.0
Motif ID: UP00413
Motif name: Elf4
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Forward
5

Direction:
Position number:
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Number of overlap: 6

Similarity score: 0.0196806

Alignment:

HAWYCCGGAAGTHBED

-—-—-CTGGGA-—-—-—---

Original motif Reverse complement motif

Consensus sequence: DBBHACTTCCGGKWTH Consensus sequence: HAWYCCGGAAGTHBBD
2.0 2.0
O _-.-Ag___‘ ‘ T-_T-‘IIIJ—_ - *ué%%c £ A.Al*r—,.: =

3 10 fmkoarsa ? 1o oo

Motif ID: UP00143

Motif name: Dobox5

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 10

Number of overlap: 6

Similarity score: 0.0199632

Alignment:

DDHVGGGATTAATHDTH

--CTGGGA-————————~

Original motif Reverse complement motif
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Consensus sequence: DDHVGGGATTAATHDTH

20

bits

10 A
— =n¥gil < ‘:I%
10 ’

Consensus sequence: DADHATTAATCCCBHHH

20

240
i ———— ; == —
; P y

15
Webiloga 3.4

29 - & 15 Fore 29 5
Motif ID: UP00265
Motif name: Pitx3
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

GBHDGCTAATCCCCCB
————————— TCCCAG-

Original motif

Reverse Complement
Reverse Complement
Forward

10

6

0.0210625

Consensus sequence: VGGGGGATTAGCDDBC

Reverse complement motif
Consensus sequence: GBHDGCTAATCCCCCB

20

it
5

Cc

- —,—ﬁ%g 2 - ———
Logad

0.0—= —

5 10 15
W b
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Dataset #: 1 Motif ID: 9 Motif name: Motif 9

Original motif
Consensus sequence: CACACAVRCACACA

ACACA ACACACA

Webilogo 3.4

blts

Best Matches for Motif ID 9 (Highest to Lowest)

Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 9

Number of overlap: 14

Similarity score: 0.0487588
Alignment:

VYWVVHCRCCACMCACGAHSBHH
—-CACACAVRCACACA-———————

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

Reverse complement motif
Consensus sequence: TGTGTGKVTGTGTG

2.0

0.0

Webiogo 34

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
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2.0

e alla0s0ac,

l; o ) -- = -f.;vv —--:-a-::‘_“:

WesLaga 34

20

AAE-;—-:‘E*IQ-E-CI-IT?I-_-)._Ee . o
5 10 15 20

.ﬂ

Webblaga 3.4

Motif ID: UP00042

Motif name: Gm397_second
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 14

Similarity score: 0.0496974

Alignment:

HBGYGTGTGTGCVRVD

-TGTGTGKVTGTGTG-

Original motif
Consensus sequence: DVMVGCACACACKCVH

GO0,

\Msag!]

it
&

00—

Reverse complement motif
Consensus sequence: HBGYGTGTGTGCVRVD

20

Motif ID: UP00538
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HVBDAGCGBGGGTGGCRDBDDDB
TGTGTGKVTGTGTG—————————

Original motif

Glil_v016060_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

10

14

0.0503392

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

w
b T
N —

gy B — e s T

g

5 10

WebiLog 34

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

S e

—

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00025

Foxkl_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

1

14
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Similarity score:

Alignment:
HDDTGTTKTTKTHHD
—-TGTGTGKVTGTGTG

Original motif
Consensus sequence: HHHAYAAYAACAHHH

2.0

0.0506792

15
Webiloga 34

Reverse complement motif
Consensus sequence: HDDTGTTKTTKTHHD

2.0

= l?ITAIIAlf'

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVVRACAGVCBCDCC
—CACACAVRCACACA

Original motif
Consensus sequence: VVVRACAGVCBCDCC

UP00036
Myf6_secondary
Mus musculus
Original Motif
Original Motif
Forward

2

14

0.0516113

Reverse complement motif
Consensus sequence: GGDGBGVCTGTKVVB
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2.0

«
210

oo l=— ==

w
E10

WetiLoga 34 Wetiloago 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVYDDDCHCAVACAATTDRBVAC
CACACAVRCACACA-———————

Original motif

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

2.0

1.0

bits

UP00034

Sox7_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

1

14

0.0523703

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

2.0

w
£10

= cxéAlI%I K =

i S : = & C?QQATAELI:AE_QQ

20 5 20
WabLogad 4 WabiLogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHVDTGTGCACAYAHDH
CACACAVRCACACA---

Original motif

UP00026

Zscan4_primary
Mus musculus
Original Motif
Original Motif
Forward

1

14

0.0557355

Consensus sequence: DHVDTGTGCACAYAHDH

20

" 7

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HDHTMTGTGCACADVHD

20

"l TaT T c A

10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00526
Foxnl_secondary
Mus musculus
Original Motif
Original Motif
Forward

2
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Number of overlap: 14
Similarity score: 0.0578572

Alignment:
DDRMHBACGCGYGCGTDGRBBDB
—-CACACAVRCACACA-—————~—

Original motif
Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

2.0

o= A-E" A¢$Gégqgel e e e

Reverse complement motif
Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

20

N ,AEAQ¢QAGACHI -II_
g 5 10 15 20

WabiLago

.

< | |

2 19 3 a8 WabiLogad &
Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 14
Similarity score: 0.0580046
Alignment:
VVVDHHTGCGYGGGCGDHVHHTB
—————— TGTGTGKVTGTGTG———

Original motif

Reverse complement motif
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Consensus sequence: BADHBDHCGCCCMCGCAHHDBBV

20

it
P

WA

Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

o ?6 = gg—-— LTN=X  X= gol == _‘_“IAQ ; A VY gé-:—. = I
Motif ID: UP00014
Motif name: Sox17_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDBDKATGAATGHDBHV
-—-TGTGTGKVTGTGTG-

Original motif

Reverse Complement
Reverse Complement
Backward

2

14

0.0581238

Consensus sequence: VHBHHCATTCATRHVDD

20

£
s10

N

_ cAITCA,

Websiaga 3.4

Reverse complement motif
Consensus sequence: DDBDKATGAATGHDBHV

2.0

bits

0.0 - == _C:_i-

WekiLags 3.4
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Dataset #: 1 Motif ID: 10 Motif name: Motif 10

Original motif
Consensus sequence: TKKTTTGTTTTTTI

TIITIT

- i LN

Webilogo 3.4

Best Matches for Motif ID 10 (Highest to Lowest)

Motif ID: UP00061

Motif name: Foxl1_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3

Number of overlap: 14

Similarity score: 0.0319341
Alignment:

HDTYTTGTTWTKDDDT

TKKTTTGTTTTTTT--

Original motif
Consensus sequence: ADDDYAWAACAAMAHH

Reverse complement motif
Consensus sequence: AAAAAAACAAARRA

2.0

| AA&&A¢§ AééA

o ==

10
Webiogo 34

Reverse complement motif
Consensus sequence: HDTYTTGTTWTKDDDT
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2.0

“ o soabAcha. .

= e ——

o
(=]

|

!

|
ul-ll
|

15
Weblogad 4

Wablogo 3.4

Motif ID: UP00062
Motif name: Sox4_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 14

Similarity score: 0.0368361
Alignment:

HBDDDAACAAAGRVBHH

AAAAAAACAAARRA-——

Original motif

Consensus sequence: HBDDDAACAAAGRVBHH

2.0

p— ):-";«_AA % AAQ.‘_?: S

0.0 ==
5

bits

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

- {1 1]}

0.0
15
WebiLags 3.4

Motif ID: UP00030
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HBDDRAACAAAGRABHH
AAAAAAACAAARRA---

Original motif

Sox11_primary

Mus musculus
Reverse Complement
Original Motif
Forward

1

14

0.0370295

Consensus sequence: HBDDRAACAAAGRABHH

2.0

- ==l _

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

2.0

a1
. o iy —S= = =

10 15
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00077
Srf_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

3

14
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Similarity score: 0.038882

Alignment:
HHVBYTTTTTTTTDDVV
-TKKTTTGTTTTTTT--

Original motif
Consensus sequence: VBDDAAAAAAAAMVBHH

20

- =
00— o

AAaAAAAL

5 15
Webitago 3.4

Reverse complement motif
Consensus sequence: HHVBYTTTTTTTTDDVV

20

sl .

e — — = =

15
Webiloga 3.4

Motif ID: UP00101

Motif name: Sox12_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.0402601
Alignment:

HDTMCTTTGTSTVDBB

AAAAAAACAAARRA--

Original motif
Consensus sequence: VVDBASACAAAGRADH

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB
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2.0

bits

00 ===

1 éqégAAAﬁé

= ==

- —— == -

20

5 10

Motif ID: UP00073
Motif name: Foxa2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2
Number of overlap: 14
Similarity score: 0.0402844
Alignment:
VVDAATAACAAAVVB
-AAAAAAACAAARRA
Original motif Reverse complement motif
Consensus sequence: VVDAATAACAAAVVB Consensus sequence: BVVTTTGTTATTDBB
2.0 2.0
_¢ﬁéléégééﬁ _ lxléllérgi.
= - 3 - 19 - . Wty 115!']4 = ) 3 1.0 Wty 1153:
Motif ID: UP00034
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHBDHDDAACAATDRHHHHHBW
--AAAAAAACAAARRA-—————

Original motif

Sox7_primary

Mus musculus
Reverse Complement
Original Motif
Backward

7

14

0.0409353

Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

WabiLogod4

= — o B < = —_— (X e *QE ) A =
g0 5 10 -‘2‘5_““_:; A 5 . -
Motif ID: UP00025
Motif name: Foxkl_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Original Motif
Reverse Complement
Backward

1

14

0.0416172
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Alignment:
HHHAYAAYAACAHHH
-TKKTTTGTTTTTTT

Original motif
Consensus sequence: HHHAYAAYAACAHHH

2.0

15
Webiloga 34

Reverse complement motif
Consensus sequence: HDDTGTTKTTKTHHD

2.0

S | PR

a.0

Wetilogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDHADGTAAACAAAVVH
—-—--AAAAAAACAAARRA

Original motif

UP00039

Foxj3_primary

Mus musculus
Reverse Complement
Original Motif
Backward

1

14

0.0419017

Consensus sequence: HDHADGTAAACAAAVVH

Reverse complement motif
Consensus sequence: DVVTTTGTTTACDTHDH
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" slAMe

2.0

bits

0.0

- lalTThe

Websiags 3.4 WebiLags 1.4

Motif ID: UP00073
Motif name: Foxa2_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 14
Similarity score: 0.0439168
Alignment:
HHWAWGTAAAYAAAVDB
--AAAAAAACAAARRA
Original motif Reverse complement motif
Consensus sequence: HHWAWGTAAAYAAAVDB Consensus sequence: BDVTTTKTTTACWTWHH

2.0

0.0 l== *fe?AIAA . g é—‘-} :

2.0

it
5

'

0.0

TGz,

Webiiaga 3.4 WebiLags 3.4

Dataset #: 1 Motif ID: 11

Motif name: Motif 11
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Original motif
Consensus sequence: CAYACACACACACA

(eachchoaCach

Webslogo 3.4

Best Matches for Motif ID 11 (Highest to Lowest)

Motif ID: UP00042
Motif name: Gm397_second
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 14

Similarity score: 0.0235042
Alignment:

DVMVGCACACACKCVH

—-CAYACACACACACA-

Original motif
Consensus sequence: DVMVGCACACACKCVH

Reverse complement motif
Consensus sequence: TGTGTGTGTGTKTG

- Tarirellrg

Webitaga 3.4

Reverse complement motif
Consensus sequence: HBGYGTGTGTGCVRVD
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2.0 20

0.0

. il

v«.uoga

Motif ID: UP00026
Motif name: Zscan4_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2
Number of overlap: 14
Similarity score: 0.0372612
Alignment:
BHHHTTGTGTGCKHVD
-TGTGTGTGTGTKTG-
Original motif Reverse complement motif
Consensus sequence: HVHRGCACACAAHHHV Consensus sequence: BHHHTTGTGTGCKHVD
2.0 2.0
0.0 ——_"’EE- *"QACAQAA = 00 — II‘E‘T - T—.—CEI?_ —
w; Logadd 3 19 \Ifu,ugaaa
Motif ID: UP00000
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVHBVTGTCTGGDDHDD
—-—-TGTGTGTGTGTKTG

Original motif

Smad3_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

14

0.0446373

Consensus sequence: HDHDDCCAGACABBHVH

2.0

0.0 =

Watiloga 3.4

Reverse complement motif
Consensus sequence: HVHBVTGTCTGGDDHDD

2.0

1.0
= - _.-_-.l ‘ £ S e
5 10

0.0 =

bits

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00400
Zif268

Mus musculus
Original Motif
Original Motif
Forward

4

14

Page 84 of 385


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=400

Similarity score: 0.0457169

Alignment:
BADHBDHCGCCCMCGCAHHDBBV
-—-—-CAYACACACACACA-————-

Original motif

Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

20

A C ACA

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

=

= . "}IAQ p-N gé x -
5 10 15

Weblaga 3.4

.t ey = I.m, o ?T-———E e = 0L —==
Motif ID: UP00034
Motif name: Sox7_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1
Number of overlap: 14
Similarity score: 0.0477221
Alignment:
GTVBDAATTGTVTGHGDDHKVB
CAYACACACACACA-——————-—

Original motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC
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2.0

1.0

bits

20

]
F10

" = L ?);iééél%l_ = 5 =

F ]l KX < C?_QQATAELZ!:#.E_QQ

20 5
Weblogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDDTGTTKTTKTHHD
-TGTGTGTGTGTKTG

Original motif
Consensus sequence: HHHAYAAYAACAHHH

2.0

UP00025

Foxk1l_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

1

14

0.0485483

Reverse complement motif
Consensus sequence: HDDTGTTKTTKTHHD

20

i (S

0.0 =
15

bits

WetsLogo 34

Motif ID:

UP00041
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDHRTAAACAAAHDDD
CAYACACACACACA--

Original motif

Foxjl_primary
Mus musculus
Original Motif
Original Motif
Backward

3

14

0.0488633

Consensus sequence: HDHRTAAACAAAHDDD

2.0

bits

0.0—=

S TmACA.

15
Wabiogad 4

Reverse complement motif
Consensus sequence: DDDHTTTGTTTAMHDH

20

= ;IIATITAQH'

WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00026
Zscan4_primary
Mus musculus
Original Motif
Original Motif
Backward

2

14
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0.0489596

Similarity score:

Alignment:
DHVDTGTGCACAYAHDH

—-—-CAYACACACACACA-

Original motif
Consensus sequence: DHVDTGTGCACAYAHDH

iR eIﬁInCACATAﬁQ

UP00538

Reverse complement motif
Consensus sequence: HDHTMTGTGCACADVHD

20
@
E‘I.CI
e AL I...___...x 4 v = = S
5 10 15
Webiloga 3.4

Motif ID:
Motif name:

Species:
Matching format of first motif:
Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
HVBDAGCGBGGGTGGCRDBDDDB
TGTGTGTGTGTKTG————-=-———~—

Original motif

Glil_v016060_secondary

Mus musculus
Reverse Complement
Original Motif
Backward
10

14
0.0501133

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

1 ecce GWTUMCA,

Weblagn 3.4

== B = e ey e - o= e dShlem
8 10 18 2 WebiLog) 34

Motif ID: UP00025
Motif name: Foxkl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2
Number of overlap: 14
Similarity score: 0.0518949
Alignment:
DDAATGTAAACAAAVVB
—-—CAYACACACACACA-

Original motif
Consensus sequence: DDAATGTAAACAAAVVB

2.0

E: néAZ:ZATAA 4 é% :

5
Watiloga 3.4

Reverse complement motif
Consensus sequence: BBVTTTGTTTACATTDD

1139

Wabiogs 3.4

it
5

0.0
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Dataset #: 2 Motif ID: 12 Motif name: Zfx

Original motif
Consensus sequence: BBVGCCBVGGCCTV

b CCT“

0.0

Webilogo 3.4

Best Matches for Motif ID 12 (Highest to Lowest)

Motif ID: UP00005
Motif name: Tcfap2a_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 14

Similarity score: 0.0596136
Alignment:

HHRCCBBWGGDCDB

BBVGCCBVGGCCTV

Original motif
Consensus sequence: HHRCCBBWGGDCDB

Reverse complement motif
Consensus sequence: VAGGCCBBGGCVBB

2.0

% 1.0
- v = — Ag§?=-_::
5 10

0.0

Webiogo 34

Reverse complement motif
Consensus sequence: BDGHCCWBVGGKDH
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2.0

bits

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
ABBBBVVRGACCACCCACRDBBM
BBVGCCBVGGCCTV-—====———

Original motif

Consensus sequence: ABBBBVVRGACCACCCACRDBBM

2.0

bits

=

0.0

A A AVWA-.. e

UP00540

Gli3_v015681_primary
Mus musculus

Original Motif

Original Motif

Forward

1

14

0.0603516

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

bits

<=
0.0-== ﬁ:—_g_r-_!;
5

5 10 15 20

WesLago 34 WebbLaga 34

Motif ID:

UP00002
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDHHMCGCCCCCTHVEB
-—--VAGGCCBBGGCVBB

Original motif

Sp4_primary

Mus musculus
Reverse Complement
Original Motif
Forward

4

14

0.0604694

Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB

2.0

bits

0.0—l==

-_-6AT,_. = T..". i

5 10
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00Q093
KIf7_primary
Mus musculus
Original Motif
Original Motif
Backward

3

14
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Similarity score: 0.0606067

Alignment:
HBDRCCMCGCCCHHHD
BBVGCCBVGGCCTV--

Original motif
Consensus sequence: HBDRCCMCGCCCHHHD

20

1.0

bits

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH

2.0

Weblogodd

- A ¥ ,}g VAV Y= ool = DF X g I_._Il.? L
Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 9
Number of overlap: 14
Similarity score: 0.0606878
Alignment:
HVGVSAGGAGGGTCYHHHHYVH
———————— VAGGCCBBGGCVEB

Original motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH
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2.0

20

A CTec.

z1i()

WabiLogod4

00 —— =r=ap g3 B — —— EE‘—_—’ 0 = C_=‘? IéT-%— TV H A
5 10 15 20 e 10 15
Motif ID: UP00087
Motif name: Tcfap2c_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HWGCCCTDGGGCDB
VAGGCCBBGGCVBB

Original motif

Consensus sequence: BHGCCCDAGGGCWD

2.0

0.0 =

Reverse Complement
Reverse Complement
Forward

1

14

0.0608063

Reverse complement motif
Consensus sequence: HWGCCCTDGGGCDB

2.0

bits
&

-
S e DN

C

o0 ==

g = F Ef A K w
5 10

Webilaga 3.4

Motif ID:
Motif name:

UP00540
Gli3_v015681_secondary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVTTVVCVYGGHGGYCHHDMYB
—-—-—-BBVGCCBVGGCCTV-—---

Original motif

Mus musculus
Original Motif
Original Motif
Forward

5

14
0.0615001

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

bits

:_Ellf c_GYV. VVIG

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

m C c
E‘IU g A
P - . —.—A_.A V-9 ;_\_1_:.: __:_:A___
10 15

Weblogo 34

Y _—. laxr . ¥8
5 10 20 e 5
Motif ID: UP00010
Motif name: Tcfap2b_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Original Motif
Reverse Complement
Forward

2

14

0.0624288
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Alignment:
HHKGCCYSRGGCWAD
-BBVGCCBVGGCCTV

Original motif

Consensus sequence: DTWGCCKSMGGCRHH

2.0

15
Webiloga 34

Reverse complement motif
Consensus sequence: HHKGCCYSRGGCWAD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDGMCCTBGTCCHYHV
VAGGCCBBGGCVBB--

Original motif

uP00082

Zfp187_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

1

14

0.0627664

Consensus sequence: DDGMCCTBGTCCHYHV

Reverse complement motif
Consensus sequence: VHMDGGACVAGGRCDH
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bits
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20

o0 l== A = A T ¥=2X o — P i
2 10 Soskcanas 2 ! Moo
Motif ID: UP00009
Motif name: Nr2f2_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVBVTGACCCSGBVBV
-—-VAGGCCBBGGCVBB

Original motif
Consensus sequence: VBVBCSGGGTCAVBBH

2.0

Reverse Complement
Reverse Complement
Forward

3

14

0.0636529

Reverse complement motif
Consensus sequence: HVBVTGACCCSGBVBV

bits

-_—

20
— | C—-—Qé p—
5 10

0.01=—

15
Weblogod 4

Dataset #: 2 Motif ID: 13

Motif name: Zfp423
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Original motif

Consensus sequence: GSMMCCYARGGKKKC

2.0

n
=10

#7~GCA
ZCACV

TTC

X A

15
Webilaga 34

Best Matches for Motif ID 13 (Highest to Lowest)

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BMCCCCCGGGGGGGB
GSMMCCYARGGKKKC

Original motif

Consensus sequence: BMCCCCCGGGGGGGB

UP00057

Zic2_primary
Mus musculus
Original Motif
Original Motif
Backward

1

15
0.0178077

Reverse complement motif
Consensus sequence: GYRYCCMTKGGYRSC

=G _AC TGC
jTECAGC%IAm TCC

15
WetsLogo 34

Reverse complement motif
Consensus sequence: VCCCCCCCGGGGGRB
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2.0
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1 ec0CC
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bits
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oot

15
Websloge 34

1o Wastogh 34
Motif ID: UP00006
Motif name: Zic3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 15
Similarity score: 0.0213948
Alignment:
BMCCCCCGGGGGGGR
GSMMCCYARGGKKKC

Original motif
Consensus sequence: BMCCCCCGGGGGGGB

2.0

%mhcchCC

- E Sl e e s ol —

10 15
Webilogo 34

Reverse complement motif
Consensus sequence: VCCCCCCCGGGGGRB

2.0

= 1.0

ccCQCC

P AC;‘;ETT__.__I —

15
Weblogo a4

Motif ID: UP00538

Motif name: Glil_v016060_secondary
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Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDDHVDKGCCACCCVCGCTDBVH
——————— GSMMCCYARGGKKKC-

Original motif

Mus musculus
Original Motif
Reverse Complement
Backward

2

15

0.0255241

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

2
:D T
LN

ool R — e M Ey e

N

5 10

WesLaga 34

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00087
Tcfap2c_primary
Mus musculus
Original Motif
Original Motif
Forward

1

15

0.0261399
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Alignment:
WHHSCCYSRGGSDAD
GSMMCCYARGGKKKC

Original motif
Consensus sequence: WHHSCCYSRGGSDAD

2.0

bits

g

0.0 - CClG =

C
cyVZIzA

10 15
Webiloga 34

Reverse complement motif
Consensus sequence: DTHSCCKSMGGSHHW

2.0

1.0

bits

C
LCTA

i 1553(: =l P-N = =
5

Motif ID: UP00005
Motif name: Tcfap2a_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 15

Similarity score: 0.0266201
Alignment:

WDHSCCYSRGGSRAD

GSMMCCYARGGKKKC

Original motif
Consensus sequence: WDHSCCYSRGGSRAD

Reverse complement motif
Consensus sequence: DTMSCCKSMGGSHDW
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Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 8
Number of overlap: 15
Similarity score: 0.027503
Alignment:
RTHBSYCGCCMCMYVCGBTVDH
——————— GSMMCCYARGGKKKC

Original motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

- —_——— e P

A\, ?;%GAQCAcggﬁ ST

WebLogad 4

Reverse complement motif

Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

Motif ID: UP00220
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
WGHRCYAATTRGYGSDV
—GYRYCCMTKGGYRSC-

Original motif

Nkx1-1

Mus musculus
Reverse Complement
Original Motif
Backward

2

15

0.0276935

Consensus sequence: WGHRCYAATTRGYGSDV

2.0

E:xﬁﬁé?lAAITAEE;?-

Watiloga 3.4

Reverse complement motif
Consensus sequence: BHSCMCKAATTMGMDCW

2.0

. s=’§:£;f%(;%!E£!‘kf[u‘.l\ga‘:=-EEﬁE

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00539

Gli2_v016060_primary
Mus musculus

Original Motif

Original Motif
Backward

1

15

0.0280481
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Alignment:
DTVBDDRGACCACCCAGDWDGBH
———————— GSMMCCYARGGKKKC

Original motif

Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

2.0

= A e

U UAVAWA,

!

b et

5 10 15

(LT

WebiLogo 34

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBALF

20

1 £ TUNTWTLe

e by i = =
5 10 15

bits

L e D=
20

Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HGDHVHKGACCACCCGGBGBGDB
———————— GSMMCCYARGGKKKC

Original motif

UP00538
Glil_v016060_primary
Mus musculus

Original Motif

Reverse Complement
Forward

9

15

0.0288797

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
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bits

20
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Motif ID: UP00028
Motif name: Tcfap2e_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1
Number of overlap: 15
Similarity score: 0.029693
Alignment:
HHHGCCTSAGGCDAD
GSMMCCYARGGKKKC

Original motif
Consensus sequence: HHHGCCTSAGGCDAD

2.0

) CCchﬁ c A

0.0 ——= T
15
Webilogo 34

bits

Reverse complement motif
Consensus sequence: DTHGCCTSAGGCHHH
. N

lleallic

- e
18

Weblogo a4

bits

0.0

Dataset #: 2 Motif ID: 14

Motif name:

ZEB1
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Original motif
Consensus sequence: CACCTD

~-cACCT_

R ey L mey an TE

Best Matches for Motif ID 14 (Highest to Lowest)

Motif ID: UP00068

Motif name: Eomes_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 6

Similarity score: 0

Alignment:

VVBVCKACACCTHVBV

——————— CACCTD---

Original motif
Consensus sequence: VBVDAGGTGTYGVBBV

Reverse complement motif
Consensus sequence: HAGGTG

=_
o3
= 1.0
E_ e — — e N

(= = —_——

e ey L mey e TE

Reverse complement motif
Consensus sequence: VVBVCKACACCTHVBV
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2.0

m—
—
]

0.0 = = ; e

20

it

GG “cqabheT

Weblogad 4 Wablogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBVHVGGTGTCATHDDT
--—-HAGGTG-—--——-—-

Original motif

Consensus sequence: ADDHATGACACCBHBBV

2.0

UP00199

Six4

Mus musculus
Reverse Complement
Reverse Complement
Forward

4

6

0.00433068

Reverse complement motif
Consensus sequence: BBVHVGGTGTCATHDDT

2.0

-1
£10
== — == = A FAN - I e PN
=
10 15

Webiiaga 3.4 WebiLags 3.4

Motif ID:

UP00068
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HHHTTTCACACCTDHBYV
———————— CACCTD---

Original motif

Eomes_primary

Mus musculus
Original Motif
Reverse Complement
Forward

9

6

0.00524081

Consensus sequence: BVHDAGGTGTGAAAHHH

2.0

bits

0.0

S 16 € T

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHHTTTCACACCTDHBY

2.0

e P

0.0

.T|CAVAVCL.

15
Wabiogs 3.4

5

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00046
Tcfe2a_primary

Mus musculus
Original Motif
Reverse Complement
Forward

7

6
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Similarity score:

Alignment:
DHDBHGCACCTGRBDDVB

Original motif

Consensus sequence: VBHHVCAGGTGCDVDHD

20

0.00911301

Reverse complement motif
: DHDBHGCACCTGBDDVB

20

Consensus sequence

0.0 ———

C : L]
T e =
10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BDDRVGACCACCHBDVB
———————— CACCTD---

Original motif

Consensus sequence: BDDRVGACCACCHBDVB

UP00047

Zbtb7b_secondary
Mus musculus
Original Motif
Original Motif
Backward

4

6

0.0233556

Reverse complement motif

Webiloga 3.4

Consensus sequence: BBDVHGGTGGTCBKDDB
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2.0

S

0.0 =

5 10

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH

Original motif

UP00538

Glil_v016060_primary
Mus musculus

Reverse Complement
Original Motif
Backward

11

6

0.0233928

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

e
= == T
—_—

e =

sl

WebiLog 34

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

F— e =

10 15 20

o

Weblagn 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HTBVVVDGGACCACCCRGRDBG

Original motif

UP00539

Gli2_v015681_primary
Mus musculus

Original Motif

Original Motif
Backward

6

6

0.0254338

Consensus sequence: HTBVVVDGGACCACCCRGRDBG

20

i = C

00 _= === o = v A A= = =

5 10 15

20
Weblogad 4

Reverse complement motif

Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00540
Gli3_v016060_primary
Mus musculus

Original Motif

Original Motif
Backward

6
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Number of overlap: 6
Similarity score: 0.0290143

Alignment:
HDGHHBHRGACCACCCGSVDVG

Original motif
Consensus sequence: HDGHHBHRGACCACCCGSVDVG

2.0

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

"t _cGNTWe.

&

Weblogod4

P = =V 2= ;_Emugm vl == X 3 =
Motif ID: UP00036
Motif name: Myf6_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5
Number of overlap: 6
Similarity score: 0.0309673
Alignment:
VVDBAACAGBTGBYHB
—————— HAGGTG----

Original motif

Reverse complement motif
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Consensus sequence: VVDBAACAGBTGBYHB Consensus sequence: BDKVCABCTGTTBDBV

g mm—— _-___é.__. } - ?%__t ;-:g‘? — got= -r‘éﬂ_CAE‘;‘T m.I E— _-Es- —
Motif ID: UP00249
Motif name: Nkx2-5
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6
Number of overlap: 6
Similarity score: 0.031502
Alignment:
HDADCCACTTRAAWTT
————— CACCTD-----
Original motif Reverse complement motif
Consensus sequence: HDADCCACTTRAAWTT Consensus sequence: AAWTTMAAGTGGHTDH

2.0 2.0

C A TC
.= l_-—é — CAC IA-&IE% .= 6%I_$T ¥ Ac:____.l%
5 10 15 5 10 15

Weblogad 4 Weblogod.4

Page 113 of 385


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=249

Dataset #: 2 Motif ID: 15
Original motif
Consensus sequence: GCCBBVRGS

Z2.0

bits

0.0 —
5

Motif name: TFAP2A

Best Matches for Motif ID 15 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHKGCCYSRGGCWAD
-—-—-GCCBBVRGS—---

Original motif

Consensus sequence: DTWGCCKSMGGCRHH

UP00010
Tcfap2b_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

4

9

0.0115546

Reverse complement motif
Consensus sequence: SCMVBBGGC

2.0

e e

Wty Lo 3o

Reverse complement motif
Consensus sequence: HHKGCCYSRGGCWAD
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2.0

bits

0.0

— c CA 5 i = CAA
= n R MLSGE A T S e - == - P . - W Tw
5

e

10 15 5 10 15

Webiloga 3.4 Websloge 34

Motif ID: UP00010

Motif name: Tcfap2b_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 3

Number of overlap: 9

Similarity score: 0.0150447

Alignment:

DYGCCYBARGGCAH

--GCCBBVRGS——--

Original motif Reverse complement motif
Consensus sequence: DYGCCYBARGGCAH Consensus sequence: HTGCCMTVKGGCMD

2

bits

0.0

2.0
1.0

its

_?.::gccs_-crzép;ﬁﬁgé ) o ;ch__crlgﬁ.?-:.c‘?f

0.0

10
Webslogo 3.4 Webitaga 3.4

Motif ID:

UP00005
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
WDHSCCYSRGGSRAD
-—-—-GCCBBVRGS---

Original motif

Consensus sequence: WDHSCCYSRGGSRAD

2.0

0.0

% 1.0
5 10

Tcfap2a_primary
Mus musculus
Original Motif
Original Motif
Forward

4

9

0.0151527

15
WetiLoga 34

Reverse complement motif

Consensus sequence: DTMSCCKSMGGSHDW

2.0

E‘I.CI

<.

PN
== -N C’}

—
.

10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00087
Tcfap2c_primary
Mus musculus
Original Motif
Original Motif
Backward

4

9
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Similarity score: 0.016909

Alignment:
WHHSCCYSRGGSDAD
—-—-—-GCCBBVRGS—-—--

Original motif
Consensus sequence: WHHSCCYSRGGSDAD

2.0

Reverse complement motif
Consensus sequence: DTHSCCKSMGGSHHW

2.0

o —oVWYZ=AVE o o xcVWYIealVE, o
Motif ID: UP00087
Motif name: Tcfap2c_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
Number of overlap: 9
Similarity score: 0.0170259
Alignment:
BHGCCCDAGGGCWD
-—-GCCBBVRGS—--

Original motif
Consensus sequence: BHGCCCDAGGGCWD

Reverse complement motif
Consensus sequence: HWGCCCTDGGGCDB
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wr
B gc.ﬂ. — C
— T N AIT

0.0

Webiioga 3.4

h . Q = m
10

Wabioga 3.4

Motif ID: UP00028
Motif name: Tcfap2e_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 9

Similarity score: 0.0198854
Alignment:

HHHGCCTSAGGCDAD

---GCCBBVRGS---

Original motif
Consensus sequence: HHHGCCTSAGGCDAD

2.0

"1 dlxsallic .

0.0

15
WetiLoga 34

Reverse complement motif
Consensus sequence: DTHGCCTSAGGCHHH

2.0

A= CCTCA C__

0.0 e —

Wetiloago 3.4

Page 118 of 385


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=028

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHBHDTGGCGGGGBDHD
SCMVBBGGC—-—-—————-

Original motif

UP00000

Smad3_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

9

9

0.0203681

Consensus sequence: DHHBCCCCGCCAHHBHB

20

bits

mi ) %QQCﬁQCg

.
15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00003
E2F3_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

1
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Number of overlap:
Similarity score:

Alignment:
BBBDYTGGCGCCKWDRBD
SCMVBBGGC———-=-——-——

Original motif

9
0.0217064

Consensus sequence: HBHWYGGCGCCAMDVBB

2.0

?I%Acc

(Ca.

Reverse complement motif
Consensus sequence: BBBDYTGGCGCCKWDBD

2.0

%170 C CC
’ ,Ilean_ YA
5 10 15

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHRCCBBWGGDCDB
-—-GCCBBVRGS—---

Original motif

UP00005
Tcfap2a_secondary
Mus musculus
Original Motif
Original Motif
Forward

3

9

0.0234775

Reverse complement motif
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Consensus sequence: HHRCCBBWGGDCDB

2.0

Consensus sequence: BDGHCCWBVGGKDH

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VVDBATACGCCCHAHHD
———————— GCCBBVRGS

Original motif

UP00093
KIf7_secondary
Mus musculus
Original Motif
Original Motif
Backward

1

9

0.026642

Consensus sequence: VVDBATACGCCCHAHHD

2.0

bits

s ==== e

_aTAWY

15
Wabiloga 3.4

Reverse complement motif
Consensus sequence: DHDTHGGGCGTATBHBB

Gl TAr.

5
Webiloga 3.4

it
P

0.0l== = — - - M A

5 10

Dataset #: 2 Motif ID: 16

Motif name: SP1
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Original motif
Consensus sequence: CCCCKCCCCC

-Ccle_¢Coce

L e

bits

Best Matches for Motif ID 16 (Highest to Lowest)

Motif ID: UP00021

Motif name: Zfp281_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 10

Similarity score: 0.0231018

Alignment:
DBCCCCCCCCCCMYC
-—-CCCCRcCcceeC—--

Original motif

Consensus sequence: DBCCCCCCCCCCMYC

Reverse complement motif
Consensus sequence: GGGGGYGGGG

z=.0
=
=1o

| — ety
P ——— N -

5 10
ek e a3 4

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD
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2.0

bits

- obelllllecs

Webiloga 3.4

ool W o W o o A N — -

5 10 15
Websloge 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HBDRCCMCGCCCHHHD
—-—-—-CCCCKCCCCC--

Original motif

UP00093

KIf7_primary
Mus musculus
Original Motif
Original Motif
Backward

3

10
0.0303207

Consensus sequence: HBDRCCMCGCCCHHHD

2.0

1 AGQRA

LiX

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH

20

bits

= "}%—4_':_; g T_.p,_—_-_:l—_— ——

0.0
5 140 15
Weblogod 4

Motif ID:

UP00033
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHHDGGGGCGGDBHDV
-——-GGGGGYGGGG---

Original motif

Zfp410_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

5

10

0.0323007

Consensus sequence: BHHBHCCGCCCCDHHHH

2.0

0.0

Reverse complement motif
Consensus sequence: HHHHDGGGGCGGDBHDV

2.0

15
Wabiogs 3.4

= “‘?EEIQ% 2
10

=)
)
|
|
|
|
ul-l]l

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00099
Ascl2_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

3

10
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Similarity score:
Alignment:
HVDVGGGHGGGGDBHB
--GGGGGYGGGG——-—-

Original motif

Consensus sequence: BHVYDCCCCDCCCBDBH

20

bits

0.0

0.0340973

10

. .cCCc Ccc

15
Weblogad 4

Reverse complement motif
Consensus sequence: HVDVGGGHGGGGDBHB

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHHHWGGGGCGGBRBVH
-——-—-GGGGGYGGGG--

Original motif

uP00043

Bcl6b_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

5

10

0.0351051

Consensus sequence: HBBBCCGCCCCWHHHV

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH
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2.0 20

I 2]
ELCI Cgc E'l.ﬂ
5

° 77 N o - ‘1;";‘ T R Rerisoni
Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 7
Number of overlap: 10
Similarity score: 0.0390437
Alignment:
HDBABCGBKRGYGGCGMSBHAK
—————— GGGGGYGGGG———--~
Original motif Reverse complement motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH Consensus sequence: HDBABCGBKRGYGGCGMSBHAK
20 20
I cégﬁggécggng—:ulﬂ = i - . .;..é_—_AI%l*FI?@‘?‘:;-—_-?‘?‘E
§ 19 18 2 WabLogad & g 10 8 = WebLogod4
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Motif ID: UP00540

Motif name: Gli3_v016060_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 7

Number of overlap: 10

Similarity score: 0.0393358

Alignment:

HHBSHTCGTGRGTGGKGDBVWMV

——————— GGGGGYGGGG————-—~

Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20 20

bits

E:Ezg QQQQéQEQAQAQ%G

&8 =L ol a‘EE‘?‘Ig‘%cIT?Ié.FEe . 28
Motif ID: UP00000
Motif name: Smad3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward

Position number: 4
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Number of overlap: 10
Similarity score: 0.0413863

Alignment:
DHHBCCCCGCCAHHBHB
—-—-—-CCCCKCCCCC---

Original motif
Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

: = EQQCﬁCCé e~ — S

bits

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

Motif ID: UP00022
Motif name: Zfp740_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 10

Similarity score: 0.0418947
Alignment:

HVBCCCCCCCCMHHHR

-—-—-CCCCKCCcCCC-=--

Original motif

Reverse complement motif
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Consensus sequence: HVBCCCCCCCCMHHHB

20

%j%uggQCCCQQé% :

LI X
15
Weblogad 4

Consensus sequence: BHHDYGGGGGGGGBVD

2.0

Motif ID: UP00002
Motif name: Sp4_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3

Number of overlap: 10

Similarity score: 0.0420708
Alignment:

BDHHMCGCCCCCTHVEB

--CCCCKCCCCC-—---

Original motif
Consensus sequence: BDHHMCGCCCCCTHVBB

20

0.0

Websiaga 3.4

Reverse complement motif
Consensus sequence: BWWHAGGGGGCGRDHHB

2.0

=== - B = T.—'-. EE—

WekiLags 3.4
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Dataset #: 2 Motif ID: 17 Motif name: RXRAVDR

Original motif
Consensus sequence: GGGTCAWBGRGTTCA

SeTon, T
m}éi_ll‘lirl\ﬁtll A\icié

10

Webilogo 34

Best Matches for Motif ID 17 (Highest to Lowest)

Motif ID: UP00037
Motif name: Zfp105_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 15

Similarity score: 0.0631638
Alignment:

DYGVKTCAATAABTYDD

—-—-GGGTCAWBGRGTTCA

Original motif
Consensus sequence: DYGVKTCAATAABTYDD

Reverse complement motif
Consensus sequence: TGAACKCBWTGACCC

~2iMlss LTeAC

Weblogo a4

Reverse complement motif
Consensus sequence: HDMAVTTATTGARVCMH
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2.0

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DWAAAWTGCTGACTH
TGAACKCBWTGACCC

Original motif

UP00044
Mafk_primary

Mus musculus
Reverse Complement
Original Motif
Backward

1

15

0.0639668

Consensus sequence: DWAAAWTGCTGACTH

2.0

0.0 == - AL e _—

Reverse complement motif
Consensus sequence: HAGTCAGCAWTTTWD

" asTCAGA o,

15
WetsLogo 34

Motif ID:

UP00538
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Motif name: Glil_v016060_primary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 9

Number of overlap: 15

Similarity score: 0.0682816
Alignment:

BHCBCBCCGGGTGGTCYHVHDCH

———————— GGGTCAWBGRGTTCA

Original motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

c{fsch-T Ie. ¢

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

oAV

bits

Weblagn 3.4

b ==Xy = = m:» == S =YV —Sx= o
Motif ID: UP00539

Motif name: Gli2_v015681_primary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 2

Number of overlap: 15
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Similarity score: 0.06995

Alignment:
HTBVVVDGGACCACCCRGRDBG
-TGAACKCBWTGACCC—-—-———-—

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

20

bits
by

C

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

i ﬂl ;-I:‘EE A - VY Iﬁﬁe:;ﬂ: -3 el =5 : L - oLE —-5— e
Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1
Number of overlap: 15
Similarity score: 0.0711699
Alignment:
DVMHHDHKGACCCTCCTSVCBH
——————— TGAACKCBWTGACCC

Original motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH
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2.0

20

" T

e1H)

WabiLogod4

. = —t= g N o == = P = pole=m IéT-%— VAT
5 10 15 Wi 5 10 15
Motif ID: UP00540
Motif name: Gli3_v016060_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
CVHBSCGGGTGGTCMHVHHCDH
—————— GGGTCAWBGRGTTCA-

Original motif

Original Motif
Reverse Complement
Backward

2

15

0.072162

Consensus sequence: HDGHHBHRGACCACCCGSVDVG

2.0

it
=

WAL,

= 5=

N

10 15

(S8 )

WabLogad 4

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

2.0

o oMl

WabiLogod4

Motif ID:

UP00045
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DMTWDGTCAGCADWTTH-
-TGAACKCBWTGACCC--

Original motif

Mafb_primary

Mus musculus
Reverse Complement
Original Motif
Forward

2

14

0.562034

Consensus sequence: HAAWDTGCTGACDWARH

2.0

: _.._._ATITI CT 4 _I_ e 6 —_

o =

Wabiloga 3.4

Reverse complement motif
Consensus sequence: DMTWDGTCAGCADWTTTH

2.0

K= CA é@A

0.0 —

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00012
Bbx_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2

14

0.562788
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Alignment:
HWBTTCAWTGAADTH-
-GGGTCAWBGRGTTCA

Original motif
Consensus sequence: HADTTCAWTGAABWD

2.0

E:TéAIlggéI%Aé*I?

Webiloga 34

Reverse complement motif
Consensus sequence: HWBTTCAWTGAADTH

2.0

EiigIIQAzI%AB*I?

Wetilogo 3.4

Motif ID: UP00005

Motif name: Tcfap2a_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.56549

Alignment:

HHRCCBBWGGDCDB-

GGGTCAWBGRGTTCA

Original motif
Consensus sequence: HHRCCBBWGGDCDB

Reverse complement motif
Consensus sequence: BDGHCCWBVGGKDH
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2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDDAGATCAAAGGKDDD-
—-——GGGTCAWBGRGTTCA

Original motif

UP00067
Lefl_primary

Mus musculus
Original Motif
Reverse Complement
Forward

4

14

0.565777

Consensus sequence: DDDYCCTTTGATCTDDV

2.0

0.0

B $?CITMVAICL”

Webiiaga 3.4

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

2.0

>

0.0

5

10 15
WebiLags 3.4

Dataset #: 2 Motif ID: 18 Motif name: RREB1
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Original motif
Consensus sequence: CCCCMAAMCAMCCMCMMMCV

20

Best Matches for Motif ID 18 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
YBVDMGTGGGTGGTCKVVBVBBT
BGRRRGRGGRTGRTTYGGGG——-

Original motif

UP00540

Gli3_v015681_primary
Mus musculus

Reverse Complement
Reverse Complement
Backward

4

20

0.0443369

Consensus sequence: ABBBBVVRGACCACCCACRDBBM

Reverse complement motif
Consensus sequence: BGRRRGRGGRTGRTTYGGGG

20

i

= C T XTI Ty [ 1 VT T

20
WebsLoga 3.4

Reverse complement motif
Consensus sequence: YBYVDMGTGGGTGGTCKVVBVBBT
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2.0 20

f=1
R A A=

=
CVEAX = =—C S X
5

WesLaga 34

Motif ID: UP00538

Motif name: Glil_v015681_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 2

Number of overlap: 20

Similarity score: 0.0490569

Alignment:

MHHHWHYTMCCHCCCACVAABVH
--CCCCMAAMCAMCCMCMMMCV -

Original motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

5 10

WesLago 34

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

Motif ID: UP00538
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Motif name: Glil_v015681_primary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 2

Number of overlap: 20

Similarity score: 0.0546172

Alignment:

BTBVTCVTGGGTGGTCMVVDVERB

-BGRRRGRGGRTGRTTYGGGG--

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

cUAWAWA o o

a0 —— ====43 — ¥ =

5 10 15

4

WebiLog 34

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

bits

e = =T

DI ==
10

20

” rx¢ I I _1 ¢

Weblagn 3.4

Motif ID: UP00540

Motif name: Gli3_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 3

Number of overlap: 20
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Similarity score: 0.055783

Alignment:
VYWVVHCRCCACMCACGAHSBHH
-CCCCMAAMCAMCCMCMMMCV —-—

Original motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH

20

- = e

E:Ezg QQQQéQEQAQAQ%G

15 20
WesLogo 34

Reverse complement motif
Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20

bits

—Lagan;cgafcxx1:?];h'
5 10

00

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif

Direction: Forward

Position number: 3

Number of overlap: 20

Similarity score: 0.057969

Alignment:

HVBDAGCGBGGGTGGCRDBDDDB
—-—-BGRRRGRGGRTGRTTYGGGG-

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH
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2.0

X CA

== 77--:@:;1'1’—-“:‘-‘-—-'-'—-

e

WebiLog 34

CCA o

Weblagn 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DTVBDDRGACCACCCAGDWDGBH
--CCCCMAAMCAMCCMCMMMCV -

Original motif

UP00539

Gli2_v016060_primary
Mus musculus

Original Motif

Original Motif
Backward

2

20

0.0595101

Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

2.0

TAGVALLA

gt

T.—-._‘t;.k-;:

5 10 15

e =RV A Y .- W

WebiLog 34

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBALF

20

" ez TN T

=== a4 et

Weblagn 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
—-BGRRRGRGGRTGRTTYGGGG——

Original motif

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

20

UP00538

Glil_v016060_primary
Mus musculus

Reverse Complement
Original Motif

Forward

2

20

0.0622003

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

0.0 c____g-:—-ggﬁ_ L 4 T I g:‘!; = 9{‘- 00 = = QA W A A Q“.\’F,_,f_:_— : =
Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Original Motif
Original Motif
Forward

2
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Number of overlap:
Similarity score:

Alignment:

RTHBSYCGCCMCMYVCGBTVDH
-CCCCMAAMCAMCCMCMMMCV -

Original motif

20
0.0626951

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

bits

X ?E%ﬁgcécggﬂ I

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

= A = . - _ = éclg;-:_-_AI.;:;ltFI e — N e -
5 20 o 5 10 15 20
Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVMHHDHKGACCCTCCTSVCBH
CCCCMAAMCAMCCMCMMMCV--

Original motif

Original Motif
Reverse Complement
Backward

3

20

0.0631901

Reverse complement motif
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Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

20

Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

bits

o CTCCT <

20
Weblogo34

99 = ; —= 10 = 15 %f:‘- = g l’u T e
Motif ID: UP00528
Motif name: Foxm1_secondary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DCATDBTGHGCATKMTTBRSWR
——-BGRRRGRGGRTGRTTYGGGG

Original motif

Reverse Complement
Reverse Complement
Backward

1

20

0.0673848

Consensus sequence: MWSMBAARRATGCDCABHATGD

2.0

1.0

bits

s e W o

B ols

10

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20

10 20
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Dataset #: 2 Motif ID: 19 Motif name: REST

Original motif Reverse complement motif

Consensus sequence: TTCAGCACCATGGACAGCKCC Consensus sequence: GGYGCTGTCCATGGTGCTGAA
o IIQA_-(.: Cf—’f; v AC b 4 QIEQ - A - TC}I £=38 | | —V ._.-:—&-%

Best Matches for Motif ID 19 (Highest to Lowest)

Motif ID: UP00538

Motif name: Glil_v015681_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 3

Number of overlap: 21

Similarity score: 0.0699178

Alignment:

BBBDVVRGACCACCCAVGABBAB
-—-TTCAGCACCATGGACAGCKCC

Original motif Reverse complement motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB
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2.0

20

Webblaga 3.4
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5 10 15 20 Vs 5 10 15 20
Motif ID: UP00540
Motif name: Gli3_v015681_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Reverse Complement

Direction: Forward
Position number: 1

Number of overlap: 21
Similarity score: 0.0734685
Alignment:

VMYDHDGMCCHCCKBGVVAAVH
GGYGCTGTCCATGGTGCTGAA-

Original motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

2.0

oh ﬁll_ Qﬁg:fx;:-:ﬂ@§§ A?%E-:_

WebLogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

A TAC A Garf An

polmE e e s =X . __== =

5 10 15 20

Weblogod4

Motif ID: UP00540
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Motif name:

Gli3_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 2

Number of overlap: 21

Similarity score: 0.0740652

Alignment:

VYWVVHCRCCACMCACGAHSBHH

-TTCAGCACCATGGACAGCKCC-

Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

2.0

20

bits

- . ‘E-,:-:‘?-IQ-ECIT?I& X

e a0l

15

Clha.c .
20 5 10
WebiLago 3.4 Wabiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00538
Glil_v015681_secondary
Mus musculus

Original Motif

Original Motif

Backward

1

21
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Similarity score:

Alignment:
MHHHWHYTMCCHCCCACVAABVH
-—-TTCAGCACCATGGACAGCKCC

Original motif

0.0750152

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

20

é — I_A_E;é_ = C

0.0 e

=t B-—-: <=

WesLogo 34

Reverse complement motif
Consensus sequence: DVWVTTVGTGGGHGGYAMHWHHHY

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
GGYGCTGTCCATGGTGCTGAA-~-

Original motif

UP00538
Glil_v016060_primary
Mus musculus

Reverse Complement
Original Motif
Backward

3

21

0.0751449

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
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Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BDDHVDKGCCACCCVCGCTDBVH
-TTCAGCACCATGGACAGCKCC-

Original motif

Original Motif
Reverse Complement
Backward

2

21

0.075832

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

TusCa_

 ACC T U

= e

e

5 10

15

20
WebiLog 34

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

Motif ID:

UP00539
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DTVBDDRGACCACCCAGDWDGBH
-—-TTCAGCACCATGGACAGCKCC

Original motif

Gli2_v016060_primary

Mus musculus
Original Motif
Original Motif
Backward

1

21
0.0773446

Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

2.0

U UAVAWA,

= A e

!

b et

5 10 15

(LT

WebiLogo 34

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBALF

20

1 £ TUNTWTLe

e by i = =
5 10 15

bits

L e D=
20

Webloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

UP00050
Bhlhb2_secondary
Mus musculus
Original Motif
Original Motif
Forward

3

21

0.0775367
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Alignment:
YDYBDHTMCACGTGGADDBMDGT
-—-TTCAGCACCATGGACAGCKCC

Original motif

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

n
E10 T
A A c
: ="=3 4 = A

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20

WA AVILIWWL

e

’-*ga:l: = TC Tlé =t
15 20

Webloga 3.4

Motif ID: UP00528

Motif name: Foxm1_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 21

Similarity score: 0.077977

Alignment:

DCATDBTGHGCATKMTTBRSWR
-GGYGCTGTCCATGGTGCTGAA

Original motif
Consensus sequence: MWSMBAARRATGCDCABHATGD

Reverse complement motif
Consensus sequence: DCATDBTGHGCATKMTTBRSWR
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Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1
Number of overlap: 21
Similarity score: 0.0785969
Alignment:

BADHBDHCGCCCMCGCAHHDBBV
—-—-GGYGCTGTCCATGGTGCTGAA

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBYV

2.0

it
=

a..-_=A_ . 2g:§“ TC @Té;_ b e
: 5 10 15 20

WesLago 34

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

bits

o TG, 1

WebbLaga 34

Dataset #: 2 Motif ID: 20 Motif name: PPARGRXRA

Page 153 of 385


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=400

Original motif
Consensus sequence: BTRGGDCARAGGKCA

2.0

"1.aG0 cHaAUGrcA

=R S =l A

5

15
Webilaga 34

Best Matches for Motif ID 20 (Highest to Lowest)

Motif ID: UP00067
Motif name: Lefl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2

Number of overlap: 15

Similarity score: 0.0304954
Alignment:

VDDAGATCAAAGGKDDD

-BTRGGDCARAGGKCA-

Original motif
Consensus sequence: DDDYCCTTTGATCTDDV

Reverse complement motif
Consensus sequence: TGRCCTKTGHCCKAB

0o == A QA-:

IEéQQIET CCx

W&J,clg :u

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD
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Websiags 3.4

2.0

bits
a
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHHASATCAAAGVRHHH
-BTRGGDCARAGGKCA-

Original motif

UP00058
Tcf3_primary
Mus musculus
Original Motif
Original Motif
Forward

2

15
0.0319475

Consensus sequence: HHHASATCAAAGVRHHH

2.0

w0
10
0

acATOAMG .

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH

2.0

- = E-?—Qn‘ ‘I-.:AI,C:.!::‘:-4 —
: 5 10 15

WebiLags 3.4

Motif ID:

UP00054

Page 155 of 385


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=058
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=054

Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHASATCAAAGGAHHH
—BTRGGDCARAGGKCA-

Original motif

Tcf7_primary
Mus musculus
Original Motif
Original Motif
Backward

2

15

0.032779

Consensus sequence: BHHASATCAAAGGAHHH

2.0

0.0

gm_:A?QIQAAAA“ﬂt'

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHYV

2.0

. =S —-:Iggﬂ‘ 4‘.I*.=AIC1&"JP ey

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00082
Zfp187_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

2

15
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Similarity score: 0.0334185

Alignment:
VHMDGGACVAGGRCDH

BTRGGDCARAGGKCA-

Original motif Reverse complement motif

Consensus sequence: DDGMCCTBGTCCHYHV Consensus sequence: VHMDGGACVAGGRCDH

e . AQCCE = AT _crﬁz 0.0 l} -AAAQEA fw:‘:_hr% T

Motif ID: UP00062

Motif name: Sox4_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 2

Number of overlap: 15

Similarity score: 0.0352539

Alignment:

HBDDDAACAAAGRVBHH

-BTRGGDCARAGGKCA-

Original motif Reverse complement motif

Consensus sequence: HBDDDAACAAAGRVBHH Consensus sequence: HHBBMCTTTGTTHDDBH
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2.0 2.0

210 A A £10 CI T
I » | Ad~ . =Y ll., _
16 5 10

. a0
15

Watiloga 3.4 Wabiogs 3.4

Motif ID: UP00030

Motif name: Sox11_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 15

Similarity score: 0.0358782
Alignment:

HBDDRAACAAAGRABHH

-BTRGGDCARAGGKCA-

Original motif Reverse complement motif

Consensus sequence: HBDDRAACAAAGRABHH Consensus sequence: HHBTMCTTTGTTMDDVH

2.0

%1.0 A §
st ] $A&é . =
1o 1

00— o e —
5

5
Watiloga 3.4

it
5

Gl VT
= Loy N . =B =

Wabiogs 3.4

0.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HDTMCTTTGTSTVDBB
TGRCCTKTGHCCKAB-

Original motif
Consensus sequence: VVDBASACAAAGRADH

20

H ?¢AQAAAEBA

bits

0.0 R

UP00101

Sox12_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

2

15

0.0374729

fal

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB

2.0

bits

_—— .

) - JLIP=S : IIIéIE; o=

0.0 = T
15
Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00083
Tcf712_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2
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Number of overlap: 15
Similarity score: 0.0379757

Alignment:
BDDASATCAAAGGMDDD
—-BTRGGDCARAGGKCA-

Original motif
Consensus sequence: DDDYCCTTTGATSTDDV

2.0

EgQITT_AIC; B

0.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

2.0

5 10

0.0 ——
15

WebiLags 3.4

Motif ID: UP00093
Motif name: KIf7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2

Number of overlap: 15

Similarity score: 0.0382733
Alignment:

DHHDGGGCGRGGKHBH

BTRGGDCARAGGKCA-

Original motif

Reverse complement motif
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Consensus sequence: HBDRCCMCGCCCHHHD

20

1 AGQRA

0.

Consensus sequence: DHHDGGGCGRGGKHBH

2.0

—— ‘}%4_'9. g T_.H.__II—:- —

5 10 15
Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DDDYCCCATTGTVHABH
BTRGGDCARAGGKCA--

Original motif

UP00055
Hbpl_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

1

15

0.0397168

Consensus sequence: DDDYCCCATTGTVHABH

2.0

F—

0.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HBTHVACAATGGGMDHD

T [

10 15

bits
P

0.0

Webiloga 3.4

Dataset #: 2 Motif ID: 21 Motif name: PLAG1
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Original motif
Consensus sequence: GGGGCCCAAGGGGG

2.0

2-N A CQQ_'éé¢

W S

Webslogo 3.4

0.0 -

Best Matches for Motif ID 21 (Highest to Lowest)

Motif ID: UP00102

Motif name: Zicl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 14

Similarity score: 0.0499525

Alignment:

CCCCCCCGGGGGHB

CCCCCTTGGGCCCC

Original motif
Consensus sequence: BHCCCCCGGGGGGG

10

1.0

bits

R

Webiioga 3.4

Reverse complement motif
Consensus sequence: CCCCCTTGGGCCCC

Webitaga 3.4

Reverse complement motif
Consensus sequence: CCCCCCCGGGGGHB

2.0

:QQQQQCE?ﬁTIA-

10

@
=51

L1k

Wabioga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BTBVTCVTGGGTGGTCMVVDVEB
————————— CCCCCTTGGGCCCC

Original motif

UP00538

Glil_v015681_primary

Mus musculus
Reverse Complement
Original Motif
Backward

1

14

0.0540613

Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

bits

20

WAT=AZQTL¢T T _1 ¥¢T

Webloga 3.4

A
00 == ====0A"Wc= ¥ - e W = T === =
5 10 20 o 10
Motif ID: UP00057
Motif name: Zic2_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Reverse Complement
Original Motif
Backward

1

14

0.0548411
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Alignment:
VCCCCCCCGGGGGRB
—-CCCCCTTGGGCCCC

Original motif
Consensus sequence: BMCCCCCGGGGGGGB

2.0

@
=1

1 cclec

0. Lo m =W W W = -

10 15

Reverse complement motif
Consensus sequence: VCCCCCCCGGGGGRB

2.0

Py - o= = W = =

GQQQQCQ

Wetilogo 3.4

o 10 15
Motif ID: UP00005

Motif name: Tcfap2a_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 14

Similarity score: 0.0556785

Alignment:

HHRCCBBWGGDCDB

GGGGCCCAAGGGGG

Original motif
Consensus sequence: HHRCCBBWGGDCDB

Reverse complement motif
Consensus sequence: BDGHCCWBVGGKDH
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2.0

RN - Y. 3 55 S o = -
Motif ID: UP00006
Motif name: Zic3_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2
Number of overlap: 14
Similarity score: 0.056976
Alignment:
BMCCCCCGGGGGGGR
-CCCCCTTGGGCCCC

Original motif
Consensus sequence: BMCCCCCGGGGGGGB

2.0

210 __ECQQCC

- T e e S

10 15
Webilaga 34

Reverse complement motif
Consensus sequence: VCCCCCCCGGGGGRB

20

1.0

bits

=L o= WA

10 15
WetsLogo 34

QQQQQCC

0o l=—

Motif ID: UP00540
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDGHHBHRGACCACCCGSVDVG
CCCCCTTGGGLCCCC—====———

Original motif

Gli3_v016060_primary
Mus musculus

Reverse Complement
Original Motif
Backward

9

14

0.0573495

Consensus sequence: HDGHHBHRGACCACCCGSVDVG

2.0

bits

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

<

WabiLogod4

i = i = == =
. 2 19 & Wablogad 4 ‘
Motif ID: UP00540
Motif name: Gli3_v015681_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

Reverse Complement
Reverse Complement
Forward

9

14
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Similarity score:

Alignment:
VMYDHDGMCCHCCKBGVVAAVH
———————— CCCCCTTGGGCCCC

Original motif

0.0579022

Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB

20

o= EIIE Q:«%:;; .-L:;_,?r.-%g ;-;,:?E___

Weblogad 4

Reverse complement motif
Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20

| C C
N Q A
,ﬂ-;__.__ =~ lﬂ,& e B O _:=.-=A_._
= 10 15

20
Weblogo34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DVMHHDHKGACCCTCCTSVCBH
CCCCCTTGGGCCCC——==———~

Original motif

UP00539

Gli2_v015681_secondary
Mus musculus

Reverse Complement
Reverse Complement
Backward

9

14

0.0580662

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH
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2.0

20

" T

z1i()

WabiLogod4

. = —t= g N P -— EE‘—_—’ pole=m IéT-%— L e —
5 10 15 20 = 5 10 15
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HGDHVHKGACCACCCGGBGBGDB
————————— CCCCCTTGGGCCCC

Original motif

Reverse Complement
Reverse Complement
Backward

1

14

0.0597453

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

2.0

r—
e = v
=

e =

sl

WebiLog 34

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

ARG

n b — = Ao =

5 10 15 20

it
b=

00

Weblagn 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBCCCCCCCCCCMYC
—CCCCCTTGGGCCCC

Original motif

Consensus sequence: DBCCCCCCCCCCMYC

2.0

UP00021

Zfp281_primary

Mus musculus
Reverse Complement
Original Motif
Backward

1

14

0.0598088

“oLe0000C..c

Webiloga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

2.0

Dataset #: 2 Motif ID: 22

Original motif

Consensus sequence: TGAMCTTTGMMCYT

Motif name: NR2F1

Reverse complement motif
Consensus sequence: AKGYYCAAAGRTCA

Page 169 of 385


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=021

bits

hAAE IIAAééggl

Welsloge 34

Best Matches for Motif ID 22 (Highest to Lowest)

Motif ID: UP00083
Motif name: Tcf712_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 14

Similarity score: 0.0452364
Alignment:

DDDYCCTTTGATSTDDV

-TGAMCTTTGMMCYT--

Original motif
Consensus sequence: DDDYCCTTTGATSTDDV

20

__ g*?QHT-._AICL -

0.0

Webiiogo 3.4

2.0

gmcﬁéT;gAAAmTIQA

0.0

Webilaga 3.4

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD

20

ol == ACAIC_ 5 2=

15
Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDDAGATCAAAGGKDDD
—-—AKGYYCAAAGRTCA-

Original motif

UP00067

Lefl_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

14

0.0453449

Consensus sequence: DDDYCCTTTGATCTDDV

20

- vl M“AIC;-

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

= TC | e
5

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00539

Gli2_v015681_secondary

Mus musculus
Original Motif

Reverse Complement

Forward
8
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Number of overlap: 14
Similarity score: 0.0461358

Alignment:
DVMHHDHKGACCCTCCTSVCBH
——————— TGAMCTTTGMMCYT-

Original motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

bits
=

10 15

20
Weblogod4

i = =Ax=T7 .l =__ PO == =
5 0 5 B 5
Motif ID: UP00054
Motif name: Tcf7_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2
Number of overlap: 14
Similarity score: 0.0461768
Alignment:
BHHASATCAAAGGAHHH
—-—-AKGYYCAAAGRTCA-

Original motif

Reverse complement motif
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Consensus sequence: BHHASATCAAAGGAHHH

20

A

g:_,A?QIgAAAA

=
15

Webiiogo 3.4

Consensus sequence: HHHTCCTTTGATSTHHYV

20

- z:gggg;j,}j[qF‘!][cigle =

bits

0.0

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HHHASATCAAAGVRHHH
—-—-AKGYYCAAAGRTCA-

Original motif

UP00058
Tcf3_primary

Mus musculus
Reverse Complement
Original Motif
Backward

2

14

0.0473628

Consensus sequence: HHHASATCAAAGVRHHH

20

) Ae?QIQAAAé“f

15
Websiaga 3.4

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH

2.0

:~ JE?QITTTAICL?JH

bits

WekiLags 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDGMCCTBGTCCHYHV
TGAMCTTTGMMCYT--

Original motif

uP00082

Zfp187_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

14

0.0480188

Consensus sequence: DDGMCCTBGTCCHYHV

20

0.0

el cles

15
Weblogad 4

Reverse complement motif

Consensus sequence: VHMDGGACVAGGRCDH

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00062
Sox4_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2
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Number of overlap:
Similarity score:

Alignment:

HHBBMCTTTGTTHDDBH
-TGAMCTTTGMMCYT--

Original motif

14
0.0495447

Consensus sequence: HBDDDAACAAAGRVBHH

2.0

: A

P ==

bits

AAA::’:

5

5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

el

0.0 1= — i
15

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHBTMCTTTGTTMDDVH
-TGAMCTTTGMMCYT--

Original motif

UP00030

Sox11_primary

Mus musculus
Original Motif
Reverse Complement
Backward

3

14

0.0499033

Reverse complement motif
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Consensus sequence: HHBTMCTTTGTTMDDVH

20

Consensus sequence: HBDDRAACAAAGRABHH
%‘I.O A %1_0
C I
- =1 QAAQ : — 0.0 t= IT —S= = 3 =
UP00023
Sox30_primary

Mus musculus

Motif ID:
Motif name:

Species:

Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward

3
14
0.0511534

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDBAACAATDRHHHH

—-—-TGAMCTTTGMMCYT

Original motif
Consensus sequence: DHDBAACAATDRHHHH

20
o !;
h A AAI
= e W . ] e ——
5 10 15
Weblogad .4

0.0 —

Reverse complement motif
Consensus sequence: HHHHMHATTGTTBDHD

20
210 ‘
i ———__g“:..\-g.‘ A Al .. -
5 10 15
WWabLaga 3.4

0.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDGHCCWBVGGKDH
AKGYYCAAAGRTCA

Original motif
Consensus sequence: HHRCCBBWGGDCDB

2.0

UP00005
Tcfap2a_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

1

14

0.0516973

Reverse complement motif
Consensus sequence: BDGHCCWBVGGKDH

2.0

Dataset #: 2 Motif ID: 23

Original motif
Consensus sequence: BGGGGA

Motif name: MZF1_1-4

Reverse complement motif
Consensus sequence: TCCCCV
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Best Matches for Motif ID 23 (Highest to Lowest)

Motif ID: UP00176

Motif name: Crx

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 6

Similarity score: 0

Alignment:

DGGMTAATCCCCDWBK

——————— TCCCCV~---

Original motif
Consensus sequence: YBWDGGGGATTARCCD

20

B e = 1] A= =
5

Reverse complement motif
Consensus sequence: DGGMTAATCCCCDWBK

TA veC . .

15
Weblogodd

bits

F>

afﬁ

0.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
GBHDGCTAATCCCCCB
————————— TCCCCV-

Original motif

UP00265

Pitx3

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

6

0.00193291

Consensus sequence: VGGGGGATTAGCDDBC

20

Reverse complement motif
Consensus sequence: GBHDGCTAATCCCCCB

2.0

Weblogodd

=AU i e 0.0 ) __-ﬂc;g ggﬁz
Motif ID: UP00239
Motif name: Obox2
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Reverse Complement
Forward

9
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Number of overlap: 6
Similarity score: 0.00284735

Alignment:
HTARTTAATCCCCCKBD
———————— TCCCCV—-—--

Original motif
Consensus sequence: DBRGGGGGATTAAMTAH

2.0

1.0 A A
e - S ail = TAFA'élm
5 10 15

0.0

bits

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HTARTTAATCCCCCKBD

2.0

E”ATéTLIATQQQQQfE*

o —— =

WebiLags 3.4

Motif ID: UP00216
Motif name: Obox1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 9

Number of overlap: 6

Similarity score: 0.00461976
Alignment:

DDARGGGGATTAACDHH

---BGGGGA-——————~

Original motif

Reverse complement motif
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Consensus sequence: DDARGGGGATTAACDHH

20

bits

0.0

_'__-:éﬁl}@‘ﬂ_--- i | AAQ:_&_
5 10 15

Webiiogo 3.4

Consensus sequence: DHDGTTAATCCCCKTDD

20

} Cg
_:-:’—-:U:A A 4 TEIA
10

0.0
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

HHWGTTAATCCCCCBBH
———————— TCCCCV---

Original motif

UP00160

Obox3

Mus musculus
Reverse Complement
Reverse Complement
Forward

9

6

0.00641818

Consensus sequence: HBVGGGGGATTAACWHH

20

bits

L _ogQy TTAAQI,%

0.0

Websiaga 3.4

Reverse complement motif
Consensus sequence: HHWGTTAATCCCCCBBH

2.0

=3 -AILT " cgg‘?_ R

0.0
15
WekiLags 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDVRGGGATTAAHTHHH
--BGGGGA-—-———————

Original motif

UP00208

Obox5_2284.1
Mus musculus
Original Motif

Original Motif

Backward

10

6

0.0110256

Consensus sequence: HDVRGGGATTAAHTHHH

20

bits

Reverse complement motif
Consensus sequence: DHHAHTTAATCCCKVDH

%1-0 A T CQ
— - N | R
5 10

=
5

Webiloga 3.4

oo l==5" :"*%A _ 2 L. T:i':A_1.h_,1_ P oo l= :
Motif ID: UP00143
Motif name: Dobox5
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
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Number of overlap: 6
Similarity score: 0.0136568

Alignment:
DDHVGGGATTAATHDTH
--BGGGGA-————————

Original motif
Consensus sequence: DDHVGGGATTAATHDTH

2.0
— =N Yyl AAIE D SR
10

0.0 = ===
5 15
Webiloga 34

bits
a

Reverse complement motif
Consensus sequence: DADHATTAATCCCBHHH

2.0

wy
£10
o Esee] e c ; == _—
10

5 15
WebiLags 3.4

Motif ID: UP00229
Motif name: Otx1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 10

Number of overlap: 6

Similarity score: 0.0138939
Alignment:

DDDRGGGATTAATWHHB

--BGGGGA-———————~

Original motif

Reverse complement motif
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Consensus sequence: DDDRGGGATTAATWHHB

20

bits

Consensus sequence: VHHWATTAATCCCMDHH

20

bits

Webiloga 3.4

ol = A VL] L Alx . &5 —-A—I-\-ér i ngés&
Motif ID: UP00267
Motif name: Otx2
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 10
Number of overlap: 6
Similarity score: 0.016387

Alignment:
DDDRGGGATTAATHDDH
--BGGGGA-—-———————

Original motif

Consensus sequence: DDDRGGGATTAATHDDH

20

0.0

—=2-9 4 L8 A.éé-?
5 10 15

Websiaga 3.4

Reverse complement motif
Consensus sequence: DDHHATTAATCCCKDHD

2.0

_AT ; __ng

-_—
—

5 10 15
WekiLags 3.4
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Motif ID: UP00153

Motif name: Pitx1
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 9
Number of overlap: 6
Similarity score: 0.0164951
Alignment:
HBVDRGGGATTAAMDHH
---BGGGGA--—-————-
Original motif Reverse complement motif
Consensus sequence: HBVDRGGGATTAAMDHH Consensus sequence: HHDRTTAATCCCKHBVH
P E—— == ?_AA A 1_'_H AAE?‘—“—‘ 0.0 T%fﬂlé > - gg'———%e —
Dataset #: 2 Motif ID: 24 Motif name: Ar
Original motif Reverse complement motif
Consensus sequence: HWDAGHACRHHVTGTHCCHVMV Consensus sequence: VRVDGGHACAVDDKGTHCTDWH
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2.0 20

:Ei}; éJ\ l\ cle;jlg-(3 ELE =1 __ ]A A= t;g i[TglI):%

=== - E— e A s P
5 10

00-==

0 = -=
20 5 10 15 20
WebLogad 4 Weblogo 34

Best Matches for Motif ID 24 (Highest to Lowest)

Motif ID: UP00032

Motif name: Gata3_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 1

Number of overlap: 22

Similarity score: 0.0676991
Alignment:

HBHDVBWGATHBTATCRVBHHH
HWDAGHACRHHVTGTHCCHVMV

Original motif Reverse complement motif
Consensus sequence: HBHDVBWGATHBTATCRVBHHH Consensus sequence: HHHBBMGATAVHATCWVVDHVH

20 20

N AT ATC " AI ATC
AYIL iV . SY . NIVI
} =WIL _oi - - R QIO .. MV .
5 10 15 10 15 20

Weblogad 4 Weblogo34

H
|
l
|
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VVYDDDCHCAVACAATTDBVAC
VRVDGGHACAVDDKGTHCTDWH

Original motif

UP00034
Sox7_secondary

Mus musculus
Reverse Complement
Reverse Complement
Backward

1

22

0.0692146

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

20

1.0

bits

5.8 GT;éAlI%_I_ C

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

=140

bits

20
Weblogo34

== = I_ B ud
Motif ID: UP00050
Motif name: Bhlhb2_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Reverse Complement
Reverse Complement
Forward

1

22
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Similarity score: 0.0695612

Alignment:
DDHBHBSTCACGTGAHBBDHHM
VRVDGGHACAVDDKGTHCTDWH

Original motif
Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

o= == GYIIVOVINVNCE . o e - ScVIIWVIVNC = .
5 10 15 o 5 10 15 20
Motif ID: UP00050
Motif name: Bhlhb2_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 1
Number of overlap: 22
Similarity score: 0.0771346
Alignment:

YDYBDHTMCACGTGGADDBMDGT
—HWDAGHACRHHVTGTHCCHVMV

Original motif
Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

Page 188 of 385


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=050

2.0

20

" . ;-F— B P = Pl = n__.cA:,_uex o — N —5 o P 4 Wi = $=C = -
5 10 15 20 St 5 10 15 20
Motif ID: UP00526
Motif name: Foxnl_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
WHVBVVMACGCGCGTCDYHWDH
VRVDGGHACAVDDKGTHCTDWH

Original motif

Reverse Complement
Original Motif
Forward

1

22

0.0772045

Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

2.0

o ACOyUCEre

5 10

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

-
15 20
Weblogod4

510
s = sl Ac T =
; = A ETAY T ACS o . N0
5 10

Motif ID:

UP00526
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Motif name:
Species:
Matching format of first motif:

Foxn1_secondary
Mus musculus
Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 1

Number of overlap: 22

Similarity score: 0.077433

Alignment:

BDVBCDACGCKCGCGTBHRKHD

VRVDGGHACAVDDKGTHCTDWH

Original motif Reverse complement motif

Consensus sequence: DDRMHBACGCGYGCGTDGBBDB Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

2.0

= Ac‘.. A¢e~= Gégqc

A

20

I R 0.0 e ‘_‘1‘__:_5‘: AQ“.“QAQAcz‘;’__T‘“ - IE,_,:‘:
5 10 15 20

WabLogad 4 WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00540
Gli3_v016060_secondary
Mus musculus

Original Motif

Original Motif

Backward

1

22

0.0776897
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Alignment:
VYWVVHCRCCACMCACGAHSBHH
-HWDAGHACRHHVTGTHCCHVMV

Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

2.0 20

Et Ty QgggégggAg*ééc

bits

wE=CA =X=7 S _ = = A‘EQ?IQ‘%CIT‘FI«_L-}‘E‘.\ 55 ‘?2?
5 18 2 WebiLogn 34 3 10 L A Weblogn 3.4
Motif ID: UP00528
Motif name: Foxm1_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1
Number of overlap: 22
Similarity score: 0.0787977
Alignment:
MWSMBAARRATGCDCABHATGD
HWDAGHACRHHVTGTHCCHVMV
Original motif Reverse complement motif
Consensus sequence: MWSMBAARRATGCDCABHATGD Consensus sequence: DCATDBTGHGCATKMTTBRSWR
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2.0 20

510 =10

ol Re=% ‘i‘AéA_-_-sée-__-‘a : A_‘- _AXe " 127-3 G IEEQ . —(-;ll =X
: 5 10 15 20 - 5 1 15 B

Motif ID: UP00034

Motif name: Sox7_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 1

Number of overlap: 22

Similarity score: 0.0792723

Alignment:

HHBDHDDAACAATDRHHHHHBW
HWDAGHACRHHVTGTHCCHVMV

Original motif Reverse complement motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

2.0 2.0

A N
= AN s I

k= ==l 11 e 5 =2 =y l | =X .- =
- 5 10 15 15 0
Webilogo 3.4

bits

)

i
B';I
p
]
)

H
&
2
2

Motif ID: UP00539
Motif name: Gli2_v015681_secondary
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Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HVGVSAGGAGGGTCYHHHHYVH
HWDAGHACRHHVTGTHCCHVMV

Original motif

Mus musculus
Original Motif
Original Motif
Backward

1

22
0.0799314

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

Ag% P

WabLogad 4

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

bits
p=

10 15

i e

5
WablLogo 34

Dataset #: 2 Motif ID: 25

Original motif
Consensus sequence: CACGTG

bifs

-cACGT

W s Loy S

Motif name: Arnt

Reverse complement motif
Consensus sequence: CACGTG

=_r

bifs
:

(==

W s oy S
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Best Matches for Motif ID 25 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
RDHDBVDTCACGTGASBHVHDH

Original motif

UP00050

Bhlhb2_primary
Mus musculus
Original Motif
Original Motif
Forward

9

6

0

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

20

7]
=10

—]
§ —
0

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

i A

g === 5 — 10 S (:5:;_._- 20 — a0 == ; - 10 S (1'-5.;-: e
Motif ID: UP00050
Motif name: Bhlhb2_secondary
Species: Mus musculus

Matching format of first motif:

Reverse Complement
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Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
ACHRBHDTCCACGTGYAHHBMHM

Original motif

Reverse Complement
Backward

9

6

0.0026425

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

w
E'\.U T
A
g~
5

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20
— = =t
15 20

]
510

o G

e

Webloga 3.4

00 <= ;-_—— = I‘:’ f_‘@;_---l: Gl < e b A
10 15 o 5 10
Motif ID: UP00060
Motif name: Max_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

Original Motif
Original Motif
Forward

5

6

0.0044422
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DDASCACGTGBTBVDD
~--—CACGTG-—----

Original motif

Consensus sequence: DDASCACGTGBTBVYDD

2.

écCACAT

=

LI X

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HHVBABCACGTGSTHD

2.0

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDBHGCACCTGRBDDVB

Original motif

UP00046
Tcfe2a_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

7

6

0.0342153

Consensus sequence: VBHHVCAGGTGCDVDHD

Reverse complement motif
Consensus sequence: DHDBHGCACCTGBDDVB
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2.0 2.0

i WG = e Y
Motif ID: UP00097
Motif name: Mtf1_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 9
Number of overlap: 6
Similarity score: 0.0471928
Alignment:
HDYTTGCACACGDHBH
———————— CACGTG--

Original motif Reverse complement motif

Consensus sequence: DBDHCGTGTGCAAMDH Consensus sequence: HDYTTGCACACGDHBH
2.0 2.0
i F—— ?c ! ]. I | CA@é ITT c CAC---,M-_ —
? 10 orkoarsa ? 1o o
Motif ID: UP00249
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDADCCACTTRAAWTT

Original motif

Consensus sequence: HDADCCACTTRAAWTT

2.0

=

0.0 =

Nkx2-5

Mus musculus
Reverse Complement
Original Motif
Backward

6

6

0.0482749

i AA,GCAC lAAgx%§

Wabiogad 4

Reverse complement motif
Consensus sequence: AAWTTMAAGTGGHTDH

20

bits

1.0

— T
10

WabiLogo 34

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00060
Max_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

5

6
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0.0485437

Similarity score:

Alignment:
BBGHCACGCGACDD

——--CACGTG----

bits

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB

2.0

0.0 lmem = TIQ$CAI ¥ Q:m_e=
5 19 Webiogo 3.4

Original motif
Consensus sequence: BBGHCACGCGACDD
S, R ol Agpg?ﬁﬁg
Motif ID: UP00231
Motif name: Nkx2-2
Mus musculus
Original Motif
Reverse Complement

Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
DVDTKTCAAGTGGKBDH

Original motif

Forward

7

6
0.0497234

Consensus sequence: HDVRCCACTTGARADBD

Reverse complement motif
Consensus sequence: DVDTKTCAAGTGGKBDH
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2.0

2.0

o =y — %

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
AAHYTCAAGTGGBTBV

Original motif

Consensus sequence: BVABCCACTTGAMHTT

2.0

it
5

UP00165

Titf1l

Mus musculus
Original Motif
Reverse Complement
Backward

6

6

0.0498919

_— e ==

00—

HAMQQATléA

11

Weblogod 4

Reverse complement motif
Consensus sequence: AAHYTCAAGTGGBTBV

2.

n
=1

0
| =I |
A +]1C ]
PP — - ; LA W - S
: 5 10 15

Weblogod4
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Motif ID: UP00147

Motif name: Nkx2-6

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Forward

Position number: 6

Number of overlap: 6

Similarity score: 0.0544601

Alignment:

DDADCCACTTAAVHTT

————— CACGTG-----

Original motif Reverse complement motif

Consensus sequence: DDADCCACTTAAVHTT Consensus sequence: AAHVTTAAGTGGHTDD
8.0 —F-—A - CCA - I AE_’.‘:";‘; P 67-?510 4 Ac—l—ﬁ.—

Dataset #: 2 Motif ID: 26 Motif name: ArntAhr

Original motif Reverse complement motif

Consensus sequence: YGCGTG Consensus sequence: CACGCM

Page 201 of 385


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=147

b
:

=_
C
e e — —— - B— ——
L=

ks i cmey e TE

Best Matches for Motif ID 26 (Highest to Lowest)

Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 7

Number of overlap: 6

Similarity score: 0

Alignment:

VVVDHHTGCGYGGGCGDHVHHTB

—————— YGCGTG-—————————~

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBV

20

it
P

A C TA CA

=r = LT X -
2

e = =¥

5 10 15

WesLogo 34

et S,

ks L cmey o TE

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

bits

a —— -

. ?elAQmTA Ve, I

Weblaga 3.4
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Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHDGBCACGCCTWDB
————— CACGCM—-—---

Original motif

Consensus sequence: BDWAGGCGTGBCHHD

cule e

2.0

%)
=1.0
_JEL—.—

0.0—= =

UP00002

Sp4_secondary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

6

0.00183587

5

Webiloga 34

Reverse complement motif
Consensus sequence: HHDGBCACGCCTWDB

2.0

%j AAEQACéGClIE

Weblogo a4

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:
Position number:

UP00060
Max_secondary

Mus musculus
Original Motif
Reverse Complement
Backward

5
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6
0.00348048

Number of overlap:
Similarity score:

Alignment:
HDGTCGCGTGDCVB

~---YGCGTG----

Original motif
Consensus sequence: BBGHCACGCGACDD

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB
20

= IIQ—A.— AL Q:-tE—:
5 10

bits

20
ool CAQ_‘\%I&Q =
2 10 Webitags 3.4
Motif ID: UP00527
Motif name: Foxn4_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
8
6
0.00526158

Position number:
Number of overlap:
Similarity score:
Alignment:
TCDAMVBGACGCMAKDDDVBBD

Original motif

Reverse complement motif
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Consensus sequence: DBBVDDDRTRGCGTCBBYTHGA

20

“??_ffﬁ?lg A S & SRR
UP00042

Consensus sequence: TCDAMVBGACGCMAKDDDVBBD

20
i i =
Weblogo3.4

Motif ID:
Gm397_second
Mus musculus
Original Motif

Motif name:
Species:
Matching format of first motif
Matching format of second motif: Reverse Complement
Direction: Backward
8
6
0.00558171

Position number:
Number of overlap
Similarity score:

Alignment:
HBGYGTGTGTGCVRVD
---YGCGTG-———-—-—-

Original motif
Consensus sequence: DVMVGCACACACKCVH

- GO

0.0

bit
5

?ﬂ

N

Reverse complement motif
Consensus sequence: HBGYGTGTGTGCVRVD

2.0
--‘ _‘,, Q—?TST‘ .
'Wq Loga 3.4

0.0
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDYTTGCACACGDHBH
———————— CACGCM--

Original motif

UP00097

Mtfl_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

9

6

0.00702416

Consensus sequence: DBDHCGTGTGCAAMDH

2

0.

S

Weblogad 4

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH

2.0

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00526
Foxnl_secondary
Mus musculus
Original Motif
Original Motif
Forward

8
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Number of overlap:
Similarity score:

Alignment:
DDRMHBACGCGYGCGTDGBBDB

Original motif

6
0.0123233

Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

2.0

_—_ 3 e =

o -

5 10

20
WebLogad 4

Reverse complement motif
Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

20

N ,AEAQ¢QAGACHI -II“-
g 5 10 15 20

WabiLago

.

< | |

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HCCGCCCCCGCAHB
—————— CACGCM--

Original motif

UP00007

Egrl_primary

Mus musculus
Reverse Complement
Original Motif
Backward

3

6

0.0141579

Reverse complement motif
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Consensus sequence: HCCGCCCCCGCAHB

2.0

blts

b

- 0alllelic.

Welilogo 3.4

Consensus sequence: VHTGCGGGGGCGGH

2.0

—:‘lﬂg N Wi Qe-_'_

5 10
Webitoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH

Original motif

UP00538
Glil_v016060_primary
Mus musculus

Original Motif

Original Motif
Backward

11

6

0.0144485

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

20

1 ¢ o CcW T T Ve,

e As"_‘r

B-,'

Weslaga 3.4

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

v _aA A A ceu-—-

e e Y —_— =

0.0 — —
5 10 15 20

Webblaga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VHYTCCDWCCGCGTCMMTHWHV

Original motif

UP00527

Foxn4_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

8

6

0.0172109

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

20

'EA.XI_‘S‘ = unl Al -.:s;z%

s

20
Weblogad 4

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

bits
b=

= QIEQ ,_._;Eg v'L¥ SEem X A

Dataset #: 2 Motif ID: 27

Original motif
Consensus sequence: TTTSGCGC

Motif name: E2F1

Reverse complement motif
Consensus sequence: GCGCSAAA
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=0

bifs
:

OO

el ago @

Best Matches for Motif ID 27 (Highest to Lowest)

Motif ID: UP00001

Motif name: E2F2_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 7

Number of overlap: 8

Similarity score: 0

Alignment:

BBBDTTGGCGCCKWVVD

---TTTSGCGC-—-—--—--

Original motif
Consensus sequence: HVBWYGGCGCCAADVBB

20

0.0 IEGCC L ché .

Webiiogo 3.4

2.0
£
= C
a0 L e——
5

ek Lago @

Reverse complement motif
Consensus sequence: BBBDTTGGCGCCKWVVD

Pl =

it
=

Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HBHWYGGCGCCAMDVBB
—————— GCGCSAAA-—-

Original motif

UuP00003

E2F3_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

4

8

0.00182028

Consensus sequence: HBHWYGGCGCCAMDVBB

20

:x%Acc

(s,

Reverse complement motif
Consensus sequence: BBBDYTGGCGCCKWDBD

20

I CGCQAQI

=T N —
5

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00072
IRC900814_primary
Mus musculus
Reverse Complement
Original Motif
Forward

5
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Number of overlap:
Similarity score:

Alignment:
DDHTACGACAAAWDDB
-——-GCGCSAAA———--

Original motif

8
0.0237639

Consensus sequence: DDHTACGACAAAWDDB

2.0

o AUUAch,

15
Weblagad 4

Reverse complement motif
Consensus sequence: BHDWTTTGTCGTAHDD

R

it
o

0.0-=

5 15
Weblogod 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
WHSGCGCGCCHTDHB
————— GCGCSAAA--

Original motif

UP00003

E2F3_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

3

8

0.0275636

Reverse complement motif
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Consensus sequence: VHDADGGCGCGCSHW

2.0

bits

0.0 =

A -
—— N - W'Y W g —  —
5 10 15

Webiloga 34

Consensus sequence: WHSGCGCGCCHTDHB

EL . GAG-:C _ CQEI

0. = -
15
Weblogo a4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DMMDGMGCGCGCGCHD
———————— GCGCSAAA

Original motif

UP00065
Zfpl161_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

9

8

0.028109

Consensus sequence: DDGCGCGCGCRCHYRD

2.0

-

:

0
<>
S

Reverse complement motif
Consensus sequence: DMMDGMGCGCGCGCHD

20
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UP00001
E2F2_primary
Mus musculus

Motif ID:
Motif name:

Species:

Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward

6
8
0.0296302

Position number:
Number of overlap:
Similarity score:

Alignment:
VHDARGGCGCGCVHH

-—-TTTSGCGC—————

Original motif
Consensus sequence: VHDARGGCGCGCVHH

(.0

Reverse complement motif
Consensus sequence: HHVGCGCGCCKTDHB

2.0

LA UV
Motif ID: UP00068
Motif name: Eomes_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
7

Position number:

Page 214 of 385


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=001
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=068

Number of overlap:
Similarity score:

Alignment:

BVHDAGGTGTGAAAHHH
—————— GCGCSAAA---

Original motif

8
0.0348969

Consensus sequence: BVHDAGGTGTGAAAHHH

2.0

bits

) 4591 II Aa.

0.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHHTTTCACACCTDHBY

2.0

S

15
WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DHDBTKGTTTCGHTHDD
——————— TTTSGCGC--

Original motif

UP00011

Irf6_primary

Mus musculus
Original Motif
Reverse Complement
Forward

8

8

0.0368278

Reverse complement motif
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Consensus sequence: HDDAHCGAAACYAVDDD

20

bits

A

e

5

 VWRARVE.

Webiiogo 3.4

Consensus sequence: DHDBTKGTTTCGHTHDD

20

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DWTTTCCGHHWAWD
————— GCGCSAAA-

Original motif

Consensus sequence: DWTWHHCGGAAAWD

2.0

uP00049

Sp100_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

8

0.0383813

Reverse complement motif
Consensus sequence: DWTTTCCGHHWAWD

2.0

=
S 1.0

|,

0.0 s

AIIIQC m%éé;

Wekitaga 9.4
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Motif ID: UP00527

Motif name: Foxn4_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 9

Number of overlap: 8

Similarity score: 0.0406002

Alignment:

TCDAMVBGACGCMAKDDDVEBD

———————— GCGCSAAA-———-——-

Original motif
Consensus sequence: DBBVDDDRTRGCGTCBBYTHGA

20

210 T
A
d =S A

5 10 15 20
Weblogad 4

o TI-E =

Reverse complement motif
Consensus sequence: TCDAMVBGACGCMAKDDDVBBD

20

it
P

=G _an __V[IVY 9A§ |

20

—
Weblogo34

Dataset #: 2 Motif ID: 28 Motif name: Egrl

Original motif
Consensus sequence: HGCGTGGGCGK

Reverse complement motif
Consensus sequence: YCGCCCACGCH
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.
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00— B L |
5

10
Watiiaga 34

Best Matches for Motif ID 28 (Highest to Lowest)

Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 7

Number of overlap: 11

Similarity score: 0

Alignment:

VVVDHHTGCGYGGGCGDHVHHTB

—————— HGCGTGGGCGK-—--—-—~

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBV

20

it
P

A_ — s_—:-g:g:“ Té égé;—c = o=

0.0

WesLogo 34

2.0

s

Pre
>
>

0.0

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

bits

0.0 =

sace 'a'el&g m TA ) %é"' . L -

Weblaga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HCCGCCCCCGCAHB
-YCGCCCACGCH--

Original motif

UP00007
Egrl_primary

Mus musculus
Reverse Complement
Original Motif
Forward

2

11

0.00727533

Consensus sequence: HCCGCCCCCGCAHB

2.0

bits

0.0

C.

W _

QQJCCQC

Reverse complement motif
Consensus sequence: VHTGCGGGGGCGGH

2.0

1.0

bits

eV CUG

0.0

5 10
Webitoga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00538
Glil_v015681_secondary
Mus musculus

Reverse Complement
Original Motif

Backward

4

Page 219 of 385


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=007
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538

Number of overlap: 11
Similarity score: 0.0262579

Alignment:
MHHHWHYTMCCHCCCACVAABVH
————————— YCGCCCACGCH---

Original motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

= g;EEé_ N Qég a8, -

N

5 10 15 20
WesLago 34

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

Motif ID: UP00540

Motif name: Gli3_v015681_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 11

Similarity score: 0.0297053

Alignment:

YBVDMGTGGGTGGTCKVVBVBBT

--HGCGTGGGCGK--————-——~-

Original motif

Reverse complement motif

Page 220 of 385


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=540

Consensus sequence: ABBBBVVRGACCACCCACRDBBM

20

bits

2 = CUUyySYYvilco. _&
5 10 15 20

0.0

Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20

WT lTT I

o]
== KW= - ——-——-= e —
5

Weblaga 3.4

Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 11

Similarity score: 0.0318144
Alignment:

HVBDAGCGBGGGTGGCRDBDDDB
--—--HGCGTGGGCGK--————--~

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

20

TuuCa _

= —-—'F-*-‘-':_LI'IfJ‘:"-:-—L- - o S

S — — — =

5 10 20

Weslaga 3.4

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20

e ACQCCA e o.c.

= e

bits
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20
Webblaga 3.4

Page 221 of 385


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=538

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVVHAGGGGGCGRDHHB
-—-HGCGTGGGCGK-—-—--

Original motif

UP00002

Sp4_primary

Mus musculus
Original Motif
Reverse Complement
Forward

3

11

0.0345009

Consensus sequence: BDHHMCGCCCCCTHVBB

20

Reverse complement motif
Consensus sequence: BVWWHAGGGGGCGRDHHB

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00538
Glil_v015681_primary
Mus musculus

Original Motif

Reverse Complement
Forward

4
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Number of overlap: 11
Similarity score: 0.0353502

Alignment:
BTBVTCVTGGGTGGTCMVVDVEB
-—-—-HGCGTGGGCGK-————————

Original motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB

2.0

bits

=== = W e

0.0 =—=== =

5 10 15

WesLago 34

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

bits
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20
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WebbLaga 34

Motif ID: UP00007

Motif name: Egrl_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 11

Similarity score: 0.0360229

Alignment:

BHHDTCCCACTCBDBV

—-—YCGCCCACGCH---

Original motif

Reverse complement motif
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Consensus sequence: BBHBGAGTGGGAHHDB Consensus sequence: BHHDTCCCACTCBDBV

00 = é_m .. IAEI . i AAAQCC C-rc

Motif ID: UP00540

Motif name: Gli3_v016060_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement

Matching format of second motif: Original Motif

Direction: Backward

Position number: 5

Number of overlap: 11

Similarity score: 0.0362743

Alignment:

VYWVVHCRCCACMCACGAHSBHH

———————— YCGCCCACGCH----

Original motif Reverse complement motif

Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV
2.0 20
" S S g.? CAC CAQ- L= ‘?____,J_,.., o= aﬁgexg'i-crIT?I-#;gE’} . 28

5 5 10 15 20
WebLogo 2.4 Wabloga 34
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Motif ID: UP00097

Motif name: Mtfl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 3

Number of overlap: 11

Similarity score: 0.0386944

Alignment:

HDYTTGCACACGDHBH

---YCGCCCACGCH--

Original motif
Consensus sequence: DBDHCGTGTGCAAMDH

2

S

P =
15
Weblogad 4

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH

2.0

0.0 R = = —————
5 10 15

Weblogodd

Dataset #: 2 Motif ID: 29 Motif name: ESR1

Original motif
Consensus sequence: VDBHMAGGTCACCCTGACCY

Reverse complement motif
Consensus sequence: MGGTCAGGGTGACCTRDBHV
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Best Matches for Motif ID 29 (Highest to Lowest)

Motif ID: UP00538

Motif name: Glil_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement

Direction: Backward

Position number: 4

Number of overlap: 20

Similarity score: 0.0658405

Alignment:

BDDHVDKGCCACCCVCGCTDBVH

VDBHMAGGTCACCCTGACCY---

Original motif Reverse complement motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

20 20

' O
J>

ACQCCA c..c.

A
e B = o W I-—=G-=='T—.— o e - e # 00 e e —
5 10 20 20

Weblaga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

UP00098

Rfx3_secondary

Mus musculus
Original Motif
Reverse Complement

Direction: Forward

Position number: 1

Number of overlap: 20

Similarity score: 0.0689748

Alignment:

BDBBVBVGTAWCCAAGVBHBAGB

VDBHMAGGTCACCCTGACCY---

Original motif Reverse complement motif

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

2
=10

¢ = C_IIA;I\-T R

P — == 0.0-=

20
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 faaleh

5 10 15 20
WebLog 3.4 Weblogn 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00539
Gli2_v015681_primary
Mus musculus

Reverse Complement
Reverse Complement
Backward

3
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Number of overlap: 20
Similarity score: 0.0701247

Alignment:
CBDMCMGGGTGGTCCHVBVBAH
MGGTCAGGGTGACCTRDBHV -~

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

2.0

bits
b=

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

it
=

L B C A

4 ﬂl = A IV i asca = =~ - e aa—Tw | A WPwT s=_
5 e 5 B e 5 e " P
Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3
Number of overlap: 20
Similarity score: 0.0711267
Alignment:
HVGVSAGGAGGGTCYHHHHYVH
MGGTCAGGGTGACCTRDBHV—-—

Original motif

Reverse complement motif
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Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

20

Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

D f=n A CICCTG <

w2 pali i Ye == e FATOVIAYSIe 3
Motif ID: UP00540
Motif name: Gli3_v016060_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2
Number of overlap: 20
Similarity score: 0.0742427

Alignment:
CVHBSCGGGTGGTCMHVHHCDH
-VDBHMAGGTCACCCTGACCY -

Original motif
Consensus sequence: HDGHHBHRGACCACCCGSVDVG

2.0

>
=
=
)

0

0

Reverse complement motif
Consensus sequence: CVHBSCGGGTGGTCMHVHHCDH

20

"t _cNWle o
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
ABBBBVVRGACCACCCACRDBBM
—-—-VDBHMAGGTCACCCTGACCY-

Original motif

Consensus sequence: ABBBBVVRGACCACCCACRDBBM

bits

A AAlA.

UP00540

Gli3_v015681_primary
Mus musculus

Original Motif

Original Motif
Backward

2

20

0.0747053

Reverse complement motif
Consensus sequence: YBVDMGTGGGTGGTCKVVBVBBT

20
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Weblaga 3.4
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Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Original Motif
Original Motif
Forward

4
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Number of overlap: 20
Similarity score: 0.0749165

Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
—-—-—-VDBHMAGGTCACCCTGACCY

Original motif Reverse complement motif

Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH Consensus sequence: HGDHVHKGACCACCCGGBGBGDB

20

9;-. . — e;A i A A cqa—-‘_,? =
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WesLago 34 WebbLaga 34

Motif ID: UP00538
Motif name: Glil_v015681_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2

Number of overlap: 20

Similarity score: 0.0759307
Alignment:

BBBDVVRGACCACCCAVGABBAB
—-VDBHMAGGTCACCCTGACCY--

Original motif Reverse complement motif
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Consensus sequence: BBBDVVRGACCACCCAVGABBAB

20

Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

20

20

Weblaga 3.4
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Motif ID: UP00400
Motif name: Zif268
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3
Number of overlap: 20
Similarity score: 0.0762689
Alignment:

VVVDHHTGCGYGGGCGDHVHHTB
-MGGTCAGGGTGACCTRDBHV--

Original motif
Consensus sequence: BADHBDHCGCCCMCGCAHHDBBV

20

it
P

A C TA CA

=r = AT_—X  =Z=
20

e s

5 10 15

Weslaga 3.4

Reverse complement motif
Consensus sequence: VVVDHHTGCGYGGGCGDHVHHTB

20

bits

Q —— -

. ?elAQﬁTA Ve, I

Webblaga 3.4
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Motif ID: UP00034

Motif name: Sox7_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 1

Number of overlap: 20

Similarity score: 0.0780113

Alignment:

GTVBDAATTGTVTGHGDDHKVB

VDBHMAGGTCACCCTGACCY—-—

Original motif Reverse complement motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB Consensus sequence: VVYDDDCHCAVACAATTDBVAC

2.0 20

=1.0 510

N5 . c:::éA]:I%I xs 5 1. & < c?$QAA5lIA_f_gQ

5 20 5 20
WabLogad 4 WablLogo 34

bits
bits

Dataset #: 2 Motif ID: 30 Motif name: ESR2
Original motif Reverse complement motif
Consensus sequence: VHRGGTCABDBTGMCCTB Consensus sequence: BAGGYCABHBTGACCKHV

2.0 2.0

) QAA_I%I A -_I&é%QT%_ - AIQ‘?géf" = ACQEI

= 0 a0 —

0.0 —=
10

Webiloga 3.4 Webiioga 34
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Best Matches for Motif ID 30 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
GTVBDAATTGTVTGHGDDHKVB
—-——-VHRGGTCABDBTGMCCTB-

Original motif

UuP00034

Sox7_secondary
Mus musculus
Original Motif
Original Motif
Forward

4

18

0.0443894

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

20

7]
1.0

Ea_u X cféAlI%I X

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

10

bits

= & 9?__$QA%lTA ﬁg

20
Weblogo34

=== == I_ = 0.0 —_—
Motif ID: UP00538
Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif:

Original Motif
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Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BDDHVDKGCCACCCVCGCTDBVH
-——-VHRGGTCABDBTGMCCTB--

Original motif

Reverse Complement
Forward

4

18

0.049219

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

Webloga 3.4

s == e e mi o T M e i e Dl e st —
5 10 15 o 15 20
Motif ID: UP00050
Motif name: Bhlhb2_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

Original Motif
Reverse Complement
Backward

3

18

0.0509182
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DDHBHBSTCACGTGAHBBDHHM

—-—-VHRGGTCABDBTGMCCTB—--
Original motif Reverse complement motif
Consensus sequence: RDHDBVDTCACGTGASBHVHDH Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

2.0 20

bits
P
bi
p=

i} A

o == CGYIWVIYCE .. - == ScVWIWWWIVC, = .. <
% 10 8 WebLogad 4 % 10 8 2 WebLogod4
Motif ID: UP00540
Motif name: Gli3_v015681_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 2
Number of overlap: 18
Similarity score: 0.0527075
Alignment:
DVTTVVCVYGGHGGYCHHDMYB
-BAGGYCABHBTGACCKHV—-—--
Original motif Reverse complement motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH
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2.0

bits

5 10 15 20

mnﬁllﬁ Qfglxgﬁ@lg s T

20

Motif ID: UP00034

Motif name: Sox7_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 2

Number of overlap: 18

Similarity score: 0.0541044

Alignment:

WBHHHHHMDATTGTTHDHDVHH

-BAGGYCABHBTGACCKHV---

Original motif
Consensus sequence: HHBDHDDAACAATDRHHHHHBW

2.0

Reverse complement motif
Consensus sequence: WBHHHHHMDATTGTTHDHDVHH

20

o g 2 1Vl ==x .
10 15 20

Weblogod4

Motif ID: UP00098
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VCTBHBVCTTGGWTACVVVVVDB
--BAGGYCABHBTGACCKHV---

Original motif

Rfx3_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

3

18

0.0541108

Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

2.0

o
-_E'HZI

GI_S? CIIA“ITH'R

_—

WebiLog 34

Reverse complement motif
Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

bits
b=

Weblagn 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00527
Foxn4_secondary
Mus musculus
Original Motif
Original Motif
Backward

2

18
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Similarity score: 0.0543733

Alignment:
VDWDARRGACGCGGWHGGAKHV
—-——-VHRGGTCABDBTGMCCTB-

Original motif
Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

20

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

Ww=Rh 2oVl IVIVESS Foay ool == Qrcgﬂlgg | VYeoX A%
Motif ID: UP00538
Motif name: Glil_v016060_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5
Number of overlap: 18
Similarity score: 0.0548087
Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
-BAGGYCABHBTGACCKHV—-—--

Original motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH

Reverse complement motif
Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
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2.0

[iThe.

20

. ¢f$?g%%_ xlgﬂ e AN A5 =
5 10 20 i 5 10 15 20
Motif ID: UP00528
Motif name: Foxm1_secondary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

DCATDBTGHGCATKMTTBRSWR
-—-—-VHRGGTCABDBTGMCCTB

Original motif

Original Motif
Reverse Complement
Forward

5

18

0.055453

Consensus sequence: MWSMBAARRATGCDCABHATGD

2.0

a
-_E‘I.CI

-

0.0

10

Weoca

Reverse complement motif

Consensus sequence: DCATDBTGHGCATKMTTBRSWR

2.0

20
WabiLogod4
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Motif ID: UP00032

Motif name: Gata3_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 4

Number of overlap: 18

Similarity score: 0.0566426

Alignment:

HBHDVBWGATHBTATCRVBHHH

-VHRGGTCABDBTGMCCTB—--

Original motif Reverse complement motif

Consensus sequence: HBHDVBWGATHBTATCRVBHHH Consensus sequence: HHHBBMGATAVHATCWVVDHVH
- zéﬁAl lzélge:TTiw h-f.um%¢AIeﬁ AIQIA_ |

Dataset #: 2 Motif ID: 31 Motif name: Esrrb

Original motif Reverse complement motif

Consensus sequence: CACGTG Consensus sequence: CACGTG
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b

-cACGT

ks i cmey e TE

Best Matches for Motif ID 31 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
RDHDBVDTCACGTGASBHVHDH

Original motif

UP00050
Bhlhb2_primary
Mus musculus
Original Motif
Original Motif
Forward

9

6

0

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

20

%]
=10

—

[ @~
== == . ==1 - 8 t'(;;—r— ==
15

)
"

ks L cmey o TE

Reverse complement motif

Consensus sequence

20

: DDHBHBSTCACGTGAHBBDHHM

A

= I"Q‘—." : = =

{

10

B
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Motif ID: UP00050

Motif name: Bhlhb2_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 9

Number of overlap: 6

Similarity score: 0.0026425

Alignment:

ACHRBHDTCCACGTGYAHHBMHM

————————— CACGTG-—--———--

Original motif
Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

20

P
1.0 T

A A = B

P-4 e - =2

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20

i S = 4= A L < A= . ’-\g?:t=¢ =A Vo T

Motif ID: UP00060

Motif name: Max_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 5
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Number of overlap: 6
Similarity score: 0.0044422

Alignment:
DDASCACGTGBTBVDD
-—-—-CACGTG——-——--

Original motif
Consensus sequence: DDASCACGTGBTBVYDD

2.

L1 X
15
Weblagad 4

Reverse complement motif
Consensus sequence: HHVBABCACGTGSTHD

20

bits

0.0 = —

Motif ID: UP00046
Motif name: Tcfe2a_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:

Direction: Forward
Position number: 7

Number of overlap: 6
Similarity score: 0.0342153
Alignment:

DHDBHGCACCTGBDDVB

—————— CACGTG-—-—-—-—

Original motif

Reverse Complement
Reverse Complement

Reverse complement motif
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Consensus sequence: VBHHVCAGGTGCDVDHD

20

0.0 =

Consensus sequence: DHDBHGCACCTGBDDVB

20

=2
£1.0
— =y
E T e =
10 15

Webiloga 3.4

Motif ID: UP00097

Motif name: Mtfl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 9

Number of overlap: 6

Similarity score: 0.0471928

Alignment:

HDYTTGCACACGDHBH

———————— CACGTG--

Original motif
Consensus sequence: DBDHCGTGTGCAAMDH

2.

Sl o

0.
15

Weblogad 4

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH

00

== =
5

it
5

0.0
Weblogod.4

Page 245 of 385


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=097

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HDADCCACTTRAAWTT

Original motif

Consensus sequence: HDADCCACTTRAAWTT

20

bits

0.0

UP00249

Nkx2-5

Mus musculus
Reverse Complement
Original Motif
Backward

6

6

0.0482749

”ne,@CAC lAAéI%E

Weblogad 4

Reverse complement motif

Consensus sequence: AAWTTMAAGTGGHTDH

6+Il$A : 4 — C:—_—._—;,;T'_' e

bits

2.0

1.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00060
Max_secondary

Mus musculus
Reverse Complement
Original Motif
Backward

5
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6
0.0485437

Number of overlap:
Similarity score:

Alignment:
BBGHCACGCGACDD

-——-CACGTG-—---
Original motif
Consensus sequence: BBGHCACGCGACDD

2.0

bits

T il CAQ#‘%I&Q N

UP00231

0.0—=—

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB
20

= IIQ—A.— AL Q:-tE—:
5 10

bits

Nkx2-2

Mus musculus

Motif ID:
Original Motif
Reverse Complement

Motif name:
Species:
Matching format of first motif:
Matching format of second motif:
Direction: Forward
7
6
0.0497234

Position number:
Number of overlap:
Similarity score:

Alignment:
DVDTKTCAAGTGGKBDH

Original motif

Reverse complement motif
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Consensus sequence: HDVRCCACTTGARADBD

20

Consensus sequence: DVDTKTCAAGTGGKBDH

20

bits

0.0 ==

15

Motif ID: UP00165
Motif name: Titf1l

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6

Number of overlap: 6

Similarity score: 0.0498919
Alignment:

AAHYTCAAGTGGBTBV

————— CACGTG-----

Original motif
Consensus sequence: BVABCCACTTGAMHTT

2.0

oA VYAV | L0 TX
: 5 10 15

Weblogad 4

Reverse complement motif
Consensus sequence: AAHYTCAAGTGGBTBV

, T A
5 10

Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDADCCACTTAAVHTT

Original motif

Consensus sequence: DDADCCACTTAAVHTT

20

bi

upP00147

Nkx2-6

Mus musculus
Reverse Complement
Original Motif
Forward

0.0544601

o “AGCA IAAEQ%E

0.0

Weblogad 4

Reverse complement motif

Consensus sequence: AAHVTTAAGTGGHTDD

2.0

“laa__TIRRUIVG T

e -\ & =
5

10 15
Weblogodd

Dataset #: 2

Original motif

Motif ID: 32

Motif name: EWSR1-FLI1

Consensus sequence: GGAAGGAAGGAAGGAAGG

Reverse complement motif
Consensus sequence: CCTTCCTTCCTTCCTTCC
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2.0

bits

== == —_—
- —= =

0.0
5 10 15

WebLaga 3.4

Best Matches for Motif ID 32 (Highest to Lowest)

Motif ID: UP00419
Motif name: Spic

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 14

Similarity score: 0.0442834
Alignment:

-—-—--VAAAGMGGAAGTWD

GGAAGGAAGGAAGGAAGG--

Original motif
Consensus sequence: VAAAGMGGAAGTWD

2.0

0.0

Webiioga 3.4

<S

Watsloga 34

Reverse complement motif
Consensus sequence: DWACTTCCRCTTTB

2.0

Motif ID: UP00055
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

—-——--VDHATTCATTSAWDDH
CCTTCCTTCCTTCCTTCC—=--

Original motif

Hbpl_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

14

0.0466226

Consensus sequence: HHDWTSAATGAATDDB

2.

LI X

EE ¢ICAAT;AA;,

15
WabiLogad 4

Reverse complement motif
Consensus sequence: VDHATTCATTSAWDDH

2.0

N %QIIGAIECAIH

0.0 =

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00035

Hicl_primary

Mus musculus
Original Motif
Reverse Complement
Forward

5

14

0.047846
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DBBATGCCAACCHVHH----
—-———-GGAAGGAAGGAAGGAAGG

Original motif

Consensus sequence: DBBATGCCAACCHVHH

2.0

0.0

ol G0ACe

5

15
WabiLogad 4

Reverse complement motif
Consensus sequence: DDBHGGTTGGCATVBD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
————— TDAMTTCCYYDTD
CCTTCCTTCCTTCCTTCC-—--

Original motif
Consensus sequence: DAHMMGGAARTDA

UP00090

EIf3_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

13

0.539121

Reverse complement motif
Consensus sequence: TDAMTTCCYYDTD

Page 252 of 385
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VVARKL .~

Webilogad 4

|

10

Emlgé$1TCCTT x

Wablagod 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHBBMCTTTGTTHDDBH-—-——-
—-———CCTTCCTTCCTTCCTTCC

Original motif

UP00062
Sox4_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

13

0.547912

Consensus sequence: HBDDDAACAAAGRVBHH

2.0

bits

0.0 =

| @'é_ﬂaé i AAé_f: — =

5

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

2.0

- U] 1]} .

0.0
15
WebiLags 3.4

Motif ID:

UP00021
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBCCCCCCCCCCMYC———-—-=
————— GGAAGGAAGGAAGGAAGG

Original motif

Consensus sequence: DBCCCCCCCCCCMYC

2.0

Zfp281_primary

Mus musculus
Original Motif
Reverse Complement
Forward

6

13

0.548284

* L0000

15
Webiloga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00030
Sox11_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

5

13

0.54837
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Alignment:

HHBTMCTTTGTTMDDVH-————
—-——-CCTTCCTTCCTTCCTTCC
Original motif Reverse complement motif
Consensus sequence: HBDDRAACAAAGRABHH Consensus sequence: HHBTMCTTTGTTMDDVH
2.0 2.0
ok QQA A\ $AA2 = s £ ngI I‘E‘:x -
5 10 15 Saaah 5 10 15 Sas
Motif ID: UP00539
Motif name: Gli2_v015681_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7
Number of overlap: 12
Similarity score: 1.04069
Alignment:
HVGVSAGGAGGGTCYHHHHYVH---—-—-
—————— GGAAGGAAGGAAGGAAGG----
Original motif Reverse complement motif
Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH Consensus sequence: DVMHHDHKGACCCTCCTSVCBH
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2.0

20

s = =D a— T —— = L= G == =AT— =
5 T P B 5 b i P
Motif ID: UP00409
Motif name: EIf5
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3
Number of overlap: 12
1.04159

Similarity score:
Alignment:

—————— BWAHSMGGAAGTWD
GGAAGGAAGGAAGGAAGG--

Original motif

Consensus sequence: BWAHSMGGAAGTWD

2.0

L oadiber

Webslogo 3.4

Reverse complement motif
Consensus sequence: DWACTTCCRSDTWV

Motif ID:

UP00056
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Motif name: Rfx4_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement

Direction: Backward
Position number: 7
Number of overlap: 12
Similarity score: 1.04349
Alignment:

—————— HHBCHTRGWTACVVH
GGAAGGAAGGAAGGAAGG—————-

Original motif
Consensus sequence: HHBCHTRGWTACVVH

gi_ CTIA IIACf

0.0 ==

15
Webiloga 34

Reverse complement motif
Consensus sequence: HVWGTAWCKADGBHH

2.0

i A@Céé“ %

0.

Dataset #: 2 Motif ID: 33 Motif name: HIF1AARNT
Original motif

Consensus sequence: VBACGTGV

=0

= aCGTG

Waebiiaoa 38

bifg
:

Reverse complement motif
Consensus sequence: VCACGTBV

=0
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Best Matches for Motif ID 33 (Highest to Lowest)

Motif ID: UP00097

Motif name: Mtfl_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 8

Similarity score: 0

Alignment:

HDYTTGCACACGDHBH

——————— VCACGTBV-

Original motif
Consensus sequence: DBDHCGTGTGCAAMDH

2

S

LI X
15
Weblogad 4

Reverse complement motif
Consensus sequence: HDYTTGCACACGDHBH

Weblogodd

Motif ID: UP00060

Motif name: Max_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
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Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHVBABCACGTGSTHD
————— VCACGTBV---

Original motif

Reverse Complement
Backward

4

8

0.000574345

Consensus sequence: DDASCACGTGBTBVYDD

2.

=

=

LI X

écCACAT

15
WabiLogad 4

Reverse complement motif
Consensus sequence: HHVBABCACGTGSTHD

2.0

0.0 = —

it
5

WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UP00050
Bhlhb2_secondary
Mus musculus
Original Motif
Original Motif
Backward

9

8

0.00642455
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YDYBDHTMCACGTGGADDBMDGT

Original motif
Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

2.0

P
E10 T

A A c L

o - o, N = —— - N e _

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20

e

15 20

Webloga 3.4

e = T = A--=X 00 =X =AS V¥Vl
: s = B : b
Motif ID: uP00084
Motif name: Gmeb1l_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 5
Number of overlap: 8
Similarity score: 0.0131171
Alignment:
BVVDVRYACGTRYVBHB
————— VBACGTGV----

Original motif
Consensus sequence: BHBBKKACGTMMVDBVB

Reverse complement motif
Consensus sequence: BVVDVRYACGTRYVBHB
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2.0

2.0

a0 e ), E 0.0 — s
5 10 15 Sitiah 5 10
Motif ID: UP00050
Motif name: Bhlhb2_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
RDHDBVDTCACGTGASBHVHDH

Original motif

Reverse Complement
Original Motif
Backward

8

8

0.014006

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

a
=10

—]
==

P == e

Reverse complement motif

Consensus sequence

20

: DDHBHBSTCACGTGAHBBDHHM

- - c-.—.* - = = ==
15

Motif ID:

UP00046
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VBHHVCAGGTGCDVDHD
—-—-—-VBACGTGV—-——--

Original motif

Tcfe2a_primary
Mus musculus
Original Motif
Original Motif
Forward

5

8

0.0184296

Consensus sequence: VBHHVCAGGTGCDVDHD

2.0

00 ===

Reverse complement motif
Consensus sequence: DHDBHGCACCTGBDDVB

2.0
C L]
T - =
10 15

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UP00068
Eomes_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

3

8
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Similarity score: 0.0188154

Alignment:
VVBVCKACACCTHVBV
—————— VCACGTBV--

Original motif
Consensus sequence: VBVDAGGTGTYGVBBV

20

Reverse complement motif
Consensus sequence: VVBVCKACACCTHVBV

2.0

: ﬂ¢gAgCAGCI;-?

Weblogodd

29 e, s
Motif ID: UP00026
Motif name: Zscan4_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 9
Number of overlap: 8
Similarity score: 0.0189568
Alignment:
DHVDTGTGCACAYAHDH
-VBACGTGV-=--—-——-

Original motif
Consensus sequence: DHVDTGTGCACAYAHDH

Reverse complement motif
Consensus sequence: HDHTMTGTGCACADVHD
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2.0

“ 1uT00ACaza

Watiloga 3.4

2.0

bits

R it ey

10
Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHRTATGTGCACATHHD
--VBACGTGV-—-———-—-

Original motif

uP00042

Gm397_primary

Mus musculus
Original Motif
Reverse Complement
Backward

8

8

0.0198987

Consensus sequence: HHDATGTGCACATAMDH

2.0

bits

©LTOlG0AC

glég

0.0

15

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHRTATGTGCACATHHD

2.0

it
5

= M —

o=

GG,

E-'-||

5
Wabiogs 3.4
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UP00060
Max_secondary

Mus musculus
Reverse Complement

Motif ID:
Motif name:
Species:
Matching format of first motif:
Matching format of second motif: Original Motif
Direction: Backward
4
8
0.021967

Position number:
Number of overlap:
Similarity score:

Alignment:
BBGHCACGCGACDD

~--VCACGTBV---

Original motif
Consensus sequence: BBGHCACGCGACDD

20
w0
=1.0 A
v g—-—_ -.ﬁg =
Webiloga 3.4

Motif name: HNF4A

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB

|

1-0 | G
== W '—Q—A.— AL T
5 10
Webitaga 3.4

2.0

bits

Reverse complement motif
Consensus sequence: TGMYCTTTGBCCK

Dataset #: 2 Motif ID: 34

Original motif
Consensus sequence: RGGBCAAAGKYCA
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2.0

= E?QAAAE:::EQA

0.0 1= T =

bits

Webilogad 4

Best Matches for Motif ID 34 (Highest to Lowest)

Motif ID: UP00058
Motif name: Tcf3_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 13

Similarity score: 0.0357776
Alignment:

HHHASATCAAAGVRHHH

—-——RGGBCAAAGKYCA-

Original motif
Consensus sequence: HHHASATCAAAGVRHHH

20

. AQ?QIQAAAé“f

15
Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH

20

%:“ -E?QITTTAICL?JH

Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BHHASATCAAAGGAHHH
—-—-—RGGBCAAAGKYCA-

Original motif

UP00054
Tcf7_primary
Mus musculus
Original Motif
Original Motif
Backward

2

13
0.0357792

Consensus sequence: BHHASATCAAAGGAHHH

20

oy :ACQIQAAAA:':ﬁ@ p—

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHYV

20

;ST —-:Iggﬂ,‘ _‘I-&_:AICA" S

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00067
Lefl_primary

Mus musculus
Original Motif
Reverse Complement
Forward

4
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Number of overlap: 13
Similarity score: 0.0359011

Alignment:
VDDAGATCAAAGGKDDD
—-—-—-RGGBCAAAGKYCA-

Original motif
Consensus sequence: DDDYCCTTTGATCTDDV

V| M“_IC;_

Webiiaga 3.4

bits
a

0.0

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

2.0

Motif ID: UP00083

Motif name: Tcf712_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2

Number of overlap: 13

Similarity score: 0.0360786
Alignment:

BDDASATCAAAGGMDDD

—-—-—RGGBCAAAGKYCA-

Original motif

Reverse complement motif
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Consensus sequence: DDDYCCTTTGATSTDDV

20

0.

: __ g*?QHT-._AICL -

Webiiogo 3.4

Consensus sequence: BDDASATCAAAGGMDDD

20

| achICARAG

5

bits

)

|

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVDDVCAGATGKYHBBV
-RGGBCAAAGKYCA---

Original motif

UP00046
Tcfe2a_secondary
Mus musculus
Original Motif
Original Motif
Backward

4

13

0.0405764

Consensus sequence: HVDDVCAGATGKYHBBV

20

0.0

GT
el =L ngIAT . -_[c__- =

Websiaga 3.4

Reverse complement motif
Consensus sequence: VBBDMYCATCTGVHHBH

2.0

N AECAIQT .

0.0 —————

5
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHBBMCTTTGTTHDDBH
-TGMYCTTTGBCCK—-—-—

Original motif

UP00062

Sox4_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

2

13

0.0409915

Consensus sequence: HBDDDAACAAAGRVBHH

20

.
:
=

. e AAéf: .

5

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH

20

Pt
£1.0

0.0

LSSl

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00101
Sox12_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

1
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Number of overlap: 13
Similarity score: 0.0413218

Alignment:
HDTMCTTTGTSTVDBB
TGMYCTTTGBCCK-—--

Original motif
Consensus sequence: VVDBASACAAAGRADH

?¢AQAAAEQé

bits
&

0.0

|
adl

blogad 4

Hr

Reverse complement motif
Consensus sequence: HDTMCTTTGTSTVDBB

20

bits

_———w

0.0 e

10‘5~—-r;: ]E]jllai[;zlg

15
Weblogod 4

Motif ID: UP00030

Motif name: Sox11_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 2

Number of overlap: 13

Similarity score: 0.0421105

Alignment:

HHEBTMCTTTGTTMDDVH

-TGMYCTTTGBCCK-—--

Original motif

Reverse complement motif
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Consensus sequence: HBDDRAACAAAGRABHH

20

0.0

o __.e»..’_a.A 5 $Aéé -
10 1

5
Webiiogo 3.4

Consensus sequence: HHBTMCTTTGTTMDDVH

20

0 = Ig QI I‘EI =

Webiloga 3.4

Wabioga 3.4

Motif ID: UP00086

Motif name: Irf3_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 1

Number of overlap: 13

Similarity score: 0.0442004

Alignment:

DDAGAADGGDSCDV

RGGBCAAAGKYCA-

Original motif Reverse complement motif

Consensus sequence: DDAGAADGGDSCDV Consensus sequence: BHGSDCCDTTCTHH
2.0 2.0
g S __‘:Aﬂekéé"}??_m-;g ; B, %‘E?CQ;QIIQLE__

5 10 e 5 10
Motif ID: UP00082
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Motif name: Zfp187_secondary

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 13

Similarity score: 0.0446884

Alignment:

DDGMCCTBGTCCHYHV

—-—-—RGGBCAAAGKYCA

Original motif
Consensus sequence: DDGMCCTBGTCCHYHV

20

ol cles

0.0

15
WabiLogad 4

Reverse complement motif
Consensus sequence: VHMDGGACVAGGRCDH

2.0

bits

0.0

Dataset #: 2 Motif ID: 35 Motif name: INSM1

Original motif
Consensus sequence: TGYCAGGGGGCR

2.0

bits
5

chUUVGes

P m—2-1 AL x XA
5 10

Watiloga 3.4

Reverse complement motif
Consensus sequence: MGCCCCCTGMCA

QAQCDC )\
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Best Matches for Motif ID 35 (Highest to Lowest)

Motif ID: UP00022

Motif name: Zfp740_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 12

Similarity score: 0.00085101
Alignment:

HVKDCCGGGGGGWADDD

--TGYCAGGGGGCR---

Original motif
Consensus sequence: DDDTWCCCCCCGGDRVH

20

e —’.‘—IIQGCCCG*E-;— 2

15
Webiiogo 3.4

5

Reverse complement motif
Consensus sequence: HVKDCCGGGGGGWADDD

20

bits

—_ . ;%E‘;Qﬁﬁ_— 4B 4 -E-%Qé%%;';
5

0.0 T
10 15

Webiloga 3.4

Motif ID: UP00002
Motif name: Sp4_primary
Species: Mus musculus
Matching format of first motif: Original Motif
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Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BVVHAGGGGGCGRDHHB
TGYCAGGGGGCR-————

Original motif

Reverse Complement
Backward

6

12

0.00406431

Consensus sequence: BDHHMCGCCCCCTHVBB

2.0

0.0

Wabiloga 3.4

Reverse complement motif
Consensus sequence: BVWHAGGGGGCGRDHHB

2.0

bits

=S a1 W = I —— -
5 10 15

0.0l==

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

UuP00047
Zbtb7b_primary

Mus musculus
Original Motif
Reverse Complement
Forward

3

12

0.00486866
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VHWTTHGGGGGGVDD
—-—-TGYCAGGGGGCR-

Original motif

Consensus sequence: DDVCCCCCCHAAWHB

2.0

0.0

B HQCC C_an

s
15

Webiloga 34

Reverse complement motif
Consensus sequence: VHWTTHGGGGGGVDD

2.0

Wetilogo 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VKBBAGGGGTCAHDBBH
TGYCAGGGGGCR-—-—-—--

Original motif

UP00079
Esrra_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

12

0.00862553

Consensus sequence: VKBBAGGGGTCAHDBBH

Reverse complement motif
Consensus sequence: DBBHHTGACCCCTBBYV
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2.0

2.0

Motif ID:
Motif name:
Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HKBBGGGGGGTCVHHH
-TGYCAGGGGGCR---

Original motif

uP00024

Glis2_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2

12

0.00936306

Consensus sequence: HHHVGACCCCCCVBRD

2.0

oplllee

P

Eadl

Logad 4

Reverse complement motif
Consensus sequence: HKBBGGGGGGTCVHHH

20

; (e

bits

-

15
Weblogod 4

[——_ = - AR L

oo = -

Motif ID:

UP00066
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDBVMGGGGTCAABHDV
TGYCAGGGGGCR-——--

Original motif

Hnf4a_primary
Mus musculus
Original Motif

Original Motif

Forward

1

12

0.0123592

Consensus sequence: BDBVMGGGGTCAABHDV

2.0

bits
a

PN
- . =Eanlaw
5

|VAa

A,

-
o

Watiloga 3.4

Reverse complement motif
Consensus sequence: BHHVTTGACCCCYVVDB

2.0
m CC
210
il L
5 10

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00007
Egrl_primary

Mus musculus
Reverse Complement
Original Motif
Forward

3

12
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Similarity score: 0.0155167

Alignment:
HCCGCCCCCGCAHB
—-—-MGCCCCCTGMCA

Original motif
Consensus sequence: HCCGCCCCCGCAHB

| QQEQCCQCTQQh_

bits

0.0

10

Reverse complement motif
Consensus sequence: VHTGCGGGGGCGGH

2.0

1.0

bits

eV CUG

0.0

5 10
Webitoga 3.4

Motif ID: UP00022

Motif name: Zfp740_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 12

Similarity score: 0.0176638
Alignment:

HVBCCCCCCCCMHHHB

-—--MGCCCCCTGMCA-

Original motif
Consensus sequence: HVBCCCCCCCCMHHHB

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD
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2.0

20

= a0

0.0

gm?ugggcccggég

15
Wabiogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BHHHWGGGGCGGBBVH
TGYCAGGGGGCR----

Original motif

Consensus sequence: HBBBCCGCCCCWHHHV

2.0

" cc.cCCc, .

uP00043

Bcl6b_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

5

12

0.0182432

Reverse complement motif

2.0

it
5

Consensus sequence: BHHHWGGGGCGGBBVH

0.0

15
Wabiogad 4
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Motif ID: UP00070

Motif name: Gcm1_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 4

Number of overlap: 12

Similarity score: 0.0200587

Alignment:

BYMBKCCCCTATDVBHD

--MGCCCCCTGMCA---

Original motif
Consensus sequence: DDBVHATAGGGGRBRMB

20

Reverse complement motif
Consensus sequence: BYMBKCCCCTATDVBHD

20

e WeThT

15
Webiloga 3.4

Dataset #: 2 Motif ID: 36 Motif name: Kif4

Original motif
Consensus sequence: DGGGYGKGGC

Reverse complement motif
Consensus sequence: GCCYCMCCCD
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Best Matches for Motif ID 36 (Highest to Lowest)

Motif ID: UP00093
Motif name: KIf7_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 4

Number of overlap: 10

Similarity score: 0

Alignment:

DHHDGGGCGRGGKHBH

-—--DGGGYGKGGC---

Original motif
Consensus sequence: HBDRCCMCGCCCHHHD

20

Lo 000

Wb aga 3 4

Reverse complement motif
Consensus sequence: DHHDGGGCGRGGKHBH

2.0

bits

1.0 c
— ’}%% B N T__J-__—__—_—_l—:- —

0.0 .
5 10 15
WebLoga 3.4
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Motif ID: UP00021

Motif name: Zfp281_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 10

Similarity score: 0.0153308
Alignment:

DBCCCCCCCCcCCMYC

---GCCYCMCCCD--

Original motif
Consensus sequence: DBCCCCCCCCCCMYC

2.0

“oLe0000C..c

Webiloga 34

Reverse complement motif
Consensus sequence: GKRGGGGGGGGGGBD

2.0

Motif ID: UP00002

Motif name: Sp4_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 3
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Number of overlap: 10
Similarity score: 0.0186791

Alignment:
BDWAGGCGTGBCHHD
--DGGGYGKGGC—-—--

Original motif Reverse complement motif
Consensus sequence: BDWAGGCGTGBCHHD Consensus sequence: HHDGBCACGCCTWDB

2.0 2.0

. _e'*%A_? ___g_-_ _T_e&___g-':—— _ = AQEQA:CéCCIIZE
: 5 10 15 10 15

0.ol— —
5

Webilaga 34 WetsLogo 34

Motif ID: UP00022

Motif name: Zfp740_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 3

Number of overlap: 10

Similarity score: 0.0218399

Alignment:

HVBCCCCCCCCMHHHR

--GCCYCMCCCD----

Original motif Reverse complement motif
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Consensus sequence: HVBCCCCCCCCMHHHB

20

eilllli..

0.

2.0

Consensus sequence: BHHDYGGGGGGGGBVD

15
Weblogad 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HCCGCCCCCGCAHB
GCCYCMCCCD----

Original motif
Consensus sequence: HCCGCCCCCGCAHB

“ QQEQCCQCTQQ

bits
B

0.0

UP00007
Egrl_primary

Mus musculus
Reverse Complement
Original Motif
Forward

1

10

0.0249586

Reverse complement motif
Consensus sequence: VHTGCGGGGGCGGH

2.0

Cuc

10

WelsLage 3.4

5 10
Wekitaga 9.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVVHAGGGGGCGRDHHB
—————— DGGGYGKGGC-

Original motif

UP00002

Sp4_primary

Mus musculus
Original Motif
Reverse Complement
Forward

7

10

0.0299159

Consensus sequence: BDHHMCGCCCCCTHVBB

20

Reverse complement motif
Consensus sequence: BVWWHAGGGGGCGRDHHB

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00000
Smad3_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

5

Page 286 of 385


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=002
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=000

Number of overlap:
Similarity score:

Alignment:
BHBHDTGGCGGGGBDHD
-——-DGGGYGKGGC---

Original motif

10
0.0308595

Consensus sequence: DHHBCCCCGCCAHHBHB

2.0

bits

: L e EggCﬁCCé e~ — S

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BHBHDTGGCGGGGBDHD

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VHWTTHGGGGGGVDD
GCCYCMCCCD———-—-

Original motif

Consensus sequence: DDVCCCCCCHAAWHB

uP00047

Zbtb7b_primary

Mus musculus
Reverse Complement
Original Motif
Forward

1

10

0.0345891

Reverse complement motif
Consensus sequence: VHWTTHGGGGGGVDD
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2.0

e

bits

1.0

bits

o= L L MYy

——

Websloge 34

Motif ID: UP00043

Motif name: Bcl6b_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 3

Number of overlap: 10

Similarity score: 0.0346735
Alignment:

HBBBCCGCCCCWHHHV

--GCCYCMCCCD----

Original motif
Consensus sequence: HBBBCCGCCCCWHHHV

2.0

" oc.cCCc, .

15
Weblagad 4

Reverse complement motif
Consensus sequence: BHHHWGGGGCGGBBVH

20

Motif ID: UP00538
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Motif name: Glil_v015681_secondary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward

Position number: 8

Number of overlap: 10

Similarity score: 0.0351496

Alignment:

MHHHWHYTMCCHCCCACVAABVH

—————— GCCYCMCCCD-===-—-—-

Original motif
Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

2.0

e

WebiLog 34

Reverse complement motif
Consensus sequence: DVVTTVGTGGGHGGYAMHWHHHY

20

Dataset #: 2 Motif ID: 37 Motif name: MIZF

Original motif
Consensus sequence: BAACGTCCGC

Reverse complement motif
Consensus sequence: GCGGACGTTV
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2.0

Best Matches for Motif ID 37 (Highest to Lowest)

Motif ID: UP00419
Motif name: Spic

Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1

Number of overlap: 10

Similarity score: 0

Alignment:

DWACTTCCRCTTTB

BAACGTCCGC—----

Original motif
Consensus sequence: VAAAGMGGAAGTWD

2.0

0.0 ﬁéé&%Q__ AAQ-:I_H_

Welilogo 3.4

Reverse complement motif
Consensus sequence: DWACTTCCRCTTTB

2.0

EWAACT <CTTT

[ — e

5 10
Webitoga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BWAHSMGGAAGTWD
BAACGTCCGC——---

Original motif

Consensus sequence: BWAHSMGGAAGTWD

2.0

0.0

UuP00409

EIf5

Mus musculus
Original Motif
Reverse Complement
Forward

1

10

0.00379999

T a bk

Webiioga 3.4

Reverse complement motif
Consensus sequence: DWACTTCCRSDTWV

+ AeTTCCs. 1.

Wabioga 3.4

s
-_51.0

0.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

UPQ0413

Elf4

Mus musculus
Original Motif
Original Motif
Backward

5

10
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Similarity score:
Alignment:
DBBHACTTCCGGKWTH
--BAACGTCCGC—-—---

Original motif

0.0124101

Consensus sequence: DBBHACTTCCGGKWTH

20

Reverse complement motif
Consensus sequence: HAWYCCGGAAGTHBBD

2.0

SO ot

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBBHACTTCCGGDWDB
--BAACGTCCGC—----

Original motif

UP00404

EIf2

Mus musculus
Original Motif
Original Motif
Forward

3

10
0.0128348

Consensus sequence: DBBHACTTCCGGDWDB

Reverse complement motif
Consensus sequence: BDWDCCGGAAGTHBBD
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2.0

bits

0.0

+aeTTGe

=

-

15
Wabiogad 4

20

! AAAI

0.0

15
WabiLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BDAWGVGGAAGTDH
BAACGTCCGC—-—---

Original motif

Consensus sequence: BDAWGVGGAAGTDH

2.0

bits

0.0

=S U4 AR’
5 10

UP00085

Sfpil_primary

Mus musculus
Original Motif
Reverse Complement
Forward

1

10

0.0141516

= -

Welsloge 34

Reverse complement motif
Consensus sequence: HDACTTCCBCWTDV

2.0

: ,AcITCCz¢££

Webilaga 3.4

Motif ID:
Motif name:

uP00423
Gmb5454
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Species:
Matching format of first motif:

Matching format of second motif

Direction:
Position number:

Number of overlap:
Similarity score:

Alignment:
DVHACCGGAAGTHDDV

-—-——-GCGGACGTTV--

Mus musculus
Reverse Complement

Reverse Complement
Backward

3

10
0.0144665

Original motif
Consensus sequence: VDHHACTTCCGGTHVH

Reverse complement motif
Consensus sequence: DVHACCGGAAGTHDDV

2.0
1.0 ' ‘ I
ol== L) P4 ! NCS = -
5 140 15
Wablogo 3.4

0.

bits

Motif ID: UP00412
Motif name: Etv5
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
3
10
0.0155825

Position number:

Number of overlap:
Similarity score:
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Alignment:
DHHACCGGAWGTTDDV
-——-GCGGACGTTV--

Original motif

Consensus sequence: VDHAACWTCCGGTHHH

2.0

L ACTIWix

nol== T ——

5 10

15
WabiLogad 4

Reverse complement motif
Consensus sequence: DHHACCGGAWGTTDDY

2.0

00z

4
WablLogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VBDABCCGGAAGTDD
————— GCGGACGTTV

Original motif
Consensus sequence: VBDABCCGGAAGTDD

UP00015
Ehf_primary

Mus musculus
Reverse Complement
Original Motif
Forward

6

10

0.0162018

Reverse complement motif
Consensus sequence: DDACTTCCGGBTHBB
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2.0

0.01=

3 10 15
Wetslaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

DVHBTACTTCCGGHTHB
~--BAACGTCCGC-—-~-

Original motif

uP00418

Etve

Mus musculus
Original Motif
Original Motif
Forward

4

10
0.0171234

Consensus sequence: DVHBTACTTCCGGHTHB

2.0

Reverse complement motif
Consensus sequence: BHAHCCGGAAGTABDVD

2.0

) AQACC | AA A o =

0.0 l=— e

bits

WebiLags 3.4

Motif ID:

uP00421
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Motif name: Etvl
Species: Mus musculus

Matching format of first motif:

Reverse Complement

Matching format of second motif: Original Motif
Direction: Backward
Position number: 3

Number of overlap: 10

Similarity score: 0.0184147
Alignment:

MVHBACCGGAAGTVDVH

————— GCGGACGTTV--

Original motif
Consensus sequence: MVHBACCGGAAGTVDVH

2.0

0.0
5

) = ?CC m —éélzﬂ: =

Watiloga 3.4

Reverse complement motif
Consensus sequence: HBDBACTTCCGGTBHVY

2.0

1 AT

0.0 S — e

bits

Dataset #: 2 Motif ID: 38

Original motif
Consensus sequence: VGCACGTGGH

Motif name: Myc

Reverse complement motif
Consensus sequence: DCCACGTGCV
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——— o.0
10 5 10
Wbl oga 3 4 Wb aga 3 4

Best Matches for Motif ID 38 (Highest to Lowest)

Motif ID: UP00060

Motif name: Max_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 3

Number of overlap: 10

Similarity score: 0

Alignment:

DDASCACGTGBTBVDD

--VGCACGTGGH----

Original motif Reverse complement motif
Consensus sequence: DDASCACGTGBTBVDD Consensus sequence: HHVBABCACGTGSTHD

20 2.0
0

it
5

=
=1

0.0

15
Weblogad 4 Weblogodd

- é?CAQAT__ ___:!._ m e g == é_. .CAQAT . ?I-E )
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
ACHRBHDTCCACGTGYAHHBMHM

Original motif

UP00050

Bhlhb2_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

8

10

0.00631885

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

20

ls

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20

LS S 5 == 10 — L= = g = 5 = 10 _.._C:—,S—.;.-—‘E: . 20
Motif ID: UP00050
Motif name: Bhlhb2_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Reverse Complement
Backward

7
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Number of overlap:
Similarity score:

Alignment:
DDHBHBSTCACGTGAHBBDHHM

Original motif

10

0.00821668

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

i A

{

B

= = G yvivcs - ol - (5 eI T C.__ = =
5 10 15 Wier = 5 10 15
Motif ID: UP00046
Motif name: Tcfe2a_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHDBHGCACCTGBDDVB
-—-—-VGCACGTGGH---

Original motif

Original Motif
Reverse Complement
Backward

4

10

0.0140005

Reverse complement motif
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: VBHHVCAGGTGCDVDHD

Consensus sequence

20

Consensus sequence: DHDBHGCACCTGBDDVB

20

s
210
. s
- -
j}:é vi=— == =
5 10 15
WebiLoga 3.4

e oVWNEV | WS
Motif ID: UP00060
Motif name: Max_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif Original Motif
Direction: Backward
Position number: 3
Number of overlap: 10
Similarity score: 0.0308912
Alignment:
BBGHCACGCGACDD
--VGCACGTGGH--
Original motif Reverse complement motif
Consensus sequence: BBGHCACGCGACDD Consensus sequence: HDGTCGCGTGDCVB
2.0
Jl&;céw ¢
5 10 Sinaiit

2.0
£
s10
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UP00165

Motif ID:
Motif name: Titf1l
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
4
10
0.0311723

Position number:
Number of overlap:
Similarity score:

Reverse complement motif
Consensus sequence: AAHYTCAAGTGGBTBV

Alignment:
BVABCCACTTGAMHTT
---DCCACGTGCV---
Original motif
Consensus sequence: BVABCCACTTGAMHTT
- _-_-264_ ___QA— léAé-‘%l; P = é;‘_IIQA _AA"F?l_——*‘—
Motif ID: UP00249
Motif name: Nkx2-5
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
4
Page 302 of 385
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Number of overlap: 10
Similarity score: 0.031308

Alignment:
HDADCCACTTRAAWTT
—-—-—-DCCACGTGCV---

Original motif
Consensus sequence: HDADCCACTTRAAWTT

2.0

ML

a.0 — =

Weblagad 4

Reverse complement motif
Consensus sequence: AAWTTMAAGTGGHTDH

20

10

bits

6+1l$

00 t=

Motif ID: UP00231
Motif name: Nkx2-2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 4

Number of overlap: 10

Similarity score: 0.0334845
Alignment:

HDVRCCACTTGARADBD

-—--DCCACGTGCV-——~

Original motif

Reverse complement motif
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Consensus sequence: HDVRCCACTTGARADBD

20

Consensus sequence: DVDTKTCAAGTGGKBDH

20

" TcA

0.0 ==

s

Motif ID: uP00147
Motif name: Nkx2-6
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 4

Number of overlap: 10

Similarity score: 0.0345548
Alignment:

DDADCCACTTAAVHTT

---DCCACGTGCV---

Original motif
Consensus sequence: DDADCCACTTAAVHTT

2.0

A C\A |AA,_ xx

0.0

\Naoga

Reverse complement motif

Consensus sequence: AAHVTTAAGTGGHTDD

il §

= IEAC

10
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDWDARRGACGCGGWHGGAKHV

Original motif

UP00527

Foxn4_secondary
Mus musculus
Original Motif
Original Motif
Forward

6

10

0.0363818

Consensus sequence: VDWDARRGACGCGGWHGGAKHYV

20

'EA.XI_‘S‘ = unl Al -.:s;:%‘

s

20
Weblogad 4

Reverse complement motif
Consensus sequence: VHYTCCDWCCGCGTCMMTHWHYV

20

bits
b=

AQIEQGEEQ ViVe . x a¢

Weblogo34

Dataset #: 2

Original motif

Consensus sequence: RASCACGTGGT

Motif ID: 39

Motif name: MYCMAX

Reverse complement motif
Consensus sequence: ACCACGTGSTM

Page 305 of 385


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=527

Can AQCAC TTc_:L.::

- [ o — — S — .
Weitaaas % L
Best Matches for Motif ID 39 (Highest to Lowest)
Motif ID: UP00060
Motif name: Max_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3
Number of overlap: 11
Similarity score: 0
Alignment:
HHVBABCACGTGSTHD
---RASCACGTGGT--
Original motif Reverse complement motif
Consensus sequence: DDASCACGTGBTBVDD Consensus sequence: HHVBABCACGTGSTHD

20 2.0
0

it
5

=
=1

0.0

15
Weblogad 4 Weblogodd

e é?CAQAT_ - 4 .___:!._ o a == é_- -CAQAT L ?I-E :
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
ACHRBHDTCCACGTGYAHHBMHM

Original motif

UP00050

Bhlhb2_secondary
Mus musculus
Reverse Complement
Reverse Complement
Forward

8

11

0.025477

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

20

ls

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20

LS S 5 == 10 — L= = g = 5 = 10 _.._1:—!5—‘::? . 20
Motif ID: UP00050
Motif name: Bhlhb2_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Original Motif
Original Motif
Forward

6
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Number of overlap:
Similarity score:

Alignment:
RDHDBVDTCACGTGASBHVHDH

Original motif

11

0.033078

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

i A

== -  s=Ca gVl T C_. =
15

{

B

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VBHHVCAGGTGCDVDHD
-——ACCACGTGSTM---

Original motif

UP00046
Tcfe2a_primary

Mus musculus
Reverse Complement
Original Motif
Backward

4

11

0.0375583

Reverse complement motif
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Consensus sequence

20

: VBHHVCAGGTGCDVDHD

Consensus sequence: DHDBHGCACCTGBDDVB

20
:F -_— T e =
5 10 15

0.0

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVDDVCAGATGKYHBBV
-—-RASCACGTGGT----

Original motif

Consensus sequence: HVDDVCAGATGKYHBBV

20

UP00046
Tcfe2a_secondary
Mus musculus
Original Motif
Original Motif
Forward

3

11

0.0452419

Reverse complement motif
Consensus sequence: VBBDMYCATCTGVHHBH

2.0

0.0

0.0

f“ﬁTGAIATTEW

Websiaga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VVDBAACAGBTGBYHB
—-—-—-RASCACGTGGT--

Original motif

Consensus sequence: VVDBAACAGBTGBYHB

UP00036

Myf6_primary
Mus musculus
Original Motif
Original Motif
Forward

4

11
0.0471968

Reverse complement motif
Consensus sequence: BDKVCABCTGTTBDBV

2

Ol

Weblogodd

sl &R B g, . g‘?: ——
Motif ID: UP00099
Motif name: Ascl2_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Original Motif
Backward

4
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Number of overlap: 11
Similarity score: 0.0504418

Alignment:
BBYVVCAGCTGCBVHHD
-——ACCACGTGSTM---

Original motif Reverse complement motif

Consensus sequence: BBYVVCAGCTGCBVHHD Consensus sequence: HHDVVGCAGCTGVBKVB
20 20
M—gﬂéAQQTQLﬂ_- P N _QﬂIEHHA

3 19 12 Watsiaga 3.4 2 19 e WabsLaga 3.4

Motif ID: UP00084

Motif name: Gmeb1_secondary

Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 3
Number of overlap: 11
Similarity score: 0.0522039

Alignment:

HHMACKACGTMGBVCD
-—-—-ACCACGTGSTM--

Original motif Reverse complement motif
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Consensus sequence: DGVBCRACGTYGTYHH

20

£
510

0.0

s B S

o gl

15
Weblogad 4

Consensus sequence: HHMACKACGTMGBVCD

2.0

Motif ID:
Motif name:
Species:

Matching format of first motif:
Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BVABCCACTTGAMHTT
—-—-—-ACCACGTGSTM--

Original motif

Consensus sequence: BVABCCACTTGAMHTT

2.0

bits

e

a COAVIT

UP00165

Titf1

Mus musculus
Reverse Complement
Original Motif
Forward

4

11

0.0554094

Reverse complement motif
Consensus sequence: AAHYTCAAGTGGBTBV
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UP00060

Motif ID:
Motif name: Max_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
2
11
0.0557594

Position number:
Number of overlap:
Similarity score:

Alignment:
HDGTCGCGTGDCVB

—-RASCACGTGGT--

Original motif
Consensus sequence: BBGHCACGCGACDD

AC_ g:-?ﬁg =

.
5

bits
B

AN O

Motif name: Mycn

Reverse complement motif
Consensus sequence: HDGTCGCGTGDCVB

lhe

: | C
== W '—Q—A.— AL T
5 10
Webitaga 3.4

2.0

bits

Reverse complement motif
Consensus sequence: GCCACGTGSD

Dataset #: 2 Motif ID: 40

Original motif
Consensus sequence: HSCACGTGGC
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2.0 2.0
1.0

HQCAGAL Ge e

— e .0 — e = = —

bits

>

P
—
0

.0

Wbl oga 3 4 Wb aga 3 4

Best Matches for Motif ID 40 (Highest to Lowest)

Motif ID: UP00060

Motif name: Max_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 3

Number of overlap: 10

Similarity score: 0

Alignment:

DDASCACGTGBTBVDD

--HSCACGTGGC----

Original motif Reverse complement motif
Consensus sequence: DDASCACGTGBTBVDD Consensus sequence: HHVBABCACGTGSTHD

20 2.0
0

it
5

=
=1

0.0

15
Weblogad 4 Weblogodd

- é?CAQAT__ ___:!._ m e g == é_. .CAQAT . ?I-E )
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
ACHRBHDTCCACGTGYAHHBMHM

Original motif

UP00050

Bhlhb2_secondary
Mus musculus
Reverse Complement
Reverse Complement
Backward

7

10

0.00783793

Consensus sequence: YDYBDHTMCACGTGGADDBMDGT

20

ls

Reverse complement motif
Consensus sequence: ACHRBHDTCCACGTGYAHHBMHM

20

LS S 5 == 10 — L= = g = 5 = 10 _.._C:—,S—.;.-—‘E: . 20
Motif ID: UP00050
Motif name: Bhlhb2_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Reverse Complement
Backward

7
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Number of overlap:
Similarity score:

Alignment:
DDHBHBSTCACGTGAHBBDHHM

Original motif

10

0.0132858

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

i A

{

B

= = G yvivcs - ol - (5 eI T C.__ = =
5 10 15 Wier = 5 10 15
Motif ID: UP00046
Motif name: Tcfe2a_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VBHHVCAGGTGCDVDHD
-—-—GCCACGTGSD----

Original motif

Reverse Complement
Original Motif
Backward

5

10

0.0227933

Reverse complement motif
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: VBHHVCAGGTGCDVDHD

Consensus sequence

20

Consensus sequence: DHDBHGCACCTGBDDVB

20

s
210
. s
- -
j}:é vi=— == =
5 10 15
WebiLoga 3.4

e oVWNEV | WS
Motif ID: UP00060
Motif name: Max_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif Original Motif
Direction: Forward
Position number: 3
Number of overlap: 10
Similarity score: 0.0257011
Alignment:
BBGHCACGCGACDD
--HSCACGTGGC--
Original motif Reverse complement motif
Consensus sequence: BBGHCACGCGACDD Consensus sequence: HDGTCGCGTGDCVB
2.0
o . _TIQ\#GAH Qitts
5 10 Sinaiit

2.0
£
s10
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UP00165

Motif ID:
Motif name: Titf1l
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
4
10
0.0344833

Position number:
Number of overlap:
Similarity score:

Reverse complement motif
Consensus sequence: AAHYTCAAGTGGBTBV

Alignment:
BVABCCACTTGAMHTT
-—-—-GCCACGTGSD---
Original motif
Consensus sequence: BVABCCACTTGAMHTT
- _-_-264_ ___QA— léAé-‘%l; P = é;‘_IIQA _AA"F?l_——*‘—
Motif ID: UP00231
Motif name: Nkx2-2
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
5
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Position number:
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Number of overlap:
Similarity score:

Alignment:
HDVRCCACTTGARADBD
-—-—GCCACGTGSD----

Original motif

10
0.035228

Consensus sequence: HDVRCCACTTGARADBD

2.0

bits
a

P

AAQGA, léTﬁé

Webiiaga 3.4

Reverse complement motif
Consensus sequence: DVDTKTCAAGTGGKBDH

2.0

) _;EAQA

—

s
e A AST e

0.0 -
5 10 15
Webiiaga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
BVVDVRYACGTRYVBHB
-—-—-GCCACGTGSD---

Original motif

uP00084

Gmebl_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

4

10

0.0358581

Reverse complement motif
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Consensus sequence: BHBBKKACGTMMVDBVB

20

— W .

0.0 —————

L TAWa,

5

Consensus sequence: BVVDVRYACGTRYVBHB

20

) TAYUla,

0.0 'E"'_.'I__

bits

1

5 10 5
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHMACKACGTMGBVCD
-—-—-HSCACGTGGC---

Original motif

UP00084
Gmeb1_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

4

10

0.03725

Consensus sequence: DGVBCRACGTYGTYHH

2.0

£
510

—_—— e W

L __ .

0.0

s g_‘_ﬂ-éc

10

Weblogad 4

Reverse complement motif
Consensus sequence: HHMACKACGTMGBVCD

20
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Motif ID: UP00526

Motif name: Foxnl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 7

Number of overlap: 10

Similarity score: 0.0383187
Alignment:

WHVBVVMACGCGCGTCDYHWDH

—————— HSCACGTGGC—-—----

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

20

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

Dataset #: 2 Motif ID: 41 Motif name: MZF1_5-13

Original motif
Consensus sequence: BKAGGGGDAD

Reverse complement motif
Consensus sequence: BTHCCCCTYB

Page 321 of 385


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=526

2.0

bits
s

A“"‘:

aol— | | —ay— T e e
5 10
[

Best Matches for Motif ID 41 (Highest to Lowest)

Motif ID: UP00022

Motif name: Zfp740_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 4

Number of overlap: 10

Similarity score: 0.0090535
Alignment:

DDDTWCCCCCCGGDRVH

---BTHCCCCTYB----

Original motif
Consensus sequence: DDDTWCCCCCCGGDRVH

20

= 5 15

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HVKDCCGGGGGGWADDD

20

it
=

ey = ;:—'::EQE"E_— AR 4 quﬂ.*éé%%%
28 5 10 15

Webiloga 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBHBGAGTGGGAHHDB
-—--BKAGGGGDAD---

Original motif

UuP00007

Egrl_secondary
Mus musculus
Original Motif
Original Motif
Backward

4

10

0.00910178

Consensus sequence: BBHBGAGTGGGAHHDB

20

>
—_

Reverse complement motif
Consensus sequence: BHHDTCCCACTCBDBV

2.0

bits

+rolealc

0.0 — AE\.._—_- e A T S : :
Motif ID: UP00070
Motif name: Gcm1_secondary

Species:
Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Mus musculus
Original Motif
Original Motif
Backward

3
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Number of overlap: 10
Similarity score: 0.0101177

Alignment:
DDBVHATAGGGGRBRMB
————— BKAGGGGDAD--

Original motif Reverse complement motif

Consensus sequence: DDBVHATAGGGGRBRMB Consensus sequence: BYMBKCCCCTATDVBHD
20 20
G || O LT
3 19 12 Watsiaga 3.4 2 19 e WabsLaga 3.4
Motif ID: UP00021
Motif name: Zfp281_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 6
Number of overlap: 10
Similarity score: 0.0103225
Alignment:
GKRGGGGGGGGGGBD
BKAGGGGDAD—-—-———

Original motif Reverse complement motif
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Consensus sequence: DBCCCCCCCCCCMYC

2.0

- oCeellllles

Webiloga 34

Consensus sequence: GKRGGGGGGGGGGBD

2.0

bits

00 -
5 10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HVDVGGGHGGGGDRBHB
————— BKAGGGGDAD-

Original motif

UP00099
Ascl2_secondary
Mus musculus
Original Motif
Reverse Complement
Backward

2

10

0.0126235

Consensus sequence: BHVYDCCCCDCCCBDBH

2.0

it
&

0.0 —

_cCCc Ccc

15
Weblogad 4

Reverse complement motif
Consensus sequence: HVDVGGGHGGGGDBHB

20

e e e N e N e

5 10 15
W
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBVVDRSGGAWKVHKG
-BKAGGGGDAD-——-—--

Original motif

UP00013

Gabpa_secondary
Mus musculus
Original Motif
Reverse Complement
Forward

2

10

0.013531

Consensus sequence: CYDBYWTCCSMHBVVH

20
%)
1.0

=

0.

e _xICC=.

15
Weblogad 4

Reverse complement motif
Consensus sequence: DBVVDRSGGAWKVHKG

2.0

Aa

— e AR, = ———— = WL

5 10 15
WebLogod4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00022
Zfp740_primary

Mus musculus
Original Motif
Reverse Complement
Backward

4

Page 326 of 385


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=013
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=022

Number of overlap: 10
Similarity score: 0.0152996

Alignment:
BHHDYGGGGGGGGBVD
—-—--BKAGGGGDAD---

Original motif
Consensus sequence: HVBCCCCCCCCMHHHB

2.0

bits

ol

15
Weblagad 4

Reverse complement motif
Consensus sequence: BHHDYGGGGGGGGBVD

20

Weblogod 4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DDDYCCCATTGTVHABH
-BTHCCCCTYB-———-—-

Original motif

UP00055

Hbp1l_secondary
Mus musculus
Reverse Complement
Original Motif
Forward

2

10

0.0176527

Reverse complement motif
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Consensus sequence: DDDYCCCATTGTVHABH

20

bits

e o —— A e

0.0

Consensus sequence: HBTHVACAATGGGMDHD

20

o)
E‘I.CI AA
. 5 -;éégg._-‘luedaér":a
5 10 15

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

BDHHMCGCCCCCTHVBB
————— BTHCCCCTYB--

Original motif

UP00002

Sp4_primary

Mus musculus
Reverse Complement
Original Motif
Forward

6

10

0.0183345

Consensus sequence: BDHHMCGCCCCCTHVBB

20

0.0-1= . =
5 10 15

Reverse complement motif
Consensus sequence: BWWHAGGGGGCGRDHHB

2.0

== - B = T.—'-. EE—

WekiLags 3.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBRGGGGGATTAAMTAH
BKAGGGGDAD-——————

Original motif

UP00239

Obox2

Mus musculus
Original Motif
Original Motif
Forward

1

10

0.019782

Consensus sequence: DBRGGGGGATTAAMTAH

20

Reverse complement motif
Consensus sequence: HTARTTAATCCCCCKBD

20

ot A TQQQQQ%E*

Webiloga 3.4

Dataset #: 2

Original motif

Consensus sequence: GGGGRTTCCCC

Motif ID: 42

Motif name: NFKB1

Reverse complement motif
Consensus sequence: GGGGAAKCCCC
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2.0

1.0

bits

uarzCU\C

0.0

10
Watiiaga 34

Best Matches for Motif ID 42 (Highest to Lowest)

Motif ID: UP00021

Motif name: Zfp281_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 1

Number of overlap: 11

Similarity score: 0.0371794
Alignment:

DKKWDACCCCCAHTDDV

—————— GGGGRTTCCCC

Original motif
Consensus sequence: DKKWDACCCCCAHTDDV

2.0

0.0 e
15

Wabiloga 3.4

2.0

Reverse complement motif
Consensus sequence: VDDAHTGGGGGTHWYYD

2.0

it
=

0.0 E— e

Motif ID: uP00088

Page 330 of 385


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=021
http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=088

Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DBHGGGGGGTACCHHHD
-—-—--GGGGRTTCCCC--

Original motif

Plagll_secondary

Mus musculus
Original Motif
Original Motif
Backward

3

11
0.0407901

Consensus sequence: DBHGGGGGGTACCHHHD

2.0

0.0 = - - Al gt S

Reverse complement motif
Consensus sequence: DHDDGGTACCCCCCHBH

2.0

B IAlAC Ao

0.0—==

Wabiogs 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

uP00088
Plagll_primary
Mus musculus
Original Motif
Original Motif
Forward

3

11
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0.0459696

Similarity score:
Alignment:
BHDGGGGSSCCCCBVV
--GGGGRTTCCCC---
Original motif Reverse complement motif
Consensus sequence: BHDGGGGSSCCCCBVV Consensus sequence: VBVGGGGSSCCCCHHV

a0 t== ==y - CCQQE — 06 — = Ao chgf:—?*—-—— e

Motif ID: UP00176

Motif name: Crx

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 2
Number of overlap: 11
Similarity score: 0.0464973
Alignment:
DGGMTAATCCCCDWBK
-GGGGAAKCCCC----
Reverse complement motif
Consensus sequence: DGGMTAATCCCCDWBK
Page 332 of 385

Original motif
Consensus sequence: YBWDGGGGATTARCCD
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2.0

20

e =3 1 il | A & =
5 10 ;ﬂlfn_ogaan 5 10 15
Motif ID: UP00265
Motif name: Pitx3
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
GBHDGCTAATCCCCCB
-—--GGGGAAKCCCC--

Original motif

Reverse Complement
Reverse Complement
Backward

3

11

0.048533

Consensus sequence: VGGGGGATTAGCDDBC

Reverse complement motif
Consensus sequence: GBHDGCTAATCCCCCB

2.0

it
5

0.0 -:.—rﬂﬁg y gg?z
5 15

10
Weblogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DHDGTTAATCCCCKTDD
-—-GGGGAAKCCCC———--

Original motif

UP00216

Obox1

Mus musculus
Reverse Complement
Reverse Complement
Backward

5

11

0.0502644

Consensus sequence: DDARGGGGATTAACDHH

20

. ,-;éf’fi_\@A 13111
5 10

A=

0.0

Webiiogo 3.4

Reverse complement motif
Consensus sequence: DHDGTTAATCCCCKTDD

20

bits

J\ GQQEIA

o WA\ .
o 5

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

UP00239

Obox2

Mus musculus
Reverse Complement
Reverse Complement
Backward

5
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Number of overlap: 11
Similarity score: 0.0515498

Alignment:
HTARTTAATCCCCCKBD
--GGGGAAKCCCC—-—-

Original motif
Consensus sequence: DBRGGGGGATTAAMTAH

2.0

0w
E‘Iﬂ A
e - S ail | l = TAFA'élm
5 10 15

0.0

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HTARTTAATCCCCCKBD

2.0

”?IéI;IATQGQQQEE$

0.0
15
WebiLags 3.4

bits

Motif ID: UP00160

Motif name: Obox3

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 3

Number of overlap: 11

Similarity score: 0.0520605

Alignment:

HHWGTTAATCCCCCBBH

-—-GGGGAAKCCCC———-

Original motif

Reverse complement motif
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Consensus sequence: HBVGGGGGATTAACWHH

20

‘x£§£;155!55

Webiiogo 3.4

Consensus sequence: HHWGTTAATCCCCCBBH

20

. oGLIF _,GQ%;___
10

15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HKBBGGGGGGTCVHHH
————— GGGGRTTCCCC

Original motif

UuP00024

Glis2_primary

Mus musculus
Original Motif
Reverse Complement
Backward

1

11

0.052761

Consensus sequence: HHHVGACCCCCCVBRD

2.0

< onllllee.

1
blogad 4

Eal

Reverse complement motif
Consensus sequence: HKBBGGGGGGTCVHHH

20

_ = e a VY VI W= -
5 10 15
Wablaga 3.4
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Motif ID: UP00539

Motif name: Gli2_v015681_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 7

Number of overlap: 11

Similarity score: 0.0555704

Alignment:

CBDMCMGGGTGGTCCHVBVBAH

—————— GGGGAAKCCCC-----

Original motif
Consensus sequence: HTBVVVDGGACCACCCRGRDBG

== === o = v A A=

5 10 15 20

Weblogad 4

Reverse complement motif
Consensus sequence: CBDMCMGGGTGGTCCHVBVBAH

20

P g P i il Ll N =

Dataset #: 2 Motif ID: 43 Motif name: NR1H2RXRA

Original motif
Consensus sequence: AAAGGTCAAAGGTCAAC

Reverse complement motif
Consensus sequence: GTTGACCTTTGACCTTT
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5

Ac

Websiags 3.4

Best Matches for Motif ID 43 (Highest to Lowest)

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DVMHHDHKGACCCTCCTSVCBH
————— GTTGACCTTTGACCTTT

Original motif

UP00539
Gli2_v015681_secondary
Mus musculus

Reverse Complement
Reverse Complement
Backward

1

17

0.0538452

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH

2.0

=

WabLogad 4

2.0

:cl 1 ¢CILI

WebiLags 1.4

bits

Reverse complement motif
Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20

= r‘*Tlggk[SEgkrc‘ <
10 15

e —_—

20
WablLogo 34

Motif ID:

UP00032
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Motif name:
Species:
Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDHDDADAGATAAGADHBDHVD
————— AAAGGTCAAAGGTCAAC

Original motif

Gata3_primary
Mus musculus
Original Motif

Original Motif

Backward

1

17

0.0545098

Consensus sequence: BDHDDADAGATAAGADHBDHVD

2.0

)
EN0
00 :'_.?:._—;Ie_—_A_ A —.—._.QA‘_‘—';-_

o e

5 10

WabLogad 4

Reverse complement motif
Consensus sequence: HBHDVHDTCTTATCTHTDDHDV

TCHRIVT -

=" S . “S—— -l -

0.0-l= — == s

5 10 ’ 15 20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:
Number of overlap:

UP00067

Lefl_primary

Mus musculus
Original Motif
Reverse Complement
Forward

2

16
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Similarity score:
Alignment:
VDDAGATCAAAGGKDDD-
-AAAGGTCAAAGGTCAAC

Original motif

0.521114

Consensus sequence: DDDYCCTTTGATCTDDV

20

bits
a

vl M“_IC;-

Webiiogo 3.4

Reverse complement motif
Consensus sequence: VDDAGATCAAAGGKDDD

20

it
=

— _-_¢ 8 N P —
5

10 15
Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
-DDDYCCTTTGATSTDDV
GTTGACCTTTGACCTTT-

Original motif

UP00083
Tcf712_primary

Mus musculus
Reverse Complement
Original Motif
Backward

2

16

0.527825

Consensus sequence: DDDYCCTTTGATSTDDV

Reverse complement motif
Consensus sequence: BDDASATCAAAGGMDDD
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2.0

S 1116

bits

2.0

€1
° 10 - 12 w-q:_a a4 e
Motif ID: UP00054
Motif name: Tcf7_primary
Species: Mus musculus

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

BHHASATCAAAGGAHHH-
-AAAGGTCAAAGGTCAAC

Original motif

Original Motif
Original Motif
Forward

2

16

0.531154

Consensus sequence: BHHASATCAAAGGAHHH

2.0

oo l==— J$G$IQAAAA=~§@ —

Watiloga 3.4

Reverse complement motif
Consensus sequence: HHHTCCTTTGATSTHHY

2.0

s = :-:Eggﬂ‘ _‘.I?AICEJP S

0.0

bits

Wabiogs 3.4

Motif ID:

UP00058
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

-~HHHASATCAAAGVRHHH
AAAGGTCAAAGGTCAAC-

Original motif

Tcf3_primary
Mus musculus
Original Motif
Original Motif
Backward

2

16

0.531876

Consensus sequence: HHHASATCAAAGVRHHH

2.0

. #LQ?QIQAAAéﬁf

15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHHKVCTTTGATSTHHH

2.0

%t_ -ETQITTTAICL?'“

Webiloga 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

UP00030
Sox11_primary
Mus musculus
Original Motif
Original Motif
Forward

2

16

0.544403
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Alignment:
HBDDRAACAAAGRABHH-
-AAAGGTCAAAGGTCAAC

Original motif
Consensus sequence: HBDDRAACAAAGRABHH

2.0

£40 A
= il $AA2 = s
10

0.0-= —_——
15

Wabiloga 3.4

Reverse complement motif
Consensus sequence: HHBTMCTTTGTTMDDVH

2.0

sl
e o iy N —S= = =

0.0
5 10 15

Webiloga 3.4

Motif ID: UP00062

Motif name: Sox4_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward

Position number: 2

Number of overlap: 16

Similarity score: 0.544565

Alignment:

-HHBBMCTTTGTTHDDBH

GTTGACCTTTGACCTTT-

Original motif
Consensus sequence: HBDDDAACAAAGRVBHH

Reverse complement motif
Consensus sequence: HHBBMCTTTGTTHDDBH
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2.0

. . --«.aA ] AAQ:E:

5

Websiags 3.4

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
—-BBGATCTAGAACBKHDB
GTTGACCTTTGACCTTT-

Original motif

UP00019

Zbtb12_primary

Mus musculus
Reverse Complement
Reverse Complement
Backward

2

16

0.550511

Consensus sequence: BDHRBGTTCTAGATCVB

2.0

| A AIQF

Webiiaga 3.4

Reverse complement motif
Consensus sequence: BBGATCTAGAACBKHDB

2.0

0.0

JOOMG:

WebiLags 3.4

Motif ID:

UP00046
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Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
—HVDDVCAGATGKYHBBV
AAAGGTCAAAGGTCAAC-

Original motif

Tcfe2a_secondary
Mus musculus
Original Motif
Original Motif
Backward

2

16

0.552064

Consensus sequence: HVDDVCAGATGKYHBBV

2.0

0.0

g =CAI_.—AT s ___I_-E__. =

Watiloga 3.4

Reverse complement motif
Consensus sequence: VBBDMYCATCTGVHHBH

2.0

P e - ‘A—‘RCAIQT A T —

Wabiogs 3.4

Dataset #: 2 Motif ID: 44

Original motif
Consensus sequence: AAGGTCAC

Motif name: NR4A2

Reverse complement motif
Consensus sequence: GTGACCTT
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Best Matches for Motif ID 44 (Highest to Lowest)

Motif ID: UuP00048

Motif name: Rara

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 4

Number of overlap: 8

Similarity score: 0

Alignment:

HHVGTGACCTTTDVDD

---GTGACCTT-----

Original motif
Consensus sequence: DHBHAAAGGTCACVHD

20

L AMAUGIWA.

0.0

Weblogad 4

- I nT—-:Ml

ek Lago @

Reverse complement motif
Consensus sequence: HHVGTGACCTTTDVDD

2.0

1

< ToheCTT

0.
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DHBHAAAGGTCAHVHB
————— AAGGTCAC---

Original motif

UP00009

Nr2f2_primary
Mus musculus
Original Motif

Original Motif

Backward

4

8

0.0074527

Consensus sequence: DHBHAAAGGTCAHVHB

20

bits

0.0

1 QAA _TCAT

15
Weblogad 4

Reverse complement motif
Consensus sequence: BHVDTGACCTTTDVDD

=]

2.0

e
1.0

1T

0.0

o — g
10

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00079
Esrra_primary
Mus musculus
Original Motif
Original Motif
Forward

6
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Number of overlap:
Similarity score:

Alignment:
DHDBCAAGGTCAHVBDH
————— AAGGTCAC----

Original motif

8
0.01542

Consensus sequence: DHDBCAAGGTCAHVBDH

2.0

0w
=10 : ‘ A
— . =
= - - ==
10

0.0

5 15

Webiiaga 3.4

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

2.0

v W - A 8 -

WebiLags 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VBVBCSGGGTCAVBBH
————— AAGGTCAC---

Original motif

UP00009

Nr2f2_secondary
Mus musculus
Original Motif
Original Motif
Forward

6

8

0.0395644

Reverse complement motif
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Consensus sequence: VBVBCSGGGTCAVBBH Consensus sequence: HVBVTGACCCSGBVBV

o, = ?QA ! L & - - == = = A ngéa - ___-TT-:__,
Motif ID: UP00082
Motif name: Zfp187_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1
Number of overlap: 8
Similarity score: 0.0407874
Alignment:
DDGMCCTBGTCCHYHV
GTGACCTT-———————-—
Original motif Reverse complement motif
Consensus sequence: DDGMCCTBGTCCHYHV Consensus sequence: VHMDGGACVAGGRCDH

2.0 20
0

001 6leg . 1 Golc A0Gec _

2]
=1

bit

0.0 ==

o0 ==

Weblogad 4 Weblogod.4
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Motif ID: UP00053

Motif name: Rxra_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 5

Number of overlap: 8

Similarity score: 0.0422933
Alignment:

DBHBDTGACCCCDHVHB

--—-GTGACCTT-----

Original motif
Consensus sequence: DBHBDTGACCCCDHVHB

20

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD

20

== - _A . CA-_;_:—

H

15
Webiloga 3.4

Motif ID: UP00079

Motif name: Esrra_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 5
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Number of overlap: 8
Similarity score: 0.0447444

Alignment:
VKBBAGGGGTCAHDBBH
————— AAGGTCAC----

Original motif
Consensus sequence: VKBBAGGGGTCAHDBBH

2.0

Reverse complement motif
Consensus sequence: DBBHHTGACCCCTBBYYV

2.0

T Tl

bits

WebiLags 3.4

Motif ID: UP00066
Motif name: Hnf4a_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6

Number of overlap: 8

Similarity score: 0.0481418
Alignment:

BBHHAAAGTCCAMTHH

————— AAGGTCAC---

Original motif

Reverse complement motif
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Consensus sequence: BBHHAAAGTCCAMTHH

20

0.0

“ AallyTCGA..

15
Weblogad 4

Consensus sequence: HHAYTGGACTTTHDBV

2.0

o3
E‘I.ﬁ
A0 —
—— h o 'n 8 e e N e
: 10 15
Weblogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
VDHHTTAATGACCBHV
——————— GTGACCTT-

Original motif

Consensus sequence: VDVGGTCATTAAHHDB

2.0

0.0

UP00197

Hoxc9

Mus musculus
Reverse Complement
Reverse Complement
Forward

8

8

0.0497679

T,

15

Weblogad 4

Reverse complement motif
Consensus sequence: VDHHTTAATGACCBHV

2.

E€LT?IT$AITAQC?

0.

Weblogod.4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DBDDRTGCCCAWDHDV
-——-GTGACCTT----

Original motif

UP00035

Hicl_secondary

Mus musculus
Reverse Complement
Original Motif
Forward

5

8

0.0500062

Consensus sequence: DBDDRTGCCCAWDHDV

20

0.0

= J‘_\TACCCé$ .

Weblogad 4

Reverse complement motif
Consensus sequence: VHHDWTGGGCAMDHBH

2.0

-T~AI-T - s
5 10

Dataset #: 2 Motif ID: 45

Original motif

Motif name: Pax5

Consensus sequence: DGVBCABTGDWGCGKRRCSR

Reverse complement motif
Consensus sequence: MSGKKRCGCWDCABTGBBCD
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20

_— —— e, oy

Best Matches for Motif ID 45 (Highest to Lowest)

Motif ID: UP00526
Motif name: Foxnl_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 20

Similarity score: 0.0499537
Alignment:

DDRMHBACGCGYGCGTDGRBBDB
-DGVBCABTGDWGCGKRRCSR-

Original motif
Consensus sequence: DDRMHBACGCGYGCGTDGBBDB

20

4 %_.__A_g‘? A‘;ﬁcégs?gel =

—— T e BT

20

00 ETT QTT - Igé I“ F= T=

Websloga 1.4

bits

Reverse complement motif
Consensus sequence: BDVBCDACGCKCGCGTBHRKHD

20

T el T

: M

E
£
H
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Motif ID: UP00526

Motif name: Foxnl_primary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1

Number of overlap: 20

Similarity score: 0.0520196
Alignment:

HDWHMHGACGCGCGTRBVVBHW
DGVBCABTGDWGCGKRRCSR--

Original motif
Consensus sequence: WHVBVVMACGCGCGTCDYHWDH

20

Reverse complement motif
Consensus sequence: HDWHMHGACGCGCGTRBVVBHW

20

" AC QT x

DS SSH8 o XA

Weblogo34

0.0 e = == ﬂ_g:.:’ 00— — L= P as s T
Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 2
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Number of overlap: 20
Similarity score: 0.0542764

Alignment:
HDBABCGBKRGYGGCGMSBHAK
-DGVBCABTGDWGCGKRRCSR-

Original motif

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

EEQEQCAcggﬁ cla_ T

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

g En A = = e - _ = én g;-:_-_ AI$:.'=_¢FI(?-€\‘_‘~-_=-—-*:~’_"£
2 19 a8 WabiLogad & 3 19 19 £ Weblogad
Motif ID: UP00528
Motif name: Foxm1_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 3
Number of overlap: 20
Similarity score: 0.0560636
Alignment:
DCATDBTGHGCATKMTTBRSWR
—-—-MSGKKRCGCWDCABTGBBCD

Original motif

Reverse complement motif
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Consensus sequence: MWSMBAARRATGCDCABHATGD Consensus sequence: DCATDBTGHGCATKMTTBRSWR

20 20

cécg AA A_ .___4_‘.___‘-_;()-2%_ =5 éég " (.:AI o 1 T X9 CA —c-;IT :-:-:;II
Motif ID: UP00540
Motif name: Gli3_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1
Number of overlap: 20
Similarity score: 0.0595671
Alignment:
HHBSHTCGTGRGTGGKGDBVWMV
DGVBCABTGDWGCGKRRCSR———
Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20 20

: Zx CAQCACCCAC ALc

== e e -._-ml e
5 5 10 15 20
Weslaga 3.4

it
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Motif ID: UP00528

Motif name: Foxm1_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 4

Number of overlap: 20

Similarity score: 0.0602559

Alignment:

HADTBVADGATGCATCMTGMVHB

DGVBCABTGDWGCGKRRCSR——-

Original motif Reverse complement motif
Consensus sequence: HADTBVADGATGCATCMTGMVHB Consensus sequence: VHVRCAYGATGCATCDTVVADTH

20 20

e - i
0.0 A
1

=X e sl AT = o l-crél = I
20 1} 15

WesLogo 34 Weblaga 3.4

Motif ID: UP00538

Motif name: Glil_v016060_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 4
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Number of overlap: 20
Similarity score: 0.0607506

Alignment:
HVBDAGCGBGGGTGGCRDBDDDB
DGVBCABTGDWGCGKRRCSR-—--

Original motif

Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

- TU.Ca,

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

WebbLaga 34

S = e E e n oA e
% 19 13 a2 WebLogn 3.4

Motif ID: UP00098
Motif name: Rfx3_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Reverse Complement
Direction: Backward
Position number: 4
Number of overlap: 20
Similarity score: 0.0611227
Alignment:
BDBBVBVGTAWCCAAGVBHBAGBE
MSGKKRCGCWDCABTGBBCD—-—--

Original motif

Reverse complement motif
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Consensus sequence: VCTBHBVCTTGGWTACVVVVVDB

20

ol EL CTTAUXT_ﬁ

e

5

Consensus sequence: BDBBVBVGTAWCCAAGVBHBAGB

20

Motif ID: UP00050

Motif name: Bhlhb2_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward

Position number: 3

Number of overlap: 20

Similarity score: 0.0611361

Alignment:
RDHDBVDTCACGTGASBHVHDH
—-—-MSGKKRCGCWDCABTGBBCD

Original motif
Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

4]
=10

—]
§ —

C
a0== == . ==1 - t'(;;—r— e = -
15

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
GTVBDAATTGTVTGHGDDHKVEB
DGVBCABTGDWGCGKRRCSR--

Original motif

UP00034

Sox7_secondary
Mus musculus
Original Motif
Original Motif
Forward

1

20

0.061403

Consensus sequence: GTVBDAATTGTVTGHGDDHKVB

20

1.0

bits

Reverse complement motif
Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20

=10

20
Weblogo34

5

Dataset #: 2

Original motif

Consensus sequence: AWVDAGGTCA

Motif ID: 46

Motif name: RORA_1

Reverse complement motif
Consensus sequence: TGACCTDVWT
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Best Matches for Motif ID 46 (Highest to Lowest)

Motif ID: UP00009

Motif name: Nr2f2_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 5

Number of overlap: 10

Similarity score: 0.0154749

Alignment:

DHBHAAAGGTCAHVHB

--AWVDAGGTCA----

Original motif Reverse complement motif
Consensus sequence: DHBHAAAGGTCAHVHB Consensus sequence: BHVDTGACCTTTDVDD

it
P
bits
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15

~ AAGGICA. S by i

Weblogad 4 Weblogodd
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
HHBVHTGACCTTGVDHD
————— TGACCTDVWT--

Original motif

UP00079

Esrra_primary

Mus musculus
Reverse Complement
Reverse Complement
Forward

6

10

0.0176661

Consensus sequence: DHDBCAAGGTCAHVBDH

20

“__cAAGLTCA,

Webiiogo 3.4

Reverse complement motif
Consensus sequence: HHBVHTGACCTTGVDHD

20

L — -
i s

e W e W
10 15
Webiloga 3.4

5

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00048
Rara

Mus musculus
Original Motif
Original Motif
Forward

3
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Number of overlap:
Similarity score:

Alignment:
DHBHAAAGGTCACVHD
-—-AWVDAGGTCA----

Original motif

Consensus sequence: DHBHAAAGGTCACVHD

2.0

10
0.0189599

0.0 =

15
Weblagad 4

Reverse complement motif
Consensus sequence: HHVGTGACCTTTDVDD

20

bits

— == 0 W
0.0 =

’“ 1 .

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
VBVBCSGGGTCAVBBH
—-—AWVDAGGTCA-—---

Original motif

UP00009

Nr2f2_secondary
Mus musculus
Original Motif
Original Motif
Backward

5

10

0.0331999

Reverse complement motif
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Consensus sequence: VBVBCSGGGTCAVBBH

20

Consensus sequence: HVBVTGACCCSGBVBV

2.0

bits
P

_=_‘|:= e W : -r. Q-:_' = ———-"I"‘-—\_.—
5 10 15

Weblogodd

Motif ID: UP00066
Motif name: Hnf4a_primary
Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BDBVMGGGGTCAABHDV
-—-AWVDAGGTCA-—-—-—--—

Original motif

Consensus sequence: BDBVMGGGGTCAABHDV

20

bits

Original Motif
Original Motif
Forward

3

10
0.0341771

Reverse complement motif

2.0

Consensus sequence: BHHVTTGACCCCYVVDB

T

0.0

r-N
o6 S =Y V.- i =
5

o S—=
10

Websiaga 3.4

CCT
s R
10

]

WekiLags 3.4
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Motif ID: UP00053

Motif name: Rxra_primary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Forward
Position number: 6

Number of overlap: 10

Similarity score: 0.0363566
Alignment:

DBHBDTGACCCCDHVHB

————— TGACCTDVWT--

Original motif
Consensus sequence: DBHBDTGACCCCDHVHB

20

Reverse complement motif
Consensus sequence: VHBHDGGGGTCAHBHBD

20

== - _A . CA-_;_:—

H

15
Webiloga 3.4

Motif ID: UP00079

Motif name: Esrra_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward

Position number: 3
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Number of overlap: 10
Similarity score: 0.0391284

Alignment:
VKBBAGGGGTCAHDBBH
-—-AWVDAGGTCA-—-—-—-

Original motif
Consensus sequence: VKBBAGGGGTCAHDBBH

2.0

Reverse complement motif
Consensus sequence: DBBHHTGACCCCTBBYYV

2.0

T Tl

bits

WebiLags 3.4

Motif ID: UP00035

Motif name: Hicl_secondary
Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 2

Number of overlap: 10

Similarity score: 0.0444205
Alignment:

DBDDRTGCCCAWDHDV

————— TGACCTDVWT -

Original motif

Reverse complement motif
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Consensus sequence: DBDDRTGCCCAWDHDV

20

0.0

" &TACCCé$

15
Weblogad 4

Consensus sequence: VHHDWTGGGCAMDHBH

2.0

-ﬁr_--:.: - A % ————
5 10 15

Weblogodd

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
RDHDBVDTCACGTGASBHVHDH
AWVDAGGTCA-—-——————————

Original motif

UP00050

Bhlhb2_primary

Mus musculus
Original Motif
Reverse Complement
Forward

1

10

0.0461434

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

—

| @
= =e G YIIVVIVCE
15

Reverse complement motif
Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

i A

00 = -2 e == = i Pa o =
5 10 15

e

=

WablLogo 34

Motif ID:

UP00538
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Motif name: Glil_v016060_primary

Species: Mus musculus
Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif
Direction: Backward
Position number: 3
Number of overlap: 10
Similarity score: 0.0489571
Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
——————————— TGACCTDVWT -~
Original motif Reverse complement motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
2.0 20
. cﬁi-??g%— v T I QI = 9!_- oo =5 "-‘A W A A ce&—-,_,»- =
5 10 15 20 _— § 10 15 2 Weblogas
Dataset #: 2 Motif ID: 47 Motif name: RXRRAR_DRS5
Original motif Reverse complement motif
Consensus sequence: RGKTCABVVRGAGGTCA Consensus sequence: TGACCTCKVVBTGAYCK
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10

15

Websiags 3.4

Best Matches for Motif ID 47 (Highest to Lowest)

2.0

Motif ID: UP00540
Motif name: Gli3_v015681_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position number: 1

Number of overlap: 17

Similarity score: 0.0585087
Alignment:

DVTTVVCVYGGHGGYCHHDMYB
RGKTCABVVRGAGGTCA-——---

Original motif Reverse complement motif
Consensus sequence: DVTTVVCVYGGHGGYCHHDMYB Consensus sequence: VMYDHDGMCCHCCKBGVVAAVH

20 20

M_EIIT thllzﬂ¢$g = ok - - TAG¢GQeAx TAAL

20 5 20
Weblogad 4 Weblogo34

10 15
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Motif ID: UP00034

Motif name: Sox7_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 1

Number of overlap: 17

Similarity score: 0.0709955

Alignment:

GTVBDAATTGTVTGHGDDHKVB

————— RGKTCABVVRGAGGTCA

Original motif Reverse complement motif
Consensus sequence: GTVBDAATTGTVTGHGDDHKVB Consensus sequence: VVYDDDCHCAVACAATTDBVAC

2.0 20

bits
bits

15 20 5
WabLogad 4

a X cféA]:I%I s O ¥ ﬁ e c?$gAA5lIAEéQ

WablLogo 34

Motif ID: UP00538

Motif name: Glil_v015681_secondary
Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Reverse Complement
Direction: Forward

Position number: 1

Number of overlap: 17
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Similarity score:

Alignment:

DVVTTVGTGGGHGGYAMHWHHHY

RGKTCABVVRGAGGTCA-——-———

Original motif

0.075055

Consensus sequence: MHHHWHYTMCCHCCCACVAABVH

20

0.0 e

Reverse complement motif
Consensus sequence: DVWVTTVGTGGGHGGYAMHWHHHY

20

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
BBBDVVRGACCACCCAVGABBAB
—————— RGKTCABVVRGAGGTCA

Original motif

UP00538

Glil_v015681_primary
Mus musculus

Original Motif

Original Motif

Forward

7

17

0.0758824

Consensus sequence: BBBDVVRGACCACCCAVGABBAB

Reverse complement motif
Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB
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2.0

20

WebiLog 34 Weblagn 3.4

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

HBHDVBWGATHBTATCRVBHHH
TGACCTCKVVBTGAYCK-—-——-—

Original motif

Consensus sequence: HBHDVBWGATHBTATCRVBHHH

2.0

ZTA

UP00032

Gata3_secondary
Mus musculus
Reverse Complement
Original Motif
Backward

6

17

0.0759953

Reverse complement motif

2.0

w
B I ATC
o = "I"’A«: A A~ —_

" AT ATC,

20 20
WabiLogod4
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Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:
DTVBDDRGACCACCCAGDWDGBH
—————— RGKTCABVVRGAGGTCA

Original motif

UP00539

Gli2_v016060_primary
Mus musculus

Original Motif

Original Motif
Backward

1

17

0.0760211

Consensus sequence: DTVBDDRGACCACCCAGDWDGBH

20

N

- e W

i S

5 10 15

WesLogo 34

Reverse complement motif
Consensus sequence: DBCDWHCTGGGTGGTCMDHBBAFK

20

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

UP00538
Glil_v016060_primary
Mus musculus

Reverse Complement
Original Motif
Backward

7
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Number of overlap: 17

Similarity score: 0.0763398
Alignment:
BHCBCBCCGGGTGGTCYHVHDCH
TGACCTCKVVBTGAYCK-—-—-—-—-—
Original motif Reverse complement motif
Consensus sequence: BHCBCBCCGGGTGGTCYHVHDCH Consensus sequence: HGDHVHKGACCACCCGGBGBGDB
2.0 20
0.0 ¢——-§ = g%-—- - T I- g:‘!‘: == 9!—" o.0-== = - 6A L A A c“-"-_‘-x—v? =
: 10 15 20 i 5 10 15 20 i
Motif ID: UP00539
Motif name: Gli2_v016060_secondary
Species: Mus musculus
Matching format of first motif: Original Motif
Matching format of second motif: Reverse Complement
Direction: Forward
Position number: 1
Number of overlap: 17
Similarity score: 0.0768658
Alignment:
RTHBSYCGCCMCMYVCGBTVDH
RGKTCABVVRGAGGTCA-——---
Original motif Reverse complement motif
Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH Consensus sequence: HDBABCGBKRGYGGCGMSBHAK
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2.0

20

bits

M.-rémgé;éfgl¢196?¢+%@l
5 10 15 20

Weblogo 34

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
DDHBHBSTCACGTGAHBBDHHM
—-———-RGKTCABVVRGAGGTCA-

Original motif

UP00050
Bhlhb2_primary

Mus musculus
Original Motif
Reverse Complement
Forward

5

17

0.0784072

Consensus sequence: RDHDBVDTCACGTGASBHVHDH

2.0

a
=10

—]

C
== == — === - - GT— ==
15

Reverse complement motif

Consensus sequence: DDHBHBSTCACGTGAHBBDHHM

20

i A

0.0 == - == == - . c-.—.* - =
5 10 15

{

¥

Motif ID:

UP00538
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Motif name:
Species:

Glil_v016060_secondary
Mus musculus

Matching format of first motif: Original Motif
Matching format of second motif: Original Motif
Direction: Forward
Position nhumber: 1

Number of overlap: 17

Similarity score: 0.0794665
Alignment:

HVBDAGCGBGGGTGGCRDBDDDB
RGKTCABVVRGAGGTCA-—————

Original motif
Consensus sequence: HVBDAGCGBGGGTGGCRDBDDDB

2.0

Reverse complement motif
Consensus sequence: BDDHVDKGCCACCCVCGCTDBVH

== e Wy S ool A . Dl = -
Dataset #: 2 Motif ID: 48 Motif name: Tcfcp2l1

Original motif
Consensus sequence: CCAGYYHVADCCRG

. Cge- =X ‘e‘?cgﬂf

Webiioga 3.4

Reverse complement motif
Consensus sequence: CKGGDTBDMMCTGG

2.0

bits

1.0

LMWL A~ ;e.:_

5 10
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Best Matches for Motif ID 48 (Highest to Lowest)

Motif ID: UP00032

Motif name: Gata3_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 5

Number of overlap: 14

Similarity score: 0.0527249

Alignment:

HBHDVBWGATHBTATCRVBHHH

—-———-CCAGYYHVADCCRG——--

Original motif Reverse complement motif

Consensus sequence: HBHDVBWGATHBTATCRVBHHH Consensus sequence: HHHBBMGATAVHATCWVVDHVH
op = : Iéa_\Al _-_;';Algé__-_ = ol = __%-ﬂ.-AI‘E‘:—- AIGIA_ :

Motif ID: UP00539

Motif name: Gli2_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif
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Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:

RTHBSYCGCCMCMYVCGBTVDH
———————— CCAGYYHVADCCRG

Original motif

Backward
1

14
0.0551691

Consensus sequence: RTHBSYCGCCMCMYVCGBTVDH

2.0

Reverse complement motif
Consensus sequence: HDBABCGBKRGYGGCGMSBHAK

20

A G AI%ZE‘FI?&-?-_:-—--? <

o
= e e

5 10 15

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
HHRCCBBWGGDCDB
CCAGYYHVADCCRG

UP00005
Tcfap2a_secondary
Mus musculus
Original Motif
Original Motif
Backward

1

14

0.0560983
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Original motif

Consensus sequence: HHRCCBBWGGDCDB

2.0

W
<)
O
M

>

)
;O

Reverse complement motif
Consensus sequence: BDGHCCWBVGGKDH

2.0

0.0

_ X s M
5 10

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

Direction:

Position number:
Number of overlap:
Similarity score:

Alignment:
CYDBYWTCCSMHBVVH
CCAGYYHVADCCRG--

Original motif

UP00013
Gabpa_secondary
Mus musculus
Original Motif
Original Motif
Backward

3

14

0.0566467

Consensus sequence: CYDBYWTCCSMHBVVH

2.0

o
F1.0

LI X

5 10

15
WabiLogad 4

Reverse complement motif
Consensus sequence: DBVVDRSGGAWKVHKG

20

bits

a6 = —_— W O e ——w
: 5 10 15
WeblLogod 4

Page 380 of 385


http://the_brain.bwh.harvard.edu/uniprobe/detailsDef.php?id=013

Motif ID:

Motif name:

Species:

Matching format of first motif:

Matching format of second motif:

UP00075

Sox15_secondary
Mus musculus
Original Motif
Reverse Complement

—
18
Weblogo a4

Direction: Backward

Position number: 1

Number of overlap: 14

Similarity score: 0.0577636

Alignment:

BBVAATGDMATTHVA

—CCAGYYHVADCCRG

Original motif Reverse complement motif

Consensus sequence: BBVAATGDMATTHVA Consensus sequence: TVDAATYDCATTVVV
2.0 2.0
P === - ‘?:A-E;—":"‘_:—-—_-—ﬁ..a—_:f._: - - —_.——-—"'I-_:'A _-._I‘,ﬂ‘_::_ﬂ—,._ﬁ

5 w«;_gglig 5 10

Motif ID: UP00096

Motif name: Sox13_secondary

Species: Mus musculus

Matching format of first motif:

Matching format of second motif:

Direction:
Position number:

Reverse Complement
Original Motif
Forward

4
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Number of overlap:
Similarity score:

Alignment:

DDDHTGGGTGGGHAHHD
———-CKGGDTBDMMCTGG

Original motif

14
0.0587893

Consensus sequence: DDDHTGGGTGGGHAHHD

2.0

Reverse complement motif
Consensus sequence: DHHTHCCCACCCAHDDH

2.0

Motif ID:

Motif name:

Species:

Matching format of first motif:
Matching format of second motif:
Direction:

Position number:

Number of overlap:

Similarity score:

Alignment:

VVYDDDCHCAVACAATTDBVAC
-—-CCAGYYHVADCCRG—-=-=----

Original motif

UP00034

Sox7_secondary

Mus musculus
Original Motif
Reverse Complement
Forward

3

14

0.0590238

Reverse complement motif
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Consensus sequence: GTVBDAATTGTVTGHGDDHKVB Consensus sequence: VVYDDDCHCAVACAATTDBVAC

20 20

10

bits

1.0

R GIAALII%I xe o % 1 & < CAQQAALIAEQQ

20 5 20
Weblogad 4 Weblogo34

bits

Motif ID: UP00540

Motif name: Gli3_v016060_secondary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Forward

Position number: 9

Number of overlap: 14

Similarity score: 0.0596904

Alignment:

VYWVVHCRCCACMCACGAHSBHH

———————— CCAGYYHVADCCRG-

Original motif Reverse complement motif
Consensus sequence: VYWVVHCRCCACMCACGAHSBHH Consensus sequence: HHBSHTCGTGRGTGGKGDBVWMV

20 20

Lx gAQQﬁQECACRQé?

it
b=

A'A‘EFE‘?LIQEIIT"FI-#;FE’} ; ‘Q‘AG

5 10 15 20
Weslaga 3.4 Webblaga 3.4

e e -‘-:L—‘-aﬁ-l —_— e 0.0
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Motif ID: UP00538

Motif name: Glil_v015681_primary

Species: Mus musculus

Matching format of first motif: Original Motif

Matching format of second motif: Original Motif

Direction: Backward

Position number: 1

Number of overlap: 14

Similarity score: 0.0597695

Alignment:

BBBDVVRGACCACCCAVGABBAB

————————— CCAGYYHVADCCRG

Original motif Reverse complement motif
Consensus sequence: BBBDVVRGACCACCCAVGABBAB Consensus sequence: BTBVTCVTGGGTGGTCMVVDVBB

2.0 20

bits

00 —_— ===t i N =¥ e gt = Py = = S l S _
5 10 15 10 20
Weblogo 34 Wabloga 3.4

sl

A A A Ga_ a_ ‘” 7 . ELQ___-'Q- T 1 ¢

Motif ID: UP00539

Motif name: Gli2_v015681_secondary
Species: Mus musculus

Matching format of first motif: Reverse Complement
Matching format of second motif: Original Motif

Direction: Backward

Position number: 2

Number of overlap: 14
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Similarity score: 0.0598357

Alignment:

HVGVSAGGAGGGTCYHHHHYVH

——————— CKGGDTBDMMCTGG-

Original motif Reverse complement motif

Consensus sequence: HVGVSAGGAGGGTCYHHHHYVH Consensus sequence: DVMHHDHKGACCCTCCTSVCBH

20 20

0.0 e e

Results created by MOTIFSIM on 06-18-2018 23:13:48
Runtime: 761.535 seconds

MOTIFSIM is written by Ngoc Tam L. Tran
Motif logo generated by weblogo
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